Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



1 J * End 2514 

5042454 Score 2283 

1..232, 457. .1870, 1927. .2037, 2370. .2514 
(AC007789) putative polyprotein [Oryza sativa] 



24915 
51714 
4652 

OJ990604_06.9920.C15.ol.tw 

806 

none 



Seq. ID OJ990604_06.9920.C15 



Strand 
End 

Method 

End 

Score 



5220 

TBLASTX: Wheat 

1198 

93 



806. .1063, 840. .1079, 1046. .1144, 1047. .1139, 1151. .1198 



Seq. No. 24915 Seq. ID 

Gene No. 51714 Strand 

Start 4 652 End 

Name OJ990604_06 . 9920 . C15.ol.tm Method 

Start 908 End 

GI none Score 

Exons 908.. 1156, 909.. 1193 



OJ990604_06.9920.C15 
5220 

TBLASTX: Maize 

1193 

108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24915 Seq/ • ID- OJ990604_06 . 9920 . C15 

51714 Strand. - 

4652 End ' 5220 

OJ990604_06.9920.C15.ol.gp Method AAT/GAP 

4652 End 5220 

4879016 Score 820 

4652. .5220 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



24915 
51715 
5846 

OJ990604 

5846 

none 



06.9920.C15.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_06.9920.C15 
6255 

TBLASTX: Wheat 

6255 

103 



5846.-5962, 5978. .6064, 6067. .6183, 6166.. 6255 



24916 
51716 
614 

OJ990604_t>6 : 9920 . C16 . ol . np 
614 

2443320 
614. .2611 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990604 06.9920.C16 



Strand 
End 

Method 

End 

Score 



+ 

2611 
AAT/NAP 
2611 
2556 



24916 Seq. ID 

51716 Strand 

614 End 
OJ990604_06. 9920 . C16 . ol . gs - Method 

617 End 

none Score 

617.. 1339, 1523.. 2579 



OJ990604_06.9920.C16 
+ 

2611 
GEN SCAN 
2579 
.69 



25001 




Seq. No. 


24916 








Seq. ID 


OJ990604_06.9920 


.C16 


Gene No. 


51716 








Strand 


+ 




Start 


614 








End 


2611 




Name 


OJ990604_06 


. 9920 


.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


812 








End 


1158 




GI 


none 








Score 


202 




Exons 


812. .1156, 


946. . 


1158 










Seq. No. 


24916 








Seq. ID 


OJ990604__06.9920 


.C16 


Gene No. 


51716 








Strand 


+ 




Start 


614 








End 


2611 




Name 


OJ990604_06 


. 9920 


.C16.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1607 








End 


1909 




GI 


none 








Score 


101 




Exons 


1607. . 1690, 


. 1688 


. .1909, 


1734. 


.1880, 1744. .1890 




Seq. No. 


24916 








Seq. ID 


OJ990604 06.9920 


.C16 


Gene No. 


51716 








Strand 


+ ■ ~~ ' 




Start 


614 








End 


2611 




Name 


OJ990604 06 


. 9920 


.C16.o2 


. ts 


Method 


TBLASTX : Soybean 


- 


Start 


17-51 








End 


2134 




GI 


none 








Score 


110 




Exons 


1751. . 1885, 


1910 


. .2134 










Seq. No. 


24916 








Seq. ID 


OJ990604_06.9920 


.C16 


Gene No . 


51716 








Strand 


+ 




Start 


614 








End 


2611 




Name 


OJ990604 06 


. 9920 


.C16.ol 


.tw . 


Method 


TBLASTX: Wheat 




Start 


1910 








End 


2575 




GI 


none 








Score 


802' 




Exons 


1910. .2575, 


1913 


. .2518, 


1936. 


.2556 






Seq. No. 


24916 








Seq. ID 


OJ990604_06.9920 


-C16 


Gene No. 


51716 








Strand 


■ + 




Start 


614 








End 


2611 




Name 


OJ990604 06 


. 9920 


.CI6.0I 


.tm 


Method 


TBLASTX: Maize 




Start 


2048 








End 


2593 




GI 


none 








Score 


203 




Exons 


2048. .2356, 


2209 


. .2268, 


2375. 


.2452, 2438.. 2593 




Seq. No. 


24916 








Seq. ID 


OJ990604_06.9920 


.C16 


Gene No. 


51716 








Strand 


+ 




Start 


614 - 








End 


2611 




Name 


OJ990604_06 


. 9920 


.CI6.0I 


. ts 


Method ' 


TBLASTX : Soybean 




Start 


2144 








End 


2575 




GI 


none 








Score 


178 




Exons 


2144 . . 2371, 


2146 


. .2370, 


2372. 


.2452, 2438. .2575 




Seq. No. 


24916 








Seq. ID 


OJ990604_06.9920 


.C16 


Gene No. 


51716 








Strand • 


+ 




Start 


614 








-End 


2611 




Name 




noon 


1 D . Ol 


. lC 


Method 


TBLASTX: Cress 




Start 


2156 








End 


2602 




GI 


none 








Score 


120 




Exons 


2156. .2362, 


2372 


.2449, 


2468. 


.2602 






Seq. No. 


24917 








Seq. ID 


OJ990604_06.9920 


.C17 



25002 



Gene No. 51717 Strand + 

Start 1 End 213.1 

Name OJ990604_06 . 9920 .C17 . ol . np Method AAT/NAP 

Start 1 End 938 

GI 2443320 Score 1426 

Exons 1..938 

GI Descrip. (D85597) polyprotein [Oryza australiensis] 

Seq. No. 24917 Seq. ID OJ990604_06 . 9920 .C17 

Gene No. 51717 Strand + 

Start 1 End -2131 

Name OJ9906Q4_06. 9920 .C17 . ol . gs Method GENSCAN 

Start 159 End 2131 

GI none Score .85 

Exons 159.. 806, 1655.. 2131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24917 
51718 
,2598 

OJ990604_06.9920.C17.o2.np 



Seq. ID OJ990604_06. 9920.C17 

Strand + 

End 332 9 

Method AAT/NAP 

End 3107 

Score 322 



2407 
2522230 
2407. .3107 

(AB007467) retrotransposon-like gene; the first amino acid was 
determined to be leucine [Vicia faba] 



Seq. No. 


24917 




Seq. ID 


OJ990604_06. 9920 


.C17 


Gene No. 


51718 




Strand 


+ 




Start 


2598 




End 


3329 




Name 


OJ990604 06.9920.C17 


.o2.gs 


Method 


GENSCAN 




Start 


2598 




End 


3329 




GI 


none 




Score 


.64 




Exons 


2598. .3329 










Seq. No. 


24917 




Seq. ID 


OJ990604_06.9920 


-C17 


Gene No. 


51719 




Strand 


.+ 




Start 


3935 




End 


5427 




Name 


OJ990604 06.9920.C17 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


338 




GI 


none 




Score 


181 




Exons 


1..141, 17. .139, 24. 


.140, 138 


..338, 146. .322 




Seq. No. 


24917 




Seq. ID 


OJ990604_06.9920 


-C17 


Gene No. 


51719 




Strand 


+ 




Start 


3935 




End 


5427 




Name 


OJ990604 06.9920 , ;C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


300 




End 


887 




GI 


none 




Score 


99 




Exons 


300. .419, 468.-674, 


693. .887 








Seq. No. 


24917 




Seq. ID 


OJ990604_06.9920 


.C17 


Gene No. 


51719 




Strand 


+ 




Start 


3935 




End 


5427 




Name 


OJ990604 06.9920.C17 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


309 




End 


803 




GI 


none 




Score 


220 




Exons 


309. .671, 699. .803 











25003 




Seq. No. 


24917 






Seq. ID 


OJ990604_06.9920 


.C17 


Gene No. 


51719 






Strand 


+ 




btart 


3935 






Lna 


c a on 
D4z 1 




Name 


OJ990604 06.9920 


.C17.ol 


. tw 


Method 


mrj) T 7\ O T> V . T.TVi n-,4- 

ibijAb 1a : wneat 




btart 


411 






bna 


QQQ 

o y y 




bl 


none 






Score 


o i y 




Exons 


411. .899, 412. .531, 416 










Seq. No. 


24917 






Seq. ID 


OJ990604JD6.9920 


.C17 


Gene No. 


D ± f ±y 






Strand 






btart 


3935 






Lna 


04*£ / 




Name 


OJ990604 06.9920; 


.C17.o3 


.gs 


Metnoa 


GENbCAN 




Start 


3935 






End 


/ 




bl 


none 






Score 






Exons 


3935.-4234, 4912 


. .5020, 


c; r> r\ q 








Seq. No. 


24918 






Seq. ID 


OJ990604_06!9920 


.C18 


Gene No. 


51720 






Strand 






btart 


149 






hna 


,5 / Z 




Name 


OJ990604 06.9920. 


.C18.ol 


. gs 


Method 


bLNbbAN 




btart 


.149 






hna 


O /z 




bl 


none 






Score 






Exons 


149. .372 












Seq. No. 


24918 






Seq. ID 


/-\ Tooncn a r\ c noon 

ojyyuoU4_uo. yy^u 


r* i o 

. Clo 


Gene No . 


51721 






C+- -v* — i fi iA 

btrana . 






Start 


386 






End 


682 




Name 


OJ990604 06.9920, 


.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


386 






hna 


682 




GI 


61605 3.R1084 






Score 


448 




Exons 


386. .682 












GI Descrip. 


, 1402920/emb|CAA66965| ; 


z . ue- 




peroxidase [Arabidopsis 




thaliana] 1 












Seq. No. 


24919 






Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 






Strand 


+ 




otart 


3502 






T7 ,~ —1 

hna 


4486 




Name 


OJ990604 06.9920, 


.C19.o2 


. ts 


Metnoa 


TBLASTX : Soybean 




btart 


2739 






hna 


3137 




bl 


none 






Score 


197 




Exons 


2739.. 3137 












Seq. No. 


24919 




- 


Seq. ID 


OJ990604_06. 9920 


-C19 


Gene No. 


51722 






Strand 


+ 




btart 


3502 






17 -J 


4486 




Name 


OJ990604 06.9920. 


.C19.o3 


. ts 


Metnoa 


TBLASTX: Soybean 




Start 


3487 






T7 _3 

End 


3845 




bl 


none 






Score 


104 




Exons 


3487. .3657, 3711, 


. .3845 










Seq. No. 


24919- 






Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 






Strand 


+ 




Start 


3502 






v End 


4486 




Name 


OJ990604 06.9920. 


,C19.ol 


. np 


Method 


AAT/NAP 




Start 


3502 






End 


4486 




GI 


5902445 






Score 


641 





25004 




Exons ' 3502.. 4486 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


24919 








Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 








Strand 


+ 




Start 


3502 








End 


4486 




Name 


OJ990604 06. 


9920 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3666 








End 


4040 




GI 


none 








Score 


39 




Exons 


3666. . 3698, 


3693 


. . 3890, 


3701 . 


.3889, 3702. .3890, 3712. .3891, 




3900. .4040, 


3902 


. .3997, 


3906. 


.4041) 






Seq. No. 


24919 








Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 








Strand 


+ 




Start 


3502 








End 


4 486 




Name 


OJ990604_06. 


9920 


.C19 . o2 


. tm 


Method 


TBLASTX : Mai ze 




Start 


-i r n r 

3696 








End 


3906 




GI 


none 








Score 


256 




Exons 


3696. .3890, 


3701 


. .3889, 


3718. 


. 3906 






Seq. No. 


24919 ■ 








Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 








Strand 


+ 




Start 


3502 








End 


4486 




Name 


OJ990604_06. 


9920 


.C19.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


3909 








End 


4370 




GI 


none 








Score 


545 




Exons 


3909. .4370, 


3909 


. .4301, 


4058. 


. 4369 






Seq. No. 


24919 








Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 








Strand 


+ 




Start 


3502 








End 


4486 




Name 


OJ990604 06. 


9920 


,C19.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4041 








End 


4439 




GI 


none 








Score 


200 




Exons 


4041. .4376, 


4058 


. .4372, 


4338. 


.4439 






Seq. No. 


24919 








Seq. ID 


OJ990604_06.9920 


.C19 


Gene No. 


51722 








Strand 


+ 




Start 


3502 








End 


4486 




Name 


OJ990604_06. 


9920 


,C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4056 








End 


4486 




GI 


none 








Score 


221 




Exons 


4056. .4337, 


4092 


. .4298, 


4 094. 


.4342, 4338. .4469, 4382. .4486- 


Seq. No. 


24 920 








Seq. ID 


OJ990604_06.9920 


.C20 


Gene No. 


51723 








Strand 


+ 




Start 


108 








End 


620 




Name 


OJ990604_06. 


9920 


.C20.ol 


.gs 


Method 


GENSCAN 




Start 


108 






End 


620 




GI 


none 








Score 


.93 




Exons 


108. .620 














Seq. No. 


24921 








Seq. ID 


OJ990604_06.-9920 


.C21 


Gene No. 


51724 








Strand 


+ 




Start 


1344 








End 


1868 




Name 


OJ990604 06. 


9920 


.C21.ol 


.gs 


Method 


GENSCAN 




Start 


1344 








End 


1868 





25005 



GI 


none 


Score 


. 65 


Exons 


1344.. 143 9/ 1745.. 18 68 






Seq. No. 


24921 


Seq. ID 


OJ990604_06. 9920 


Gene No. 


51725 


Strand 




Start 


1194 


End 


1814 


Name 


OJ990604 06.9920.C21.ol.np 


Method 


AAT/NAP 


Start 


1194 


End 


1814 


GI 


6721559 


Score 


503 


Exons 


1194.. 1326, 1355. .1814 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gil 6815084 | cUbj IBAA90370.1 1 (AP001081) 


hypothetical prot 




[Oryza sativa] 






Seq. No. 


24922 


Seq. ID 


OJ990604_06. 9920 


Gene No. 


51726 


Strand 


+ 


Start 


52 


End 


5156 


Name 


OJ990604 06.9920.C22.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


4560 


GI 


none 


Score 


.79 


Exons 


52. .362, 2385. .2540, 2619. .29" 


'8, 3022. 


. 3171, 3607 . . 3842 




3903.. 4081, 4268. .4560 






Seq. No. 


24922 . 


Seq. ID 


OJ990604_06. 9920 


Gene No. 


51726 


Strand 


+ 


Start 


52 


End- 


5156 


Name 


OJ990604 06.9920.C22.ol.np 


Method 


AAT/NAP 


Start 


2451 


End 


3347 


GI 


5042448 


Score 


1300 


Exons 


2451.. 3021, 3061.. 3347 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa] 






Seq. No. 


24922 


Seq. ID 


OJ990604 06.9920 


Gene No. 


51726 


Strand 


+ 


Start 


52 


End 


5156 


Name 


OJ990604 06.9920.C22.o2.np 


Method 


AAT/NAP 


Start 


3607 


End 


5156 


GI 


4680179 


Score 


2212 


Exons 


3607. .5156 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


24922 


Seq. ID 


OJ990604_06.9920 


Gene No. 


51726 


Strand 


+ 


Start 


52 


End 


5156 


Name 


OJ990604 06.9920.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3873 


End 


4233 


GI 


none 


Score 


305 


Exons 


3873. .3974, 3874. .4233, 3999.. 


4232 




Seq. No. 


24922 


Seq. ID 


OJ990604_06.9920 


Gene No. 


51726 


Strand 


+ 


Start 


52 


End 


5156 


Name • 


OJ990604 06.9920.C22.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4675 


End 


5025 


GI 


none 


Score 


54 


Exons 


4675. .4716, 4744. .5025, 4761.. 


4949 





25006 



Seq. No. 24923 

Gene No. 51727 

Start 1 

Name OJ990604_06 . 9920 . C23 . ol . np 

Start 1 

GI 4680179 

Exons 1. . 3014 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 24923 

Gene No. 51727 

Start 1 

Name OJ990604_06 . 9920 . C23 . 06 . tw 

Start 3 

GI none 

Exons 3.. 299 



Seq. ID OJ990604_06.9920.C23 

Strand + 

End 3014 

Method AAT/NAP 

End 3014 

Score 4917 

sativa subsp. indica] 

Seq. ID OJ990604_06.9920.C23 

Strand + 

End 3014 

Method TBLASTX : Wheat 

End 299 

Score 186 



Seq. No. 24923 Seq. ID 

Gene No. 51727 Strand 

Start 1 End 

Name OJ990604JD6 . 9920 . C23 . ol . gs Method 

Start .33 End 

GI none Score 

Exons 33. .2078 



OJ990604_06.9920.C23 
+ 

3014 
GENSCAN 
2078 
.82 



Seq. No. 24923 Seq. ID 

Gene No. 51727 Strand 

Start 1 End 

Name OJ990604_06 . 9920 . C23 . o4 . tw Method ' 

Start 470 End 

GI none Score 

Exons 470.. 928, 474.. 956 



OJ990604_06.9920.C23 
+ 

3014 

TBLASTX: Wheat 

956 

523 



Seq. No. 24923 Seq. LD 

Gene No. 51727 Strand 

Start 1 End 

Name OJ990604_06. 9920 . C23 . o3 . ts . Method 

Start 510 End 

GI none Score 

Exons 510. .824, 658. .828, 674. .823 

Seq. No. 24923 Seq. ID 

Gene No. 51727 ' Strand 

Start 1 * End 

Name OJ990604_06 . 9920 . C23 . o4 . tm Method 

Start 539 End 

GI none Score 

Exons S39..784, 543.. 980 



OJ990604_06. 9920.C23 
+ 

.3014 

TBLASTX : Soybean 

828 

189 



OJ990604_06.9920.C23 
+ 

3014 

TBLASTX: Maize 

980 

359 



Seq. No. 24923 

Gene No. 51727 

Start 1 

Name OJ990604_06 . 9920 . C23 . ol . ts 

Start 897 

GI none 

Exons 897.. 929, 929.. 982, 933.. 977, 



Seq. ID OJ990604_06.9920.C23 

Strand + 

End 3014 

Method TBLASTX: Soybean 

End 1292 

Score 54 

933.. 1163, 1041.. 1292, 1049.. 1291 



25007 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24923 
51727 
1 

OJ990604_06. 

1006 

none 

1006. .1095, 

24923 
51727 
1 

OJ990604_06. 

1038 

none 

1038. .1379, 

24923 
51727 
1 

OJ990604_06. 

1308 

none 

1308. .1817, 

24923 
51727 
1 

OJ990604_06. 

1380 

none 

1380. .1733, 

24923 
51727 
1 

OJ990604_06. 

1821 

none 

1821. .2300, 

24923 
51727 
1 

OJ990604_06. 

2088 

none 

2088. .2348, 

24923 
51727 
1 

OJ990604_06. 

2147 

none 

2147. .2434, 



9920.C23.o5.tw 



Seq. ID OJ990604__06.9920.-C23 

Strand + 

End 3014 

Method TBLASTX : Wheat 

End 1307 

Score 72 



1006.. 1083, 1043.. 1306, 1044.. 1307 



9920.C23.o5.tm 



1094. .1378 



9920.C23.o2.tw 



1310. .1726 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_06. 9920.C23 
4- 

3014 

TBLASTX: Maize 

1379 

315 



OJ990604JJ6. 9920.C23 
+ 

3014 

TBLASTX: Wheat 

1817 

591 



Seq. ID OJ990604_06. 9920.C23 

Strand + 

End 3014 

Method TBLASTX : Mai ze 

End 1750 

Score 472 
1382.. 167.2, 1383.. 1718, 1433.. 1750, 1694.. 1726 



9920.C23.o2.tm 



9920.C23.o3.tw 
1854. .2267, 2045, 

9920.C23.o2.ts 
2093. .2347 

9920.C23.o3.tm 
2148. .2438 



Seq. ID OJ990604_06. 9920.C23 
Strand + 

3014 

TBLASTX: Wheat 
2300 
561 



End 

Method 
End 
Score 
.2299 



Seq. ID OJ990604_06.9920.C23 

Strand + 

End 3014 

Method TBLASTX : Soybean 

End 2348 

Score 291 



Seq. ID OJ990604_06. 9920.C23 

Strand + 

End 3014 

Method TBLASTX : Mai ze 

End 2438 

Score 391 



25008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24923 
51727 

1 - 

OJ990604_06.9920.C23.ol.tw 

2307 

none 

2307.. 2933, 2309.. 2932 

24923 
51727 
1 

OJ990604_06.9920.C23.ol.tm 

2487 

none 



Seq. ID OJ990604_06. 9920.C23 

Strand + 

End 3014 

Method TBLASTX : Wheat 

End 2933 

.Score 717 



Seq. ID OJ990604_06.9920.C23 

Strand + 

End 3014 

Method TBLASTX : Mai ze 

End 3014 

Score 226 



2487. .2648, 2495. .2641, 2645.-2947, 2646. .3014 



24924 
51728 
1 

OJ990604_06.9920.C24.ol.np 
1 

4680179 
1..836 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990604_06.9920.C24 

Strand + 

End 836 

Method AAT/NAP 

End 836 

Score 1353 



24924 
51728 
1 

OJ990604_06.9920.C24.ol.tw 

3 

none 

3.-458, 5. .457 

24924 
51728 
1 

OJ990604_06 . 9920 . C24 . ol . tm 
12 

none 

12. .173, 18. .161, 20. .166, 166. .231, 170. .232, 170. .598, 
171. .611 



Seq. ID OJ990604_06.9920.C24 

Strand + 

End 836 

Method TBLASTX : Wheat ' 

End 458 

Score 532 



Seq. ID OJ990604_06.9920.C24 

Strand . + 

End 836 

Method TBLASTX: Maize 

End 611 

Score 220 



Seq. No. 24924 

Gene No. 51728 

Start 1 

Name OJ990 604_06 . 9920 . C2 4 . ol". gs 

Start 45 

GI none 

Exons 45.. 749 



Seq. ID OJ990604_06. 9920.C24 

Strand + 

End 836 

Method . GENSCAN 

End 749 

Score .69 



Seq. No. 24924 

Gene No. 51728 

Start 1 

Name OJ990604_06 . 9920 . C24 . o2 . tw 

Start 458 

GI none 
Exons 



Seq. ID OJ990604_06.9920.C24 

Strand + 

End 836 

Method TBLASTX : Wheat ' 

End 826 

Score 332 



458. .511, 459. .791, 557 673, 773 826 



25009 



Seq. No. 24925 

Gene No. 51729 

Start 1 

Name OJ990604_06 . 9920 . C25 . ol . np 

Start 1 

GI 4680179 

Exons 1..87, 128.. 920, 1148.. 1235 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990604_06.9920.C25 
Strand 

End 1235 

Method AAT/NAP 

End 1235 

Score 433 



Seq. No. 24925 

Gene No. 51729 

Start 1 

Name OJ990604JD6 . 9920 . C25 . ol . gs 

Start 135 

GI none 

Exons 135.. 913 



Seq. ID OJ990604_06.9920.C25 
Strand 

End 1235 

Method GEN SCAN 

End 913 

Score .49 



Seq. No. 24925 

Gene No. 51729 

Start 1 

Name OJ990604_06. 9920 . C25 . ol . tm 

Start 531 

GI -• none 

Exons 531.. 617, 582.. 842, 667.. 828 



Seq. ID OJ990604_06.9920.C25 
Strand 

End 1235 
Method TBLASTX : Maize 
End 842 ' 

Score .r«55. 



Seq. No. 24925 

Gene No. 51729 

Start 1 

Name OJ990604_06 . 9920 . C25 . ol . tw 

Start 548 

GI none 

Exons 548.. 613, 582.. 842, 652.. 828 



Seq. ID OJ990604_06.9920.C25 
Strand 

End , 1235 

Method TBLASTX : Wheat 

End 842 

Score 4 6 



Seq. No. 24926 

Gene No. 51730 

Start 1 

Name OJ990604_06. 9920.C2 6. ol.gp 

Start 1 

GI 61605_3.R1084 

Exons 1..275 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990604_06.9920.C26 

Strand + 

End 275 

Method AAT/GAP 

End 275 

Score 451 



Seq. No. 24926 

Gene No. 51731 

Start 535 

Name OJ990604_06 . 9920 . C26 . ol . np 

Start 535 

GI 5852180 

Exons 535.. 634, 1645.. 2014 
GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID.- OJ990604_06.9920.C26 

Strand + 

End 2088 

Method AAT/NAP 

End 2014 

Score 319 



Seq. No. 24926 

Gene No. 51731 

Start 535 

Name OJ990604_06 . 9920 . C26 . ol . gs 



Seq. ID OJ990604_06.9920.C26 

Strand + 

End 2088 

Method GENSCAN 



25010 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Se.g. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1704 
none 

1704.. 1759, 1764.. 2088 

24926 
51732 
4439 

OJ990604_06 . 9920 . C26 . o2 . np 
4439 
6742729 
4439. w5242, 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2088 
.93 



OJ990604_06.9920.C26 
+ 

5713 
AAT/NAP 
5713 
652 



5640. .5713 



(AF121139) RIM2 protein [Oryza sativa] 



24926 
51733 
803 

OJ990604_06.9920.C26.o2.gp 
803 

2428185 
803. .1232 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



Seq. ID OJ990604_06.9920.C26 
Strand 

1232 
AAT/GAP 
1232 
809 



End 

Method 

End 

Score 



Seq. ID OJ990604_06. 9920.C26 

Strand . - 

End 198 4 

Method AAT/GAP 

End 1984 

Score 584 



24926 
51734 
1250 

OJ990604_06.9920.C26.o3.gp 
1250 

101153_1'.R1084 
1250. .1478, 1795. .1984 - 

, 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 

Seq. ID OJ990604_06.9920.C26 

Strand • - 

End 5713 

Method TBLASTX: Wheat 

End' 4717 

Score 7 9 



Seq. ID OJ990604_06. 9920.C26 
Strand 

End 5713* 

Method ' TBLASTX: Soybean 

End 4439 

Score 4 3 



Seq. ID OJ990604_06. 9920.C26 
Strand 

End 5713 

Method TBLASTX : Mai ze 

End 4708 

Score 111 



Seq. No. 


24926 








Gene No. 


51735 








Start" 1 ' 


5499 








Name 


OJ990604 06 


.9920. 


C26.o2 


.tw 


Start 


4114 








GI 


none 








Exons 


4114. .4236, 


4286. 


.4438, 


4290. 


Seq. No. 


24926 








Gene No. 


51735 








Start 


5499 








Name 


OJ990604 06 


.9920. 


C26.ol 


.ts 


Start 


4147 








GI 


none 








Exons . 


4147. .4176, 


4183. 


.4242, 


4203. 


Seq. No. 


24926 








Gene No. 


51735 








Start 


5499 








Name 


OJ990604 06 


.9920. 


C26.o2 


. tm 


Start 


4490 








GI 


none 








Exons 


4490. .4570, 


4502. 


.4549, 


4562. 



25011 



Seq. No.' 


24926 




Seq. ID 


OJ990604_06. 9920.C2 6 


Gene No. 


51735 




Strand 




Start 


5499 




End 


5713 


Name 


OJ990604_06. 9920 


.C26.ol. tm 


Method 


TBLASTX: Maize 


Start 


4799 




End 


5178 


GI 


none 




Score 


57 


Exons 


4799.-4849, 4865 


.4921, 4950. 


.5168, 4951. .5178, 4960. .5178 


Seq. No. 


24926 




Seq. ID 


OJ990604_06.9920.C26 


Gene No. 


51735 




Strand 




Start 


5499 




End 


5713 


Name 


OJ990604 06.9920 


C26.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4823 




End 


5241 


GI 


none 




Score 


105 


Exons 


4823 . . 4921, 4867 


.4929, 4920. 


.5237, 4921.. 5241 


Seq.- No. 


24926 




Seq. ID 


OJ990604_06. 9920.C26 


Gene No. 


51735 




Strand 




Start 


5499 




End 


5713 


Name 


OJ990604 06.9920 


C26.o3.np 


Method 


AAT/NAP 


Start 


5499 




End 


5713 


GI 


5295955 




Score 


227 


Exons 


5499. .5713 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


24927 




Seq. ID 


OJ990604_06.9920.C27 


Gene No. 


51736 




Strand 


+ 


Start 


711 




End 


1027 


Name 


OJ990604 06.9920. 


C27.ol.gp 


Method 


AAT/GAP 


Start 


711 




End 


1027 


GI 


61605 3.R1084 




Score 


453 


Exons 


711. .1027 









GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 


24927 




Seq. ID 


OJ990604_06..9920 


.-C27 


Gene No. 


51737 




Strand 






Start 


1 




End 


1079 




Name 


OJ990604 06.9920.C27.ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


1079 




GI 


4680179 




Score 


196 




Exons 


1..227, 1055. .1079 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


24927 




Seq. ID 


OJ990604_06.9920 


.C27 


Gene No. 


51737 




Strand 






Start 


1 




End 


1079 




Name 


OJ990604 06.9920.C27.ol 


.gs 


Method 


GENSCAN 




Start 


12 




End 


217 




GI 


none 




Score 


.89 




Exons 


12. .217 










Seq. No. 


24928 




Seq. ID 


OJ990604_06.9920 


.C28 


Gene No. 


51738 




Strand 


+ 




Start 


98 




End 


538 




Name 


OJ990604 06.9920.C28.ol 


.gp 


Method 


AAT/GAP 





25012 




Start 98 End 538 

GI 61605JL.R1084 " Score 205 

Exons 98.. 179, 458.. 538 

GI Descrip. ' 5852170/emb | AL117265 . 1 1 OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


24928 


Seq. ID 


OJ990604_06. 9920 


.C28 


Gene No. 


.51739 


Strand 






Start 


1 


End 


686 




Name 


OJ990604 06.9920.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


686 




GI 


5852180 


Score 


245 




Exons 


1. .294, 590. . 686 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


24929 


Seq; ID 


OJ990604_06. 9920 


.C29 


Gene No. 


51740 


Strand 


— 




Start 


118 


End 


1188 




Name 


OJ990604 06. 9920 . C29 . ol . gs 


Method 


GENSCAN 




Start 


118 


End 


1188 




GI 


none 


Score 


1 




Exons 


118. .1188 








Seq. No. 


24929 


: .Seq. ID 


•OJ990604_06. 9920 


.C29 


Gene No. 


51740 


Strand 






Start 


118 


End 


1188 




Name 


OJ990604 06. 9920 . C29 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


325 


End 


723 




GI 


none 


Score 


74 




Exons 


325. .594, 634 . .723 








Seq. No. 


24929 


Seq. ID 


OJ990604_06. 9920 


.C29 


Gene No. 


51740 


Strand 


~ 




Start 


118 


End 


1188 




Name 


OJ990604 06. 9920 . C29 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


358 


End 


768 




GI 


none 


Score 


81 - 




Exons 


358. .609, 443. .610, 617. .766, 


631. .768 






Seq. No. 


24930 


Seq. ID 


OJ990604_06. 9920 


.C30 


Gene No. 


51741 


Strand 


+ 




Start 


260 


End 


516 




Name 


OJ990604 06. 9920 . C30 . ol . gs 


Method 


GENSCAN 




Start 


260 


End 


516 




GI 


none 


Score 


.44 




HiXOIlb 


260. .516 








Seq. No. 


24930 


Seq. ID 


OJ990604 06.9920 


.C30 


Gene No. 


51742 


Strand 


+ 




Start 


471 


End 


560 




Name 


OJ990604 06.9920.C30.ol.np 


Method 


AAT/NAP 




Start 


471 


End 


560 




GI 


4680183 


Score 


112 




Exons 


471. .560 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


24931 


Seq. ID 


OJ990604_06.9920 


.C31 



25013 



Gene No. 51743 Strand 

Start 376 End 

Name OJ990 604_06 . 9920 . C31 . ol . gs Method 

Start 376 End 

GI none Score 

Exons 37 6. .503 



503 

GENSCAN 

503 

.99 



Seq. No. 24932 Seq. ID 

Gene No. 51744 Strand 

Start - 19 End 

Name ■ OJ990604_06 . 9920 .032 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 298 



OJ990604_06.9920.C32 
298 

GENSCAN 

298 

.54 



Seq. No. 24933 Seq. ID 

Gene No.- 51745 Strand 

Start 130 End 

Name' OJ990604_06 . 9920 . C34 . ol . gs Method 

Start 130 End 

GI none Score 

Exons 130.. 330, 526.. 734 



OJ990604_06.9920.C34 
+ 

734 

GENSCAN 

734 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24934 Seq. ID 

51746 ' Strand 

98 End 

OJ990324_04 . 9922 . C4 . ol . gp Method 

98 End 

51400_1.R1084 Score 
98. .301 

' 451.9936/dbj | BAA75812.il 3.0e-ll (AB019186) RPR1 [Oryza sativa] ' 



OJ990324_04.9922.C4 
301 

AAT/GAP 

301 

334 



24934 Seq. ID 

51747 Strand 

986 End 

OJ990324_04 . 9922 . C4 . ol . gs Method 

986 End 

none Score 

986. .1127, 1341. .1444 



OJ990324_04.9922.C4 

1444 
GENSCAN 
1444 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24935 - Seq. ID OJ990,324_04 . 9922 . C5 

51748 Strand + 

2783 End 5473 

0 J990324_04 . 9922 . C5 . ol . np Method AAT/NAP 

2783 End 5473 

3335336 Score 244 

2783. .2892, 5143. .5473 

(AC004512) Contains similarity to DnaJ gene YM8520.10 gb 1825566 
from from S. cerevisiae cosmid gb|Z4 9705. ESTs gb|Z47720 and 
gb|Z29879 come from this gene. [Arabidopsis thaliana] 



24935 Seq. ID 

51749 ' Strand 
12036 End 
OJ990324_04 . 9922 . C5 . ol . tm Method 
5150 End 
none Score 



OJ990324_04.9922.C5 
12383 

TBLASTX: Maize 

5471 

139 



25014 




Exons 


cncn cocn ci ci coca 

5150. .o^oU, Olol..ozo4, 


c i c n 

5159 


..5257, 5339.. 5470, 


5340. .5471 




5o40..54oo, 5J41..54d9 












Seq. No. 


z4 yJ5 




Seq. ID 


OJ990324_ 


04. 


.9922.C5 


Gene No. 


51749 




Strand 








Start 


12036 






1 O *5 Q O 






Name 




gs 


Metnoa 


p r M O P 7\ M 

bbNbLAN 






Start 


1^:0 Jo 




Lna 


1 OQQO 






GI 


none 




Score 


. / y 






Exons 


lzU Jo . . lz Joo 












beq. No. 


z4 yjb 




Seq. ID 


OJ990324_ 


. 04 < 


.9922.C6 


Gene No. 


51750 




Strand 


+ 






Start 


385 






2565 






Name 


OJ990324 04 .9922.C6.ol. 


gs 


Metnoa 


GENSCAN 






Start 


385 




hna 


2565 






bl 


none 




Score 


.43 






Exons 


385. .401, 1385. .1570, 1818.. 


iy4o, iyyt> 


..2119, 2271, 




Seq. No. 


24937 . 




Seq. ID 


OJ990324_ 


04 , 


.9922. C7 


Gene No. 


51751 




Strand 


+ 






Start 


7248 




hna 


10875 






Name 


OJ990324 04 .9922.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


7248 * 




End 


7842 






GI 


none 




Score 


901 






Exons 


7248.. 7293, 7408.. 7842 












Seq. No. 


24 937 




Seq. ID 


OJ990324_ 


04 , 


. 9922 - C7 


Gene No . 


51751 




Strand 


+ 






Start 


7248 




End 


10875 






Name 


OJ990324 04.9922.C7.ol. 


np 


Method 


AAT/NAP 






Start 


7414 




End 


10875 






GI 


6721512 




Score 


144 






Exons 


7414. .7478, 9049. .9183, 


9211 


. .9395, 10846. .10875 






GI Descrip. 


(AP001072) hypothetical 


. protein [Oryza 


sativa] 






Seq. No. 


24937 




Seq. ID 


OJ990324_ 


04. 


,9922. C7 


Gene No. 


51752 




Strand 


+ ■ 






Start 


12652 




End 


13162 






Name 


OJ990324 04.9922.C7.o3. 


gs 


Method 


GENSCAN 






b tart 


12652 




End 


13162 






bl 


none 




Score 


. 65 






Exons 


12652. .12732, 13034.. 13162 










beq. No. 


24937 




Seq. ID 


OJ990324_ 


04. 


.9922.C7 


Gene No. 


51753 




Strand 








Start 


963 




End 


1804 






Name 


OJ990324 04.9922.C7.ol. 


gs 


Method 


GENSCAN 






Start 


963 




End 


1804 






bl 


none 




Score 


.44 






Exons 


963. .1228, 1306. .1385, 


1428. 


.1804 








Seq. No. 


24938 




Seq. ID 


OJ990324_ 


04. 


9922. C8 


Gene No. 


51754 




Strand 


+ 






Start 


24 




End 


430 






Name 


OJ990324 04 .9922.C8.ol. 


gs 


Method 


GENSCAN 






Start 


24 




End 


430 







25015 






none 


Score 


. 95 




Exons 


24 . . 199, 268 . .430 








Seq. No. 


24939 


Seq. ID 


OJ990324_04 . 9922 . 


C9 


Gene No. 


51755 


Strand 


+ 




Start 


348 


End 


1728 




Name 


OJ990324 04.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


348 


End 


1728 




GI 


6862925 


Score 


104 




Exons 


348. .389, 1548. .1728 








GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


24940 


Seq. ID 


OJ990324_04 . 9922 . 


C10 


Gene No. 


51756 


Strand 


+ 




Start 


8035 


End 


8323 




Name 


OJ990324 04.9922.C10.ol.gp 


Method 


AAT/GAP 




Start 


8035 


End 


8323 




GI 


3761679 


Score 


278 




Exons 


8035. .8152, 8244. .8323 








GI Descrip. 


5042437/gb|AC007789.1|AC007789 1.0e-29 


Oryza sativa BAC 


T4 9B20 




genomic sequence, complete 


sequence 






Seq. No. 


24940 


Seq. ID 


OJ990324_04.9922. 


C10 


Gene No. 


51757 


Strand 


+ 




Start 


8382 


End 


10033 




Name 


OJ990324 04.9922.C10.o3.gs 


Method 


GENSCAN 




Start 


8382 


End 


10033 




GI 


none 


Score 


.96 




Exons 


8382..8852, 9041. .9109, 9596. .10033 






Seq. No. 


24940 


Seq. ID 


OJ990324_04.9922. 


C10 


Gene No . 


51758 


Strand 


+ 




Start 


15987 


End 


20535 




Name 


OJ990324 04.9922.C10.o6.gs 


Method 


GENSCAN 




Start 


15987 


End 


20535 




GI 


none 


Score 


.73 




Exons 


15987. .18759, 18882 .. 19210, 


19563. .19588, 20388.. 20535 




Seq. No. 


24940 


Seq. 1 ' ID 


OJ990324_04.9922. 


C10 


Gene No. 


51758 


Strand 


+ 




Start 


15987 


End 


20535 




Name 


OJ990324 04.9922.C10.ol.np 


Method 


AAT/NAP 




Start 


16008 


End 


19243 




GI 


6522590 


Score 


1751 




Exons 


16008. .17669, 17745 18759, 


18882. .19243 




GI Descrip. 


(AL133292) receptor kinase- 


like protein [Arabidopsis thaliana] 


Seq. No. 


24940 


Seq. ID 


OJ990324_04.9922. 


C10 


Gene No. 


51759 


Strand 






Start 


245 


End 


3451 




Name 


OJ990324 04.9922.C10.ol.gs 


Method 


GENSCAN 




btart 


245 


End 


3451 




GI 


none 


Score 


.71 




Exons 


245. .340, 1049. .1120, 1380. 


.1549, 1746 


..1793, 2460. .2620 






3303. .3451 








Seq. No. 


24940 


Seq. ID 


OJ990324_04.9922. 


C10 



25016 



Gene No. 51760 Strand 

Start 10669 End 11152 

Name OJ990324_04 . 9922 . CIO . o4 . gs Method GENSCAN 

Start 10669 End 11152 

GI none Score .82 

Exons 10669. .10938, 11006.. 11152 



Seq. No. 24940 Seq. ID 

Gene No. 51761 Strand 

Start 11536 End 

Name OJ990324_04 . 9922 . C10 . o5 . gs Method 

Start 11536 End 

GI none Score 



OJ990324_04. 9922. C10 

14145. 
GENSCAN 
14145 
.66 



Exons 


11536. 


.11700, 


11724. , 


.1182 


3, 


11926. . 


11951, 


12315. 


.12678, 




13111. 


.13193, 


13240. . 


.13408, 


14072. . 


14145 






beq. no. 


24940 










Seq. 


ID OJ990324 


04.9922 


Gene No . 


51762 










Strand 






Start 


16272 










End 


19210 




Name 


OJ990324 04. 9922. C10, 


.ol. t 


c 


Method TBLASTX : Cress 


Start 


16272 










End 


18979 




GI 


none 










Score 


s 64 






Exons 


16272. 


.16340, 


16275. . 


.1634 


o, 


16278. . 


16772, 


16314. 


.16700, 




16353. 


.16778, 


16353. . 


.1670 


6, 


16356.. . 


16784, 


16356. 


.16784, 




16356. 


.16772, 


16365. , 


.1678 


4, 


16374 . . 


16778, 


16485. 


.16772, 




16503. 


.16784, 


16814. . 


.1693 


9, 


16827. . 


16943, 


16827. 


.16943, 




16830. 


.16943, 


17025. . 


.1708 


4, 


17037. . 


17117, 


17106. 


.17228, 




17106. 


.17447, 


17109. . 


.1744 


4, 


17121. . 


17447, 


17175. 


.17459, 




17175. 


.17450, 


17184. . 


.1744 


7, 


17184 . . 


17444, 


17184. 


.17405, 




17192. 


.17386, 


17193. . 


.1744 


7, 


17207. . 


17452, 


17291. 


.17455, 




17324. 


.17446, 


17325. , 


.1745 


6, 


17328. . 


17456, 


17510. 


.17737, 




17510. 


.17671, 


17511. . 


.1788 


2, 


17511. . 


17882, 


17511. 


.17885, 




17511. 


.17882, 


17511. . 


.1788 


2, 


17511. . 


17885, 


17511. 


.17879, 




17511. 


.17930, 


17544. , 


.1788 


8, 


17556. . 


17882, 


17561. 


.17737, 




17616. 


.17885, 


17832. , 


.1794 


5, 


18522. . 


18668, 


18663. 


.18785, 




18881. 


.18979 

















Seq. No. 


24940 








Seq. ID OJ990324 


_04.9922 


Gene No. 


51762 








Strand 




Start 


16272 








End 19210 




Name 


OJ990324 04.9 


9.22. C10 


. o2 . tm 


Method TBLASTX: 


Maize 


Start 


16275 








End 17888 




GI 


none 








Score 42 




Exons 


16275. 


.16340, 


16308. 


.16772, 


16356. .16787, 16365 


. .16778,. 




16389. 


.16679, 


16503. 


.16784, 


1.6800. .16943,- 16806 


. .16904, 




16827. 


.16943, 


16830. 


.16943, 


17037. .17105, 17121 


. .17450, 




17121. 


.17447, 


17135. 


.17176, 


17175. .17426, 17184 


• .17447, 




17186. 


.17449, 


17193. 


.17447, 


17219. .17419, 17511 


. .17864, 




17511. 


.17885, 


17511. 


.17882, 


17511. .17882, 17511 


. .17885, 




17544. 


.17888, 


17552. 


.17686, 


17561. .17752, 17579 


. .17677, 




17610. 


.17882, 


17651. 


.17749, 


17679. .17867 




Seq. No. 


24940 








Seq. ID OJ990324 


_04.9922 


Gene No. 


51762 








Strand 




Start 


16272 








End 19210 




Name 


OJ990324 04. 9922. C10 


.o2. ts 


Method TBLASTX: 


Soybean 


Start 


16287 








End 17960 





25017 



GI 

Exons 



none 



Score 



42 



16287. .16340, 16350 .. 16772, 16356 .. 16772, 16386 .. 16787 , 



16662. 
17121. 
17211. 
17511. 



,16784, 16823. .16954, 16824 .. 16943, 17109 17447 , 

,17447, 17121. .17447, 17127 .. 17447 , 17175 .. 17447, 

,17450, 17219. .17446, 17510 

,17882, 17511 

,17882, 17721 



,17951, 17511". 



17574. .17882, 17637, 



17737, 17511. .17945, 
17960, 17561. .17809, 
17885 



Seq. No. 24940 Seq. ID 

Gene No. 51762 Strand 

Start 16272 . End 

Name OJ990324_04 . 9922 .C10 . ol . tw Method 

Start 16389 End 

GI none Score 
Exons 



OJ990324J34. 9922. C10 
19210 

TBLASTX: Wheat 

17789 

73 



16389. .16535, 16497 .. 16661, 16677 .. 16784 , 1 6743 .. 16820, 
16830. .16943, 16971 .. 17138, 17006 .. 1714 6, 17052 .. 17282, 
17616. .17789 



Seq. No. 24940 
Gene No. 51762 
Start 16272 

Name OJ990324_04 . 9922 .C10 . ol . ts 

Start 18159 
GI none 
Exons 18159. 

18462. 

18871. 

19100. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990324 04. 9922. C10 



,18251, 18164. .18247, 18311, 

,18662, 18480. .18668, 18521, 

,18933, 18880. .18999, 18881, 
,19210 



19210 

TBLASTX : Soybean 
19210 
88 

18463, 18312. .18482, 
18673, 18684. .18758, 
19096, 19044. .19097, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24940 

51762 

16272 

OJ990324 

18159 

none 



04.9922.C10.o2.tc 



Seq. ID OJ990324J34. 9922. C10 
Strand 
End 

Method 
End 
Score 



19210 

TBLASTX: Cress 

18460 

76 



18159. .18260, 18297. .18452, 18320.. 18460 



Seq. No. . ■'• 24940 

Gene No. 51762 

Start 16272 

Name OJ990324_04 . 9922 . C10 . ol . tm 

Start 18303 

GI none 

Exons 18303. .18476, 18306 .. 1847 9, 
18500. .18685, 18717. .18752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324J34. 9922. C10 
19210 

TBLASTX: Maize 

18752 

232 



18320. . 18493, 184 8 6 .. 18 692 , 



Seq. No. 24940 

Gene No. 51762 

Start 16272 

Name OJ990324_04 . 9922 . C10 . o3 . tm 

Start 18872 

GI none 

Exons 18872. .19066, 18876 19067 , 
19090. .19209, 19094. .19210 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_04. 9922. C10 
19210 

TBLASTX: Maize 

19210 

79 



18880. . 19074, 18881 .. 19078 , 



Seq. No. 
Gene No. 



24941 
51763 



Seq. ID OJ990324_04.9922.C11 
Strand + 



25018- 



Start 1704 End 1945 

Name OJ990324_04 . 9922 . Cll . ol . gp Method 'AAT/GAP 

Start 1704 ' End 1945 

GI LIB3477-003-P1-K1-E9 Score 107 

Exons 1704.. 1780, 1921.. 1945 

GI Descrip. ' 2498586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24941 Seq. ID 

51764 Strand 

5441 End 
OJ990324_04 . 9922 . Cll . o2 . gs Method 

5441 End 

none Score 

5441. .5853, 5891. .6242, 6625. .6666 



OJ990324_04. 9922. Cll 
+ 

6666 
GENSCAN 
6666 
. 61 



OJ990324 04. 9922. Cll 



24941 Seq. ID 

51765 Strand 
1 End 8827 

OJ9-90324_04 . 9922 . Cll . ol . np Method AAT/NAP 
1 End 7146 

128657 Score 1786 

1..109, 1842.. 2231, 2943.. 3407, 6835.. 7146 
NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gi I 66149 Ipir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669085 | emb | CAA3394 1 1 
(X15901) NADH .dehydrogenase ND2 [Oryza sativa]' 

gi| 669089|emb|CAA33920| (X15901). NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24941 
51765 
1 

OJ990324_04. 9922. Cll. o2.ts 
3163 
none 

3163. .3411, 3164. 



Seq. ID OJ990324_04. 9922. Cll 



Strand 
End 

Method 
End 
Score 
3376, 3165.. 3413 



8827 

TBLASTX: Soybean 

3413 

371 



OJ990324 04. 9922. Cll 



24941 Seq. ID 

51765 Strand 
1 End 8827 

OJ990324_04. 9922. Cll. o2.gp Method AAT/GAP 
3497 End 4121 

3761363 Score 890 

3497. .4121 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA,. chromosome 4, BAC clone :tl7804 



Seq. No. 24941 Seq. ID 

Gene No. 51765 Strand 

Start 1 ■ . End 

Name OJ990324_04 . 9922 . Cll . o3 . np Method 

Start 3637 End 

GI 133446 Score 

Exons 3637.. 3679, 8639.. 8827 



OJ990324_04. 9922. Cll 
8827 

AAT/NAP ' 

8827 

286 



25019 



• i-.&t ■". Be s c r i p ; 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI. 

Exons . 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI ' 
Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene- No. 
Start 
Name 
•Start 
GI 

Exons 



DNA^DIRECTEp^ 'CHAIN gi I 6698 6 | par | | RNRZC2 : y 

DNA-directed RNA polymery's e (EC 2.7.7/6)' beta '-2 chain rice 
chloroplast gi | 11973 | emb | CAA33988 | (X159Q1) RNA polymerase beta 
subunit-2 [Oryza sativa] 



24941 
51765 
1 

OJ990324_04.9922.Cll.o3.gp 
4689 

101153_1.R1084 
4689. .4942, 5390. .5423 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : 1 17804 1 



Seq. ID OJ990324_04.9922.C11 
Strand 

End 8827 

Method AAT/GAP 

End 5423 

Score 409 



24941 
51765 , 
1 

OJ990324_04 . 9922 . Cll . o2 . np 

6622 

128636 



Seq. ID OJ990324_04 . 9922. Cll 

Strand ;. 

End ' 8827 

Method AAT/NAP 

End 8544 

Score 168 



6622.. 6641, 822.2.. 8393, 8445.. 8544. 
NADH-UBIQUINONE" OXIDOREDUCTASE CHAIN .1 



24941 
51765 
1 

OJ990324_04. 9922. Cll. ol.ts 

6832 

none 



Seq. ID OJ990324_04 . 9922. Cll 
Strand 

End : 8827 

Methoel TBLASTX : Soybean 

End 7202 

Score 426 



6832.. 7125, 6835.. 7134, 6836.. 7135, 6837.. 7136, 7094.. 7180, 
7122.. 7202, 7122.. 7184, 7141.. 7194 



24941 
51765 
1 

OJ990324_04 . 9922 . Cll . o3 . ts 

8637 

none 



Seq. ID OJ990324JD4 . 9922. Cll 
Strand 

End 8827 

Method TBLASTX : Soybean 

End 8827' 

Score 263 



8637. .8822, 8639. .8827, 8639. .8824 



24941 
51765 
1 

OJ990324_04 . 9922 . Cll . ol . tc 

8693 

none 

8693. .8827, 8693. .8824 



Seq. ID OJ990324_04. 9922. Cll 
Strand 

'-End 8827 

Method" TBLASTX: Cress 

End 8827' 

Score 169 



End 



Seq. No. . 24942 

Gene No. 51766 
Start .1 

Name OJ990324_6^;*;9922.C12.ol'.np .^.Method 

Start 1 ' ' -^''"End " ■ 

GI 4522005 Score 

Exons 1..34, 798. .972, 3996. .4034 

GI Descrip. (AC007069) putative non-LTR retroelement reverse transcriptase 



Seq. ID OJ990324_04.9922.C12 
Strand + 

4034 
AAT/NAP 
4034 . 
118 



25020 



[Arabidopsis thaliana] 



:>'.-r: 



Seq. No. 24942 
Gene No. 51766 
Start 1 

Name OJ990324_04 . 9922 . C12 . o2 . np 

Start 2554 
GI 133839 
Exons 2554.. 2656, .2925.. 3310 

GI Descrip. CHLOROPLAST. 30S RIBOSOMAL PROTEIN S18 gi | 7 1017 | pir || R3RZ18 

ribosomal protein S18 - rice chloroplast gi | 12009 | emb | CAA33970 | 
(X15901) ribosomal protein S18 [Oryza sativa] 

gi I 226631 Iprf | | 1603356BE ribosomal protein S18 [Oryza sativa] 



Seq. ID OJ990324_04.9922.C12 
Strand + 

4034 
AAT/NAP 
3310 
572 



End 

Method 

End 

Score 



Seq. No. 


24942 




Seq. ID 


OJ990324_04.9922.C12 


Gene No. 


-51767 




Strand ' 




Start 


86 •;• 




End 


3682 ■ . k : 


Name 


OJ990324 04.9922.C12.ol 


.tw 


Method 


TBLASTX: Wheat " 


Start 


10 ■ 




End 


209 


GI 


none 




Score 


94 


Exons 


10. .96, 14. .124, 14. .178, 122 


..166, 122. .166, 123. .167, 




126.. 173, 127.. 180, .128 


. .181, 


.129... 179, 


162.. 209, 163.. 207 


Seq. No. 


24942 




Seq. ID 


OJ990324_04.9922.C12 


Gene No. 


51767 ~ 




Strand 




Start 


86 




End 


3682 


Name 


OJ990324 04.9922.C12.ol 


. gs 


Method 


GENSCAN 


Start 


86 




End 


3682 


GI 


none 




Score 


.63 


Exons 


86. .154, 739. .916, 2128 


. .2218 


, 3129. .3138, 3631. .3682 


Seq. No. 


24942 




Seq. ID 


OJ990324_04.9922.C12 


Gene No. 


51767 




Strand 




Start 


86 - 




End 


3682 


Name 


OJ990324 04.9922.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


2093 




End - 


2228 


GI 


• uC-osflcyp099hl0al 




Score 


247 


Exons 


* 2093. .2228 








GI Descrip. 


•7 69724/dbj IBAA06828.1 | 


3.0e- 


27 (D32052) ORF92B [Oryza sativa 


Seq. No. 


24942 




Seq. ID 


OJ990324_04 . 9922 . C12 


Gene No. 


51767 




Strand 




Start 


86 




End 


3682 


Name 


OJ990324 04.9922.C12.ol 


.tm 


Method 


TBLASTX .-Maize ' 


Start " 


2546 




End 


2676 


GI 


none 




Score 


98 


Exons 


2546. .2611, 2546.-2632, 


2547. 


.2633, 2548.-2673, 2550. .2633, 




2607.. 2675, 2626.-2676, 


2628. 


.2675, 2629.. 2676 


Seq. No. 


24942 




Seq. ID 


OJ9'90324_04.9922.C12 


Gene No. 


51767 




Strand 




Start 


86 




End 


3682 


Name 


,OJ990324 04 .9922.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2921 




End 


3151 


GI - 


none 




Score 


252 


Exons 


2921. .3151, 2956. .3147 



















oeq. NO, 


z 4 y 4z 




Can fn 

oeq. 1U 


Pi TQQm9/1 fl/I QQ9 9 .P1 9 

uuyyupZfi ufi.yyzz.txz 


Gene No. 


51767 




Strand 




Start 


86 




End 


3682 


Name 


mQQOUA C\A QQ99 PI 9 nl 




Method 


TBLASTX: Cress 


olaiT. 






End 


3294 


C T 


none 




Score 


252 


XT' V /"\ Y"\ C 




9 Q79 
Z j / z • 


.3142, 3196. .3294 


oeq. wo. 


Z fi i7 fi O 




Seq. ID 


OJ990o24 04.9yzz.Clo 


Gene No . 


.01/ DO 




Strand 


+ 




O 0 u 




End 


4 67 


Name 


OJ990324 04.9922.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


380 




End 


A £7 
ft D / 




DDU / 00Z 




Score 


67 


Exons 


00 U . . ft D / 








GI Descrip. 


1 Q 7 7 HO C /^K-i mnnil I "3 
lo / / Uzg/ QD J | dAAII jjl | O . 


Oca — 4 9 

ue ft z 


(D78336) 


ribosomal protein S19 




[uryza sativaj 








Qa/t NT/"\ 

oeq . NO . 


z h y ^ o 




Seq. ID 


OJ990324_04.9922.C13 




CI ICQ 

o l / o y 




Strand 


+ 


Start 


439 




End 


3376 


Name 


OJ990324 04.9922.C13.ol. 


np' ;■ 


Method 


AAT/NAP'^ : ' : 


Start 


439 




End 


3115 


GI' 


134045 




Score 


83 


Exons 


439.. 508, 3063.. 3115 - 








GI Descrip. 


MITOCHONDRIAL RIBOSOMAL 


PROTEIN S3 gi | 


70869|pir | | R3ZMS3 



ribosomal protein S3 - maize mitochondrion 

gi|13921|emb|CAA40690| (X57445) mitochondrial S3-like ribosomal 
protein [Zea mays] 



Seq. No. 


24943 






Seq. ID 


•OJ990324_04.9922 


.C13 


Gene No. 


51769 






Strand 


+ 




Start 


439 






End 


3376 




Name * 


OJ990324 04 


.9922.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2975 






End 


3376 




GI 


none 






Score 


69 




Exons 


2975. .3049, 


2979. .3047, 


3131. 


.3376 






Seq. No, 


24944 






Seq. ID 


OJ990324_04.9922 


.C14 


Gene No. 


51770 






Strand 






Start 


828 






End 


915 




Name 


OJ990324 04 


.9922.C14.ol. 


gs 


Method 


GENSCAN 




Start 


828 






End 


915 




GI 


none 






Score* 


.9 




Exons 


- • 828. .915 












Seq. No. 


24945 






Seq. ID 


OJ990324_04.9922 


.C15 


Gene No. 


51771 






Strand 






Start 


59 






End 


812 




Name 


OJ990324 04 


.9922.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


288 




GI 


none 






Score 


79 




Exons 


1..102, 2.. 


103, 118. .288 


, 119 


. .286 






Seq. No. 


24945 . 






Seq. ID 


OJ990324_04.9922 


.C15 


Gene No. 


51771 






Strand 






Start 


59 






End 


812 





V 



25022- 



Name 


OJ990324 04.9922.C15.ol 


.tw 


Method* . 


TbM'STX: Wheat 




Start 


4 




End 


810 




GI 


none 




Score 


101 




Exons 


4. .132, 5. .121, 181. .810, 


344. .682,. 376.-684, 716. .808 




Seq. No. 


24945 




Seq. ID 


/ftTftftftftft/1 ft A ftftftft 

OJ99Q324 04.9922 


.C15 


Gene No. 


51771 




Strand 






Q •(- -j v+- 

OLdiU 


59 




End 


812 




Name 


OJ990324 04 . 9922 . C15 . ol 


.np 


Method 


AAT / NAP 




Start 


C ft 

59 




End 


Q 1 O 

812 




GI 


6742729 ". 




Score 


571 




Exons 


59. .812 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


24945 




Seq. ID 


r\TftftftOox ft a ftft.00 

OJ990324, 04.9yz2 


.015 


Gene No. 


51771 




Strand 






Start ■ ; 


C ft 

59 




End 


812 




Name 


/"\Tftftnoft>i' ft/i ft ft o ft m cr -i 

OJ990324 04 . 9922 . C15 . Ol 


• tc 


Method 


TBLAS TX : Cress 




Start 


181 




End 


606 




GI 


none 




Score 


150 " 




Exons 


181 .. 606, 34 4 .. 598 










Seq. No. . 


24945 




* Seq. ID 


/->. Tonmo a ftvi ftftoo 

OJ990324 04.9922 


.cis 


Gene No . 


51771 




Strand 






Start 


59 




End 


0 1 ft 
812 




Name 


OJ990324 04 . 9922 .C15 . ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


538 




End • 


811 




GI 


none 




Score 


195 




Exons 


r~ ft ft i ft r ft ft ft i "1 

538 . .810, 539 . . 811 










Seq. No. 


24946 




Seq. ID 


/"VTftftftftftJI ft/ ftftftft 

OJ990324 04.9922 


.C16 


Gene No. 


51772 




Strand 


+ 




Start 


64 




End 


597 




Name 


r*4TftftftftftVI ft A 'ft ft ft ft /-i 1 /- _ -1 

OJ990324 04 . 9922 . C16. ol 


.gs 


Method 


GEN SCAN 




Start 


64 




End 


597 




GI 


none 




Score 


.65 




Exons 


64. .597 










Seq. No. 


24947 




Seq. ID 


r\T ft ft ft ft ft .1 ft/i ft. o ft ft 

OJ990324 04.9922 


.C18 


Gene No. 


51773 




Strand 








1. 




End 


1 O O ft 

1883 




Name 


OJ990324 04.9922.C18.ol 


.np 


Method 


AAT /NAP 




Start 


1 




End 


1 ft 0 ft 

1883 




GI ■ 


6907089 




Score 


731 




Exons 


1..1065, 1102.. 157.6, 1785. 


.1883 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24947 




Seq. ID 


OJ990324_04.9922 


.C18 


Gene No. 


51773 




Strand 






Start 


1 




End 


1883 




Name 


OJ990324 04.9922.C18.ol 


.gs 


Method 


GEN SCAN 




Start 


105 




End 


1588 




GI 


none 




Score 


.8 




Exons 


105. .276, 753. .1588 ■ r . 










Seq. No. 


24948 




Seq. ID 


OJ990324_04.9922 


.C19 


Gene No. 


51774 




Strand 







25023 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990324_04: 99*22. C19.ol.np 
1 

6907089 
1..227, 4363. .4827 

(AP001129) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



4827 
AAT/NAP 
4827 
591 



24948 
51775 
7013 

OJ990324_04.9922.C19.ol.tm 

6470 

none 



Seq. ID OJ990324_04.9922.C19 



Strand 
End 

Method 

End 

Score 



8493 

TBLASTX: Maize 

7396 

67 



6470. .6619, 6608. .6901, 6938. .7396, 6960. .7040, 7083. .7151 



Seq. No.. 


24948 


Seq. ID 


OJ990324_04.9922.C19 


Gene .No. 


51775 


Strand. 




Start ' 


7013 


End 


8493' 


Name 


OJ990324 04.9922.C19.o2.np 


Method 


AAT/NAP 


Start 


7013 


End 


7417 


GI 


2462640 


Score 


502 ... . 


Exons 


7013. .7417 . - ■ " : ' 






GI Descrip. 


( Y13370) reverse transcriptase [Oryza 


sativa] 


Seq. No. 


24948 


Seq. ID 


OJ990324_04. 9922.C19 


Gene No. 


51775 


Strand 




Start 


■7013 


End 


8493 


Name 


OJ990324 04.9922.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7017 


End 


84 93 


GI 


none 


Score 


57 


Exons 


7017.. 7109, 8139.. 8303, 8150 


...8302, 8302.. 8406, 8306.. 8401, 




8407. .8493 






Seq. No. 


24949 


Seq. ID 


OJ990324JD4 . 9922. C20 


Gene No. 


51776 


Strand 




Start 


89 


End 


3133 


Name 1 


OJ990324 • 04 . 9922 . C20 . ol . gs 


Method 


GENS CAN 


Start 


89 


■ End 


2867-- 


GI 


none . 


Score 


.79 


Exons 


89.. 365, 608.. 1717, 2359.. 2561, 2587.. 


2632, 2758.. 2867 


Seq. No. 


. 24949 


Seq. ID 


OJ990324_04.9922.C20 


Gene No. 


51776 


Strand 




Start ' 


89 , 


End 


3133 


Name 


OJ990324 04.9922.C20.o3.np 


Method 


AAT/NAP 


Start 


346 


End 


3133 


GI 


6721516 


Score 


62 


Exons 


346. .388, 1999. .2096, 2277.. 


2385, 2415 


..2452, 3051. .3133 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


24949 


Seq. ID 


OJ990324_04.9922.C20 


Gene No. 


51776 


Strand 




Start 


8 9 v . 


End . 


3133 


Name 


OJ990324 04.9922.C20.ol.gp 


Method 


AAT/GAP 


Start 


1723 


End 


2037 


GI 


3106614 


Score 


509 


Exons 


1723. .2037 







25024 



0 



Seq. No. 24950 Seq.' ID 

Gene No. 51777 . Strand 

Start 158 End 

Name OJ990324_04 . 9922 . C21 . ol . gs Method 

Start 158 End 

GI none Score 

Exons 158.. 367 



OJ990324JD4 . 9922. C21 
367 

GENSCAN 

367 

.48 



Seq. No. 24950 Seq. ID 

Gene No. 51778 ' Strand 

Start 2607 End 

Name OJ990324_04 . 9922 . C21 . o2 . gs Method 

Start 2607 End 

GI none Score 

Exons 2607. .2767 



OJ990324_04.9922.C21 

2767 
GENSCAN 
2767 
.74 



Seq.- No. 24951 , " Seq. ID OJ990324_04 . 9922 . C23 

Gene No. 51779 ' Strand + 

Start 1 End 9358 

Name OJ990324_04 . 9922 .C23 .pi .np , ..Method. ■ AAT/NAP 

Start ■ 1 ' End " v - 9358 

GI ' ^ v 2129478 ' Score' 9-8* 

Exons 1-..72, 483 . . 594 , -655 . . 728 , 4854. .4941, 5033. .5093, 9332. . 9358 

GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb I CAA55883 I 

(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA56946 | 

(X81056) Chitinase [Beta vulgaris] 



Seq. No. 


24951 








Seq. ID 


OJ990324 


_04.9922.C23 


Gene No. 


51780 








Strand 






Start 


5215 








End 


8156 




Name 


OJ990324 04 


.9922 


.C23.o2 


.gs 


Method 


GENSCAN 




Start 


5215 








End 


8156 




GI 


none 








Score 


.57 




Exons 


5215. .5399, 


7069 


. .7783, 


8073. 


.8156 






Seq. No. 


. 24951 








Sgq. -_ID 


OJ990324 


_04.9922.C23 


Gene No. 


51781 








Strand 






Start 


8543 








End 


9358 




Name 


OJ990324 04 


.9922 


.C23.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7145 








End 


8656 




GI 


none 








Score 


257 




Exons 


7145. .7210, 


8132 


. .8410, 


8133. 


.8426, 8137. .8412, 


. 8549. .8656, 




854 9. .8 653 














Seq. No. 


24951 








Seq. ID 


OJ990324 


_04.9922.C23 


Gene No. 


51781 








Strand 






Start 


8543 * 








End 


9358 




Name 


OJ990324 04 


.9922 


.C23.o3 


gs 


Method 


GENSCAN 




Start 


8543 








End 


9012 




GI 


none 








Score 


.9 




Exons 


8543. .9012 














Seq . No . 


24951 








Seq. ID 


OJ990324 


_04.9922.C23 


Gene No. 


51781 








Strand 






Start 


. 8543 








End 


9358 




Name 


OJ990324 04 


.9922 


.C23.o2 


np ■ 


Method 


AAT/NAP 





2-5025 



Start. 85?6 V> '\ '•^\ / -.- - , : End . 9358 

GI 6967112 Score 403 

Exons 8546.. 9008, 9095.. 9358. 

GI Descrip. (AL138652) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24951 
51781 
8543 

OJ990324 

8735 

none 



04. 9922.C23.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_04.9922.C23 
9358 

TBLASTX : Soybean 

9038 

87 



8735. .8914, 8736. .8909, 8909. .9034, 8910. .9038 



Seq. No. 24951 

Gene No. 51781 

Start 8543 

Name OJ990324_04 . 9922 .C23 . ol 

Start 8777 

GI none 

Exons - 8777.. 8917, 8933.. 9013, 

.Seq. .No. '* ' 24*951 

Gene. No. 51781 

Start 8543 

Name OJ990324_04 . 9922 . C23 . o2 

Start 8799 

GI none 

Exons 8799.. 9014, 8800.. 9015, 

Seq. No. 24951 

Gene No. 51781 

Start 8543 

Name OJ990324_04 . 9922 . C23 . o3 

Start 9059 

GI none- 

Exons 9059.. 9253, 9092.. 9238, 

Seq. No. 24952' 

Gene No. 51782 

Start 1 

Name OJ990324_04 . 9922 .C24 . ol 

Start 1 

; .GI ■•■>!-:■-■ 4585884 

'Exons ;l..lll, 211.. 714' 
-GI Descrip. .-v : (AC005850 j Hypothetical 

Seq. No. 24952 

Gene No. 51783 

Start 677 

Name OJ990324_04 . 9922 . C24 . ol 

Start 313 

GI none 

Exons 313.. 540 

Seq. No. 24 952'' 

Gene No. 51783 

Start 677 





Seq. ID 


OJ990324_04 . 9922 


.C23 




Strand 








End 


9358 




.tw 


Method 


TBLASTX: Wheat 






End 


9259 






Score 


57 




8934. 


.9014, 9127. .9258, 9134. .9259 




Seq,. ID 


- OJ990324JD4.9922 


. C23 




Strand' 








End 


9358 




. tm 


Method 


TBLASTX: Maize 






End 


9019 






Score 


232 




8801. 


.9019, 8801.. 9013 






Seq. ID 


OJ990324JD4.9922 


. C23 




Strand 








End 


9358 




.tm 


Method 


TBLASTX: Maize 






End 


9253 






Score 


215 




9094. 


.9252 








Seq. ID 


OJ990324_04.9922 


.C24 




Strand 








End 


714 




.np 


Method 


AAT/NAP 






End 


714 






Score 


157 




protein [Arabidopsis thaliana] 






Seq. ID 


OJ990324_04.9922 


.C24 




Strand 








End 


1506 




. tm 


Method 


TBLASTX: Maize - 






End 


540 






Score 


183 






Seq. Vfo- 


:OJ99q32$_0'4.9922 


.C24 




Strand 








End 


1506 





25026 





a\\ . 










Name 


^.OJ990324 04 . 992?., C24 . oL 


.gs 


■" ■ .V ■ I- 
■ ~f£N :V. 

Method 


■GENSCAN *- : 




Start 


'677 




End 


1506 




GI 


none 




Score 


.86 




Exons 


677.. 735/ 1266.. 1506 










Seq. No. 


24953 




Seq. ID 


OJ990324_04 . 9922 . 


C27 


Gene No. 


51784 




Strand 






Start 


1 




End 


850 




Name 


OJ990324_04 . 9922 . C27 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


719 




GI 


226691 




Score 


762 




Exons 


1..27, 165. .719 










GI Descrip. 


RNA polymerase beta 1 -2 


[Oryza 


sativa] 






Seq. No. 


24953 




Seq. -ID 


OJ990324 04.9922. 


C27 


Gene No. 


51784 




Strand 






Start 


1 . 




End . 


850 




Name 


OJ990324 04 . 9922 .-C27 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


181 




End 


659 




GI 


none 




Score 


645 




Exons 


181.. 657, 182.. 316, 183 


. . 659, 


183 . . 656, 


184. .657 




Seq. No. 


24 953 ' 




Seq. ID 


OJ990324 V 0'4..,9922.C27 


Gene No. 


51784 




Strand 


- 




Start 


1 




End 


850 




Name 


OJ990324 04 . 9922 ,C27 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


236 




End 


630 




GI 


none 




Score 


442 




■Exons 


236.. 316, 237.. 626, 237 


. .629, 


238 . . 630 






Seq. No. 


24953 




Seq. ID 


OJ990324_04.9922. 


C27 


Gene No. 


51784 




Strand 






Start 


1 




End 


850 




■Name 


OJ990324 04 . 9922 . C27 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


525 




End 


657 




GI 


none 




Score 


147 




Exons 


525 . . 656, 526. . 657 




- 






Seq. No. 


24953 




Seq. ID 


OJ990324_04.9922. 


C27 


Gene No. 


51784 




Strand 






Start 


1 




End 


850 




Name 


OJ990324_04 . 9922 .C27 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


.568 




End 


850 




GI 


none , 




Score 


94 




Exons 


568. .768, 655. .741, 659 


. .769, 


659. .832, 


767. .811, 767. .8 


■11, 




768. .812, 771. .818, 773 


. .826, 


774 . .824, 


797. .850, 807. .8 


48, 




808 . . 849 










Seq. No.. 


24954 




Seq. ID. 


OJ990324_04.9922. 


C28 


Gene No. 


51785 




Strand 






Start 


1 




End 


1236 




Name 


OJ990324 04 . 9922 .C28 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1204 




C T 


4680203 




Score 


444 




Exons ' 


1..101/ 222: .469, 593..: 


L204 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start - 
Name 
Start 

GI . ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 
: Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
...Start; 
GI- • 
Exons 



24*95*4 
51785 
1 

OJ990324_04 . 9922 . C28 . ol . tm 
35 

none 

35. .319, 37. .318, 319. .387, 335. .388 



Seq.- ID . OJ990324_04 . 9922. ;C28 
Strand 

1236 

TBLASTX: Maize 
388 
208 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



24954 
51785 
1 

OJ990324_04 . 9922 .C28 . ol . tw 
35 

none 

35. .148, 37. .363, 182. .316 

24954 
51785' 
1 

OJ990324_04 . 9922 . C28 . ol . gs 
247 

none ■ 

247... 827, 924. .1236 

24954 
51785 
1 

OJ990324_04.9922.C28.o2.tw 
919 
none 

919. .957, 970. .1065, 1109. .1204, 1111. .1203 



Seq. ID OJ990324_04.9922.C28 
Strand 

1236 

TBLASTX: Wheat 
363 
62 



Seq. .ID , OJ990324_04.9922.C28 
Strand 

1236 
GENSCAN 
1236 

.49 . 



End 

Method 
End 

. Score • 



Seq. ID OJ990324_04.9922.C28 
Strand 

1236 

TBLASTX: Wheat - " 
1204 
72 



End 

Method 

End 

Score 



24955 
51786 
1 

OJ990324_04. 9922.C29.ol.np 

1 - 

4680203- 



Seq. ID OJ990324_04.9922.C29 
Strand 

End 1968 

Method AAT/NAP 

End 1968 

Score 541 ■ 



1..34, 921. .1235, 1269. .1632, 1669. .1968 
(AF114171) TNP2-like protein [Sorghum bicolor] 



24955 
51786 

1 ' : 

OJ990324_04 . 9922 . C29 . ol . gs 
118 
none 

118. .392, 547. .686, 1015. .1767 

24955 
51786 
1 

OJ990324_04 . 9922 . C29 . ol . tc 
917 ■ . . 
none 

917. .1036, 922. .1221, 1076. .1219 



Seq. ID OJ990324_04.9922.C29 
Strand 

End 1968 

Method GENSCAN 

End 17 67 

Score .81 



Seq. ID OJ;990324_04.9922.C29 
Strand 

End 1968 
Method TBLASTX: Cress 
End . 1221 
Score '74 



25028 



Seq..:'No. ■•24955' Seq. ID 

Gene No. 51786 Strand 

Start 1 End- 

Name OJ990324_04 . 9922 .C2 9 . ol . tm Method 

Start 922 End 

GI none Score 

Exons 922.. 1116, 932.. 1084, 943.. 1089, 1102. 
1279. .1365 



OJ990324_0'4 . 992-2 . C29 
1968 

TBLASTX: Maize 

1365 

112 

.1146, 1144. .1221, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24955 Seq. ID . 

51786 * Strand 

1 End 

OJ990324_04 . 9922 . C29 . ol . ts Method 

961 End 

none Score 
961. .1227, 962. .1192, 1300. .1422 

24955 .'• Seq. ID 

51786 Strand 
1 End 
OJ990324JD4 . 9922 . C29 . ol . tw Method 
961 \ ;• .End 
none Score 
961. .1095, 976. .1104, 977. .1105, 1096. 
1103.. 1216, 1291.. 1467, 1340.. 1471 y 

24956 Seq. ID 

51787 . Strand 
54 End 
OJ990324_04 . 9922 . C30 . ol . gs Method 
54 End 
none Score 
54. .114, 430. .547 

24957 Seq. ID 

51788 ■ Strand 
88 End • 
OJ990324_04 .9922 . C32 . ol . gs Method 
88 ' • End 
none Score 
88. .156, 345. .815 

24 95.8 - Seq. ID 

51789 . Strand 
204 End 
OJ990324_04 . 9922 . C33 . ol . gp Method 
204 End 
none Score 
204. .479 



OJ990324_04 . 9922. C29 
1968 

TBLASTX : Soybean 

1422 

101 



OJ990324_04 .9922.C29 
1968 

TBLASTX: Wheat 
1471 

60 " 
.1191, 1102. . 1221, 



OJ990324_04. 9922.C30 
547 

GENSCAN 

547 

.81 



OJ990324_04. 9922.C32 
815 ■ 

GENSCAN " 

815 

.99 



OJ990324 04..r9$22.-..C33, 

479 ,: - ' 

AAT/GAP 

479 

487 



Seq. No. 24958 Seq.. ID 

Gene No. 51789 ' Strand 

Start 204 End 

..Name OJ990324_04 . 9922 . C33 . ol . gs • Method 
Start " - 221 • " End 

GI none Score 

Exons 221.. 422 



OJ990324_04.9922.C33 
4 7-9 

GENSCAN . ■ 

422 

. 63 



25029 




beq. no. 


z^yoy 






oeq. xu 


uuyyuozft uh 


. y y £ £ 




Gene No. 


51790 






Strand 


+ ~~ 






Start 


103 






End 


561 






Name 


OJ990324 04.9922.C34 


.ol. 


.gp 


Method 


AAT/GAP 






Start 


103 






End 


561 






GI 


none 






Score 


902 






Exons 


103. .561 














beq. no. 


z 4i yo y 






Cert T n 

beq . i u 


O TQQfi^ OA C\A 


QQ9 9 


P^4 


Gene No. 


51791 






Strand 








Start 


27 






End 


250 






Name 


OJ990324 04.9922.C34 


.ol, 


.gs 


Method 


GEN SCAN 






Start 


27 






End 


250 






GI 


none 






Score 


.51 






Exons 


27. .250 














beq. no. 


z h you 






• beq . i u 


n TQQm 9 A C\A 


QQ99 

. y y c. c. 


P^ R 


Gene No. 


51792 






Strand 








Start 


690 






End 


1188 






Name 


OJ990324 04.9922.C35 


.ol, 


.gs 


Method 


GENSCAN 






Starts 


690 . 






End" ■ 


1188 :■?.*•' • 






GI 


' none 






Score 


.45 






Exons 


690.. 832, 1113.. 1188 














Seq. No. 


Z4 y bl 






beq. ±u 


uo y yu-5z4 (jh 


QQ9 9 


p"3 £ 


Gene No. 


51793 






Strand 








Start 


13 






End 


550 






Name 


OJ990324 04.9922.C36 


.ol, 


.gs 


Method 


GENSCAN 






Start 


13 






End 


550 






GI 


none 






Score 


.62 






Exons 


13. .550 














Seq. No. 


24961 






Seq. ID 


OJ990324_04 


. 9922 


.C36 


UCUC ViO ■ 


51793 






Strand 








Start 


13 






End 


550 






Name 


OJ990324 04.9922.C36. 


.ol, 


.np 


Method 


AAT/NAP 






Start 


222 






End 


538 






GI 


4914437 






Score " 


115 






Exons 


222. .394, 422. .538 














GI Descrip. 


(AL050351) putative protein 


[Arabidopsis thaliana] 






beq . > - no . 


24962 . „ . 






; Seq... ID - 


,.OJ990324_04 : 


QQ9 9 

. y y z z 




Gene No-.' 


• 51794-- ■" ■ " ■ 






*. Strand 


■+ 






Start 


1012 






'End 


1795 






Name 


OJ990324 04.9922.C37 


.ol. 


.gs 


Method 


GENSCAN 






Start 


1012 






End 


1795 






GI 


none 






Score 


.58 






Exons 


1012.. 1118, 1390.. 1795 












Seq. No. 


24962 






Seq. ID 


OJ990324_04 


.9922 


.C37 


Gene No. 


51795 






Strand 


+ 






Start 


10420 






End 


10497 






Name 


OJ990324 04.9922.C37- 


:o2. 


.np 


Method 


AAT/NAP 






Start ' 


.10420 






End 


10497 






GI 


6630699 






Score 


92 






Exons 


10420. .10497 















250.30. 



GI Descrip." 


(AP000969V hypothetical 




gi| 6721536 | dbj IBAA89566 




[Oryza sativa] 


Seq. No. 


24962 


Gene No. 


51796 


Start 


lUb J4 


Name 


OJ990324 04.9922.C37.o3 


Start 


10634 


GI 


6539570 


Exons 


10634. .10828, 10993. .11 


GI Descrip. . 


(AP000836) hypothetical 


Seq. No. 


24962 


Gene No. 


51797 


Start 


2699. 


Name . 


OJ990324 04 . 9922 . C37 . o2 


Start 


2699 


GI 


none 


Exons 


2699. .2865, 2918. .2930, 




4619. .4666, 4747. .4901, 




6329.. 6-489, 6569,. , 671 5* 


Seq. No. 


24962 


Gene No. 


51797 


Start 


O C ft ft 


Name 


OJ990324 04.9922.C37.ol 


Start 


3234 


GI . 


6539588 


Exons 


3234.. 3508, 4225.. 4251 


GI Descrip. 


(AP000837) hypothetical 


Seq. No. 


24962 


Gene No. 


51798 


Start 


8608 


Name 


OJ990324 04.9922.C37.o3 


Start 


'2695 


GI 


none - 


Exons 


2695.. 2736, 2726. .2971 


Seq. No. 


24962 


Gene No. 


51798 


Start . 


8 608 . . . 


Name • 


OJ990324 04 ,9922.C37.o3 


Start 


8608 


GI 


none 


Exons 


8608. .8917, 9019.. 9138, 


Seq. No. 


24962 


Gene No. 


51798 


Start 


8608 


Name 


OJ990324 04.9922.C37.o2 


Start 


9331 


GI 


none 


Exons 


9331. .9459, 9332. -. 94 60, 



(AP001073) hypothetical protein 



,np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_ 
+ 

12432 
AAT/NAP 
12432 
168 



04.9922.C37 



3276. 
5'060. 



12399. .12432 



Seq. ID OJ990324_04.9922.C37 
Strand 

End ■ 6715 
Method GENSCAN • 
End 6715 
Score .66 

.3356, 3362.. 3508, 4156.. 4339, 
.5454, 5459. .5788, 5863. .6110, 



np 



Seq. ID " OJ990324_04 . 9922.C37 
Strand 

End 6715 
Method AAT/NAP 
End 4251 
Score . 160 



protein [Oryza sativa] 

Seq. ID OJ990324_04.9922.C37 
Strand 

• End 9874 

,tm Method TBLASTX : Maize 

End 297.1 - 

Score 4 5 



Seq. ID OJ990324_04.9922.C37 
Strand 

9874 -. ... . 

GENSCAN .■'"'*•* * 
9874 
.84 



. '. End 
gs Method 

End 

Score 

9756. .9874 



Seq. No. 



24962 



Seq. ID OJ990324_04.9922.C37 
Strand 

End 9874 

tm Method TBLASTX : Maize 

End 9479 

Score 180 
9333. :9461, 9462. .9479 

Seq. ID OJ990324_04.9922.C37 



■25031 



'Gene No.- 51799 . Strand 

Start ' '"" 11416 ' End 

Name OJ990324_04. 9922.C37.ol.tm Method 

Start 11416 End 

GI none Score 

Exons 11416. .11730 



11730 

TBLASTX: Maize 

11730 

222 



Seq. No. 24962 Seq. ID 

Gene No. 51800 Strand 

Start 12040 " End 

Name OJ990324_04 . 9922 . C37 . ol . tw Method 

Start 12040 End 

GI none Score 

Exons 12040. .12297, 12098.. 12298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



OJ990324_04.9922.C37 
12298 

TBLASTX: Wheat 

12298 

80 



24963 . Seq. ID OJ990324JD4 . 9922 . C38 

51801 - - Strand + 

721 End 1494 

OJ990324_04.9922.C38.ol.np * Method AAT/NAP 
721 End 1494 

6721562S . Score 527 

721. .1494 • v. • - . ' ^ 

(AP001073) Similar to Zea mays' 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 
gi I 6815087 |dbj | BAA90373 ..1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

Seq. No. 24964 Seq. ID OJ990324_04 . 9922 . C39 

Gene No. 51802 Strand + 

Start 1 End 1441 

Name OJ990324_04 . 9922 . C39 . ol . np Method AAT/NAP 

Start 1 End .1081 

GI 6721562 Score 1089 

Exons 1..1081 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
• v • ^ 'hypothetical protein-. (AF031569). [Oryza sativa] 

' y ' gi | 6815087 |dbj IBAA90373. 1| (AP001081) ^Similar to. Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq.. No. 24964 Seq. ID 

Gene Nq\. • ' . 51802- • Strand - 

Start 1 "'* End 

Name OJ990324_04 . 9922 .C39.ol .gs Method 

Start • 60 End 

GI none Score 

Exons 60.. 1441 



OJ990324_04, 
"■+ 

1441 ' 
GENSCAN 
1441 
.84 



9922. C39 



Seq. No. 24964 Seq. ID 

Gene No. 51802 Strand 

Start 1 End 

Name OJ990324_04 . 9922 . C39 . ol . tm Method 

Start r .,4 93 . End 

GI none Score 

Exons 493.. 777, 530.. 778 



OJ990324_04. 9922.C39 
+ 

1441 

TBLASTX: Maize 
.778 
181' 



25032 




Seq; No. 


24 964 


. Seq;* ID 


OJ990324_04.9922 


.C39 


OCilC LNVJ • 


JIOUl 


c+- y-a nH 






Start 


1 


End. 


1441 




Name 


OJ990324 04.9922.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


503 


End 


880 




GI 


none 


Score 


227 




Exons 


503.. 880, 625. .801 








Seq. No. 


24965 


Seq. ID 


OJ990324_04.9922 


.C40 


Gene No. 


51803 


Strand 


+ 




Start 


1 


End 


1648 




Name 


OJ990324 04.9922.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End ■ 


1648 




GI 


6498441 


Score 


1306 




Exons 


1..342, 406. .779, 963. .1097, 


1253. .164! 


3 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotranspbson RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24965 


Seq. ID 


OJ990324JD4.9922 


.C40 


Gene No. 


51803 


Strand 


+ 




Start ' 


. l - . .. 


End 


1648 




Name - 


OJ990324 04.9922.C40.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1 


. End 


306 




GI 


none 


Score 


264 




Exons 


1..306, 1..204, 18. .287 








Seq. No. 


24965 4 


Seq. ID 


OJ990324_04.9922 


.C40 


Gene No. 


51803 


Strand 


+ 




Start 


1 


End 


1648 




Name 


OJ990324 04.9922.C40.ol.tw 


Method 


TBLASTX: Wheat 




Start 


413 


End 


876 




GI 


none 


Score 


99 




Exons 


413. .595, 414. .875, 415. .876, 


415. .876 






Seq. No. 


24965 


Seq. ID 


OJ990324_04.9922 


.C40 


Gene .No. 


51803 


"Strand- 


+ 




Start 


1 - - 


End 


1648 




Name 


OJ990324 04. 9922.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


544 _ ^ 


End 


900 




GI 


none 


Score 


375 




Exons 


544. .900, 585. .890 








Seq. No. 


24965 •'' ^ ' • * 


Seq. ID 


OJ990324_04. 9922 


.C40 


Gene No. 


51803 


Strand 


+ 




Start 


1 


End 


1648 




Name 


OJ990324 04.9922.C40.o2.tm 


Method 


TBLASTX: Maize 




Start 


927 


End 


1292 




GI 


none 


Score 


248 




Exons 


927. .1190, 928. .1188, 1197. .1292 






Seq. No. 


24965 


Seq. ID 


OJ990324_04.9922 


.C40 


Gene No. 


51803 


Strand 


+ 




Start 


1 ' ' 


End . 


1648. 




Name 


OJ990324' 04.9922.C40.o2.tw 


Method 


TBLASTX: Wheat 




Start 


985 


End 


1367 




GI 


none 


Score 


256 





25033 



Exons 



985. .1197, 988. .1188, 990. .1190, 1188. .1367, 1196. .1333 



Seq. No. 24965 

Gene No. 51803 

Start 1 

Name OJ990324_04 . 9922 ,C4 0 .ol . ts 

Start 1063 . 

GI none 
Exons 



Seq. ID OJ990324_04.9922.C40 

Strand + 

End ' 164 8 

Method TBLASTX : Soybean 

End 1414 

Score 148 



1063. .1188, 1077. .1187, 1173. .1367, 1364. .1414 



Seq. No. 24966 
Gene No. ' 51804 
Start 1 

Name OJ990324_04 . 9922 . C4 1 . ol . np 

Start 1 
GI 6498441 
Exons 1..606, 793.. 2190, 2284.. 2564, 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a reqion of the 
predicted qene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990324_04.9922.C41 

Strand + 

End 2564 

Method AAT/NAP 

End 2564. 

Score 2744 



Seq. Np. 


24966 . 






Seq. ID 


OJ990324_0.4.9922 


.C41 


Gene Noi 


51804 






Strand 


+ V>:\ 




Start 


1 






End 


2564 




Name 


OJ990324 


04 .9922.C41.ol 


.gs 


Method 


GENSCAN 




Start 


170 






End 


2499 




GI 


none 






Score 


. 64 




Exons 


170... .1220, 1239.. 1528, 


1733. . 


2499 






Seq. No. 


24966 






Seq. ID 


OJ990324_04.9922 


.C41 


Gene No. 


51805 






Strand 






Start 


3238 






End 


3953 




Name 


OJ990324 


_04.9922.C41.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


334 






End 


603 




GI 


none 






Score 


206 




Exons 


334. .603, 


42.6. .599 










Seq. No. 


24 966 






Seq. ID 


6J990324_04.'9922 


.C41 


Gene No. 


51805 






Strand 






Start 


3238 






End 


3953 




Name 


OJ990324 


04.9922.C41.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


601 






End 


1026 




GI ... 


none 






Score . .. 


.87 , * . . 




Exons 


601. .714, 


790. .1026 










Seq. No. 


24966 






' Seq. ID 


OJ990324_04.9922 


.C41 


Gene No. 


51805 






Strand 






Start 


3238 






End 


3953 




Name 


OJ990324 


04.9922.C41.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


604 






End 


1080 




GI 


none 






Score 


134 




Exons 


604. .720, 


609. .719, 750 


. .998, 


787. .1080 




Seq. No. 


24966 






Seq. ID . 


OJ990324_04.9922 


.C41 


Gene No. 


51805 






Strand 






Start 


3238 






End 


3953 




Name 


OJ990324 


04.9922.C41.ol 


.tm 


Method 


TBLASTX: Maize 





25034 




Start 


1435 








End 


1758 




GI 


none 








Score 


349 




Exons 


1435. .1758, 


1452 


. .1745 










Seq. No. 


24966 








Seq. ID 


OJ990324_04. 9922. 


C41 


Gene No. 


51805 








Strand 






Start . 


3238 








End 


3953 




Name 


OJ990324 04 


.-9922 


.C41.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1572 








End 


1953 




GI 


none 








Score 


382 




Exons 


1572. .1628, 


1573 


. .1953, 


1674. 


.1922 






Seq. No. 


24966 








Seq. ID 


OJ990324_04. 9922. 


C41 


Gene No. 


51805 








Strand 






Start 


3238 








End 


3953 




Name 


OJ990324 04 


.9922 


-C41.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1956 








End 


2555 




GI 


hone 








Score 


107 




Exons 


1956. .2183, 


1957 


. .2400, 


1958. 


.1996, 1959.. 2057, 2097.. 2243, 




2431. .2460, 


2466 


. .2555 










Seq. No. 


24966 








Seq.' ID 


OJ990324_04.992'2. 


C41 


Gene' No. 


51805 " 








Strand-- 






Start 


3238 








End 


3953 




Name 


OJ990324 04 


.9922 


.C41.o2 


. gs 


Method 


GENSCAN 




Start 


3238 








End 


3813 




GI 


none 








Score 


.98 




Exons 


3238. .3813 














Seq. No. 


24966 








Seq. ID 


OJ990324_04.9922. 


C41 


Gene No. 


51805 








Strand 






Start 


3238 








End 


3953 




Name 


OJ990324 04 


.9922 


.C41.o2 


. np 


Method 


AAT/NAP 




Start 


3268 








End 


3953 




GI 


6907089 








Score 


537 




Exons 


3268. .3953 














GI.- Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


satiya] 




Seq. No. ■ 


24967 








Seq. ID 


OJ990324_04.9922. 


C42 


Gene No. 


51806 








Strand 


+ 




Start 


1 








End 


698 




Name , 


OJ990324 04 


.9922 


.C42.ol 


. rip 


Method 


AAT/NAP 




Start ' 


1 . 








End 


560 




GI 


6498441. 








Score 


628 




Exons 


1..186, 279 


. .560 













GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) . [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



24967 
51806 
1 

OJ990324_04 . 9922 . C42 . ol . tw 

;3 

none 



Seq. ID OJ990324_04. 9922.C42 



Strand 
End 

Method 

End 

Score 



+ 

698 

TBLASTX: Wheat 
551 

153 . 



3. .395, 92. .163, 147. .191, 425. .547, 426. .551 



25035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

.Gi 

Exons 



24967 ' Seq. ID 

51806 Strand 

1 End 
OJ990324_04 . 9922 . C42 . ol . gs Method 

48 End 

none Score 
48. .698 



24968 
51807 
219 

OJ990324_04 .9922.C45.ol.gs 

219 

none 

219. .340 



OJ990324_04.9922.C42 
+ 

698 

GEN SCAN 

698 

.68 



Seq. ID OJ990324_04.9922.C45 

Strand + 

End 34 0 

Method GENSCAN 

End 34 0 

Score .75 



24969 ' Seq. ID 

51808 Strand 

32 ' End 
OJ990324JD4 . 9922 . C4 6 . ol . gs Method 

32 End 

none Score 

32.. 184 . 



OJ990324_04.9922.C46 
184 

GENSCAN 

184 

.75 



Seq. No. 24970 Seq. ID 

Gene No. 51809 Strand 

Start 242 End 

Name OJ990324_04 . 9922 . C47 . ol . gs Method 

Start 242 End 

GI none Score 

Exons 1 242.. 320 



OJ990324_04 . 9922 . C47 
+ 

320 

GENSCAN 

320 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24971 Seq. ID OJ990324_04 . 9922 . C48 

51810 Strand 

1 End 691 

OJ990324_04.9922.C48.ol.np Method AAT/NAP 

1 End 691 

6862925 - - -\ Score * 108 

1..252, 664. .691 

(AC018907) hypothetical protein [Arabidopsis thaliana] 



24971 Seq. ID 

51810 . Strand ■ 

1 ' End 
OJ990324_04.9922.C48.ol.gs Method 

. 54 End 

none Score 
54.. 298 



OJ990324_04 . 9922 . C48 
691 

GENSCAN 

298 

.9 



Seq. No. 24972 Seq. ID 

Gene No. 51811 Strand 

Start 337- End 

Name OJ990604_10 . 9A29 . CI . ol . gs - Method 

. Start , * 337 End 

GI none Score 

Exons 337.. 647 



OJ990604_10.9A29.C1 
+ 

647 

GENSCAN 

647 

.98 



25036 




Seq;. -No. . 


24973 Seq. ID 


OJ?90604_10.9A29.C4 


Gene No. 


51812 Strand 


+ 


Start. 


630 End 


953. 


Name 


OJ990604 10.9A29.C4.ol.np Method 


AAT/NAP 


Start 


630 End 


953 


GI 


3327204 Score 


108 


Exons 


630. .767, 842. .953 




GI Descrip. 


(AB014595) KIAA0695 protein [Homo sapiens] 


Seq. No.. 


24973 Seq. ID 


OJ990604_10.9A29.C4 


Gene No. 


51812 Strand 


+ 


Start 


630 End 


953 


Name 


OJ990604 10 . 9A29 .C4 ,ol . tm Method 


TBLASTX: Maize 


Start 


650 End 


952 


GI 


none Score 


195 


Exons 


650.. 763, 651.. 767, 652... 792, 840.. 950, 


841 .. 945, 842 . . 952 


Seq. No. 


24973 Seq/ ID 


OJ990604_10. 9A29.C4 


Gene No. 


51812 Strand 


+ 


Start 


630 End 


953 


Name 


OJ990604_10 . 9A29 . C4 . ol . gs Method. . 


GENS CAN ; . ■■' 


Start 


652 -f-*"---- -End^.-.i'J 


:#^Q \. L . - . ■ • ' - ■ 


GI 


none Score--\*V 




Exons 


652. .767, 842. .940 




Seq. No. 


24973 Seq. ID 


OJ990604_10. 9A29.C4 


Gene No. 


51812 Strand 


+ 


Start 


630 End 


953 


Name 


OJ990604 10.9A29.C4.ol.ts Method 


TBLASTX : Soybean 


Start 


654 End 


952 


GI 


none Score 


154 


Exons 


654. .767, 656. .763, 842. .952, 850. .945 




Seq. No. 


24974 Seq. ID 


OJ990604_10.9A29.C5 


Gene No. 


51813 Strand 


+ 


Start 


1 End 


4439 


Name 


OJ990604 10.9A29.C5.ol.np Method 


AAT/NAP 


Start 


■ 1 . . End • 


4244 * ' " ■ ' 


GI 


3687389 Score 


1819 - 


Exons 


1..245, 341. .463, 662. .949, 1397. .1522, 


1902. .2003, 2094. .2147, 




2352. .2458, 2701. .2761, 2853. .2971, 3066. .3216, 3293. .3373, 




3469. .3549, 3967. .4047, 4134. .4244 ' 




GI Descrip. 


(Y16124) .putative cullin protein [Lycopersicon esculeritum] - 


Seq. No. 


24974 - Seq. ID 


OJ990604_10.9A29.C5 


Gene No. 


51813 Strand 


+ 


Start 


1 End 


4439 


Name 


OJ990604 10.9A29.C5.ol.gs Method 


GEN SCAN 


Start 


111 End 


4247 


GI 


none Score 


.95 


Exons 


111. .245, 662. .949, 1397. .1522, 1902. .2003, 2094. .2147, 




2352. .2458, 2701. .2761, 2853. .2984, 3079. .3216, 3293.-3373, 




3469.-3549, 3967. .40.47, 4134. .4247 




Seq. No. 


24974 ; ' Seq. ID 


OJ990604_10.9A29.C5 


Gene No. 


51813 Strand 


+ 


Start 


1 End 


4439 



25037 



Name OJ990604JL0 . 9A2-.9 . C5 . ol . gp .Method AAT/GAP 

Start 2911 " End 4439 

GI 26540_1.R1084 Score 1289 

Exons 2911.. 2984, 3079.. 3216, 3293.-3373, 3469.. 3549, 3967.. 4047, 

4134. .4439 

GI Descrip. * 3327204/dbj | BAA31670 | 4.0e-58 (AB014595) KIAA0695 protein [Homo 
sapiens]/ 



Seq. No. 24974 

Gene No. 51814 

Start 5215 

Name OJ990604_10 . 9A29 . C5 . o2 . gs 

Start 5215 

GI none 
Exons 



Seq. ID OJ990604_10. 9A29.C5 

Strand ■ + 

End 15878 

Method GENSCAN 

End 15878 

Score .77 



5215. .5577, 5685.. 5784, 6279.. 6383, 6463.. 6625, 6831.. 6951, 
7461. .7541, 7587. .7648, 7823. .7973, 8313. .8399, 9126. .9245, 
9962. .10069, 10658 .. 10793, 11587 11697 , 11736 118 62 , 
11969. .12041,' 12598. .12774, 12848 .. 12958 , 13025 .. 13285, 
13648. .13818, 13910 .. 14065, 14427 14660, 14773 .. 14 940, 
15114. .15262, 15350. .15878 



•Seq;. "No.' *. 
Gerie- No . 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



:' 2 4 9.^4 . . ': Seq.. ID.. 

51814'- ~ ' '■* strand 

5215 End 

OJ990604JL0. 9A29.C5.o2..np Method 

7076 End 

4589674 Score 



7076.. 7109, 7461.. 7550, 7722.. 7973, 8313.. 
9350.. 9481, 9579.. 9681, 13040. .13058 
(AB023229) KIAA1012 protein [Homo sapiens] 



..OJ^SOV-IO, 9A29 : ;C5 . 

■■■■+■ ' ' • " 

15878 
AAT/NAP 
13058 
169 

8396, 



9126. .9245, 



Seq. No. 24974 Seq. ID 

Gene No. 51814 Strand 

Start 5215 End 

Name OJ990604_10.9A29.C5.o2.gp Method 

Start 13761 r . End 

GI none Score 

Exons ' 13761. \:13818, 13910.. 14178 



OJ990604_10.9A29.C5 
+ 

15878 
AAT/GAP 
14178 
634 



Seq. No. 24974 
Gene No. 51815 
Start 18376 

Name \ . OJ990604_10 . 9A29 . C5 . ol . tm 
Start " 62 ' * 

GI none 
Exons 62.. 241, 63 

400. .462, 4 

1391. .1522, 



2092. 
2351. 
2698. 
3049. 



.2148, 
.2461, 
.2763, 
.3219, 



3466. .3552, 
3966. .4052, 
4287. .4415, 



Seq. ID 
Strand - 
End 20067 
. ..Method TBLASTX: 
End 4415 
Score 214 
245, 63.-245, 335.-397, 342. .407, 
01. .463, 651. .941, 659.-949, 661. .94 
1393. .1527, 1872. .2006, 1901. .2011, 
2094. .2147, 2096. .2149, 2349. .2459, 
2351. .2458, 2424. .2462, 2681. .2761, 
2851. .2982, 2852. .2983, 2871. .2984, 
3073.. 3219, 3290.. 3373, 3290.. 3376, 
3467.. 3550, 3963.. 4052, 3964.. 4053, 
4122.. 4250, 4122.. 4256, 4123.. 4266, 
4299.. 4391 



OJ990604 10.9A29.C5 



Maize 



343. .399, 

2, 699. .944, 
2091. .2147, 
2349. .2378, 
2684. .2761, 
3021. .3215, 
3291. .3377, 
3964. .4047, 
4139. .4306, 



Seq. No. 



24974 



Seq. ID OJ990604_10.9A29.C5 



25038 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51815 . Strand 

18376 End 

OJ990604__10 . 9A29 . C5 . o2 . ts Method 

62 r - End 

none Score 



20067 

TBLASTX: Soybean 

867' 

290 



62. ,244, -63. .248, 69. .248, 335. .463, 339. .383, 340. .465, 
340. .459, 641. .862, 659. .862, 661. .867 



24974 Seq. ID 

51815 Strand 
18376 End 
OJ990604JL0. 9A29 . C5 . o3 . ts Method 
1394 End 
none ^ Score 

1394. .1522, 1396. .1518, 1872. .2006, 1898 

2091.. 2147, 2324.. 2461, 2349.. 2459, 2681 
2849. .2887 



OJ990604 10.9A29.C5 



20067 

TBLASTX : Soybean 
2887 
206 

2011, 2057. .2149, 
2761, 2704.. 2757, 



Seq. No. 
Gene No. 
Start 
Name ; ■ ' . 
'Stai^rt' : • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24974 
51815 
18376 . 

0 J990604_10 . 9A2 9 . C5 . ol '. tc 

2732 ■ • ' ' 

none ... 

2732/f%761, 2839.. 2985, 2852. 
3052. .3216, 3296.. 3373, 3305. 
3964.. 4053, 3969.. 4052, 4122. 

24974 ^ . 

51815 

18376 

OJ990604_10 . 9A2 9 . C5 . ol . ts 

2891 

none 

2891. .2983, 2892. .2984, 3021. 
3290.. 3373, 3290.. 3376, 3294. 
3466. .3552 



Seq. ID OJ990604_10. 9A29.C5 
Strand 

End; 20067 
Method- TBLASTX : Gress • . 
End' 4247 " • . ' ' * 

Score 55 

.2995, 2871.. 2984, 3051.. 3215, 
.3385, 3466.. 3552, 3466.. 3549, 
.4247 

Seq.' ID OJ990604_10. 9A29.C5 
Strand 

End 20067 

Method TBLASTX : Soybean 

End 3555 

Score 164 

.3215, 3049. .3219, 3071. .3220, 
.3189, 3460. ..3.555, 3462.. 3551, 



Seq. No. 24974 
Gene No. 51815 
Start. 18376 

Name ' OJ9-90604__10.9A29.C5.ol.tw 
Start^ ' 3144 
GI . v r ' none 

Exons 3144.. 3215, 3144.. 3215, 3145 

3296.. 3373, 3328.. 3375, 3466 
3953.. 4045, 3963.. 4046, 3964 
4122. .4205, 4122. .4205,- 4133 



Seq. ID 

Strand 
End 

Method 
End- 
Score 



OJ990604 10.9A29.C5 



20067 

TBLASTX: Wheat 
4207 . 
78 

.3216, 3145.. 3216, 3290, 
.3552, 3466. .3555, 3467, 
.4053, 3964. .4047, 3966, 
.4207 



,3376, 
,3559, 
,4052, 



Seq. No. 24974 Seq. ID 

Gene No. 51815 Strand 

Start 18376 End 

Name OJ990604_10 . 9A29 . C5 . o4 . tm Method 

Start 13916 " :r - . E ; pd , 

GI none Score 
Exons 



OJ990604JL0. 9A29.C5 
20067 

TBLASTX: Maize 

14537. 

223 



13916. .14071, 13916. .14065, 13918 .. 14067, 14 4 03 . .14537 , 
14419. ..14532, 14420 ; ; 14533 



25039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24974 
51815 
18376 
OJ990604 
14770 
none 
14770 
15190 
15348 



10.9A29.C5.o2.tm 



14829, 
15261, 
15518, 



14854, 
15204. 
15508. 



,14940, 
,15260, 
,15579, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990604 10.9A29.C5 



20067 

TBLASTX: Maize 
15581 
65 

15122. .15196, 15150. .15197, 
15330. .15518, 15344. .15478, 
155.19. .15581, 15536. .15580 



Seq. No. 24974 Seq. ID 

Gene No. 51815 Strand 

Start 18376 End 

Name OJ990604_10 . 9A29 . C5 . o3 . tm Method 

Start 15582 End 

GI none Score 
Exons 



OJ990604_10.9A29.C5 
20067 

TBLASTX: Maize 

15794 

18.1 



15582. .15734, 15584 15739, 15617 .. 15739, 15701 .. 15793, 
15729.. 15794 



Seq. No. .. 24974 

Gene No". . 51815 

Start 18376 \v : / t . ' V" 

Name 0 J990604_i0 . 9A2 9 . C5 . o3 . gs 

Start . ' 18376 - 

GI none 

Exons 18376. .18603,. 19477. .19543, 20000. .20067 



Seq. ID OJ990604_10.9A29.C5 
Strand - - 
End ' 20067 ■' 
Method GENSCAN 
End 20067 
Score -.64 



Seq. No. 24975 , Seq. ID 

Gene No. 51816 Strand 

Start 779 End 

Name OJ990604_10 . 9A29 . C6 . ol . gs Method 

Start 779 End 

GI none Score 

Exons 779.. 1771 



OJ990604_10.9A29.C6 
+ 

1808 
GENSCAN 
1771 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24975 ■ Seq. ID ■ OJ990604_10 . 9A29 . C6 

5.18.1.6 Strand' + 

779 End 1808 

OJ990604_10.9A29.C6.ol.np Method AAT/NAP 

779 End 1808 

4206789 Score 958 ■ 

779. .1808 \ ' < 

(AF112864) syntaxin-related protein At-SYRl [Arabidopsis 

thaliana] gi | 6671938 | gb| AAF23198 . 1 | AC016795JL1 (AC016795) 

putative syntaxin [Arabidopsis thaliana] 



24975 Seq. ID 

51817 Strand 

2472 End 

OJ990604_10 . 9A29 . C6 . ol . gp Method 

2472 End 

3768009 Score 
2472. .2786 



OJ990604_10.9A29.C6 

2786 
AAT/GAP 
2786 
589 



Seq. No, 
Gene No. 



24975 
51818 



Seq. ID 
Strand 



OJ990604 10.9A29.C6 



25040 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . : \ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



2698 '* End 

OJ990604_10 . 9A2 9 . C6 . o2 . tw Method 

769 End 

none Score 



3520 

TBLASTX: Wheat 

1030 

60 



769. .810, 779. .811, 899. .1030, 902. .1030 



24975 
51818 
2698 

OJ990 604_10 . 9A29 . C6.. o3 . tm 

778 

none 



Seq, ID OJ990604_10. 9A29. C6 

Strand - 

End 3520 

Method TBLASTX: Maize 

End 1150 

Score 55 



778. .810, 779. .811, 899. .1150, 902. .1039 



24975 
51818 
2698 

OJ990604_10.-9A29.C6.ol.tc 

899 

none 



Seq. ID OJ990604_10.9A29.C6 
Strand 

End 3520 

Method TBLASTX: Cress 

End 1642 

Score 818 



899. .1642, 902. .1039, 1138. .1485, 1259. .1588, 1546. .1641 



24975 * 

51818 

2698 

OJ990604_10.9A29.C6.ol.ts 

899 

none" 



Seq. ID OJ990604_10.9A29.C6- 
Strand 

End.. 3520 

Method TBLASTX : Soybean 

End 1537 

Score 1 691 



899. .1537, 902. .1039, 1138. .1485, 1259. ,1537 



End 

Method 
End 
Score 



24975 
51818 
2698 

OJ990604_10. 9A29.C6.o2.tm 
1196 
none 

1196.. 1642, 1204.. 1548 

24975 
51818 
2698 

OJ990604_10.9A29.C6.ol.tw 
1234 
none 

1234. .1485, 1235. .1615, 1259. .1540 



Seq. ID OJ990604_10. 9A29.C6 
Strand 

3520 

TBLASTX: Maize 
1642 
416 



Seq. ID OJ990604_10. 9A29.C6 
Strand 

3520 

TBLASTX: Wheat 
1615 . 
350 



End 

Method 
End 
Score 



24975 
51818 
2698 

OJ990604_10.9A29.C6.o2.ts 

2681 

none 



Seq. ID OJ990604_10.9A29.C6 
Strand 

End 3520 

Method TBLASTX : Soybean 

End 3215 

Score 181 



2681. .2905, 2684. .2869, 2698. .2913, 2911. .3024, 2939.. .3007, 
3082.. 3207, 3095. ? 3208, 3105.. 3215, 3140.. 3214 



24975 
51818 



Seq. ID OJ990604_10.9A29".C6 
Strand 



25041 



Start 


2698 






End 


3520 , - 




Name 


OJ990604 10.9A29.C6.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


2696 






End 


3208 




GI 


none 






Score 


190 




Exons 


2696.-2869, 2698. .3024, 


2918. 


.3007, 3097.. 3207, 3098.. 3208 


Seq. No. 


24975 






Seq. ID 


OJ990604_10 . 9A29 . 


,C6 


Gene No. 


51818 






Strand . 






Start 


2698 






End 


3520 




Name 


OJ990604 10.9A29.C6.o2. 


gs 




Method 


GENSCAN ... 




Start 


2698 






End 


3264 




GI 


none 






Score 


. 83 




Exons 


2698.. 3006, 3100.. 3264 












Seq. No. 


24975 






Seq. ID 


OJ990604_10. 9A29. 


C6 


Gene No. 


51818 






Strand 






Start 


2698 






End 


3520 




Name 


OJ990604 10.9A29.C6.o2. 


tc 




Method 


TBLASTX: Cress 




Start 


2698 






End 


2874 




GI 


none 






Score 


76 




Exons 

- » 'r 


2698. .2874, 2700. .2798, 


2702. 


.2872 






Seq. No. 


*"24 975 ' ■ • 






Seq. . ID 


OJ99060^10 . 9A29\ 


C6 ' 


Gene No. 


51818 






Strand 






Start 


2698 






End 


3520 




Name 


OJ990604 10.9A29.C6.o2. 


np 




Method 


AAT/NAP 




Start . 


2710 






End 


3520 




GI 


5306242 






Score 


308 




Exons 


2710.. 3011, 3078.. 3207, 


3382. 


.3520 






GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


24976 






Seq. ID 


OJ990604_10. 9A29. 


C7 


Gene No. 


51819 






Strand 


+ 




Start 


115 






End 


785 




Name 


OJ990604 10.9A29.C7.ol. 


gs 




Method 


GENSCAN 




Start ■ 


115 






End 


785 




GI 


none 






Score 


.63 . 




Exons 


I15.-. 197, 617.. .7.85 












Seq. No. 


24976 






Seq. ID 


OJ990604 10.9A29. 


C7 


Gene No. 


51820 






Strand 


+ 




Start 


3347 






End 


3671 




Name . 


OJ990604 10.9A29.C7.o2. 


gp 




Method 


AAT/GAP 




Start 


3347 






' End 


3671 




GI 


uC-osflM2020116f05al 






Score 


650 




Exons 


3347. .3671 












GI Descrip. 


! 5852172/emb|CAB55410.1| 4. 


Oe 


-11 (AL117265) zhb0002.1 [Oryza 




sativa] ' 












Seq. No. 


24976 






Seq. ID 


OJ990604_10.9A29. 


C7 


Gene No. 


51821 






Strand 






Start 


1 






End 


1599 




Name 


OJ990604 10.9A29.C7.ol. 


np 




Method 


AAT/NAP 




Start 


1 






End 


1387 




GI 


5306242 






Score. 


186 




Exons 


1..41, 1087. .1387 












GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis 


; thaliana] 





.25042 




Seq. No. 


24976 








Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. 


51821 








Strand 






Start 


1 








End 


1599 




Name 


OJ990604 10 


.9A29 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


1012 








End 


1413 




GI 


none 








Score 


1 




Exons 


1012. .1413 














Seq. No. . 


24976 








Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. 


51821 








Strand 






Start 


1 








End 


1599 




Name 


OJ990604 10 


. 9A29 


.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1217 








End 


1599 




GI 


none 








Score 


722 




Exons 


1217. .1599 














Seq. No. 


24976 * 


* 






-Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. 


51822 








Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10 


.9A29 


.C7 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start: ■ . 


1087 . . 








End 


1369 . 




GI ; 


none 








; Score 


82 


■* ■ ■ ' 


Exons 


1087. .1149, 


1090 


. . 1149, 


1153. 


.1362, 1159, '.1197, 


1181. . 1369 


Seq. No. 


24976 








Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. 


51822 








Strand 






Start 


2260 






- 


End 


9859 




Name 


OJ990604 10 


. 9A29 


.C7.61. 


ts 


Method 


TBLASTX: 


Soybean . 


Start 


1087 








End 


1359 




GI 


none 








Score 


94 




Exons 


1087. .1209, 


1090 


. . 1197, 


1210. 


.1359, 1229. .1348 




Seq. No. 


24976 








Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. 


51822 . 








Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10 


. 9A29 


.C7.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start' 


1096 








End 


1392 




GI 


none 








Score 


121 




Exons 


1096. .1392, 


1106 


...1309 










Seq. No.. 


24976 








Seq. ID 


OJ990604 


_10. 9A29.C7 


Gene No. - 


51822 - 








' Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10 


.9A29 


.C7.o3. 


gs " 


Method 


GENSCAN 




Start 


2260 








End 


9859 




.GI 


none 








Score 


.67 




Exons 


2260. .2625, 


3189 


. .3241, 


3972. 


.4437, 5236. .5349, 


5487. .5714, 




5885. .6121, 


7078 


. .7176, 


7248. 


.7357, 9752. .9859 




Seq. No. 


24976 . 








Seq. ID 


OJ990604 


_10.9A29.C7 


Gene No. 


51822 








Strand 






Start , . 


2260 








End 


9859 




Name 


- OJ990604 10 


. 9A29 


.C7.o2. 


np 


Method 


AAT/NAP 




Start 


274 ; 5 








End 


6706 




GI 


3075399 








Score 


444 




Exons 


2745. .2848, 


3972 


. .4415, 


5184. 


.5349, 54* 


37. .5714, 


5885. .6060, 



25043 



6602.. 6706 

GI Descrip. (AC004484) putative SF16 protein {Helianthus annuus} 
[Arabidopsis thaliana] 



Seq. No. 


24976 








Seq. ID 


OJ990604 


_10.9A29.C7 


Gene No. 


51822 








Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10. 


9A29. 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3735 








End 


4359 




GI 


none 








Score 


37 




Exons 


O / JO . . J/Dl, 


OTCO 

o foo , 


*3 Q O O 


*3 1 CO 


.3824, 3978.. 4031, 






4056. .4358, 


4064. 


.4357, 


4081. 


.4359 






Seq. No. 


24976 








Seq. ID 


OJ990604 


_10.9A29.C7 


Gene No. 


51822 








Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10. 


9A29. 


C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start ■ 


4039 , 








End 


4454 




GI 


none 








Score 


291 




Exons 


4039. .4092, 


4041. 


.4454, 


4041. 


.4430, 4189. .4431, 


4301. .4453 


Seq: -N,o. . 


. 24976 








Seq. ID 


OJ990604 


; -10;. 9A29.C7 


Gene No". 


51822 








Strand ' 






Start 


2260 








End 


9859 




Name 


OJ990604 10. 


9A29. 


C7.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4360 








End 


6715 




GI 


none 








Score 


70 




Exons 


4360. .4410>, 


4360. 


.4410, 


4361. 


.4411, 52' 


$0. .5359, 


5241. .5360, 




5485. .5691, 


5486. 


.5710, 


5487. 


.5711, 5878. .6048, 


5884. .5946, 




5891. .6031, 


6626. 


.6712, 


6657. 


.6713, 6662.. 6715 




Seq. No. 


24976 








Seq. ID 


OJ990604 


_10.9A29.C7 


Gene No. 


51822 








Strand 






Start 


2260 








End 


9859 




Name 


OJ990604 10. 


9A29. 


C7.o3. 


gp 


Method 


AAT/GAP 




Start 


5204 








End 


5949 




GI 


2427772 








■ Score 


727 




Exons , 


. 5204. .5349, 


5487. 


.5714, 


5885. 


.5949- 







GI Descrip. 3075399 3.0e-16 (AC004484) SF16-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990604_10. 9A29.C8 
Strand + 
End 6178 
Method AAT/NAP 
End 2208 
Score • 1552 

1..46, 688. .860, 944. .1083, 1176. .1452, 1558. .1756, 1886. .2208 
DNAJ PROTEIN HOMOLOG 2 gi | 542196 | pir | | S42031 LDJ2 protein - leek 
gi|454303|emb|CAA54720| (X77632) LDJ2 [Allium porrum] 



24977 
51823 
1 

OJ990 604_10 . 9A2 9 . C8 . ol . np 
1 

1169382 



Seq. No. 24977 Seq. ID 

Gene No. 51823 Strand 

Start 1 End 

Name OJ990604_10 . 9A2 9 . C8 . ol . gp Method 

Start 695 End 

GI 1190 2.R1084 Score 



OJ990604_10. 9A29.C8 
+ 

6178 
AAT/GAP 
2422 
2515 



25044 



Exons"'' 695. .858, 945. .1083, 1176. .1452, 1558. .1756, 1886. .2422 

GI Descrip. 1 1125691/emb | CAA63965 | 0.0e+00 (X94301) DnaJ protein [Solanum. 
tuberosum] 1 



Seq. No. 


24977 






Seq. ID 


OJ990604_10.9A29.C8 


Gene No. 


51823 






Strand 


+ 


Start 


1 






End 


6178 


Name 


OJ990604 10 


■*9A29.C8.gl.gs 




Method 


GEN SCAN 


Start 


696 






End 


6178 


GI 


none 






Score 


.7 


Exons 


696. .858, 945. .1083, 1176 


..1452, 1558.. 


1 1 ^ fs TRR f\ 9907 




3216. .3294, 


5491. .5594, 6079. 


.6178 




Seq. No. 


.24977 






Seq. ID 


OJ990604_10. 9A29.C8 


Gene No. 


51824 






Strand 


- 


Start 


6484 






End 


6797 


Name 


OJ990604 10 


.9A29.C8.o2.gp 




Method 


AAT/GAP 


Start 


6484 






' End 


6797 - 


GI 


• 5607599 






Score 


597 " 


Exons 


6484. .6797 










Seq. No. 


24977 






Seq. ID' 


OJ990-604_10.9A29.C8 


Gene No. ■ 


• 51825 






Strand 




otart 


7125 






End 


7415 ' 


Name 


OJ990604 10 


.9A29.C8.ol.ts 




Method 


TBLASTX : Soybean 


Start 


676 






End 


2210 


GI 


none 






Score ' 


166 


Exons 


676..792, 693. .794, 693. J 


309, 


694. .795, 


801. .827, 810. .854, 




933. .1085, 


942.. 1052, 979 


..1086, 980. .1084, 1176. .1238, 




1178. .1339, 


1179.. 1289, 1219. 


.1353, 1265. .1342, 1347. .1451, 




1402. .1452, 


1412.. 1459, 1551'. 


.1640, 1558. .1629, 1611. .1754, 




1617. .1706, 


1618.. 1755, 1622. 


.1759, 1846. .2103, 1884. .2102, 




2175. .2210 










Seq. No. 


24977 






Seq. ID 


OJ990604_10.9A29.C8 


Gene No. 


51825 






Strand 




Start 


7125 






End 


7415 


Name' ■ 


OJ990604 10 


. 9A29.C8.ol.tm 




Method 


TBLASTX: Maize 


Start 


679 






End 


2216 


GI 


none 






Score 


230 


Exons 


679. .849, 693. .827, 693. .851, 


695. .850, 


945. .1046, 945. .1082 




946. .1083, 


980.. 1084, 983, 


..1087, 1176.. 


1451, 1179.. 1349, 




1219. .1353, 


1402. .1452, 1551. 


".17,54* 1556.. 1795, 1558.. 1755, 




1912. .2073, 


1914. .2033, 1914. 


.2102, 1915.. 2103, 2175.. 2216 



Seq. No. 


24977 






Seq. ID 


OJ990604_10. 9A29 


.C8 


Gene No. 


51825 






Strand 






Start 


7125 






End 


7415 




Name 


OJ990604 


10. 9A2 9.C8, 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


679 






End 


827 




GI 


none 






Score 


182 




Exons 


679.. 792, 


693. .803, 


693. .803, 


798. .827 






Seq. No. 


24977 






Seq. ID 


OJ990604_10.9A29 


.C8 


Gene No. 


51825 






Strand 






Start 


'7125 






End 


7415 




Name 


OJ990604 


10.9A29.C8. 


.ol.tc 


Method 


TBLASTX: Cress 





25045 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GL' Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



693 End 2103 

none Score 222 

693. .827, 693. .851, 701. .844, 833. .859, 939. .1076, 979. .1086, 
980. .1084,. 1173. .1349, 1174. .1326, 1178. .1330, 1179. .1451, 
1219. .1353, 1402. .1452, 1551. .1754, 1554. .1706, 1558. .1755, 
1843. .2103, 1884. .2027 



24977 Seq. ID 

51825 Strand' 

7125 End 

OJ990604JL0 . 9A29 . C8 . ol . tw Method 

969 End 

none Score 



OJ990604_10. 9A29.C8 

. 7415 
TBLASTX: Wheat 
2103 
90 

1084, 983. .1087, 



969. .1046, 976.. 1083, 979.. 1083, 980. 

1176. .1331, 1176. .1289, 1219. .1353, 1249. .1335, 1288. .1353, 

1347. .1451, 1402. .1452, 1412. .1468, 1551. .1754, 1554. .1706, 

1556. .1762, 1558. .1755, 1846. .2103, 1884. .2045, 1891. .2073 

24977 Seq. ID OJ990604_10 . 9A29 . C8 

51825 Strand 

7125 End 7415 

OJ990604_10.9A29.C8.o3.gp Method 7 AAT/GAP 

71-25' End 7415 

62293_1.R1084 Score 513 
7125. .7415 

f 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

24978 Seq. ID OJ990604_10 . 9A29 . C9 

51826 Strand 

1 End 1917 

OJ990 604_10 .9A29.C9.ol. np Method AAT/NAP 

1 End 1781 

944916 Score 89 
1..49, 910. .1075, 1710. .1781 

(U30322) cysteine proteinase [Mesembryanthemum crystallinum] 



24978 Seq. ID 

51826 . Strand 
1 End 
OJ990604_10 . 9A29 . C9 . ol . gs Method 
731 End 
none Score . 

731. .1119, 1845. .1917 



OJ990604_10.9A29.C9 

1917 
GEN SCAN 
1917 
.95 



Seq. No. 24979 

Gene No. 51827 

Start 509 

Name OJ990604_10 . 9A29 . C10 . ol . gs 

Start 509 

GI none 
Exons 



Seq. ID 
Strand 
• End 
Method 
End 
Score 

509. .619, 1100. .1718, 1802. .2950, 3077. .3291, 3382. .3474, 
3480. .3994, 4091 .. 4364 , 4572 .. 4745, 5055. .5161, 5234. .6230, 
6315.. 7172 



OJ990604_10.9A29.C10 
+ 

7172 
GENSCAN 
7172 
.64 



Seq. No. 



24979 



Seq. ID OJ990604_10.9A29.C10 



25046 



Gene No. 51827 Strand + 

Start 509 End ' 7172 

Name OJ990604_10 . 9A29. CIO . ol . np Method AAT/NAP 

Start 1052 End 7136 

GI 5922631 Score 6713 

Exons 1052.. 1176, 1435.. 1679, 1937.. 2139, 2185.. 2756, 

3077.. 4002, 4609.. 7136 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 

region of the predicted gene.; similar to prpol; Zea- mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



2799. .2950, 
correspond to a 



Seq. No. 


24979 








Seq. ID 


OJ990604_10.9A29 


.C10 


Gene No. 


51828 








Strand 






Start 


591 . 








End 


-1350 




Name 


OJ990604 10 


.9A29 


.ClO.ol 


.gp 


Method 


AAT/GAP 




Start- 


591 








End 


1350 




GI 


5816562 








Score 


64 6. 




Exons 


•■■ 591.' .1005, 


1327. 


.1350 










GI Descrip. 


60M845/dbj | AP000570 . 1 1 


AP000570 -3-.0e- 


59 Oryza sativa genomic 




DNA,' 'chromosome 


1, clone :P0711E10 






Seq. No. 


24979 








Seq. ID 


OJ990604_10.9A29 


.C10 


Gene No. 


51829 








Strand 






Start 


7478 








End 


10429 




Name 


OJ990604 10 


. 9A29 


.C10.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


2361 








End 


2763 




GI 


none 








Score 


283 




Exons 


2361. .2630, 


2362 


. .2763 










Seq. No. 


24979 








Seq. ID 


OJ990604_10.9A29 


.C10 


Gene No. 


51829 








Strand 






Start 


7478 ■ 








End 


10429 




Name 


OJ990604 10 


.9A29 


.CIO.06 


. tw 


Method 


TBLASTX: Wheat 




Start 


3343 








End 


4019 




GI 


none 








Score 


106 




Exons 


3343. .3471, 


3563 


. .3799, 


3567. 


.3797, 3846. .4019 




Seq. No. 


24979 








Seq. ID 


OJ990604_10. 9A29 


.C10 


Gene No. 


51829 








Strand 






Start 


7478 








End 


10429 




Name 


OJ990604 10 


.9A29 


.C10.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3650 








End 


3828 




GI 


none ■ • 








Score 


187 




Exons 


3650. .3796, 


3651 


. .3827, 


3703. 


.3828 






Seq. No. 


24979 








Seq. ID 


OJ990604__10.9A29 


.C10 


Gene No. 


51829 








Strand 






Start 


7478 








End 


10429 




Name 


OJ990604 10 


. 9A29 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start. 


4019 • 








End . 


.4475 




GI 


none 








Score 


496 




Exons 


4019. .4474, 


4020 


. .4475 











25047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seiq. No. 

Gene No. 

Start 

Name 

Start 

GI ; 

Exons 



24979 
51829 
7478 

OJ990604_10. 

4059 

none 

4059. .4283, 

24979 
51829 
7478 

OJ990604_10. 

4149 

none 

4149. .4505/ 

24979 
5182-9 
7478 

OJ990604_10. 
4533 
... none 

^4533 ; . .4916, 

. 24979 
51829 
7478 

OJ990604_10. 

4590 

none 

4590. .5009, 

24979 
51829 
7478 

OJ990604_10. 

4668 

none 

4668. .5024, 

24979 
51829 
7478 

OJ990604_10. 

5085 

none 

5085. .5303 

24979 
51829 
7478 

OJ990604_10. 

5295 

none 

5295. .5681, 



9A29.C10.o3.ts 
4290. .4424 

9A29.C10.o2.tm 
4190. .4483 

9A29.C10.o3.tm 
4542.. 4868., 4637. 

9A29.C10.o3.tw 
4634. .5014, 4691. 

9A29.C10.ol.ts 
4685. .4828, 4701. 

9A29.C10.o9.tw 



9A29.C10.o2.ts 
5303. .5398, 5435. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
;4915 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5011 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5060' 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5683 



OJ990604_10.9A29.C10 
10429 

TBLASTX: Soybean 

4424 

138 



OJ990604_10.9A29.C10 
10429 

TBLASTX: Maize 

4505 

350 



OJ990604_10.9A29.C10 
10429 

TBLASTX: Maize 

4916 

312 



OJ990604_10.9A29.C10 
10429 

TBLASTX: Wheat 

5014 

409 



OJ990604_10.9A29.C10 
10429 

TBLASTX : Soybean 

5060 

269 



OJ990604_10.9A29.C10 
10429 ■ 

TBLASTX: Wheat 

5303 

202 



OJ990604_10.9A29.C10 
10429 

TBLASTX : Soybean 

5683 

264 



Seq. No. 



24979 



Seq. ID OJ990604_10.9A29.C10 



25048; 



•V.'- • 



Gene No. 51829 Strand 

Start 7478 End 

Name OJ990604_10 . 9A29 . CIO . o4 . tw Method 

Start 5304 End 

GI none Score 

Exons . 5304.. 5726, 5309.. 5650 



10429 

TBLASTX: Wheat 

5726 

404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990604_10.9A29.C10 
Strand 
End 

Method 
End 
Score 

5357. .5407, 5358. .5528, 5385. .5513, 5532. .5630, 5564. .5629 



24979 
51829 
7478 

OJ990604_10. 9A29.C10.o6.tm 

5357 

none 



10429 . 

TBLASTX: Maize 

5630 

127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 



24979 



Seq. ID OJ990604 10.9A29..C10 



51829 Strand 

7478 End 

OJ990604_10 . 9A29 . C10 . olO . tw Method 

5742 End 

none Score 



10429 

TBLASTX: Wheat 

6041 

139 



5742. .5876, 5744. .5875, 5930. .5998, 5943. .6041 



Seq. No. 24979 Seq. ID 

Gene No. 51829 . Strand 

Start 7478 .End 

Name OJ990604_10 . 9A29 . C10 . ol . tm Method 

Start 6038 End 

GI none Score 

Exons 6038.. 6361, 6039.. 6362, 6354.. 6401 



OJ990604_10. 9A29.C10 
10429 

TBLASTX: Maize 

6401 "* 

424 



Seq. No. 


24979 








Seq. ID 


OJ990604_10. 9A29.C10 


Gene No. 


51829 








Strand 




Start 


7478 








End 


10429 


Name 


OJ990604 10, 


. 9A29 


.C10.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


6042 








End 


6433 


GI 


none 








Score 


395 


.Exons 


6042. .6203, 


- 6044 


. .6355, 


604 5^. 


.6431, 6240. .-6413, 6386. .6433 


Seq. No. 


24979 








Seq. ID 


OJ990604_10.9A29.C10 


Gene No. 


51829 








Strand 




Start 


7478 








End 


.10429 


Name ' 


.'•OJ990604 10, 


,9A2 9 


.C10.O5 


.tm 


Method 


TBLASTX: Maize 


Start 


6503 








End 


6776 


GI 


none 








Score 


92 


Exons 


6503. .6601, 


6504, 


. .6602, 


6593. 


.6667, 6597.. 6680, 6690.. 6776 


Seq. No. 


24979 








Seq. ID 


OJ990604_10. 9A29.C10 


Gene No. 


51829 








Strand 




Start 


7478 








End 


10429 , 


Name 


OJ990604 10, 


,9A29, 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6552 








End 


7160 


GI 


none 








Score 


361 


Exons 


6552. .7004, 


6569, 


. .6655, 


6696. 


.6725, "6707. .6835, 7029.. 7160 


Seq. No. 


24979 








Seq. ID 


OJ990604_10.9A29.C10 


Gene No. 


51829 








Strand 





25049 



Start 


7478 








End 


10429 


Name 


OJ990604 10 


9A29. 


C10.O4 


. tm 


Method 


TBLASTX: 


Start 


6858 








End 


7121 


GI 


none 








Score 


164 


Exons 


6858. .7040, 


6980. 


.7039, 


7019. 


.7120, 7023.. 7121 


Seq. No. 


24979 








Seq. ID 


OJ990604 


Gene No. • 


51829 








Strand 




Start ■ 


7478 








End 


10429 


Name 


GJ990604 10 


9A29. 


C10.o2 


. gs 


Method 


GENSCAN 


Start 


7478 








End 


10429 


GI 


none 








Score 


.78 


Exons 


7478. .7932, 


8026. 


.8130, 


8202. 


.8391, 8466. .8665, 




9166. .9484, 


9541. 


.10429 









9089, 



Seq. No. 


24979 


Seq. ID 


OJ990604_10. 9A29.C10 


Gene No. 


51829 


Strand 




Start 


7478 


End ■ 


10429 


Name 


OJ990604 10.9A29.C10.o2.np 


Method 


AAT/NAP 


Start 


7505 


End 


10429 


GI 


6691716 


■ Score 


2462 


Exons 


7505.. 7952, 8026. .8146, 8296. 


.8391, 8 


466. .8653, 8731. .8910, 




8989.'. 9089, 9166 . . 9343, - 9541 . 


.10429 




GI Descrip. 


(AP000492) hypothetical protein [Oryza sativa] 




gi I 6691717 |dbj | BAA89397 . 1 1 (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


24979 


Seq. ID 


OJ990604_10.9A29.C10 


Gene No. 


51829 


Strand 




Start 


7478 


End 


10429 


Name 


OJ990604 10.9A29.C10.o8.tw 


Method 


TBLASTX: Wheat 


otart 


10019 


End 


10309 


GI 


none 


Score 


54 


Exons 


10019. .10309, 10056.. 10169 






Seq. No. 


24980 


Seq. ID 


OJ990604_10.9A29.C11 


Gene No. 


51830 


Strand 


. + 


Start 


224 


End 


634 


Name 


OJ990604 i0. 9A29.Cll.ol.gp 


Method 


AAT/GAP 


Start 


224 


End 


634 


GI 


5816562 


Score 


634 


Exons 


224. . 634 






GI Descrip. 


6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 




Seq. No. 


. 24980 


Seq. ID 


OJ990604_10.9A29.C11 


Gene No . 


51831 


Strand 


+ 


Start 


590 


End 


787 


Name 


OJ990604 I0.9A29.Cll.ol.gs 


Method 


GENSCAN 


Start 


590 


End 


787 


GI 


none 


Score 


.64 


Exons 


590. .787 






Seq. No. 


24980 


Seq. ID 


OJ990604_10.9A29.C11 


Gene No. 


51832 


Strand 


+ 


Start 


1471 


: End 


1931 


Name 


OJ990604 10.9A29.Cll.o2.gs 


Method 


GENSCAN 



25050 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1471 
none 

1471. .1575, 1869. .1931 



End 
Score 



1931 
.61 



10.9A29.C11 



24980 Seq. ID OJ990604_ 

51833 Strand + 

6215 End 6998 

OJ990604_10 . 9A29 . CI 1 . ol . np Method ^AAT/NAP 
6215 End 6998 

4510378 Score 401 

6215.. 6261, 6429.. 6604, 6637.. 6716, 6762.. 6998 
(AC007017) putative RING zinc finger protein [Arabidopsis 
thaliana] 



24980 
51834 
9876 

OJ990604_10 . 9A29 . Cll . o2 . gp 
9768 

54546 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
9768..9978, 10080 10181 , 11750 .. 11907, 12064. .12152 
'6016845/dbj I AP00.0570 . 1 1 AP000570 3,0e-59 Oryza satiya genomic 
DNA, chromosome 1, clone: P0711E10 1 " 



OJ990604_10.9A29.C11 
+ 

12171 
AAT/GAP • 
12152 
948 



Seq. No. 


24980 


Seq. ID 


OJ990604 


_10.9A29 


.Cll 


Gene No. 


51834 


Strand 


+ 






Start 


9876 


End 


12171 






Name 


OJ990604 10 


. 9A2 9 . CI 1 . o5 . gs Method 


GENSCAN 






Start 


9876 


-End 


12171 






GI 


none 


Score 


.93 






Exons 


9876. .9978, 


10080. .10181, 11750. .11907, 


12064. . 


12171 




Seq. No. 


24980 


Seq. ID 


OJ990604 


_10.9A29 


.Cll 


Gene No. 


51834 


Strand 


+ 






Start 


9876 


End 


12171 






Name 


OJ990604 10 


.9A29.Cll.o2.np Method 


AAT/NAP 






Start 


9888 


End 


12168 






GI 


. 6671934 


Score 


339 






Exons 


9888. .9978, 


10080. . 10181, 11750. .11907, 


12064. . 


12168 




GI Descrip. 


(AC016795) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


24980 


Seq. ID 


OJ990604 


_10.9A29 


.Cll 


Gene No. 


51835 


Strand " 








Start 


2215 


End 


3055 






Name 


OJ990604 10 


. 9A2 9 . CI 1 . o3 . gs Method 


GENSCAN 






Start 


2215 


End 


3055 






GI 


none 


Score 


1 






Exons 


2215. .2609, 


2767. .3055 








Seq. No. 


24980 


Seq. ID 


OJ9-90604 


_10.9A29 


.Cll 


Gene No. 


51836 


Strand 








Start 


9960 


End 


12153 






Name 


OJ990604 10 


. 9A29.Cll.ol. tm . Method 


TBLASTX: 


Maize 




Start 


, 9960 


End 


12153 






GI 


none 


Score 


38 






Exons 


9960. .9983, 


10088. .10186, 10090. .10185, 


11748. . 


11906, 






11749. .11913, 12060. . 12146, 12064.. 12153 







25051 




Seq. No. 


24980 








Seq. ID 


OJ990604 


_10.9A29.C11 


Gene No. 


51836 








Strand 






btart 


9960 








End 


12153 




Name 


OJ990604 10 


. 9A29 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


10082 








End 


12117. 






none 








,.;Score 


55 




Exons 


10082. .10135, 10082. .10147, 


ltff26. .10185, 10127 


. .10186, 




11748. .11906, 11748. .11906, 


11749. .11913, 11749 


. .11907, 




11750. .11908, 12064.. 12117 








Seq. No. 


24981 








Seq. ID 


OJ990604 


_10.9A29.C12 


Gene No. 


51837 








Strand 


+ 




Start 


693 








End 


4338 




Name 


OJ990604 10 


. 9A29 


.C12.ol 


.gs 


Method 


GENSCAN 




Start 


693 








End 


4338 




GI 


none 








Score 


.93 




Exons 


693. .730, - 1276. . 


1444, 2201.. 


2488, 2594. 


.2710, 3057. .3755, 




3847. .4338 














Seq. No. 


24981 








Seq. ID 


OJ990604 


_10.9A29.C12 


Gene No.. 


51838 








Strand 






Start 


4884 . 








' End ' 


7618 . 




Name 


OJ990604 10 


. 9A29 


.C12.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1276 








End 


2490 




GI" 


none 








Score 


131 




Exons 


1276. .1452, 


1277 


. .1447, 


2211 


..2378, 2213. .2350, 


2319. .2489, 




2348. .2488, 


2349 


. .2489, 


2350 


. .2490 






Seq. No. 


24981 








Seq. ID 


OJ990604 


_10.9A29.C12 


Gene No. 


51838 








Strand 






Start 


4884 








End 


7618 




Name 


OJ990604 10 


.9A29 


.C12.o2 


.gs 


Method 


GENSCAN 




Start, 


4884 








End 


7618 




GI 


none 








Score 


.59 




Exons 


4884. .5522, 


5724 


. .6463, 


6524 


..6676, 7394. .7410, 


7548. .7618 


Seq. No. 


24981 








Seq. ID 


OJ990604 


_10.9A29.C12 


Gene No. 


51838 








Strand 






Start 


4884 








End 


7618 




Name 


OJ990604 10 


. 9A29 


.C12.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5654 








End 


7170 




GI 


none 








Score 


60 




Exons 


5654. .5788, 


5670 


. .5822, 


5729 


..5815, 5742.-5864, 


5757. .5876, 




5773. .5823, 


5778 


. .5876, 


5778 


..5885, 577 


8. .5876, 


5796. .5918, 




5801. .5869, 


5802 


. .5918, 


5805 


. .5924, 5841. .5945, 


5841. .5939, 




5843. .5875, 


5844 


. .5945, 


5847 


. .5945, 5855. .5929, 


5856. .5960, 




5856. .5993, 


5868 


. .6011, 


5889 


..603.2, 588 


9. .6083, 


5943. .5966, 




5976. .6038, 


5997 


. .6038, 


5997 


..6035, 5997.. 6038, 


6033. .6089, 




6033. .6083, 


6033 


. .6149, 


6033 


..6086, 6033. .6140, 


6039. .6143, 




6045. .6230, 


6048 


. .6125, 


6087 


..6128, 6093. .6176, 


6138. .6182, 




6186. .6317, 


6186 


. .6314, 


6194 


. .6325," 6321. .6395, 


6400. .6519, 




6408. .6503, 


6486 


. .6551, 


6486 


..6563, 6487. .6552, 


6549. .6683, 




6555. .6680, 


6556 


. .6687, 


6623 


..6688, 6683. .6796, 


6684. .6797, 




6691. .6819, 


6889 


. .6921, 


6976 


..7032, 6988.. 7059, 


7021. .7068, 




7022. .7066, 


7105 


. .7167, 


7138 


. .7170 







2505.2 



Seq. No. 


24982 


Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51839 


Strand 


+ 


Of-, y-i- 

o t art 




End 


3383 


Name 


OJ990604 10.9A29.C13.ol.gs 


Method 


GEN SCAN 


Start 


232 


End 


3221 


GI 


none 


Score 


.99 


Exons 


232. .1093, 1537. .1680, 2077. 


.2192, 2460. .2627, 2740.. 2964, 




3090.. 3221 






Seq. No. 


. 24982 


Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51839 


Strand 


+ 


Start 


232 


End 


3383 


Mam o 
IN dill c 




Method 


AAT/NAP 


Start 


232 


End 


3383 


GI 


3320104 


Score 


2220 


Exons 


232. .1093, 1537. .1680, 1802. 


.1953, 2077. .2192, 2460. .2627, 




2740. .2964, 3090.. 3203, 3311 


. .3383 




GI Descrip. 


(AJ007366) calcium-dependent 


protein 


kinase [Zea mays] 


Seq. No. 


24982 


Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51839 


Strand 


+ 


Start' 


232 


En£,- 


3383 


Name 


n.TQQflfi04 Id QA9Q PI ^ ol 1 rrn 


Method 


AAT/GAP 


Start 


895 


End 


1855 


GI 


LIB3434-043-P1-K1-E11 


Score 


657 


Exons 


895. .1093, 1537. .1679, 1800. 


.1855 




GI Descrip. 


•3320104/emb|CAA07481 | 6.0e- 


56 (AJ007366) calcium-dependent 




protein kinase [Zea mays] 1 






Seq. No. 


24982 


Seq. ID 


OJ990604_10.9A2 9.C13 


Gene No. 


51839 


Strand 


+ 


Start 


232 


End 


3383 


Name 


OJ990604 10.9A29.C13.o2.gp 


Method 


AAT/GAP 


Start 


2810 


End 


3166 


GI'-.' 


LIB3433-044-P1-K1-F12 


Score 


610 - 


Exons 


2810. .3166 






GI Descrip. 


'3320104/emb|CAA074 81 | 5 . Oe- 


14 (AJ007366) calcium-dependent 




protein kinase [Zea, mays] ' 







Seq. No. 24982 
Gene No. 51840 
Start. 4875 

Name • ' . OJ990604_10 . 9A29 . C13 . ol . tc 
Start 232 
GI none 

Exons 232.. 258, 261.. 290, 262.. 312, 

651.. 1109, 1526.. 1678, 1533.. 
1798. .1860, 1830. .1952, 1830. 
2081.. 2197, 2451.. 2624, 2457. 
2740. .2964, 3089.. 3172, 3090. 



Seq. ID OJ990604_10.9A29.C13 
Strand 
• End 8171 
Method TBLASTX : Cress ' 
End 3172 
Score 52 

417. .449, 418. .444, 565. .1107, 
1679,- 1552. .1683, 1784. .1939, 
.1958, 2079.. 2195, 2079.. 2189, 
.2627, 2459.. 2626, 2739.. 2912, 
.3134 



Seq. No. 24982 Seq. ID 

Gene No. 51840 Strand 

Start 4875 " End-;. 

Name OJ990604_10 . 9A29..C13 . o2 . ts Method 

Start 592 End 

GI none Score 



OJ990604_10.9A29.C13 
8171 

TBLASTX : Soybean 

3149 

625 



25053 



Exons 


592. .1107, 


651. . 


1094, 1526.. 1687, 1533 


. .1679, 1809. .1841, 




1830 . .1952-/ 


2079 


. .2195, 


2079. 


.2195, 2099.. 2197, 2457. .2627, 




2459... 2608, 


2722 


. .2787, 


2733. 


.2876, 2740.. 2964, 3090.. 3149 


Seq. No. 


24982 








Seq. ID 


OJ990604_10 . 9A29.C13 


Gene No. 


51840 








Strand 




Start 


4875 








End 


8171 


Name 


OJ990604 .10 


.9A2 9 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


624- 








End 


1098 


GI 


none 








Score 


154 


Exons 


624. .740, 625. .1098, 651. .1094 




Seq. No. 


24 9o2 








Seq. ID 


OJ990604_10 . 9A29.C13 


Gene No. 


51840 








Strand 




Start 


4875 








End 


8171 


Name 


OJ990604_10 


. 9A2 9 


,C13.o4 


. tw 


Method 


m T*\ T TV m ^ T ML i 

TBLASTX : Wheat 


Start 


*7 "7 A 

11 A 








End 


1044 


GI 


none 








Score 


373 


Exons 


774. .1043, 


775. . 


1044 








Seq. No. 


24 982 








Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 








.Strand 




Start 


*.»; 4 875 








End 


8171 


Name 


OJ990604 10 


. 9A2 9 


.C13.o5 


.■tw 


Method 


TBLASTX: Wheat . 


Start 


1051 








End 


1952 


GI 


none 








Score 


80 


Exons 


1051 . . 1107, 


1053 


. . 1097, 


1526. 


.1678, 1533.. 1679, 1830. .1952, 




1835. .1951 












Seq. No. 


z4 982 








Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 








Strand 




Start 


4875 








End 


8171 


Name 


OJ990604 10 


. 9A29 


. C13 . o5 


tm 


Method 


TBLASTX: Maize 


Start 


"ICO/" 

lo2o 








End 


2000 


Gi 


none ' 








Score 


251 


Exons 


ICO/" -i /-"-JO 

1526 . . 1678 , 


1533 


. . 1724 , 


1536. 


.1694, 1824.. 2000, 1830.. 1952 


Seq. No. 


24982 








Seq.. ID 


OJ990604_10.9A29.C13 


Gene No. 


C "1 O A C\ 

Olo4 U 








Strand 




C4- ^ v>4- 

btart 


A O T C 

4 875 








End 


8171 


Name 


OJ990604 10 


.9A29 


.C13.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2110 








End 


2952 


GI 


none 








Score 


123 


Exons 


2110. .2193, 


2117 


. .2197, 


2118. 


.2195, 2457. .2627,. 2459. .2626, 




2470. .2628, 


2739 


. .2918, 


2740. 


.2952, 2878.. 2940 


Seq. No. 


24982 








Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 








Strand 




btart 


4875 








End 


8171 


Name 


OJ990604 10 


.9A29 


C13.o3. 


tw. 


Method . 


TBLASTX: Wheat 


Start 


2499 








End 


3214 


GI 


none 








Score 


49 


Exons 


2499. .2624, 


2537, 


!2626, 


2538. 


.2627, 2722. .2787, 2739. .2912, 




2740. .2964, 


3089. 


.3157, 


3090. 


.3158, 3176.. 3214 


Seq. No. 


24982 








Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 








Strand 





25054 



Start 
Name 
Start 
GI 

Exons 



4875 End 

OJ990604_10 . 9A2 9 . C13 . o3 . tnr Method 

3725 End 

none Score 



8171 

TBLASTX: Maize 

7972 

157 



3725. .3907, 7572. .7667, 7572. .7619, 7574. .7699, 7682. .7972, 
7728. .7928 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No- 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24982 
51840 
4875 

OJ990 604_10 . 9A2 9 . CI 3 . o3 . gp 

4864 

none 

4864. .5248, 6817. .6871 

24982 
51840 
4875 

OJ990604_10. 9A29.C13.o2.gs 

4875 

none 

4875. .4894, 6817. .8167 



Seq. ID OJ990604_10.9A29.-C13 
Strand 

End 8171 

Method AAT/GAP 

End 6871 

Score 822 



Seq. ID OJ990604_10.9A29.C13 
Strand 

End - 8171 

Method GENSCAN 

End 8167 

Score .8 



24982 
51840 
4875 

OJ990604_10 . 9A29 . C13 . o2 . np 
6672 
4510383 
6672. .8014, 8072. .8171 

(AC007017) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990604_10.9A29.C13 
Strand 

8171 
AAT/NAP 
8171 
1502 



End 

Method 

End 

Score 



24982 
51840 
4875 

OJ990604_10. 9A29.C13.ol.tm 

6813 

none 



Seq. ID OJ990604_10.9A29.C13 
Strand 

End. 8171 

Method TBLASTX : Maize 

End 7571 

Score 764 



6813. .7379, 6815. .7372, 7314 .. 7532 ," 7387-. . 7437 7390 7422 , 
7430. .7534, 7482. .7571, 7490. .7570 



24982 
51840 
4875 

OJ990604_10. 9A29.C13.o3. tc 

6896 

none 

6896. .7240, 6897. .7238 

24982 
51840 
4875 

OJ990604_10. 9A29.C13.ol.ts 

6899 

none 



Seq. ID OJ990604_10.9A29.C13 
Strand 

End 8171 

Method TBLASTX : Cress 

End 7240 

Score 356 



Seq. ID OJ990604_10.9A29.C13 

Strand ■ - 

End 8171 

Method TBLASTX : Soybean 

End 785& : ? ; 

Score 482 



6899. .7372, 6900. .7373, 7329. .7421, 7396. .7437, 7396. .7437, 
7482. .7664, 7490. .7699, 7748. .7858 



25055 




Seq. No. 


24982 






Seq. ID 


OJ990604 10. 9A29.C13 


Gene No. 


51840 . 






Strand 




Start 


4875 






End 


8171 


Name 


OJ990604 10. 


9A29.C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6924 






End 


7202 


GI 


none 






Score 


426 


Exons 


6924 . . 7202/ 


6926. .7201 








Seq. No. . . 


24982 






Seq. ID 


OJ990604_10.9A29.C13 


Gene No . 


51840 






Strand 




Start 


4875 






End 


8171 


Name 


OJ990604 10. 


9A29.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


7241 






End 


8014 


GI 


none 






Score 


134 


Exons 


7241. .7372, 


7242. .7367, 


7482. 


.7508, 7490.. 7510, 7500.. 7664, 




7508 . .7675, 


7742. .8014, 


7773. 


.8009 




Seq. No. 


24982 






Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 






Strand 




Start 


4875 






End 


8171 


Name ■ 


. OJ990604 10. 


9A29.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


"752.6 . 






End 


7895 


GI 


none 






Score 


201 


Exons 


7526. .7699, 


7527. .7667, 


7688. 


.7894, 7728.. 7895 


Seq. No. . 


24982 






Seq. , ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 






Strand 




Start 


4875 






End 


8171 


Name 


OJ990604 10. 


9A29.C13.o4 


.gp 


Method 


AAT/GAP 


Start 


7703 






End 


8152 


GI 


35760 1.R108 


4 




Score 


768 


Exons 


7703. .8152 










GI Descrip. 


M510383/gb|AAD21471.1 1 


2.0e- 


28 (AC007017) unknown protein 




[Arabidopsis 


; thaliana] ' 








Seq. No. 


24982 






Seq. ID 


OJ990604_10.9A29.C13 


Gene No. 


51840 






Strand 




Start 


4875 






End 


8171 


Name 


OJ990604 10. 


9A29.C13.o3 


-ts 


Method 


TBLASTX : Soybean 


Start 


7859 






End 


8014 


GI 


- none 






Score 


87 


Exons 


7859. .8014, 


7860. .7931 


- 






Seq. No. 


24983 






Seq. ID 


OJ990604_10.9A29.C14 


Gene No. 


51841 






Strand 


+ 


Start 


1851 






End 


4973 


Name 


OJ990604 10. 


9A29.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1851 






' End 


4973 


GI 


6907089 






Score 


4487 


Exons 


1851. .4973 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24983 






Seq. ID 


OJ990604_10.9A29.C14 


Gene No. 


51841 






Strand 


+ 


Start 


1851 






End 


4973 


Name 


OJ990604 10. 


9A29.C14.o2, 


.gs 


Method 


GENSCAN 



25056 




Start 


1851 




End 


4941 






GI 


none 




Score 


.76 






Exons 


1851. .4941 












Seq. No. 


24983 




Seq. ID 


OJ990604_10. 


9A29. 


C14 


UCllC IN (J • 






L. J. CI i 1U 








Start 


159 




End 


848 






Name 


OJ990604 10.9A29.C14.ol 


.gs 


Method 


GENSCAN 






Start 


159 




End 


848 






GI 


none 




Score 


.68 






Exons 


159. .330, 8i4..848 












Seq. No. 


24984 




Seq. ID 


OJ990604_10. 


9A29. 


C15 




5184 3 




Strand 


+ 






Start 


123 




End 


1450 






Name 


OJ990604 10.9A29.C15.ol 


.gs 


Method 


GENSCAN 






Start 


123 




End 


1339 






GI 


none 




Score 


■. 7 . 






Exons 


123.. 233, 300.. 560, 922 


. .1092 


, 1184.. 


1339 , 






Seq. No. 


24984 




Seq. ID 


OJ990604_10. 


9A29. 


C15 




51843 




Q+- rand 


+ 






Start 


. 123 




•End 


1450"' 






Name 


OJ990604 10.9A29.C15.ol 


• gp 


Method 


AAT'/GAP 






Start 


1035 




End 


1450 






GI 


none 




Score 


608 






Exons 


1035.. 1092, 1184.. 1450- 












Seq. No. 


24984 




Seq. ID 


OJ990604_10. 


9A29. 


C15 


UCUC LN*w» . 






St" ra nH 


+ 






Start 


123 




End 


1450 






Name 


OJ990604 10.9A29.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1190 




End . 


1345 






GI 


none 




Score 


223 






Exons 


1190. .1345, 1190. .1339, 


1192. 


.1341 








Seq. No. 


24985 




Seq. ID 


OJ990604_10. 


9A29. 


C17 




51844 ' 




St" ranH 


+ 






Start' 


231 




End 


841 






Name 


OJ990604 10.9A29.C17.ol 


gs 


Method 


GENSCAN 






Start 


231 




End . 


822 






GI 


none 




Score 


.74 






Exons 


231. .236, 423. .634, 661 


.822 










Seq. No. 


24985 




Seq. ID 


OJ?90604_10. 


9A29. 


C17 


Gene No. 


51844 




Strand 


+ 






Start 


231 




End 


841 






Name 


OJ990604 10.9A29.C17.o2 


np 


Method 


AAT/NAP 






Start 


673 




End 


841 






GI 


2984709 




Score 


225 






Exons 


673. .841 












GI Descrip. 


(AF0534 68) DnaJ-related protein ZMDJ1 


[Zea mays] 






Seq; No. 


24985 




Seq. ID 


OJ990604_10. 


9A29. 


C17 


Gene No. 


51845 




Strand 








Start 


607 




End 


867 






Name 


OJ990604 10.9A29.C17.ol, 


gp 


Method 


AAT/GAP 







25057 




Start 607 End 827 

GI 1190_2.R1084 Score 407 

Exons 607.. 827 

GI Descrip. ' 1125691/emb | CAA63965 1 0.0e+00 (X94301) DnaJ protein [Solanum 
tuberosum] 1 



Seq. No. 


24985 




Seq. ID 


OJ990604_10.9A29 


.C17 


Gene No, 


51845 


* 


-Strand 


- 




Start 


607 




End 


867 








nl t<z 




l DJ-irio i a • o uy JJcal l 




Start 


667 




End 


810 




GI 


none 




Score 


220 




Exons 


667. .810, 672. .809 










Seq. No. 


24985 




Seq. ID 


OJ990604_10.9A29 


.C17 


Gene No. 


51845 




Strand 


- 




Start 


607 


' 


End 


867 






P),7QQf)fi04 1 0 QA9Q P1 1 


• ol . tm 


Mo +" \~\ f~\f~\ 
LUUU, 


TRT Z\ QTY • Ma 1-70 




Start. 


669 




End 


866 




GI 


none 




Score 


285 




Exons 


669. .866, 670. .858 










Seq. No. 


24985 




;Seq. ID 


OJ990604JL0.9A29 


.C17 


Gene No.' 


51845 


Strand 


- 




Start 


'607 




End 


"867 




Name 


DTQQO^n^ 1(1 QZ19Q PI 7 


. ol . tw 


ftjf r~\ -f— \r\ /~\ 

Meinoa 


fTiDT AO TV • TaTK oaf 

1 d1j/\o 1 a i wnear. 




Start 


670 




End 


837 




GI 


none 




Score 


.259 




Exons 


670. .837, 670. .759, .. 


672. .836 








Seq. No. 


24985 




Seq. ID 


OJ990604_10. 9A29 


.C17 


Gene No. 


51845 




Strand 






Start 


607 




End 


867 






O.TQQnfin4 1 0 PI 7 


r^l t- n 


f\A +" Vl jr>. J-i 


TBLASTX: Cress 




Start 


690 




End 


867 




GI 


none 




Score 


218' 




Exons 


690. .857, 691. .867 










Seq. No. 


24986 




Seq. ID- 


OJ990604 10,9A2$Tc20 


Gene No. 


51846 




Strand 


+ 




Start 


44 




End 


653 




Name 


OJ990604 10.9A29.C20 


.ol.gs 


Method 


GEN SCAN 




Start 


44 




End 


449 




GI 


none 




Score 


.66 




Exons 


44 . . 449 










Seq. No. 


24986 




Seq. . ID 


OJ990604_10.9A29 


C20 


Gene No. 


51846 




Strand 


+ 




Start 


.44 




End 


653 




Name 


OJ990604 10.9A29.C20 


. ol . np 


Method 


AAT/NAP 




Start 


44 




End' 


653 




GI 


5902448 




Score 


1028 




Exons 


44. .653 










GI- Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


24986 




Seq. ID 


OJ990604_10.9A29. 


C20 


Gene No. 


51846 




Strand 


+ 





250S8 



Start 
Name 
Start 
GI 

Exons 



44 End 

OJ990604_10 . 9A29 . C20 . ol . tw Method 

164 ' End 

none Score 
164. .454, 304. .417 



653 

TBLASTX: Wheat 

454 

214 



Seq. No. 24987 Seq. ID OJ990604 

Gene No. 51847 Strand + 

Start 77 End 861 

Name OJ990604_10 . 9A29 . C21 . ol . gs Method GENSCAN* 

Start 77 End 861 

GI none Score . 72 

Exons 77.. 361, 453.. 861 



10.9A29.C21 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24988 Seq. ID 

51848 Strand 

1 End 

OJ990604_10 . 9A2 9 . C22 . ol . np Method 

1 End 

3320104 Score 
1..201, 323. .476, 600. .630 

(AJ007366) calcium-dependent protein kinase [Zea mays] 



OJ990604_10.9A29.C22 
+ 

630 

AAT/NAP. 
630 
496 



24988 Seq. ID 

51848 Strand 
1 End 
OJ990604_10 . 9A29 . C22 . ol . ts Method 

60 . End 
none Score 



OJ990604_10.9A29.C22 
+ 

630 

TBLASTX: Soybean 
481 ' • 

215 



60. .200, 66. .197, 71. .199, 76. .204, 319. .474, 321. .470, 323. .481 



Seq. No. 


24988 








Seq. ID 


OJ990604_10.9A29.C22 


Gene No. 


51848 . 








Strand 


+ 


Start 


1 








End 


630 


Name 


OJ990604 


_10. 


9A29. 


C22.ol.tc 


Method 


TBLASTX: Cress 


Start 


62 








End 


630 


GI 


none 








Score 


227 


Exons 


.62. .199, 


63. 


.200, 


319. .474, 


321. .461, 


331. .480, 601. .630 


Seq. No. 


24988 








Seq. ID 


OJ990604_10.9A29.C22 


Gene No. 


51848 








Strand ' 


+ 


Start 


1 








End 


630 


Name 


. OJ990604 


JL0. 


9A29. 


C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


65 








End 


474 


GI 


none 








Score 


222 


Exons 


65. .199, 


66. 


.200, 


67. .201, 


70. .213, 319. .474, 321. .473 


Seq. No. 


24988 








Seq. ID 


OJ990604_10.9A29.C22 


Gene No. 


51848 








Strand 


+ 


Start 


1 








End 


630 


Name 


OJ990604 


JL0. 


9A29. 


C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


75 








End 


474 


GI 


none 








Score 


169 


Exons 


75. .200, 


77. 


.199, 


. 319. .474, 


321. .473 




Seq. No. 


24988 








Seq. ID 


OJ990604_10.9A29.C22 


Gene No. 


51848 








Strand 


+ 



25059 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990604_10.9A29.C22.ol.gs 
86 

none 

86. .201, 323. .475 

24989 
51849 
240 

OJ990604_10. 9A29.C24.ol.tw 
229 
none 

229. .321, 240. .329, 240. .323, 
409. .483 

24989 
51849 
240 

OJ990.604_10.9A29.C24.ol.gp 
240 

26540_1.R1084 
240. .323, -410. .713 
■3327204/dbj |BAA31670| 4.0e-58 
sapiens] ' 



End 

Method 

End 

Score 



630 

GENS CAN 

475 

.91 



Seq. ID OJ990604_10.9A29.C24 

Strand ' * + 

End 713 

Method TBLASTX: Wheat 

End 483 

Score 65 

242. .328, 398. .481, 398. .481, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_ 
+ 

713 

AAT/GAP 

713 

700 



10.9A29.C24 



(AB014595) KIAA0695 protein [Homo 



Seq. No. 


24989 








Seq. ID 


OJ990604_10.9A29.C24 


Gene No. 


51849 ■ 








Strand 


+ 


Start 


240 








End 


713 


Name 


OJ990604 


10.9A29.C24 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


240 








End 


689 


GI 


none 








Score 


128 


Exons 


240. .329, 


240. .323, 


242 


. .328, 


398. .526, 


398. .532, 399.-542, 




415. .582, 


563. .685, 


575 


. .685, 


636. . 689 




Seq. No. 


24989 








Seq. ID 


OJ990604_10.9A29.C24 


Gene No. 


51849 








Strand 


+ 


Start 


240 








End 


713 


Name 


OJ990604 


10.9A29.C24 


.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


240 








End 


531 


GI 


none 








Score 


130 


Exons 


240. .329, 


245. .328, 


398 


. .523, 


409. .531 




Seq. No. 


24989 








Seq. ID 


OJ990604_10.9A29.C24 


Gene No. 


51849 








Strand 


+ 


Start 


240 








End 


713 


Name 


OJ990604 


10.9A29.C24 


.ol 


.gs 


Method 


GENSCAN 


Start 


243 . 








End 


523 


GI 


'< none 








Score 


.98 


Exons 


243. .323, 


410. .523 










Seq. No. 


24989 








Seq. ID 


OJ990604_10.9A29.C24 


Gene No. 


• 51849 








Strand 


+ 


Start 


240 








End 


713 


Name 


OJ990604 


10.9A29.C24 


.ol 


.np 


Method 


AAT/NAP 


Start 


243 • 








End 


520 


GI 


3687389 








Score 


227 


Exons 


243. .323, 


410. .520 











25060 



GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(Y16124) putative cullin protein [Lycopersicon esculentum] 

OJ990604 10.9A29.C25 



24990 . Seq. ID 

'51850 Strand 

133 End 
OJ990604_10 . 9A29 . C25 . ol . gs Method 

133 End 

none Score 
133. .566 



633 

GENSCAN 

566 

.64 



OJ990604 10.9A29.C25 



24990 Seq. ID 

51850 Strand 
133 End 633 

OJ990604_10.9A29.C25.ol.np Method AAT/NAP 
136 End 633 

1196998 Score 864 

136. .633 

(J01829) unknown protein [Transposon TnlO] . .. 

gil 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 

[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 

[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 

(AF162223) .IS10-right transposase [Shigella-^ lexneri] 

gil 6721110 | gb | AAF26764.il AC007396_13 (AC007396) T4012.21 

[Arabidopsis thaliana] 



Seq. No. 


24991 






Seq. ID 


OJ990604_10.9A29.C26 


Gene No. 


51851 






Strand 


+ 


Start 


503 






End 


545 


Name 


OJ990604 10.9A29 


.C26 


. ol . gs 


Method 


GENSCAN 


Start 


503 






End 


545 


GI 


none 






Score 


. 63 


Exons 


503. .545 










Seq. No. 


24992 






Seq. ID 


OJ990604_10.9A29.C27 


Gene No. 


51852 






Strand 


+ 


Start 


352 






End 


459 


Name 


OJ990604 10.9A29 


.C27 


. ol . gs 


Method 


GENSCAN 


Start 


352 






End 


459 


GI 


' none 






Score 


.51 • 


Exons 


352. .459 










Seq. No. 


24993 






Seq. ID 


OJ990604_10.9A29.C29 ■ 


Gene No. . 


51853 






Strand 


■ + 


Start 


263 






End 


419 


Name 


OJ990604 10.9A29 


C29 


ol.gs 


Method 


GENSCAN 


Start 


263 






End 


419 


GI 


none 






Score 


.71 


Exons 


263. .419 










Seq. No. 


24994 






Seq. ID 


OJ990604_10.9A29.C30 


Gene No. 


51854 






Strand 


+ 


Start 


1 






End 


358 


Name 


OJ990604 10.9A29 


C30 


ol . np 


Method 


AAT/NAP 


Start 


* 1 






End 


350 


.GI 


1899175 






Score 


160 


Exons 


1..100, 225. .350 










GI Descrip. 


(U90262) calcium- 


•dependent 


calmodulin- 


independent protein kinase 



25061 



CDPK [Cucurbita pepo] 



Seq. No. 


. 24994 






Seq. ID 


OJ990604 10.9A29 


,C30 


Gene No. 


51854 






Strand 


+ 




Start 


1 






End 


358 




Name 


OJ990604 


10.9A29.C30.ol 


gs 


Method 


GENSCAN 




Start • 


74 






End 


356 




GI 


none 






Score 


.8 




Exons 


74. .100, 


225. .356 










Seq. No. 


24994 






Seq. ID 


OJ990604_10.9A29 


.C30 


Gene No. 


51854 






Strand 


+ 




Start 


1 






End 


358 




Name 


OJ990604 


10.9A29.C30.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


218 






End 


358 




GI 


none 






Score 


169 




Exons 


218. .355, 


225. .356, 230 


.358, 


303. .356 






Seq. No. 


24995 






Seq. ID 


OJ990604_10.9A29 


.C32 


Gene No. 


51855 






Strand 






Start 


577 






End 


1548 




Name 


OJ990604 


10. 9A29.C32.o2 


tm 


Method 


TBLASTX: Maize • 




Start 


537 






End 


'680 




GI 


none 






Score 


126 




Exons 


537. .680, 


541. ,675 ' 











Seq. No. 24995 Seq. ID OJ990604_10.9A29.C32 

Gene No. 51855 Strand 

Start 577 End" 154 8 

Name OJ990604_10 . 9A29 . C32 . ol . np Method AAT/NAP 

Start 540 End 1548 

GI 6498441 Score 1433 

Exons 540.. 821, 910.. 1548 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransp.oson RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 24995 Seq. ID 

Gehe No. 51855 Strand 

Start 577 End 

Name OJ990604_10 . 9A29 . C32 . ol . gs Method 

Start .577 t x ' End 

GI none • Score 

Exons 577.. 1459 



OJ990604JL0. 9A2 9.C32 

1548 
GENSCAN 
1459 
. 6 



Seq. No. 24995 Seq. ID 

Gene No. 51855 Strand 

Start 577 End 

Name ' OJ990604_10 . 9A29 . C32 . ol . tw Method 

Start 1042 End 

GI none Score 

Exons 1042.. 1395, 1181.. 1324, 1349.. 1432 

Seq. No. 24995 Seq. ID 

Gene No. . 51855 Strand 

Start 577 End 

Name * OJ990604 10 . 9A29 . C32 . ol . tm Method 



OJ990604_10.9A29.C32 
1548 

TBLASTX: Wheat 

1432 

82 



OJ990604_10.9A29.C32 
1548 

TBLASTX: Maize 



25062 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
.Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 

Start; - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1129 
none 

1129. .1242, 1240. .1392 



End 
Score 



1392 
127 



24996 Seq. ID OJ990604_10.9A29.C33 

51856 Strand + 

5296 End 8040 

OJ990604_10 . 9A29 . C33 . o2 . np Method AAT/NAP 

5296 End 8040 

5922623 Score 195 

5296.. 5380, 5921.. 6064, 6232.. 6307, 7908.. 8040 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



24996 Seq. ID 

51857 Strand 
1 End 
OJ990604_10 . 9A29 . C33 . ol . np Method 
1 End 
6498441 Score 
1..859, 1031. .1327, 1520. .1946, 2122. 
2877;, .3340, 3671. .4731. 

"(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990604_10 . 9A29 . C33 

4743 
AAT/NAP 
4731 
5595 

.2256, 2440. .2813, 



24996 
51857 

i : 

OJ990604_10 . 9A29 . C33 . o3 . tm 
2 

none 

2, .217, 6. .200 

24996 
51857 

1 . 

OJ990604_10 . 9A29 . C33 . o7 . tw 
3 

none 

3. .161, 5. .319, 56. .205 

24996 
51857 
1 

OJ990604_10 . 9A29 . C33 . 08 . tw 

410. 

none 

410. .670, 521. .709, 546. .722 



24996 
51857 
1 

OJ990604 
470 

5666795 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_10.9A29.C33 
4743 

TBLASTX: Maize 

217 

122 



OJ990604_10.9A29.C33 
4743 

TBLASTX: Wheat 

319 

115 



Seq. ID OJ990604_10.9A29.C33 



10.9A29.C33.62.ts 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4743 

TBLASTX: Wheat 

122 

63 



OJ990604_10.9A29.C33 
4743' 

TBLASTX : Soybean 

1036 

68 



25063 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



470. .670, 725. .862, 938. .1036 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



24996 
51857 
1 

OJ990604_10 . 9A2 9 . C33 . o3 . tw 

725 

none 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX : Wheat 

End 4183 

Score 93 



725. .874, 726.-863, 908. .1159, 909. .1094, 935. .1183, 4130. .4183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24996 
51857 
1 

OJ990604_10.9A29.C33.o6.tw 

1731 

none 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX : Wheat 

End 2020 

Score 48 



1731.. 1889, 1733.. 2020, 1926.. 2015 



24996 
51857 
1 

OJ990604_10.9A29.C33.ol.ts 

1784 

none 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 
Method. TBLASTX: Soybean- 
End' 2156 
Score 83 



1784. .2014, 2010. .2156, 2014. .2139 



24996 
51857 
1 

OJ990604_10 . 9A2 9 . C33 . o2 . tm 

1907 

none 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX : Maize 

End 2292 

Score - 60 



1907.. 2101, 1926.. 2054,, 2013.. 2291, 2014.. 2292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24996 
51857 
1 

OJ990604_10 . 9A29 . C33 . ol . tw 

2343 

none 



End 

Method 
End 
Score 



24996 
51857 
1 

OJ990604_10 . 9A2 9 . C33 . o4 . tw 
2031 
none 

2031. .2342, 2044. .2334 . 

24996 
51857 
1 

OJ990604_10. 9A29.C33.ol.tm 
2319 
none 

2319.. 2624, 2319.. 2675, 2329.. 2640 



Seq. ID OJ990604_10.9A29.C33 
Strand 

4743 - 

TBLASTX: Wheat 
2342 
193 



Seq. ID OJ990604_10.9A29.C33 
Strand 

4743 

TBLASTX: Maize 
2675 
124 



End 

Method 
End 
Score 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX : Wheat 

End 2805 

Score 215 



25064 



Exons 2343.. 2804, 2349.. 2804, 2350.. 2805 



Seq. No. 24996 Seq. ID 

Gene No. ' 51857 Strand 

Start 1 End 

Name OJ990604_10 . 9A29 . C33 . o3 . ts Method 

Start 2400 End 

GI none Score v ' 

Exons 2400.. 2534, 2541.. 2765 



OJ990604_10.9A29.C33 
4743 

TBLASTX : Soybean 

2765 

120 



Seq. No. 24996 

Gene No. 51857 

Start 1 

Name OJ990604_10 . 9A29. C33 . o2 . tw 

Start 2970 

GI none 

Exons 2970.. 3455, 3001.. 3261, 3283. 

Seq. No. 24996 

Gene No. 51857 

Start 1 

Name OJ990604_10 . 9A29 . C33 . o5 . tw 
Start . - ' .-. 4191*\ 

GI none 

Exons. 4191.. 4448, 4225.. 4464, 4431. 
4708. .4743 



Seq. ID OJ990604_10.9A29.C33 
Strand 

4743 

TBLASTX: Wheat 
3456 
174 



End 

Method 
End 
Score 
.3456 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX: Wheat 

.End 4743 

Score 95 

4529, 4432/^4524, 4536.. 4583, 



Seq. No.. 24996 

Gene No.' 51857 

Start 1 

Name OJ990604_10 . 9A29 . C33 . o4 . tm 

Start 4293 

GI none 

Exons 4293.. 4541, 4294.. 4578 



Seq. ID OJ990604_10.9A29.C33 
Strand 

End 4743 

Method TBLASTX : Mai ze 

End 4578 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24997 Seq. ID OJ990604_10.9A29.C35 

51858 Strand + 

1 . End* 624 

OJ990604_10. 9A29.C35.ol.np Method AAT/NAP 

1 End 624 

6907089 Score 334 

1..624 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


24997 












Seq. ID 


OJ990604 


_10. 


9A29 


.C35 


Gene No. 


• 51858 












Strand 


+ 








Start 


1 












End 


624 








Name • 


OJ990604 


_10. 


9A29 


.C35 


.ol 


.gs 


Method 


GEN SCAN 








Start . 


45 












End 


413 








GI 


none 












Score 


.79 








Exons 


45. .413 






















Seq. No. 


24998 












Seq. ID 


OJ990604 


_10. 


9A29 


.C36 


Gene No. 


51859 












Strand 


+ 








Start ' 


119 












End 


239 








Name 


OJ990604 


_10. 


9A29 


.C36 


.ol 


. gs 


Method 


GENSCAN 








Start 


119 












End 


239 









25065 




GI 


none 








Score 


.95 




Exons 


119. .239 














Seq. No. 


24999 








Seq. ID 


OJ990604_10.9A29 


.C38 


Gene No . 


51860 








Strand 


+ 




Start 


255 








End 


486 




Name 


OJ990604 


10.9A29.C38 


.ol 


.gp 


Method 


AAT/GAP 




Start 


255 








End 


486 




GI 


none 








Score 


438 




Exons 


255. .486 














Seq. No. 


24999 








Seq. ID 


OJ990604_10.9A29 


.C38 


Gene No. 


518 60 








Strand 


+ 




Start 


255 








End 


486 




Name 


OJ990604 


10.9A29.C38 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


255 








End 


379 




GI 


none 








Score 


112 




Exons 


255. .374, 


256. .375, 


257 


. .379>- 


257. .373 






Seq. No. 


25000 








Seq. ID 


OJ990604_10.9A29 


.C40 


Gene No. 


51861 








Strand 






Start 


281 








End 


693 




Name 


OJ990604 


10.9A29.G4Cj 


.ol 


.gs 


Method 


GENS CAN 




Start 


281 








End 


559 




GI 


none 








Score 


.93 




Exons 


281. .559 














Seq. No. 


25000 








Seq. ID 


OJ990604_10. 9A29 


.C40 


Gene No. 


51861 








Strand 






Start 


281 








End 






Name 


OJ990604 


10.9A29.C40 


.ol 


.np 


Method 


AAT/NAP 




Start 


350 








End 


693 




GI 


4206787 








Score 


356 




Exons 


350. .693 














GI Descrip. 


(AF1128 63) syntaxin- 


related protein Nt- 


■syrl [Nicotiana 


tabacum] 


Seq. No. 


25000 








Seq. ID 


OJ990604_10.9A29 


.C40 


Gene No. 


51861 








Strand 






Start 


281 








End' 


693 




Name 


OJ990604 


10. 9A29.C40 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


409 








End 


643 




GI 


none 








Score 


48 




Exons 


409. .429, 


410. .589, 


411 


. .572, 


443. .589, 


590. .643, 593.. 


643 


Seq. No. 


25000 








Seq. ID 


OJ990604_10.9A29 


.C40 


Gene No. 


51861 • 








Strand 






Start 


281 








End 


693 




Name 


OJ990604 


10. 9A29.C40 


.Ol- 


.tc 


Method 


TBLASTX: Cress 




Start 


410 








End 


692 




GI 


none 








Score 


179 




Exons 


410. .691, 


411. .692 












Seq. No. 


25000 








Seq. ID 


OJ990604JL0.9A29 


.C40 


Gene No. 


51861 








Strand 






Start 


281 








End 


693 




Name 


OJ990604 


10.9A29.C40 


.ol 


,ts 


Method 


TBLASTX: Soybean 




Start 


437 








End 


692 





25066 




GI 


none 


Score 


185 


Exons 


437. .691, 438. .692 






Seq. No. 


25000 


Seq. ID 


OJ990604_10.9A29.C40 


Gene. No. 




Strand 




Start 


281 


End 


693 


Name 


OJ990604 10.9A29.C40.ol.tw 


Method 


TBLASTX: Wheat 


Start 


437 


End 


688 


GI 


none 


Score 


165 


Exons 


437. .688, 444. .680 






Seq. No. 


25001 


Seq. ID 


OJ990714 14.9A01.C1 


Gene No. 


51862 


Strand 


+ 


Start 




End 


16911 


Name 


OJ990714 14.9A01.Cl.o2.gs 


Method 


GENSCAN 


Start 


2026 


End 


6924 


GI 


none 


Score 


.81 


Exons 


2026.. 2174, 2200.. 2445, 2959 


..3061, 3206. .3268, 3906. .4164, 




4776.. 4865, 4967.. 5149, 6181 


..6407, 6409. .6924 


Seq. No. 


25001 


Seq. ID 


OJ990714_14. 9A01.C1 


Gene No. 


51862 


Strand 


-f- 


btdit 


2026 


End . 


16911 • 


Name 


OJ990714 14.9A01.Cl.ol.np 


Method 


AAT/NAP 


Start 


4352 


End 


9480 


GI 


4263522 


" Score 


638 


Exons 


4352.. 4378, 6368.. 7000, 8571 


. .9480 




GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 


Gene No. 


51862 


Strand 


+ 


Start 


2026 


End 


16911 


Name 


OJ990714 14.9A01.Cl.o3.gs 


Method 


GENSCAN 


Start 


8992 


End 


16911 


GI 


none 


Score 


.44 


Exons 


8992.. 9496, 9824.. 9916, 104 10 .. 10509, 


10850. .10925, 




14015. .14185, 15188. .15274, 


16145. .16363, 16627. .16911 


Seq. No. 


25001 


Seq. -ID 


OJ990714_14.9A01.C1 


Gene No. 


51863 


Strand 


+ 


Start 


18196 


End 


31283 


Name 


OJ990714 14.9A01.Cl.o4.gs 


Method 


GENSCAN 


Start 


18196 


End 


21081 


GI 


none 


Score 


. 6 


Exons 


18196. .18328, 19388 .. 194 19, 


19556. . 19642, 19836 .. 20083 , 




20910. .21081 






Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 


Gene No. 


51863 


Strand 


+ 


Start 


18196 


End 


31283 


Name 


OJ990714 14.9A01.Cl.ol.gp 


Method 


AAT/GAP 


Start 


19530 


End 


21042 


GI 


572476 


Score 


.839 


Exons 


19530. .19642, 19836 .. 20057 , 


20910.. 21042 


GI Descrip. 


3169172/gb|AAC17815.1| -.9.6e- 


12 (AC004401) putative serine 



carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445214_gb_AAC32444.1_ (AC004786) putative serine 



25067 



carboxypeptidase I [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



GI Descrip. 



25001 Seq. ID OJ990714 14.9A01.C1 

51863 
18196 

OJ990714_14. 9A01.Cl.o2.np 
19908 
6598856 
19908. .20057, 
26482.-26588, 
28959. .29026, 
30939. .31019 

(AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



20910. .21055, 
27103. .27254, 
29156. .29274, 



Seq. ID OJ990714_ 
Strand + 
End 31283 
Method AAT/NAP 
End 31019 
Score 700 

21505. .21584, 21734. 

28449. .28527, 28677. 

29562. .29675, 30735. 



.21856, 
,28749, 
.30783, 



Seq. No. 25001 
Gene No. 51863 
Start 18196 

Name ' OJ990714_14 . 9A01 . CI . 06 gs 

Start 25896 
GI none 
Exons 25896. 

27360. 

29580. 



.25922, 26482. 
.27677, 28447. 
.29675, 30735. 



.26584, 
.28527, 
.30783, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_ 
+ 

31283 
GEN SCAN 
31022 
.49 



14.9A01.C1 



26933. .26970, 27138. 
28955. .29026, 29156. 
30939. .31022 



.27239, 
.29274, 



Seq. No. 25001 Seq. ID OJ990714 

Gene No. 51863 Strand + 

Start 18196 End 31283 

Name OJ990714_14 . 9A01 . CI . o2 . gp Method AAT/GAP' 

Start 28953 End 31283 

GI 5816565 Score 1266 

Exons 28953. .29026, 29156 .. 29274 , 

30939.. 31283 

GI Descrip. 3169175/gb | AAC17818 . 1 | 2.0e-43 (AC004401) 
carboxypeptidase I [Arabidopsis thaliana] 



14.9A01.C1 



29562. .29675, 30735 30783, 

putative serine 



Seq. No. 


25001 


Seq. ID 


OJ990714_14 


.9A01 


.CI 


Gene No. 


51864 


Strand 


+' 






„Start 


37407 


End 


38021 






Name 


OJ990714 14.9A01.Cl.o5.np 


Method 


AAT/NAP 






Start 


37407 


End 


38021 






GI 


6562319 


Score 


271 






Exons 


37407. .37495, 37634.. 38021 










GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


25001 


Seq. ID 


OJ990714JL4 


.9A01 


.CI 


Gene No. 


51865 


Strand 








Start 


22089 


End 


25455 






Name 


OJ990714 14.9A01.Cl.o5.gs 


Method 


GEN SCAN 






Start 


22089 


End 


25455 






GI 


none 


Score 


. 67 






Exons 


22089. .22199, 23071 .. 23230, 


23578. .23748, 24054 .. 24185, 






24286. .24520, 25218. .25455 










Seq/ No. 


25001 r. ■ ■ 


Seq. ID 


OJ990714_14 


. 9A01 


.CI 


Gene No. 


51866 


Strand 








Start 


31982 


End 


40108 







25068 



Name 

Start 

GI 

Exons 



OJ990714_14 . 9A01 . CI . o5 . tm Method TBLASTX : Maize 

6120 End 6456 

none Score 139 

6120... 6218, 6122.. 6319, 6139.. 6219, 6317.. 6391, 6318.. 6392, 
6403. .6456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25001 
51866 
31982 

OJ990714_14.9A01.Cl.ol.tc 

6397 

none 



Seq. ID- OJ990714_14. 9A01.C1 
Strand 

End 40108 

Method TBLASTX: Cress . 

End 9219 

Score 116 



6397. .6627, 6402. .6533, 6649. .6834, 6667. .6828, 6685. .6864, 
6745.. 6864, 8629.. 8997, 8689.. 8994, 8704.. 8802, 8761.. 9009, 
9010.. 9096, 9127.. 9219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25001 
51866 
31982 

OJ990714_14. 9A01.Cl.ol.tw 

6397 

none 



Seq. ID OJ990714_14. 9A01.C1 
Strand 

End 4 0108 

Method TBLASTX : Wheat 

End ' 9102 

Score 65 



6397.. 6483, 6399. .'6524, 6399.. 6467, 6400.. 6543, 6493.. 6594, 



6676.-6768, 6685.. 6822, 6777, 
8629.. 8934, 8851.. 9102 



,6884, 6778.. 6885, 8628.. 8933, 



Seq. No. 


25001 




Seq. ID- 


OJ990714_14.9A01.C1 


Gene No. 


51866 




Strand 




Start 


31982 




End 


40108 


Name 


OJ990714 14. 


9A01.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


6475 




End 


9462 


GI 


none 




Score 


77 


Exons 


6475. .6591, 


6652. .6735, 6700. 


.6828, 8629.. 8994, 8629.. 8802 




8698. .9045, 


8704.. 9096, 8818. 


.9027, 8998.. 9078, 9057.. 9281 




9106. .9282, 


9142.. 9204, 9331. 


.9462 




Seq. No. 


25001 




Seq. ID 


OJ990714_14. 9A01.C1 


Gene No. 


51866 




Strand 




Start 


31982 




End 


40108 


Name 


OJ990714 14. 


9A01-Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start . 


8605 




End 


9228 


GI • 


none 




Score 


121 


Exons 


8605. .8781, 


8866..9228, 8889. 


.9182 




Seq. No. 


25001 




Seq. ID 


OJ990714_14. 9A01.C1 


Gene No. 


51866 




Strand 




Start • 


31982 




End 


40108 


Name 


OJ990714 14. 


9A01.Cl.o3.tc 


Method 


TBLASTX: Cress ■ 


Start 


20014 




End 


26583 


GI 


none 




Score 


89 


Exons 


20014. .20064, 20908 .. 21036, 20910 .. 21056, 20911 .. 21057 , 




21752. .21856, 26479.-26583 






Seq. No. 


250.01" 




Seq. ID 


OJ990714_14.9A01.C1 


Gene No. 


51866 




Strand 




Start 


31982 




End 


40108 


Name 


OJ990714 14. 


9A01.Cl.o3.tm 


Method 


TBLASTX: Maize 



25069 



# • 



Start ■ 


20888 




End 


21057 




GI 


none 




Score 


77 




Exons 


20888. .21055, 20908. 


.21057, 


20910. .21056 




Seq. No. 


25001 




Seq. ID 


OJ990714_14.9A01 


.CI 


Gene No . 


51866 




Strand 






Start ^ - 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


o2.tw 


Method 


TBLASTX : Wheat 




Start 


23068 




End 


23580 




GI 


none 




Score 


63 




Exons 


23068. .23292, 23177. 


.23227, 


23276.-23392, 23389.. 23580 




Seq. No. 


25001 




Seq. ID 


OJ990714_14.9A01 


.CI 


Gene No. 


51866 




Strand 






Start 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


23342 




End 


23713 




GI 


none 




Score 


54 




Exons 


23342. .23407, 23343. 


.23396, 


23389. .23580, 234 13 .. 23568 , 






23441. .23584, 23592. 


.23633, 


23632. .23658, 23654.. 23713 




Seq. No. 


25001 




Seq. ID 


OJ990714_14.9A01 


.CI 


Gene No . 


51866 




Strand 






Start 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


o7 . gs 


Method 


.GENSCAN . 




Start 


31982 




End 


33053 




GI 


none 




Score 


.58 




Exons 


31982. .32121, 32484. 


.32583, 


32630. .32762, 33004.. 33053 




Seq. No. 


25001 




"Seq. ID 


OJ990714_14.9A01 


.CI 


Gene No. 


51866 




Strand 






Start 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


o3.np 


Method 


AAT/NAP 




Start 


32417 




End 


37247 




GI 


4680204 




Score 


519 




Exons 


32417. .32650, 33004. 


.33160, 


33188. .33329, 33470 .. 34552 , 






34645. .35365, 37209. 


.37247 








GI Descrip. 


(AF114171) hypothetical. c protein [Sorghum ^bicolor] 




Seq. No. 


25001 




Seq. ID 


OJ990714_14.9A01 


.CI 


Gene No. 


51866 




Strand 






Start 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


08 . gs 


Method- 


• GENSCAN 




Start 


33464 




End 


40108 




GI 


none 




Score 


.72 




Exons 


33464. .34164, 34411. 


.34573, 


34645. .34797, 34811 .. 35168 , 






36635. .36748, 37158. 


.37237, 


37477. .37563, 37569 .. 38022 , 






38386. .38452, 38680. 


.38790, 


39958.. 40108 




Seq. No. 


25001 




Seq. ID 


OJ990714_14. 9A01 


.CI 


Gene No. 


51866 




Strand 






Start 


31982 




End 


40108 




Name 


OJ990714 14.9A01.C1. 


o3. tw 


Method 


TBLASTX: Wheat 




Start . 


3.4 994 




End 


35333 




GI 


none 




Score 


66 




Exons 


34994. .35026, 35030. 


.35170, 


35165. .35332, 35235.. 35333 





25070 




Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 


Gene No. 


51866 


Strand 




Start 


31982 


End 


40108 


Name 


OJ990714 14.9A01.Cl.o4.np 


Method 


AAT/NAP 


Start 


35344 


End 


38433 


GI 


5042463 


Score 


120 


Exons 


35344. .35424, 3547 6 .. 35613, 


36277. .36490, 38398.. 38433 


GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 


Gene No. 


51866 


Strand 




Start 


31982 


End 


40108 


Name 


OJ990714 14.9A01.Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


37442 


End 


37886 


GI 


none 


Score • 


39 


Exons 


37442. .37465, 37447 .. 37464 , 


37588. .37641, 37589.-37642, 




37661. .37816, 37742 .. 37819, 


37743. .37820, 37839.-37886 


Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 


Cone No 


51866 


■ Strand 




Start 


31982 


End 


40108 


Name 


OJ990714 14.9A01.Cl.o2.ts 


Method 


TBLASTX: Soybean 


Start 


37622 ; .. 


End. 


38009 


GI 


none 


Score 


159 


Exons 


37622. .37816, 37766.-37822, 


37922. .38005, 37926.. 38009 


Seq. No. 


25001 


Seq. ID 


OJ990714_14.9A01.C1 




51866 


Strand 




Start 


•31982 


: End 


40108 


Name 


OJ990714 14.9A01.Cl.o2.tc 


Method 


TBLASTX: Cress 


Start 


37634 


End 


38018 


GI 


none 


Score 


152 


Exons 


37634. .37816, 37908.. 38018 






Seq. No. 


25002 


Seq. ID 


OJ990714_14.9A01.C2 


npnp No 


51867 


Strand 


+ 


Start 


1734 


End 


2644 


Name 


OJ990714 14.9A01.C2.ol.gs 


Method 


GENSCAN 


Start 


1734 


End 


2644 


GI 


none 


Score 


.96 


Exons 


1734.. 1808, 2522.. 2644 






Seq. No. 


25002 


Seq. ID 


OJ990714_14.9A01.C2 


Gene No. 


51868 


Strand 


+ 


Start 


3660 


End 


9331 


Name 


OJ990714 14.9A01.C2.o2.np 


Method 


AAT/NAP 


Start 


3660 


End 


9331 


GI 


6069646 


Score 


163 . 


Exons 


3660.. 3721, 7440.. 7718, 9307.. 9331 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No. 


25002 


Seq. ID 


OJ990714_14.9A01.C2 


Gene No. 


51869 


Strand 


+ 



25071 




Start 


11603 


End 


18853 






Name 


OJ990714 14.9A01.C2.o3.gs 


Method 


GEN SCAN 






Start 


11603 


End 


18853 






GI 


none 


* Score 


.61 






Exons 


11603. .11768, 12187. .12299, 


12885. .13017, 13108 


. .13214, 






14131. .14377, 14891. .15031, 


15165. .15288, 15315 


. .15436, 






15769. .15864, 16181 .. 16299, 


16316. .16660, 16792 


. .16977, 






17009. .17106, 17235. .17911, 


18055. .18231, 18336 


. .18427, 






18605. .18853 . 










Seq. No. 


25002 


Seq. ID 


OJ990714_ 


_14 . 9A01 


.C2 


Cprifs Mo 


51869 


Strand 


. + 






Start 


11603 


End 


18853 






Name 


OJ990714 14.9A01.C2.ol.gp 


Method 


AAT/GAP 






Start 


17048 


End 


17454 






GI 


none 


Score 


405 






Exons 


17048. .17106, 17187. .17454 










Seq. No. 


25002 


Seq. ID 


OJ990714_ 


JL4.9A01 


.C2 


Gene No. 


51870 


Strand 








Start 


4032 


End 


12690 






Name 


OJ990714 14.9A01.C2.o2.gs 


Method 


GEN SCAN 






Start 


4032 


. End - 


9963 






GI 


none 


Score 


.48 . 






Exons 


4032. .4202, 4503. .4572, 5068 


. .5294, 5540. .5573, 


'5667. .5951 




7427.. 7535, 7583.. 7716, 9388 


. .9504, 9755. . 9963 






Seq. No. 


25002 


Seq. ID 


OJ990714_ 


_14. 9A01 


.C2 


Gene No. 


51870 


Strand 








Start 


4032 


End 


12690 






Name 


OJ990714 14.9A01.C2.ol.np 


Method 


AAT/NAP 






Start 


6676 


End 


7295 






GI 


4538896 


Score 


256 






Exons 


6676. .7295 










GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25002 


Seq. ID 


OJ990714_ 


_14.9A01 


.C2 


Gene No. 


51870 - 


Strand 








Start 


4032 


End 


12690 






Name 


OJ990714 14.9A01.C2.o3.np 


Method 


AAT/NAP 






Start 


9782 , 


End 


12690 






GI 


6742729 


Score 


500 






Exons 


9782.. 10910, 12631.. 12690 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. 'No. 


25002 


Seq. ID 


OJ990714_ 


_14.9A01 


.C2 


Gene No. 


51871 


Strand 








Start 


13907 . 


End 


24311 






Name 


OJ990714 14.9A01.C2.o4.tm 


Method 


TBLASTX: Maize 




Start 


7028 • 


End 


7289 






GI 


none 


Score • 


76 






Exons 


7028.. 7108, 7109.. 7171, 7109 


. .7168, 7195. .7287, 


7198. .7287 




7203. .7289, 7206. .7289 










Seq. No. 


25002 


Seq. ID 


OJ990714_ 


/L4.9A01 


.C2 


Gene No. 


51871 


Strand 








Start 


13907 


End 


24311 







25072 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990714_14 . 9A01 . C2 . o3 . tw Method TBLASTX : Wheat 
9527 End 10566 

none Score 53 

9527. .9601, 9620. .9667, 9760. .9819, 9761. .9874, 9892. .10044, 
9989.. 10024, 10110 .. 10286, 10140 10358, 10222 10362, * 
10423. .10566, 10436.. 10552 



25002 
51871 
13907 

OJ990714_14-'.9A01.C2.o4.np 

13907 

6539553 



Seq. ID OJ990714_14.9A01.C2 
Strand 

End 24311 

Method AAT/NAP 

End 22736 

Score 4376 



13907. .15005, 19896. .20320, 20565 .. 21583, 21615. .22736 
(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


25002 




Seq. ID 


OJ990714JL4.9A01 


.C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311 




Name • 


OJ990714 14.9A01.C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


14041 




End 


14516 




GI 


none 




Score 


235 




Exons 


14041. .14433, 14049. 


.14426, 


144 42. .14 516, 14 4 45. .14516 




Seq. No. 


25002 ■ - . 




Seq. ID 


OJ990714_14.9A01 


.C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14400 




End 


14710 




GI 


none 




Score 


137 




Exons 


14400. .14642, 14406. 


.14672, 


14666. .14710 




Seq. No. 


25002 




Seq. ID 


OJ990714_14.9A01 


,C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311' 




Name 


OJ990714 14.9A01.C2. 


ol!ts 


Method 


TBLASTX: Soybean 




Start 


14520 




End 


14866 




GI 


none 




Score 


103 




Exons 


14520. .14651, 14653. 


.14862, 


14675. .148 


!66 ' 




Seq. No. 


25002 




Seq. ID 


OJ990714_14.9A01 


.C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2. 


o4 . gs 


Method 


GEN SCAN 




Start 


19465 




End 


24311 




GI 


none 




Score 


.53 




Exons 


19465. .19623, 19905. 


.20026, 


20062. .20182, 20848 .. 21058 , 






21847. .21911, 22521. 


.22623, 


22977. .23171, 24262.. 24311 




Seq. No. 


25002 




Seq. ID' 


OJ990714_14.9A01 


.C2 


Gene No. 


51871 




Strand 






Start • 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


19899 




End 


20194 





25073 




GI 


none 




Score 


143 




Exons 


19899. .20057, . 20033 


. .20194 








Seq. No. 


25002 




Seq. ID 


OJ990714_14.9A01 


.C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20207 . 




End. 


21153 




GI 


none 




Score 


101 




Exons 


20207. .20320, 20208 


. .20324, 


20568. .20666, 20571 .. 20666, 






20668. .21108, 20735 


. .21106, 


20749. .21108, 21097.. 21153 




Seq. No. 


25002 




Seq. ID 


OJ990714JL4.9A01 


.C2 


Gpnp No . 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21153 




End 


21374 




GI 


none 




Score 


179 




Exons 


21153. .21371, 21155 


. .21373, 


21159. .21374 




Seq. No. 


25002 




Seq. ID 


OJ990714_14.9A01 


.~C2 


Gene No. 


5187.1. 1 ■ ■ 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21660 




End 


21926 




GI 


none 




Score 


141 




Exons 


21660. .21854, 21661 


. .21855, 


21661. .21855, 21821 .. 21913, 






21858. .21917, 21858 


. .21926 








Seq. No. 


25002 




Seq. ID 


OJ990714_14.9A01 


.C2 


Gpnp No 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


22303 




End 


22563 




GI 


none 




Score 


222 




Exons 


22303. .22563, 22306 


. .22491, 


22308. .22559 




Seq. No. 


25002 - 




Seq. ID 


OJ990714_14.9A01 


.C2 


Gene No. 


51871 




Strand 






Start 


13907 




End 


24311 




Name 


OJ990714 14.9A01.C2 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


22455 




End 


22789 




GI 


none 




Score 


99 . . 




Exons 


22455. .22562, 22459 


. .22560, 


22581. .22742, 22623 .. 22742 , 






22742. .22789, 22749 


. .22775 








Seq. No. 


25003 




Seq. ID 


OJ990'714_14.9A01 


.C3 


Gene No . 


51872 




Strand 






Start 


144 




End * 


468 




Name 


OJ990714 14.9A01.C3 


. ol .gs 


Method 


GENSCAN 




Start 


144 




End 


468 




GI 


none 




Score 


.99 




Exons 


144.. 289, 319.. 468 










Seq. No. 


25003 ; 




Seq. ID 


OJ990714_14.9A01 


.C3 


Gene No. 


51873 




Strand 






Start 


742 




End 


1313 





25074 



Name OJ990714_14 . 9A01 . C3 . ol . gp Method AAT/GAP 

Start 742 End 1313 

GI 4879016 Score 831 
Exons 742. .1313 

GI Descrip. 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25004 
51874 
1804 

OJ990714_14.9A01.C4.ol.gs 

1804 

none 

1804. .2034, 2639. .2824, 4605, 
7367. .8031, 8274. .8752 

25004 
51874 
1804 

OJ990714_14 . 9A01 ,C4 .ol .np 
6198 

-5922631 
6198. .6233, 



OJ990714_14 . 9A01.C4 
+ 

12819 
GEN SCAN 
8752 
.55 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4685, 6528.. '6957, 6984.. 7358, 



7621, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8452, 



OJ990714_ 
+ 

12819 
AAT/NAP 
12783 
2995 
8495. .8749, 



14.9A01.C4 



8874. .9680, 



correspond .to- a 



7750, 8026. 
10232. .11533, 11573.. 12783 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) 
region of the predicted gene.; similar to prpol; Zea mays' 
retrotransposon Cinful-1. (AF049L10) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


Gene No. 


51874 




Strand 


+ 


Start 


1804 




End 


12819 


Name 


OJ990714 14. 


9A01.C4 .o2.gs 


Method 


GEN SCAN 


Start 


8823 




End 


12819 . 


GI 


none 




Score 


.57 


Exons 


8823. .9656, 


9744. .10003, 10039. .10555, 


10568. .11886, 




. 12120.. 12819 








Seq. No. 


25004 




Seq. ID 


OJ990714JL4.9A01 


Gene No. 


51875 




Strand 


+ 


Start 


17313 




End 


21800 


Name 


OJ990714 14. 


9A01.C4.o4.gs 


Method 


GENSCAN 


Start 


* 17313 




End 


21800 


GI . 


none 




Score 


.76 


Exons 


17313. .17374 


, 17538. .17628, 


18471. .18573, 18 931 .. 18 968 , 




19133. .19234 


, 19711. .19791, 


21391. .21433, 21675.. 21800 


Seq. No. 


25004 




Seq. ID 


OJ990714JL4.9A01 


Gene No. 


. 51876 




Strand 




Start 


13613 




End 


18972 


Name 


OJ990714 14. 


9A01.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


2674 




End 


2877 


GI 


none 




Score 


194 



25075 



# • 



Exons 


2674. .2877, 


2721. 


.2855 








Seq. No. 


25004 








Seq. ID 


OJ990714_14.9A01.C4 


bene ino. 










c +- y -a n H 




Start 


13613 








End 


18972 


Name 


OJ990714 14. 


9A01. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2722 








End 


2877 


GI 


none 








- Score 


210 


Exons 

- 


2722. .2877, 


2724. 


.2870~ 








Seq. No. 


25004 








Seq. ID 


OJ990714JL4.9A01.C4 


bene ino . 


.J J. O / O 








Strand 




Start 


13613 








End 


18972 


Name 


OJ990714 14. 


9A01. 


C4.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3063 








End 


3354 


GI 


none 








Score 


74 


Exons 


3063. .3110, 


3064. 


.3126, 


3229. 


.3354, 3231.. 3353 


Seq. No. 


25004 








Seq. ID 


OJ990714_14.9A01.C4 ' 












Strand 




Start 


13613 








End 


18972 


Name . 


OJ990714 14. 


9A01. 


C4.o7. 


tw 


Method 


TBLASTX: Wheat . 


Start 


8-024 








End 


8422 


GI 


none 








Score 


59 ' 


Exons 


8024. .8074, 


8075. 


.8188, 


8098. 


.8136, ■■ 8147. .8422, 8194. .8373 


Seq. No. 


25004 








Seq. ID 


OJ990714_14 . 9A01.C4 


bene ino . 


jIO / D 








Strand 




Start 


13613 








End 


18972 


Name 


OJ990714 14. 


9A01. 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


9051 








End 


9506 


GI 


none 








Score 


136 


Exons 


9051. .9233, 


9059. 


.9154, 


9270. 


.9506, 9272.. 9388, 9282.. 9491 


Seq. No. 


25004 








Seq. ID 


OJ990714_14.9A01.C4 


Gene No. 


51876 








Strand 




o LdX L. 


IjOIj 








End 


18972 


Name 


OJ990714 14. 


9A01. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9698 








"End 


10098 


GI 


none 








Score 


428 


Exons 


9698. .9826, 


9699. 


.10058, 9699 


. .10052, 


9893. .10057, 10057. .10098, 




10061. .10084 












Seq. No. 


25004 








Seq. ID 


OJ990714_14 . 9A01.C4 


Gene No. 


51876 








Strand ' 




Of 3r f 
O Lai L 


IJDlJ 








End 


18972 


Name 


OJ990714 14. 


9A01. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9831 








End 


10108 


GI 


none 








Score. 


272 


Exons 


9831. .10055, 


9882 


..10040, 9893. .10051, 


' 10054. .10107, 




10061. .10108 












Seq. No. 


25004 








Seq. ID 


OJ990714__14.9A01.C4 


Gene No. 


51876 








Strand 




Start 


13613 








End 


"18 972 


Name 


OJ990714 14. 


9A01. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


10112 








End 


10540 



25076 



GI 


none 




Score 


310 




Exons 


10112. .10540, 10199, 


. .10456, 


10327. .10461 




Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


.C4 


bene NO . 


D J.O / 0 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990714 14.9A01.C4. 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


10214 




End 


10638 




GI 


none 




Score 


432 




Exons 


10214. .10636, 10217, 


. .10618, 


10324. .10638 




Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


.C4 


bene lno . 


D X O / D 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990J14 14.9A01.C4, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10268 




End 


10693 




GI 


none 




Score 


291 




Exons 


10268. .10693, 10327. 


. .10452 








Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


-C4 


bene lno • 


JlO / D 




Strand 






Start 


• 13613 




End ' 


18972 




Name 


OJ990714 14.9A01.C4. 


. 06 . tw 


Method 


TBLASTX: Wheat 


. *\ - 


Start 


10783 




End 


'0.1194 




GI 


none 




Score 


207 




Exons 


10783. .11010, 10784. 


. .11008, 


11018. .11194, 11126. .11194 




Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


.C4 


bene no . 


0 1 0 / D 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990714 14.9A01.C4. 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10904 




End 


11290 




GI 


none 




Score 


88 




Exons 


10904. .11032, 11039.. 


. .11290 








Seq. No. 


25004 




Seq. ID 


OJ990714_14.9A01 


.C4 


bene ino. 


M ff 1 fi 
JlO / D 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990714 14. 9A01.C4. 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


11195 




End 


11551 




GI 


none 




Score 


233 




Exons 


. 11195. .11551, 11203. 


. .-11550 








Seq. No. 


25004 




Seq. ID 


OJ990714_14 .9A01 


.C4 


bene ino. 


R1 ft76 
JlO / o 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990714 14.9A01.C4. 


,ol.tm 


Method 


TBLASTX: Maize 




Start 


11693 


- 


End . 


11997 




GI 


none 




Score 


.318 




Exons 


11693. .11989, 11710. 


, .11997 








Seq. No. 


25004 




Seq. ID 


OJ990714_14 .9A01 


.C4 


Gene No. 


5187.6 




Strand 






Start 


13613 




End 


18972 




Name 


OJ990714 .14.9A01.C4. 


o5.tw 


Method 


TBLASTX: Wheat 




Start 


11693 




End 


12076 




GI 


none 




Score 


323 





25077 



Exons 



11693. .12076, 11701.. 12075 



OJ990714 14.9A01.C4 



Seq. .No. 25004 Seq. ID 

.Gene No. 51876 Strand - 

Start 13613^. . End 

Name ■ OJ990714_14 . 9A01 . C4 .o2 . tw Method 

Start 12199 End • 

GI none Score 

Exons 12199. .12651, 12204 .. 12302, 12348 124 55, 12676 .. 12807, 
12681.. 12806 



18972 

TBLASTX: Wheat 

12807 

369 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25004 
51876 
13613 

OJ990714_14 . 9A01.C4.o5.tm- 

12505 
none 



Seq. ID OJ990714_14 .9A01.C4 



Strand 
End 

Method 

End 

Score 



18972 

TBLASTX: Maize 

12771 

156 



12505. .12687, 12574 12693, 12 678 .. 12737 , 12688.. 12771 



25004 
51876 
13613 

OJ990714.JL4.9A01.C4.o3.gs 

13613 

none 

13613. .13944, 14055 .. 14200 , 
15135. .15193, 15264. .15455, 
16596. .16696 



Seq. ID 

Strand 

End 
■ Method 
. End ' 

Score 
14437 
15725 



OJ990714 14.9A01.C4 



18972 
GENSCAN 
16696 
.4 

14741, 14760. .15069, 
15807, 15812. .16530, 



Seq. No. 25004 

Gene No. 51876 

Start 13613 

Name 0 J9 9 0 7 1 4_JL 4 . 9A0 1 . C4 . o2 . np 

Start 14304 

GI 6721561 

Exons 14304. .15069, 15135 .. 15193, 
GI Descrip. 



OJ990714 14.9A01.C4 



Seq. ID _ 
Strand 

End 18972 
Method AAT/NAP 
End 15519 
Score 1145 
15264. .15519 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AO082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25004 Seq. ID 

51876 Strand 

13613 End 

OJ990714_14.9A01.C4.o3.np Method 

14864 End 

6721558 Score 



OJ990714_14.9A01.C4 

18972 
AAT/NAP 
16445 
206 



14864. .15080, 15517 .. 1564 6, 16346.. 16445 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 25004 Seq. ID 

Gene No. 51876 Strand 

Start 13613 End 

Name OJ990714JL4 . 9A01 . C4 . o4 . np Method 



OJ990714_14 .9A01.C4 

18972 
AAT/NAP 



25078 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15650 End 18972 

6721512 Score 83 

15650. .15679, 17098 17238, 17266 .. 17378 , 18080 .. 18101, 

18940. .18972 

(AP001072) hypothetical ^protein [Oryza sativa] 



Seq. ID OJ990714_14.9A01.C5 

Strand - • 

End 1816 

Method AAT/NAP 

End 1816 

Score 192 



25005 
51877 
1 

OJ990714_14 .9A01.C5.ol.np 
1 

4185148 
1..46, 1464. .1816 

(AC005724) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



25005 
51877 
1 

OJ990714_14 .9A01.C5.o3. tm 
485 
none 

4.85. -.583, 578... 775, 581. .706 

25005 
51877 
1 

0 J9907 1 4_1 4 . 9A0 1 . C5 . ol . tw 
854 
none 

854. .1219, 855. .1085, 971. .1225 



Seq. ID OJ990714_14.9A01.C5 
Strand 

End 1816 

Method TBLASTX: Maize 

End 775 

Score 61 



Seq. ID OJ990714_14.9A01'.C5 
Strand 

End 1816 

Method TBLASTX : Wheat 

End 1225 

Score 100 



25005 
51877 
1 

OJ990714_14 .9A01.C5.ol. tm 

947 

none 



Seq. ID OJ990714_14.9A01.C5 
Strand 

End 1816 

Method TBLASTX : Mai ze 

End 1417 

Score 70 



947. .1033, 951. .1028, 1046. .1417, 1230. .1337, 1310. .1417 



25005 
51877 
1 

OJ990714_14 .9A01.C5.o2. tw 

1316 

none 



Seq. ID OJ990714_14 . 9A01.C5 
Strand 

.End 1816 

Method TBLASTX : Wheat 

End 1813 

Score 71 



1316. .1432, 1460. .1498, 1505. .1813, 1518. .1658 



25005 
51877 
1 

OJ990714_14 . 9A01 . C5 . o2 . tm 

1460 

none 

1460. .1696, 1461. .1676 



Seq. ID OJ990714_14.9A01.C5 
Strand 

End 1816 

Method TBLASTX : Mai ze 

End' 1696 

Score , 114 



Seq. No. 



25005 



Seq. ID OJ990714_14.9A01.C5 



25079 



Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51877 Strand 
1 End 
OJ990714_14 . 9A01.C5.ol.ts Method 
14 90 End 
none Score 
1490. .1675, 1664. .1816, 1692. .1808 



1816 

TBLASTX: Soybean 

1816 . 

86 



14.9A01.C6 



25006 Seq. ID OJ990714_ 

51878 Strand + 

5492 End 7293 

OJ990714_14 . 9A01.C6.ol.np Method AAT/NAP 

5492 End 7293 

6063554 Score 947 

5492.. 5756, 5874.. 6092, 6442.. 6472, 7119.. 7293 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


25006 


Seq. ID 


OJ990714_14.9A01. 


C6 


OC11C LNVJ • 


51878 


Strand 


+ 




Start 


5492 


End 


7293 




Name 


OJ990714 14. 9A01.C6.ol.gp 


Method • 


AAT/GAP 




Start • 


5939 


End 


6668 




GI 


101153 1.R1084 


Score 


486 




Exons 


5939. .6084, 6434. .6668 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


115 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAG clone: tl7804 


i 


Seq. No. 


25006 


Seq. ID 


OJ990714_14.9A01. 


C6 


Gene No. 


51879 


Strand 


+ 




Start 


14084 


End 


14955 




Name 


OJ990714 14.9A01.C6.o4.gs 


Method 


GENSCAN 




Start 


14084 


End 


14955 




GI 


none 


Score 


.75 




Exons 


. 14084. .14139, 14197. .14300, 


14575. .14 671, 14832. .14 955 




Seq. No. 


25006 


Seq. ID 


OJ990714_14 .9A01. 


C6 


Gene No . 


51880 


Strand 


+ 




Start 


15938 


End 


16480 




Name 


OJ990714 14.9A01.C6.o5.gs 


Method 


GENSCAN 




Start 


15938 


End 


16480 




GI 


none 


Score 


.97 




Exons 


15938. .16480 








Seq. No. 


25006 


Seq. ID 


OJ990714 14.9A01. 


C6 


Gene No. 


51881 


Strand 


+ 




Start 


16600 


End 


18182 




Name 


OJ990714 14.9A01.C6.o6.gs 


Method 


GENSCAN 




Start ' 


16600 


End 


18182 




GI 


none 


Score 


.94 




Exons 


16600. .17661, 17765. .17872, 


17967. .18182 




Seq. No. 


25006 


Seq. ID 


OJ990714_14.9A01. 


C6 


Gene No. 


51882 


Strand 






Start 


5774 } >- 


End.. 


7098 




Name 


OJ990714 14. 9A01.C6.o2.gs 


Method 


GENSCAN 




Start 


5774 


.. End 


7098 





25080 



GI ' 
Exons 



none 

5774. .6249, 7020. 



Score 



.7098 



98 



Seq. No. 25006 

Gene No. 51883 

Start 7660 

Name OJ990714_14 . 9A01 . C6 . o2 . gp 

Start 7660 

GI 61605_3.R1084 

.Exons 7660. .7921 

GI Descrip. * 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ990714_14.9A01.C6 
Strand 

End 7 921 

Method AAT/GAP 

End 7921 

Score 437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



25006 
51884 
8616 

OJ990714_14 .9A01.C6.o3.gs 

8616 

none 



Seq. ID OJ990714_14.9A01.C6 
Strand 

End 12959 

Method GENSCAN 

End " 12959 

Score .76 



8616. .8659, 9974. .10143, 10403 10531, 10801 .. 10822, 
11605. .11700, 12339. .12514, 12814. .12959 



25006 
51885 
19778 

OJ990714_I4 .9A01.C6.o7. gs 

19778 

none 

.19778. .20245 



Seq. ID OJ990714JL4 . 9A01.C6 
Strand 

End 20245 

Method GENSCAN 

End 20245 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990714_14.9A01.C7 
Strand + 

1821 
AAT/GAP 
1821 
752 



25007 
51886 
130.0 

OJ990714_14 . 9A01 . C7 . ol . gp 
1300 

LIB3434-038-P1-K1-F1 
1300.. 1821 

' 5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza satiya genomic 
DNA, chromosome 8, clone : P0026F07 ■ 



End 

Method 

End 

Score 



25007 
51887 ... 
2633 

OJ990714_14. 9A01.C7.ol.np 

2633 

5257279 



Seq. ID OJ990714_14.9A01.C7 

Strand' + 

End 20716 

Method AAT/NAP 

End 8411 

Score 6812 



2633. .3178, 3527. .3762, 4393. .7111, 7328. .7490, 7605. .8411 
(AP000364)' Similar to Transposon MAGGY gag and pol* gene 
homologues. (L35053) [Oryza sativa] 



25007 
51887 
2633 

OJ990714_14 .9A01.C7 .o2.np 

4486 

5002510 



Seq. ID OJ990714_14.9A01.C7 

Strand + 

End 20716 

Method AAT/NAP 

End 9482 

Score 1357 



4486. .4584, 5703. .8618, 9437. .9482. 



25081 




GI Descrip. (AB028236) Pol (reverse transcriptase-RNase H-integrase) 
[Tricholoma nauseosum] 



Seq. No. 


25007 


Seq. ID 


OJ990714_14 


9A01 .C7 


Gene No. 


51887 


Strand 


+ 




Start 


2633 


End 


20716 




Name 


OJ990714 14.9A01.C7.o2.gp 


Method 


AAT/GAP 




Start 


5583 ■ 


End 


6944 ■ 




GI 


4107139 


Score 


2520 




Exons 


5583. .6944 








GI Descrip. 


5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar 


to Transp 




MAGGY gag and pol gene homologues . (L35053) [Oryza 


sativa] 


Seq. No. 


25007 


Seq. ID 


OJ990714 14. 


9A01.C7 


Gene No. 


51887 


Strand 


+ 




Start 


2633 


End 


20716 




Name 


OJ990714 14.9A01.C7.o3.np 


Method 


AAT/NAP 




Start 


7819 


End 


18222 




GI 


5852180 


Score 


469 




Exons 


7819. .7849, 11435 .. 11488, 12472 12590,, 12642 .. 13070, 




18189. .18222 








GT Dp^pti n 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


25007 


Seq. ID 


OJ990714_14. 


9A01.C7 


Gene No. 


51887 


Strand 


+ 




Start 


2633 


End 


20716 




Name 


OJ990714 14.9A01.C7.o2.gs 


Method 


GENSCAN 




Start 


12706 


End 


13074 




GI 


none 


Score 


.62 




Exons 


12706. .13074 








Seq. No. 


25007 


Seq. ID 


OJ990714_14. 


9A01.C7 


Gene No. 


51887 


Strand 


+ 




Start 


2633 


End 


20716 




Name 


OJ990714 14.9A01.C7.o4.np 


Method 


AAT/NAP 




Start 


17643 


End 


20716 




GI 


5902445 


Score 


2899 




Exons 


17643. .20716 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


25007 


Seq. ID 


OJ990714_14. 


9A01.C7 


Gene No. 


51888 


Strand 


+ 




Start 


25412 


End 


25730 




Name 


OJ990714 14.9A01.C7.o8.np 


Method 


AAT/NAP 




Start. 


25412 


End 


25730 




GI 


6815052 


Score 


338 




Exons 


25412. .25565, 25647.. 25730 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25007 


Seq. ID 


OJ990714_14. 


9A01.C7 


Gene No. 


51889 


Strand 






Start 


11337 


End 


11718 




Name 


OJ990714 14.9A01.C7.o3.gp 


Method 


AAT/GAP 




Start 


11337 • 


' End 


11718 




GI 


uC-osflcyp033a04bl 


Score 


655 




Exons 


11337. .11718--., 








GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 



25082 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25007 
51890 
21334 

OJ990714_14.9A01.C7.olO.tw 

4286 

none 



Seq. ID OJ990714_14.9A01.C7 
Strand 

End 25935 

Method TBLASTX : Wheat 

End '4 672 

Score 162 



4286.*4486, 4309. .4491, 4526. .4672 



25007 
51890 
21334 

OJ990714_14 . 9A01 . C7 . o7 . trii 

5219 

none 



Seq. ID OJ990714_14.9A01.C7 
Strand 

End 25935 

Method TBLASTX : Mai ze 

End 5544 

Score 212 



5219. .5542, 5266. .5367, 5410. .5544 



25007 
51890 
21334 

OJ990714_14. 9A01.C7.ol2.tw 

5224 

none 



Seq. ID OJ990714_14.9A01.C7 
Strand 

End 25935 

Method TBLASTX : Wheat 

End 5602 

Score 141 



5224. .5346, 5225. .5446, 5225. .5383, 5444. .5596, 5480. .5602, 
5491. .5601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25007 
51890 
21334 

OJ990714_14. 9A01.C7.o4 .tw 

5774 

none 



Seq. ID OJ990714_14 . 9A01.C7 
Strand 

End 25935 

Method TBLASTX : Wheat 

End 18107 

Score 557 



5774. .6256, 5878. .6081, 5894. .6223, 6109. .6252, 17814. .18107 



25007 
51890 
21334 

OJ990714_14 . 9A01 . C7 . o3 . tm 

5906 

none 



Seq. ID OJ990714_14. 9A01.C7 
Strand 

End 25935 " 

Method TBLASTX: Maize 

End 18074 

Score 174 



5906.. 6151, 17718. .18074, 17753.. 18073 



25007 
51890 
21334 

OJ990714_14. 9A01.C7.ol.ts 

6197 

none 



Seq. ID OJ990714_14 . 9A01.C7 
Strand 

End 25935 

Method TBLASTX : Soybean 

End 18473 

Score 54 



6197. .6229, 6227. .6562, 6228.-6386, 6233.-6592, 6235. .6591, 
18132. .18473 



.Seq. No. 25007 

Gene No. 51890 ' 

Start 21334 

Name OJ990714_14 . 9A01 . C7 . 06 . tm 

Start 6197 



Seq. ID OJ990714_14 .9A01.C7 
Strand ' - - 
End ' 25935 , ' 

Method TBLASTX : Mai ze ■ 
End 18464 



25083 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 140 

6197. ? 6472, 18123 .. 18464 , 18248. .18463 



25007 
51890 
21334 

OJ990714 JL4 . 9A01 . C7 . o5 . tw 

6305 

none 



Seq. ID OJ990714_14 .9A01.C7 
Strand 

End 25935 

Method TBLASTX: Wheat 

End 184 67 

Score 391 



6305. .6604, 6305. .6541, 6307. .6591, 18195.. 18467 



25007 
51890 
21334 

OJ990714_14 . 9A01 . C7 . o2 . tm 

6478 

none 



Seq. ID OJ990714_14.9A01.C7 
Strand 

End 25935 

Method TBLASTX : Mai ze 

End 6919 

Score 466 



6478. .6906, 6479. .6919, 6620. .6907 



Seq. No. 25007 Seq. ID 

Gene No. 51890 Strand 

Start 21334 End 

Name OJ990714_14 . 9A01 .C7 . o2 . tw . Method 

Start 6608 End 

GI none Score 

Exons 66ti'8. .7111, 6616.. 7110- 



OJ990714_14.9A01.C7 
25935 

TBLASTX: Wheat 

7111 

634 



Seq. No. 

Gene No , 

Start 

Name 

Start 

GI 

Exons 



OJ9907 14_14 . '9A01 . C7 . o3 . ts * 

6614 

none 

6614. .6859, 6619. .6744 



:Seq. ID. OJ990714_:14.9M > l:C7 
"Strand, 

End 25935 . • < 

Method TBLASTX : Soybean 
End 6859 
Score 212 



Seq. No. 


25007 






Gene No. . 


51890 






Start 


21334 






Name 


OJ990714 14 


. 9A01 


,C7.o3. 


Start 


7111 






GI 


none 






Exons 


7111. .7587, 


7112 


. .7591, 


Seq. No. 


25007 






Gene No. 


51890 






Start 


21334 






Name 


OJ990714 14 


.9A01 


.C7.o2. 


Start 


7391 






GI 


none 






Exons 


7391. .7591, 


7399 


. .7644, 



Seq. ID OJ990714_14.9A01.C7 

■ Strand .. - 

End 25935 

tw Method TBLASTX: Wheat 

End 19936 

Score ' 578 

19703. .19855, 19859. .19936 

Seq. ID OJ990714_14.9A01.C7 
Strand 

End 25935 

ts Method TBLASTX: Soybean 

End 7 64 5 

Score 224 
7400. .7645 



Seq. No. 25007 Seq. ID 

Gene No. 51890 Strand 

Start 21334 End 

Name ' OJ990714_14 . 9A01 . C7 . o5 . tm Method 

Start 7447 End 

GI none Score 



OJ990714_14.9A01.C7 
25935 

TBLASTX: Maize 

7738 

332 



25084 




Exons 


7447. .7734, 


7448 


. .7738 








Seq. No. . 


25007 






•Seq. ID 


OJ990714_14.9A01 


,C7 


OCllC 1NU • 


m ft on 






C+- ranH 






Start 


21334 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7622 






End 


8233 




GI 


none 






Score 


666 




Exons 


7622. .8233, 


7663 


. .8232 








Seq. No. 


25007 






Seq. ID 


OJ990714_14.9A01 


-C7 


Gene No. 


51890 






Strand 








£. J. J 0*i 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


7790 






End 


8374 




GI 


none 






Score 


216 




Exons 


7790. .7948, 


7792 


..7944, 7796 


..7945, 7877. .8086, 7941. .8087 




7945. .8304, 


79:4-5 


.'.8361, 7946 


. .8374 






Seq. No. 


25007 






Seq. ID 


OJ990714_14.9A01 


Cl 




M ft QO 






Strand 






Start 


21334 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7^vp6.'tw. . 


Method 


TBLASTX: Wheat 




Start 


8233 






End 


8566 




GI 


none 






Score 


364 




Exons 


8233. .8457, 


8234 


. .8566 








Seq.. -No. ; 


, • 25007 ■• ; - 






Seq. -.ID . 


" OJ990714^r4.9A6l 


.C7 


laene ino. 








Strand 






Start 


21334 






- End 


25935 




Name 


OJ990714 14. 


9A01 


.C7.o8.tm 


Method 


TBLASTX: Maize 




Start 


8374 






End 


8611 




GI 


none 






Score 


187 




Exons 


8374. .8502, 


8375 


. .8611 








Seq. No. 


25007 






Seq., ID 


OJ990714_14.9A01 


.C7 




Sift QO 






Strand 






Start 


21334 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7 .oll.tw 


Method 


TBLASTX: Wheat 




Start 


15964 






End 


16310 




GI • 


none 






Score 


59 




Exons 


159641. lfe%41 


, 16049. .16099, 


16050. .16310, 16142.. 16309 




Seq. No. 


25007 






Seq. ID 


OJ990714_14.9A01 


.C7 


Gene No. 


51890 






Strand 






Start 


21334 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


16941 






End 


17708 




GI 


none 






Score 


124 




Exons 


16941. .17123, 16949. .17122, 


17160. .17390, 17162. .17278, 






17172. .17381 


, 17321. .17386, 


17454. .17708, 17544 .. 17 690, 






17567. .17707 












Seq. No. 


25007 






Seq. ID 


OJ990714_14.9A01 


.C7 


Gene No. ■ 


51890 






Strand 






Start 


21334 






End 


25935 




Name 


OJ990714 14. 


9A01 


.C7.o9.tw 


Method 


TBLASTX: Wheat 





25085 



Start 
GI 

Exons 



18694 
none 



End 
Score 



19101 
187 



18694. .18918, 18747. . 18920, 18928 19101, 18966 19049, 
19036. .19101 



Seq. No. 25007 

Gene No. 51890 

Start 21334 

Name OJ9907 14_14 . 9A01 . C7 . o4 . tm 

Start 19592 

GI none 

Exons 19592. .19897, 19609.. 19896 

Seq. No. 25007 

Gene No. 51890 

Start 21334 

Name OJ990714_14 . 9A01 . C7 . o7 . tw 

Start 20097 

GI none 

Exons 20097. .20291, 20111 .. 20551, 
20573. .20662 



Seq. ID 

Strand 

End* 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990714_14 .9A01.C7 
25935 

TBLASTX: Maize 

19897 

351 



OJ990714_14.9A01.C7 

25935 

TBLASTX: Wheat 

•20662 

58 



20113. .20202, 20248. .20355, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI : . 
" Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25007 Seq. ID 

51890 Strand 

21334 End 

OJ990714_14 . 9A01 . C7 . o4 . gs Method 

21334 End . 

none -Score 

21334. .21848, 21958 .'. 22103, 22403 

23132. .23317, 23386 .. 23510, 23700 

24526. .24605, 24 983 25003, 25510 



OJ990714 14.9A01.C7 



25935 
GENSCAN 
25704 
^61 ■ . 
22700, 22824. .22833, 
23746, 23892. .24050, 
25704 



25007 Seq. ID 

51890 Strand 

21334 End 

OJ990714_14 . 9A01 . C7 . 06 . np Method 

21514 End 

6721558 Score 



OJ990714_14.9A01.C7 

25935 
AAT/NAP 
24307 
238 



21514. .21608, 23380. .23510, 24208.. 24307 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



25007 
51890 
21334 

OJ990714_14 . 9A01 . C7 . o5 .np 
22239 
6721561 

22239. .22926, 23008, 



OJ990714 14.9A01.C7 



Seq. ID 
Strand 

End 25935 
Method AAT/NAP 
End 23826 
Score 887 
,23066, 23132. .23316, 23756.. 23826 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] . 



Seq. No. 



25007 



Seq. ID OJ990714_14. 9A01.C7 



25086 




Gene No. 


51890 Strand 




Start 


21334 ■ End 


25935 


Name 


OJ990714 14.9A01.C7.o7.np Method 


AAT/NAP 


Start 


24992 • J End 


25935 


GI 


6721512 Score 


93 


Exons 


24992. .25130, 25158 .. 25277, 25891. .25935 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25008 Seq. ID 


OJ990714_14 . 9A01 


Gene No. 


51891 Strand 


+ 


Start 


2 64 End 


4562 


Name 


OJ990714 14.9A01.C8.ol.np Method 


AAT/NAP 


Start 


2 64 End 


4562 


GI 


6815052 Score 


2001 


Exons 


264. .417, 499. .574, 856. .975, 1264. . 1370, 2214 .. 229,6, . 




3076. .3225, 3274. .4006, 4088. .4163, 4445. .4562 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 



o c q . IN U * 


t juuo 






Seq. ID 


OJ990714_14. 9A01 


PR 


Gene No. 


51892 






Strand 


+ 




Start 


6929 






End 


8281 




Name 


OJ990714 14 


.9A01.C8.o2. 


gs 


- Method 


GENS CAN 




Start 


6929 






End 


8281 




GI 


none 






Score 


1 




Exons 


6929. .8281 












otrq . in u • 


D U U O 






Seq. ID 


OJ990714_14.9A01 


■ 


Gene No. 


51893 






Strand 






Start 


3328 *"' 






End 


62 93 




Name 


OJ990714 14 


.9A01.C8.o2. 


np 


Method 


AAT/NAP 




Start 


3328 






End 


6293 




GI 


5042463 






Score 


133 




Exons 


3328. .3406, 


3655. .3720, 


4872. 


.5067, 6254. .6293 . 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


25008 






Seq. ID 


OJ990714_14. 9A01 


,C8 


Gene No. 


51894 






Strand 






Start 


6701 






End 


7158 




Name 


OJ990714 14 


.9A01.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


6701 






End 


7158 




GI 


3761868 






Score 


742 




Exons 


6701. .7158 












Seq. No. 


25008 






Seq. ID 


OJ990714JL4 . 9A01 


.C8 


Gene No. 


51895 






Strand 






Start 


9006 






End 


9311 




Name 


OJ990714 14 


.9A01.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2521 






End 


3015 




GI 


none 






Score 


93 




Exons 


2521. .2700, 


2561. .2704, 


2725. 


.3015 






Seq. No. 


25008 






Seq. ID 


OJ990714_14 . 9A01 


.C8 


Gene No. 


51895 






Strand 






Start 


9006* 






End 


9311 




Name 


OJ990714 14 


.9A01.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2539 






End 


2913" 




GI 


none 






Score 


111 





25087 



Exons 


2539.. 2724, 2719. .2913 






Seq. No. . 


25008 


Seq. ID 


OJ99071,4_14. 9A01.C8 


bene ino . 




OLI CLIKJ. 




Start 


9006 


End 


9311 


Name 


OJ990714 14.9A01.C8.o3.gs 


Method 


GENSCAN 


Start 


9006 


End 


9311 


GI 


none 


Score .. 


.85 


Exons 


9006. .9311 






Seq. No. 


25009 


Seq. ID 


OJ990714_14.9A01.C9 


Gene No. 


51896 


Strand 




Start 


285 


End ' 


456 


Name 


OJ990714 14 9A01 C9 ol od 


Method 


AAT/GAP 


Start 


285 


End 


456 


GI 


10431 1.R1084 


Score 


252 


Exons 


285. .456 






GI Descrip. 


'1256198/dbj | D63711 |RICTNR3 4 


. 0e-82 Rice transposon Tnr3 DNA, 




complete sequence 1 






Seq. No. 


25010 


Seq. ID 


OJ990714_14.9A01.C12 


bene ino . 


D X O j I 


Strand 




Start. 


204 


End 


265 


Name 


OJ990714 14.9A0i--C12.ol.gs 


Method 


GENSCAN 


Start 


204 


End , 


265 


GI 


none 


Score 


. 61 


Exons 


204. .265 






Seq. No. 


■25011 . 


Seq. ID 


OJ990714_10. 9A01.C3 


Gene No . 


51898 


Strand 


+ 


Start 


1 


End 


604 


Name 


OJ990714 10.9A01.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


604 


GI 


6466937 


Score 


266 


Exons 


1..604 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


25011 


Seq. ID 


OJ990714_10.9A01.C3 


Gene No. 


51899 


Strand 






465 


End 


598 


Name 


OJ990714 10.9A01.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


142 


End 


598 


GI . 


none ' 


Score 


59 


Exons 


142. .222, 153. .221, 240. .449, 


254 . .322, 


258.-449, 394. .468, 




515. .598, 529. .576 






Seq. No. 


25011 


Seq. ID 


OJ990714_10. 9A01.C3 


bene ino . 


51899 


Strand 




Start 


465 


End 


598 


Name 


OJ990714 10.9A01.C3.ol.gs 


Method 


GENSCAN - 


Start 


•465 


End 


536 


GI 


none 


Score 


.5 


Exons 


465. .536 






Seq. No. 


25012 * 


Seq. ID 


OJ990714_10. 9A01.C4 


Gene No. 


51900 


Strand 


+ 



25088 



# • 



Start 


504 




End 


586 


Name 


OJ990714 10.9A01.C4.ol.gs 




Method 


GENS CAN 


Start 


504 




End 


586 


GI 


none 




Score 


.53 


Exons 


504. .586 








Seq. No. 


25012 




Seq. ID 


OJ990714_10.9A01.C4 








OLI a. I id 




Start 


2978 




End 


3457 


Name 


OJ990714 10. 9A01.C4 .o2.gs 




Method 


GENSCAN 


Start 


2978 




End 


3457 


GI 


none 




Score 


.91 


Exons 


2978.. 3122, 3375.-3457 








Seq. No. 


25012 




Seq. ID 


OJ990714_10.9A01.C4 


Gene No. 


51902 




Strand 




Start 


172 




End 


3451 


Name 


OJ990714 10.9A01.C4.ol.np 




Method 


AAT/NAP 


Start 


172 




End 


3451 


\J J. 


1888357 




Score 


462 


Exons 


172. .349, 465. .550, 637. .740, 


891.. 1018, 1350.. 1418, 1486. 




1678. .1802, 2302. .2487, 2584. 


.2676, 3177.. 3451 


GI Descrip. 


(X98130) alpha-mannosiciase 


[Arabidopsis thaliana] 




'gi| 1890154 | emb | CAA72432 | ( 


Y11767) alpha-mannosidase precur 




[Arabidopsis thaliana] 








Seq. No. 


.25012 




Seq. ID 


OJ990714_10.9A01.C4 


Gene No. ■ 


... 51902 . . • 




S.trand 




Start 


172 




End 


3451 


Name 


OJ990714 10. 9A01.C4 .ol.tm 




Method 


TBLASTX: Maize 


Start 


918 




End 


1784 


GI 


none 




Score 


80 


Exons 


918. .950, 959. .1021, 959.. 


101 


8, 966. .1025, 1346. .1408, 




1348.. 1368, 1359.. 1415, 1360. 


.1419, 14E 


J4..1570, 1485. .1571 




1486. .1581, 1486. .1569, 1678. 


.1782, 1682. .1780, 1683. .1784 


Seq. No. 


25013 




Seq. ID 


OJ990714_10.9A01.C5 


Gene No. 


51903 




Strand- 


+ 


Start 


1 




End 


207 




OJ990714 10.9A01.C5.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


207 


GI 


418604 




Score 


274 


Exons 


1. .207 








GI Descrip. 


HYPOTHETICAL 35.6 KD PROTEIN 


IN RPME-TDK INTERGENIC REGION 




(ORFP) 








Seq. No. 


25014 




Seq. ID 


OJ990714_10.9A01.C7 


CI. ana XT /-\ 
belle 1NO . 


51904 




Strand 




Start 


1620 




End ■ 


7294 


Name 


OJ990714 10.9A01.C7.ol.tw 




Method 


TBLASTX: Wheat 


Start 


7 




End 


331 


GI 


none 




Score 


94 


Exons 


7.. 129, 101.. 331, 111.. 302 








Seq. No. 


25014 




Seq. ID 


OJ990714_10.9A01.C7 


Gene No. 


51904 




Strand 




Start 


1620 




End 


7294 



25089 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990714_10 . 9A01 . C7 . o2 . tw Method 
743 End 
none Score 
743. .835, 860. .985, 1041. .1187 



TBLASTX: Wheat 

1187 

80 



25014 
51904 
1620 

OJ9907 14_10 . 9A01 . C7 . ol . gs 

1620 

none 

1620. .1795, 2027. .2164, 2417. 
3128. .3342, 3374. .3471, 4810. 
6457. .6545, 7169. .7294 



25014 
51904 
1620 

OJ990714_10.9A01.C7.o3.np 
2398 
5922636 

2398. .2530, 2826 
(AP000492) ESTs 



Seq. ID OJ990714_10. 9A01.C7 
Strand 

End - 7294 
Method GENS CAN 
End 7294 
Score .47 

.2574, ' 2598. .2754, 2866. .3107, 
.4929, 5380. .5586, 5844. .6226, 



OJ990714 10.9A01.C7 



Seq. ID 
Strand 

End 7294 

Method AAT/NAP 

End 3643 

Score 416 
3079, 3584. .3643 
C99517 (E20319) , AU078130 (E20319) 



correspond 
[Oryza 



to a 



region of'Fthe predicted gene.; hypothetical protein 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region 
predicted gene.; hypothetical protein [Oryza sativa] , 



of the 



Seq. No. 


25015 








Seq. ID 


OJ990714 


Gene No . 


51905 








Strand 


+ 


Start 


1084 








End 


1721 


Name 


OJ990714 10 


.9A01 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1084 








End 


1721 


GI 


none 








Score 


.85 


Exons 


1084. .1297, 


1450 


. .1721 








Seq. No. 


25015 








Seq. ID 


OJ990714 


Gene No. 


51906 








Strand 




Start 


2009 








End 


5526 


Name 


OJ990714 10 


.9A01 


.C8 .o2 . 


gs 


Method 


GENSCAN 


Start 


2009 








End 


5526 


GI 


xfone - 








Score - 


.9 


Exons 


2009. .2404, 


3150 


. .3302, 


3673. 


.4518, 4682. .4788, 


Seq. No. ' 


25015. 








Seq. ID 


OJ990714 


Gene No. < 


- 51906 








- Strand 




Start 


2009 








End 


5526 


Name 


OJ990714 10 


.9A01 


.C8 .ol. 


np 


Method 


AAT/NAP 


Start 


2018 








End 


4485 


GI 


5803254 








Score 


629 


Exons 


2018. .2351, 


3108 


. .3302, 


3673. 


.4485 




GI Descrip. 


(AP000399) 


ESTs ' 


C97429( 


C60159) ,D22427 (C11106) , 



l5.9A01.C8 



10.9A01.C8 



AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] . 



Seq. No. 
Gene No. 



25016 
51907 



Seq. ID OJ990714_10. 9A01.C9 
Strand + 



25090 




Start 


289 


End 


469 




Name . 


OJ990714 10.9A01.C9.ol.gs 


Method 


GEN SCAN 




Start 


289 


End 


469 




GI 


none 


Score 


.82 




Exons 


289. .469 








Seq. No. 


25017 


Seq. ID 


OJ990714 


_10. 9A01.C10 


Gene No. 


51908 


Strand 


+ 




Start 


17891 


End 


20294 




Name 


OJ990714 10.9A01.Ci0.o2.np 


Method 


AAT/NAP 




Start 


17891 


End 


20294 




GI 


3335361 


Score 


583 




Exons 


17891. .18079, 18189. .18300, 19802 .. 19857 , 20079 


. .20294 


GI Descrip. 


(AC003028) putative acetyltransf erase 


[Arabidopsis thaliana 


Seq. No. 


-J \J X / 


Seq. ID 


OJ990714 


1 0 QAOT PI D 


Gene No. 




Strand 






Start 




End 


7888 




Name 


wu _7 .7 vj / X *i iu ( yt\\j x.v^xu.UX.yo 


Method 


GENS CAN 




Start 


so — 


End 


7888 




GI 




Score 


.77 




Exons 


Sn 17S QPH IftfiS 1 


2082.. 2224, 3020 


^14 4 




3891.. 4044, 4120.. 4305, 4796.. 


4866, 5628. .5703, 


6343. .6511, 




7849.-7888 








Seq. No. 


? SOI 7 

£ Jul / 


Seq. ID 


OJ990714 


in qaoi pin 


Gene No. 


SI QDQ 


Strand 


- 




Start 


sn ■ . 


End ■ 


7888 




'Name 


O.TQQ071 4 ID QAD1 PI 0 nl rrn 


Method 


AAT/GAP 




Start 


' 1 7fifl ~~ 
X / o o 


End 


2220 




GI 


3762167 


Score 


779 




Exons 


1788.. 2220 








GI Descrip . 


1402889/emb 1 CAA66820 1 3 Oe-18 


(X98130) 


unknown 


rAy^V^i' Hnnc; "i c 
L i^x aJJX x o 




L.1 1CL X X CLl 1 CL J 








Seq. No. 


25017 


Seq. ID 


OJ990714 


1 n QAD1 PI 0 


Gene No. 


51909 


Strand 






Start 


50 


End 


7888 




Name 


OJ.990714 10. 9A01.C10.ol.np 


Method 


AAT/NAP 




Start 


2035 


End 


4208 




GI. , 


1402889 . 


Score 


422. 




Exons 


2035... 2224, 3020. .3144, 3891. . 


4208 '> 






GI Descrip. 


(X98130) unknown [Arabidopsis 


thaliana 


] 




Seq. No. 


25017 


Seq. ID 


OJ990714_ 


_10. 9A01.C10 


Gene No 


51910 


Strand 






Start 


9131 


End 


9552 




Name 


OJ990714 10.9A01.C10.o2.gp 


Method 


AAT/GAP 




Start 


9131 


End 


9552 




GI 


none 


Score 


772 




Exons 


9131. .9552 . 








Seq. No. 


25017 


Seq. -ID 


OJ990714_ 


_10. 9A01.C10 


Gene No. 


51911 


Strand 






Start 


14220 


End 


14275 




Name 


OJ990714 10.9A01.C10.o3.gp 


Method 


AAT/GAP 




Start 


14220 


End 


14275 





25091 



GI uC-osflM202097dl0bl Score 67 

Exons 14220. .14275 

GI Descrip. 1 4062935/dbj I AB003495. 1 | ABO 03 4 95 3.0e-14 Oryza sativa DNA for 
dihydroflavonol 4-reductase, complete cds 1 



Seq. No. 


25017 


Seq. ID OJ990714 10.9A01 


.C10 


Gene No. 


51912 


Strand 




Start 


21465 . 


End > 27703 " 




Name 


OJ990714 10.9A01.C10.o3.gs 


Method GEN SCAN 




Start 


21465 


End 27619 




GI 


none 


Score .9 




Ev on <? 


21465. .21888, 22182. .22675, 


23262. .23375, 24514 24846. 






24884. .2507.2, 25947 .. 26060, 


27452.. 27619 




Seq. No. 


25017 


Seq. ID OJ990714_10.9A01 


.C10 


Gene No. 


51912 


Strand 




Start 


21465 


End 27703 




Name 


OJ990714 10. 9A01.C10.o3.np 


Method AAT/NAP 




Start 


22614 


End 26311 




GI 


2702273 


Score 205 




Exons 


22614. .22675, 23262. .23375, 


24502. .24741, 26290. .26311 




GI Descrip. 


(AC003033) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


• 25017 


Seq. ID OJ990714_10.9A01 


.C10 


Gene No. 


51912 


Strand 




Start 


21465 


5 End 27703 




Name 


OJ990714 -10.9A01.C10.o4.np . 


. Method AAT/NAP 




Start 


,^25552 


. End 27703 




GI 


2702273 


Score 160 




Exons 


25552. .25582, 25945 .. 26060, 


27440. .27703 




GI Descrip. 


(AC003033) unknown protein 


[Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25017 
51913 
29728 

OJ990714_10.9A01.C10.o2.tc 

2033 

none 



Seq. ID OJ990714_10.9A01.C10 
Strand 

End 31621 

Method TBLASTX : Cress 

End 3109 

Score 128 



2033. .2194, 2044.. 2193, 2191.. 2223, 2195.. 2242, 2302.. 2343, 
2345. .2491, 2347.. 2463, 3019.. 3099, 3020.. 3109 



Seq. No. 25017 - ' ■ 

Gene No. 51913 

Start 29728 

Name OJ990714_10 . 9A01 . C10 . o4 . tm 

Start 2048 

GI none 

Exons 2048.. 2155, 2048.. 2146, 2050. 

2152.. 2223, 2308.. 2379, 2309. 

Seq. No. 25017 

Gene No. 51913 

Start 29728 

Name OJ990714_10 . 9A01 . C10 . o2 . tm 

Start 8573 

GI none 
Exons 



Seq.' ID 
Strand 
End 

Method 
End 
Score 

.2154, 2133 
.2377, 2309 



OJ990714 I0.9A01.C10 



31621 

TBLASTX: Maize 
2380 
143 

2216, 2150.. 2224, 
2380 



Seq. ID OJ990714_10.9A01.C10 



Strand 
End 

Method 

End 

Score 



31621 

TBLASTX: Maize 

14169 

178 



8573. .8710, 8584. .8673, 13292 .. 134 17 , 13312 .. 13425, 



25092 





13418. 


.13588, 13619. 


.13690, 


13619. .13690,. 13703 


. . 13759, 






13705. 


.13755, 13787. 


.13915, 


14030. .14167, 14041 


. . 14169 




Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 








Q +- a r-f- 
OLall. 


29728 






End 


31621 






Name 


OJ990714 10.9A01.C10 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


43292 






End 


13765 






GI 


none 






Score 


132 






Exons 


13292. 


.13417, 13418. 


.13591, 


13619. .13690, 13621 


. .13683', 






13703. 


.13759, 13703. 


.13765 










Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 










29728 






End 


31621 






Name 


OJ990714 10.9A01.C10 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13292 






End 


13558 






GI 


none 






Score 


143 






Exons 


13292. 


.13414, 13292. 


.13357, 


13312. .13422, 13418 


. .13504, 






13423. 


.13452, 13475. 


.13540, 


13505. .13558 






Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 




. 51913 






Strand 








Start 


29728 






, End 


31621 






Name 


OJ990714 10.9A01.C10 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


17926 






End 


18299 






GI 


none 






Score 


.239 






Exons • 


- 17926. 


.18066, 17927. 


.18070, 


18150. .-18299, 18173 


. .18298 




Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 








C +- y-4- 
OLalL 


29728 






End 


31621 






Name 


OJ990714 10.9A01.C10 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


17932 






End 


19862 






GI 


none 






Score : 


233 






Exons 


17932. 


.18054, 17933. 


.18070, 


18191. .18331, 18192 


. .18299, 






19794. 


.19862, 19795. 


.19860 










Seq. No. 


25017 






• Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 








Start . 


29728 • 






End 


31621 








OJ990714 10.9A01.C10 




' Method 


TBLASTX: 


Cress 




Start 


17948 






End 


20219 






GI 


none 






Score 


208 






Exons 


17948. 


.18070, 17956. 


.18066, 


18191. .18298, 18192 


. .18299, 






19776. 


.19862, 19795. 


.19860, 


20028. .20219, 20054 


. .20209, 






20076. 


.20219" 












Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 








Start 


29728 






End 


31621 






Name 


OJ990714 10.9A01.C10 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


23256 






End 


31621 






GI 


none 






Score 


75 






Exons 


23256. 


.23300, 23298. 


.23378, 


23302. .23400, 24509 


. .24742,- 






24511. 


.24741, 25983. 


.26063, 


25987. .26064, 27449 


. .27679, 






27507. 


.27680, 31559. 


.31621 











25093 




Seq. No. 25017 

Gene No. 51913 

Start 29728 

Name OJ990714JL0 . 9A01 . CIO . o4 

Start 23298 

GI none 

Exons 23298.-23378, 24511.. 24 
25987. .26061, 27449. .27 




Seq. ID OJ990714_10.9A01.C10 
Strand 

End 31621 
.ts Method TBLASTX : Soybean 

End 27679 

Score 150 
780, 24512. .24784, .25983 .. 26063, 
679,. 27525. .27677 



Seq. No. 


25017 


Seq. ID, 


OJ990714_10.9A01. 


C10 


Gene No. 


51913 * 


■ Strand 






Start 


29728 


End 


31621 




Name 


OJ990714 10. 9A01.C10.o4. tc 


Method 


TBLASTX: Cress 




Start 


24511 


End 


27677 




GI 


none 


Score 


115 




Exons 


24511. .24738, 24587 .. 24739, 


■ 27449. .27676, 27525.-27677 




Seq. No. 


25017 


Seq. ID 


OJ990714_10.9A01. 


C10 


Gene No. 


51913 


Strand 






Start 


29728 


End 


31621 




Name 


OJ990714 10.9A01.C10.o4.gp 


Method 


AAT/GAP 




Start 


29605 


End 


30941 . 




GI 


17997 1 R1084 


Score 


1190 




Exons 


296057.29946, 30038 .. 30106, 


30194. .30241, 30650 .. 30745, 






30825. .30941 








GI Descrip. 


, 1888357/emb|CAA66821| 3.0e 


-57 (X9.8130) 


alpha-mamrosidase 




[Arabidopsis thaliana] >gi 


1890154 emb 


CAA72432 (Y11767)- 




alpha-mannosidase precursor 


[ArabibTbpsis thaliana] * 




Seq. No. 


25017 


Seq. ID 


OJ990714_10.9A01. 


C10 


Gene No. 


51913 


Strand 






Start 


29728 


End 


31621 




Name 


OJ990714 10.9A01.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


29643 


End 


30061 




GI 


none 


Score 


39 




Exons 


29643. .29675, 29644 .. 29691, 


2964 4. .29664,. 29717. .29947, 






29718. .29897, 29732 29950, 


29758. .2994 9, 30021. .30059, 






30035. .30061 








Seq. No. 


. 25017. 


Seq. ID 


OJ990714_10.9A01. 


C10 


Gene No. 


51913 


Strand 






Start 


29728 


End 


31621 




Name 


OJ990714 10.9A01.C10.o5.np 


Method 


AAT/NAP 




Start 


29711 


End 


31360 




GI 


1888357 


Score 


478 




Exons 


29711. .29946, 30038 .. 30106, 


30194 . .30241, 30650 .. 30745, 






30825. .30935, 31276.. 31360 








GI Descrip. 


(X98130) alpha-mannosidase 


[Arabidopsis 


thaliana] 






gi| 1890154 | emb | CAA72432 | (Y11767) alpha 


-mannosidase precurs 




[Arabidopsis' thaliana] 








Seq. No. 


25017 


Seq. ID 


OJ990714_10.9A01. 


C10 


Gene No. 


51913 


Strand 






Start 


29728 "V 


End 


31621 




Name 


OJ990714 10.9A01.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


29727 


End 


31380 





25094 




K3JL 


none 






Score 


98 






Exons 


29727. 


.29906, 29728. 


.29949, 


29738. .29950, 29861 


. .29965, 






30035. 


.30106, 30039. 


.30107, 


30194. .30244, 30195 


. .30242, 






30640. 


.30747, 30642. 


.30746, 


30643. .30747, 30644 


. .30748, 






30650. 


.30748, 30823. 


.30930, 


30823. .30933, 30824 


. .30934, 






30825. 


.30935, 31273. 


.31380, 


31280. .313' 


32 






Seq. No. 


25017 






S.eq. ID 


OJ990714 


_10. 9A01 


.C10 


Gene No. 


51913 






Strand 








O Lai L 


29728 






End 


31621 






Name 


OJ990714 10.9A01.C10 


.o4 .gs 


Method 


GENSCAN 






Start 


29728 






End 


31360 






GI 


none 






Score 


.9 






Exons 


29728. 


.29946, 30038. 


.30106, 


30540. .30649, 30739 


. .30829, 






31276. 


.31360 












Seq. No. 


25017 






Seq. ID 


OJ990714 


_10.9A01 


.C10 


Gene No.. 


51913 






Strand 








Start 


29728 






End 


31621 ' 






Hama 


OJ990714 10.9A01.C10 


. o3 . tc 


Method 


TBLASTX: 


Dres s 




Start 


29749 






End 


31383 






GI 


none 






Score 


61 






Exons 


29749. 


.29853, 29756. 


.29833, 


29845. .29949, 29846 


. .29932, 




. * ■ 


30191. 


.30244, 30650. 


.30748, 


30654. .30746, 30823 


. .30930, 






30825. 


.30935, 31273. 


.31383, 


31273. .31380 






Seq. No. 


25017 






Seq. .ID 


OJ990714 


_10.9A01 


.C10 


Gene No. 


51913 






Strand 








Start 


29728 






End 


31621.. 






Name 


OJ990714 10.9A01.C10 




Method 


TBLASTX : 


cj o vln pan 




Start 


29749 






End 


31368 






GI 


none 






Score 


73 






Exons 


29749. 


.29925, 29758. 


.29949, 


29759. .29947, 30191 


. .30244, 






30650. 


.30760, 30654. 


.30761, 


30828. .30935, 30829 


. .30930, 






31273. 


.31362, 31273. 


.31368 










Seq. No. 


25018 






Seq. ID 


OJ990714 


_10.9A01 


.Cll 




51914 






Strand 


+ 






Start 


7016' 






'End 


9140 






Name 


OJ990714 10.9A01.C11 


.o2.gs 


Method 


GENSCAN 






Start 


7016 






End 


9140 






GI 


none" 






Score 


."69 






Exons 


7016. . 


7113, 7254.. 7303, 7795 


..8284, 9029.. 9140 






Seq. No. 


25018 






Seq. ID 


OJ990714 


_10.9A01 


.Cll 


Gene No. 


51915 






Strand 


'+ 






Start 


10119 






End 


11531 






Name . 


OJ990714 10.9A01.C11 


. o2 . np 


Method 


AAT/NAP 






Start 


10119 






End 


11531 ' 






GI 


6691203 




Score 


71 






Exons 


10119. 


.10168, 11391. 


.11531 










GI Descrip. 


(AC007508) F1K23.7 [Arabidopsis thaliana] 






Seq. No. 


25018 . 






Seq. ID 


OJ990714 


_10-.9A01 


.Cll 


Gene No. 


51916' 






Strand 








Start 


1 






End 


6073 






Name 


OJ990714_10.9A01.C11 


. ol.np 


Method 


AAT/NAP 







25095 



Start 
GI 

Exons 



GI Descrip. 



1 End 6064 

1888357 . Score 1910 

1..322, 480. .527, 700. .771, 917. .976, 1057. .1151, 1575. .1676, 
1770. .1989, 2166. .2222, 2346. .2410, 2561 .. 2 64 9, 2734 .. 2901 , 
3026.. 3119, 3208.. 3308, 3416. .3529, 3869.. 3940, 4018.. 4104, 
4206. .4325, 4632. .4806, 4898. .4986, 5548. .5631, 5861. .6064 
(X98130) alpha -mannosidase [Arabidopsis thaliana] 
gi|1890154|emb|CAA72432| (Y-11767) alpha-mannosidase precursor 
[Arabidopsis thaliana] 



Seq. No. 25018 

Gene No. 51916 

Start 1 

Name OJ990714_10 . 9A01 . Cll . ol . gp 

Start 196 

GI 31977_1.R1084 

Exons 196.. 322, 480.. 527, 700.. 771, 
GI Descrip. 



Seq. ID OJ990714_10.9A01.C11 
Strand 
End 

Method 
End 
Score 

917. .976, 1057. .1125, 1546. .1698 



6073 
AAT/GAP 
1698 
839 

1057. .1125, 1546. 



, 1888357/emb|CAA66821| 4.0e-56 (X981.30) alpha-mannosidase 
[Arabidopsis thaliana] >gi_1890154_emb_ : CAA72432_ (Y11767) 
alpha-mannosidase precursor [Arabidopsis thaliana] 1 



Seq. No. 25018 Seq. ID 

■Gene No. 51916 Strand 

Start i ' End 

Name OJ9907 14_10 . 9A01 . Cll . ol . gs Method 

Start 203 End 

GI none.. . Score 
Exons 



OJ990714_10. 9A01.C11 
6073 

GENS CAN . 

6073 

.83 



2-03 322, 480.. 527, 917.. 976, 1057.. 1125, 1546.. 1643, 
1770.. 1989, 2166.. 2222, 2734.. 2897, 3088.. 3119, 3208.. 3308, 
3416. .3529, 3869. .3940, 4018. .4104, 4206. .4325, 4632. .4806, 
4898. .4986, 5207. .5254, 5548. .5631, 5774. .6073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25018 
51917 
11738 

OJ990714_10.9A01.Cll.o5.tm 

190 

none 



Seq. ID OJ990714_10.9A01.C11 
Strand 

End 154 62 

Method TBLASTX : Maize 
End 1948 
Score " 164 



190. .321, 200..322, 204 .. 323, 4 62 .. 530, 695. .772, 696. 
697. .780, 697. .774, 900. .986, 913. .978, 914. .982, 932. 



1056.. 1127, 1057.. 1125, 1058. 
1744. .1947, 1772. .1948 ' 



,1150, 1543. .1686, 1545, 



.773, 

.1009, 

1685, 



Seq. No. 25018 
Gene No. 51917 
Start 11738 

Name OJ990714_10 . 9A01 . Cll . o2 . tc 

Start 200 
GI none 
Exons 200.. 

1057. 

2164. 

3002. 

3204. 

3416. 

418'2. 

4874. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714 10.9A01.C11 



15462 
TBLASTX: 
5999 
62 



Cress 



322, 203. .259 

.1131, 1579.. 

.2223, 2325. 

.3118, 3006. 

.3311, 3205. 

.3526, 3845. 

.4328, 4218. 

.4987, 4891. 



, 207. 
1668, 
2393, 
3119, 
3309, 
3952, 
4328, 
4986, 



.320, 
1756. 
2615. 
3022. 
3207. 
3891. 
4632. 
5539. 



465. .539, 697. .7 

1989, 1787. .1969, 

2650, 2734.. 2907, 

3120, 3024.. 3128, 

331*1, 3412.. 3516, 

3953, 4024.. 4107, 

4805, 4633. .4863, 

5637, 5834.. 5995, 



65, 926.. 982, 
, 2163.. 2222, 



2735, 
3202. 
3416. 
4061. 



.2902, 
.3309, 
.3532, 
.4114, 



4645. .4812, 
5856. .5999 



25096 



Seq. No. 25018 
Gene No. 51917 
Start 11738 

Name OJ990714_10 . 9A01 . Cll . o4 . ts 

Start 1588 
GI none 

Exons - 1588.. 1674, 1712.. 1888, 1768. 
2325.-2393 



Seq. ID OJ990714_10.9A01.C11 
Strand 

End 15462 

Method TBLASTX : Soybean 

End 2393 

Score 92 

.2019, 1804. .1974, 2163. .2222/ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



25018 
51917 
11738 

OJ990714_10.9A01.Cll.o2.tm 

2580 

none 

2580.. 2654, 2588.. 2641, 2732. 
2734.. 2907, 2735.. 2902, 3026. 
3203.. 3310, 3204.. 3311, 3416. 

25018 
51917 
11738 ' 

OJ99'0714_10 . 9A01 . Cll . o3 . ts 

3203 

none 

3203.. 3307, 3204.. 3311, 3205, 
3426n..3530, 3456.. 3530 



Seq. ID OJ990714_10.9A01.C11 
Strand 

End 15462 
Method TBLASTX : Maize 
End- 3532 
Score 60 

.2800, 2733. .2900, 2734. .2901, 
.3118, 3026. .3118, 3027. .3119, 
.3532, 3416.. 3529 

Seq. ID OJ990714_10.9A01.C11 
Strand 

End 154 62 

Method TBLASTX : Soybean 

End 3530 

Score 82 

.3312, 3416. .3526, 3416. .3529, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 1 



25018 
51917 
11738 

OJ990714_10.9A01.Cll.o4.tm 

3845 

none 

3845.. 3946, 3862.. 3948, 3865. 
4018. .4104, 4203. .4328, 4206. 

25018 
.51917 

11738 - , ' - 

-OJ990714_10.9A01.Cll.o6.tm 
4629 
none 

4629. .4805, 4630. .4809, 4891. 
5834.. 5974, 5856.. 5975 

25018 
51917 
11738 

OJ990714_10.9A01.Cll.o6.ts 

4725 . 

none 

4725. .4808, 4726. .4809, 4874. 
4901. .4987 



Seq. ID OJ990714_10.9A01.C11 
Strand 

End ' 15462 
Method TBLASTX: Maize 
End 4343 
Score 95 

.3942, 3994. .4107, 4016. .4102, 
.4343, 4208.. 4336 

Seq. ID OJ99.0714_10.9A01. Cll 
Strand 

End . 15462 

Method TBLASTX: Maize 

End 5975 

Score 178 

.4986, 4892. .4987, 5539. .5637, 



Seq. ID OJ990714_10.9A01.C11 
Strand 

End ' 15462 

Method TBLASTX : Soybean 

End 4 98 9 

Score 78 

.4987, 4891. .4989, 4891. .4986, 



Seq. No. 



25018 



Seq. ID QJ990714_10.9A01.C11 



25097 



Gene No . 


51917 


Strand 




Start 


11738 


End 


15462 


Name 


OJ990714 10.9A01.Cll.o5.ts 


Method 


TBLASTX : Soybean 


Start 


5539 


End 


6007 


GI 


none 


Score 


71 


Exons 


5539.. 5637, 5551.. 5634, 5834.. 6007, 58 


65. .5984 


Seq. No. 


25018 


Seq. ID 


OJ990714_10.9A01 


Gene No. 


51917 


Strand 




Start 


11738 


End 


15462 


Name 


OJ990714 10.9A01.Cll.o2.gp 


Method 


AAT/GAP 


Start 


11738 


End 


15270 


GI 


99 1.R1084 


Score 


3297 


Exons 


11738. .13121, 14989. .15270 






GI Descrip. 


'4586676/dbj | BAA76438.il 0. 


0e+00 (AB025047) sterol 




14-demethylase [Oryza sativa] ' 




Seq.. No. 


ZOUlo 


, Seq. ID 


OJ990714_10.9A01 


Gene No. 


ol91 / 


Strand 




Start 


11 Mo 


End 


15462 


Name 


OJyyU/14 ±0 . yAUl . en . oi . tm 


Method 


TBLASTX: Maize 


Start 




End 


15055 ::' 


GI 


none 


Score 


202 


Exons 


12117. .12365, 12117. .13142, 


12118. .128 


82, 12677. .13177, 




12678. .13118, 12940. .13146, 


14979. . 15020, 14 987 . . 15019-, 




15019. .15054, 15020. .15055 






- 

Seq. No. 


25018 


Seq. ID 


OJ990714JL0. 9A01 


Gene No. 


51917 


Strand 




Start 


11738 


End 


15462 


Name 


OJ990714 10.9A01.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12117 


End 


12873 


GI 


none 


Score 


192 


Exons 


12117. .12608, 12117. .12713, 


12130. .12714, 12714. .12830, 




12714. .12872, 12715.. 12873 






Seq. No. 


25018 


Seq. ID 


OJ990714_10.9A01 


Gene No. 


51917 


Strand 




Start 


11738 


End 


15462 


Name 


OJ990714 10.9A01.Cll.o3.np 


Method 


AAT/NAP 




.12123 


End 


15456 , ' ' 


GI . ' ' 


5921924 


. Score 


2266 


Exons 


12123... 13121, 14 98 9. .15456 






GI Descrip. 


CYTOCHROME P450 51 (CYPL1) 


(P450-L1A1) 


(OBTUSIFOLIOL 14 




DEMETHYLASE) gi 11658193 (U74319) obtusifoliol 14-alpha 




demethylase CYP51 [Sorghum bicolor]- 




Seq. No. 


25018 


Seq. ID 


OJ990714_10.9A01 


Gene No . 


51917 


Strand 




Start 


11738 


End 


15462 


Name 


OJ990714 10.9A01.Cll.o3.tc 


Method 


TBLASTX: Cress 


Start 


12135 


End 


12479 


GI 


none 


Score 


233 


Exons 


12135. .12407, 12136. .12333, 


12387. .12437, 124 32. .1247 9 


Seq. No. 


25018 


Seq. ID 


OJ990714_10.9A01 


Gene No. 


51917 


Strand 





Xll 



25098 



Start 


11738 




End 


15462 






Name 


OJ990714 10.9A01.C11 


.o4. tc 


Method 


TBLASTX: 


Cress 




Start 


12480 




End 


12807 






GI 


none 




Score 


44 






Exons 


12480. .12662, 12482. 


.12589, 


12591. .12806, 12598 


. .12807 




Seq. No. 


25018 




Seq. ID 


OJ990714 


_10.9A01. 


Cll 


Gene No. 


51917 




Strand - 








Start 


11738 




End 


15462 






Name 


OJ990714 10.-9A01.C11 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


12807 




End 


15406 






GI 


none 




Score 


168 






Exons 


12807. .12863, 12846. 


. 13118, 


12849. .13124, 12862 


. .13146, 






14987. .15406, 14989. 


. 15321, 


15301. .15354 






Seq. No- 


25018 




Seq. ID 


OJ990714 


_10. 9A01. 


Cll 


Gene No. 


51917 




Strand 








Start 


11738 




End 


15462 






Name 


OJ990714 10.9A01.C11 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


12875 




End 


15421 






GI 


none 




Score 


67 






Exons 


12875. .13009, 12876. 


. 13118, 


12876. . 13142, 12940 


. .13140, 






14987. .15421, 14987. 


.15076, 


14989. .15354 






Seq. No. 


25018 




Seq. ID 


OJ990714 


JL0.9A01. 


Cll 


Gene No. 


51917 




Strand 








Start 


11738 




End . 


15462 






Name 


OJ990714 10.9A01.C11 


. 63 . tm 


Method ■ 


TBLASTX: Maize 




Start 


15073 




End 


15462 






GI 


none 




Score 


393 






Exons 


15073. .15462, 15074. 


.15358, 


15311. .15433, 15406 


. .15462 




Seq. No. 


25019 




Seq. ID 


OJ990714 


_10. 9A01. 


C13 


Gene No. 


51918 




Strand 


+ 






Start 


2313 




End 


4586 






Name 


OJ990714 10.9A01.C13 


. ol.gs 


Method 


GENS CAN 






Start 


2313 


End 


4506 






GI 


none 




Score 


.49 






Exons 


2313.. 2630, 2636.. 2798, 3080 


..3270, 3807. .4082, 


4300. .4506 


Seq. No. 


25019 




Seq". ID 


OJ990714 


_10.9A01. 


ci a 


Gene No. 


51918 




Strand 


+ 






Start 


2313 




End 


4586 






Name 


OJ990714 10.9A01.C13 


. ol .np 


Method 


AAT/NAP 






Start 


2335 




End 


4586 






GI 


6815107 




Score 


405 






Exons 


2335.. 3104, 3150.. 3291, 3405 


..3631, 3892. .4178, 


4330. .4586 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



25019 
51919 
11425 

OJ990714_10. 9A01.C13.o4.np 
11413 

4680207 ' . 



Seq. ID OJ990714_10.9A01.C13 

Strand + 

End 15374 

Method AAT/NAP 

End . 15022 

Score 1042 



11413. .12290, 13117. .14454, 14512.. 15022 



,25099 



• ■ •■■ " • 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 


25019 


Seq. ID 


OJ990714 


_10.9A01 


.C13 


Gene No. 


51919 


Strand 


+ 






Start 


11425 


End 


15374 






Name 


OJ990714 10.9A01.C13.o3.gs 


Method 


GENSCAN 






Start 


11425 


End 


15366 






GI 


none 


Score 


.69 






Exons 


11425. .12290, 13033. .13598, 


13751. . 14501, 14538 


...14704,. 






15246. .15366 










Seq. No. 


25019 


Seq. ID 


OJ990714 


_10. 9A01 


.C13 


Gene No. 


51919 


Strand 


+ 






Start 


11425 


End 


15374 






Name 


OJ990714 10.9A01.C13.o6.np 


Method 


AAT/NAP 






Start 


15158 


End 


15374 






GI 


4584685 


Score 


153 






Exons 


15158. .15374 










\J X O \*r -L k>r • 


(AJ237754} mutative lectin 


[Hordeum vulgare] 






Seq. No. 


25019 


Seq. ID 


OJ990714 


_10. 9A01 


.C13 


Gene No. 


51920 


Strand 








Start 


5562 


End • 


58 66 






Name 


OJ990714 10.9A01.C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


3692 


End 


4022 ■ 






GI ■ 


none 


. Score 


18 6. 






Exons 


3692. .3814, 3702.. 4022 










Seq. No. 


25019 


Seq. ID 


OJ990714 


_10. 9A01 


.C13 


Gene No. 


51920 


Strand 








Start 


5562 


. End 


5866 






Name 


OJ990714 10.9A01.C13.o3.np 


Method 


AAT/NAP 






Start 


5562 


End 


5866 






GI 


6539588 


Score 


204 






Exons 


5562..5866 










GI Descrip. 


(AP000837) hypothetical protein \ [Oryza 


sativa] 






Seq. No'. 


25019 


Seq. ID 


OJ990714 


_10. 9A01 


.C13 


Gene No. 


51921 


Strand 








Start . 


1307.3 : 


End 


14223- ' 






Name 


OJ990714 10.9A01.C13.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


.13073 


End 


14160 






GI 


none 


Score 


80 






Exons 


13073. .13162, 13265. -.13381, 


13279. .-13344, 13358 


. .13528, 






13466. .13618, 13621 .. 13731, 


13975. .14160 






Seq. No. 


25019 


Seq.- ID 


OJ990714 


_10. 9A01 


C13 


Gene No. 


51921 


Strand 








Start 


13073 


End 


14223 






Name 


OJ990714 10.9A01.C13.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


13546 


End 


13962 






GI 


none 


Score 


40 






Exons 


13546. .13611, 13547. .13615, 


13555. .13584, 13579 


. .13779, 






13597. .13761, 13629 . .13778 , 


• 13800. .13892, 13804 


. .13893, 





13888. .13962 



25100 




Seq. No. 


25019 




Seq. ID 


OJ990714_10. 


9A01. 


C13 


Gene No. 


51921 




Strand 








Start 


13073 




End 


14223 






Name 


OJ990714 10.9A01 


.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13969 




End 


14223 






GI 


none 




Score 


192 






Exons 


13969. .14196, 13972 .. 14223, 


13977. .14219 






Seq. No. 


25020 




Seq. ID 


OJ990714_10. 


ATI A1 

9A01 . 


C14 


Gene No. 


51922 




Strand • 


+ 






Start 


520 




End 


9145 






Name 


OJ990714_10. 9A01 


,C14 .o2 .np 


Method 


AAT/NAP 






Start 


520 




End 


6879 






GI 


6691191 




Score 


2232 






Exons 


520.. 541, 4509.. 


6879 










GI Descrip. 


(AC007534) F7F22 


,15 [Arabiciopsis thaliana] 






Seq. No. 


25020 




Seq. ID 


OJ990714_10. 


n 7\ f\ i 


C14 


Gene No. 


51922 




Strand 


+ 






Start 


520 




End 


9145 






Name 


OJ990714 10.9A01 


.C14.ol.gs 


Method 


GENSCAN 






Start 


691 




End 


9145 






GI 


none 




Score 


.58 






Exons 


691. .957, 1065. . 


1262, 1658. . 


1876, .4466 


. .4628, 4817. 








5827. .6775, 6877 


. .7008, .7571 


..7720, 8127. .9145 






Seq. No. 


25020 




Seq. ID 


OJ990714_10. 


9A01. 


C14 


Gene No. 


51922 




Strand 


+ 






Start 


520 




End 


9145 






Name 


OJ990714 10.9A01 


.C14 .ol.np 


Method 


AAT/NAP 






Start 


1065 




End 


1900 






GI 


1167955 




Score 


275 






Exons 


1065. .1262, 1658 


. .1900 











GI Descrip. (U43497) putative 32.7 kDa jasmonate-induced protein [Hordeum 

vulgare] gi 12465428 (AF021257) 32 kDa protein [Hordeum vulgare] 



Seq. No. 


25020 




Seq. ID 


OJ990714_10.9A01 


.C14 


Gene No. 


51922 




Strand 


+ 




Start 


520 




End . 


9145 




Name 


OJ990714 10 


. 9A01.C14 .o3.np 


Method 


AAT/NAP 




Start 


6873 




;End 


74.33 




GI, 


6063557 




Score 


378 ' ' 




Exons 


6873. .7052, 


7301. .7433 








GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


25020 




Seq. ID 


OJ990714_10.9A01 


.C14 


Gene No. 


51923 




Strand 


+ 




Start 


9410 




End 


9886 




Name 


OJ990714 10 


. 9A01.C14.o2.gs 


Method 


GENSCAN 




Start 


9410 




End 


9886 




GI 


none 




Score 


.62 




Exons 


9410. .9475, 


9824.. 9886 








Seq. No. 


25020 




Seq. ID 


OJ990714_-10. 9A01 


.C14 


Gene No'. 


51924 . 




Strand 






Start 


10785 




End . 


10934 




Name 


OJ990714 10 


. 9A01.C14.ol.tw 


Method 


TBLASTX: Wheat 





25101 




Start 


4673 








End 


5070 




GI 


none 








Score 


232 




Exons 


4673. .4861, 


4685 


. .4858, 


4860. 


.4967, 4861. .5070, 4861. .5046, 




5004. .5060 














Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01 


.C14 


Gene No. 










Strand. 


- 




Start 


10785 








End 


10934 




Name 


OJ990714 10 


.9A01 


.C14.ol 


. tm 


Method 


TBLASTX: Mai zre 




Start 


4873 








End 


5217 




GI 


none 








Score 


261 




Exons . 


4873. .5217 














Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01 


.014 


Gene No. 


CI QOyl 

ox 








Strand 


- 




Start 


10785 








End 


10934 




Name 


OJ990714 10 


.9A01 


.C14.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4930 








End 


5283 




GI 


none 








Score 


65 




Exons 


4930. .4995, 


4996 


. .5283, 


5007. 


.5228 






Seq. No. 


25020 








Seq. ID 


. OJ990714_10.9A01 


.C14 


Gene No. 










Strand 






Start 


10785 








End ■ 


10934 




Name 


OJ990714 10 


.9A01 


.C14.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5070 








End 


5367 




GI 


none 








Score 


269 




Exons 


5070 v y 52 61, 


5074 


. .5283, 


5283. 


.5366, 5284. .5367 




Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01 


.CI 4 


Gene No. 


oi yz4 








Strand 






Start 


• 10785 








End 


10934 




Name 


OJ990714 10 


.9A01 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5268 








End 


5511 




GI 


none 








Score 


185 




Exons ! 


5268. .5429, 


5293 


. .5511 










Seq. No. 


25020 








Seq. ID. 


OJ990714_10. 9A01 


.C14 


Gene No . 


CI QO^ 








Strand 






Start 


10785 








End 


10934 




Name 


OJ990714 10 


.9A01 


.C14.o3 


.tw* 


Method 


TBLASTX: Wheat 




Start 


5380 








End 


5850 - 




GI 


none 








Score 


196 




Exons 


5380. .5580, 


5382 


. .5564, 


5572. 


.5643, 5659. .5850 




Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01 


.C14 


Gene No. 


ci no / 

oiy^4 








Strand 






Start 


10785 








End 


10934 




Name 


OJ990714 10 


.9A01 


.C14.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


5386 








End 


5564 




GI 


none 








Score 


207 




Exons 


5386. .5526, 


5386 


. .5502, 


5400. 


.5525, 5S32..5564 




Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01 


.C14 


Gene No. 


51924 








Strand 






Start 


10785 








End'' 


10934 




Name 


OJ990714 10 


.9A01 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 





25102 




Start 


5563 








End 


5946 


GI 


none 








Score 


51 


Exons 


5563. .5640, 


5644 


. .5946, 


5796. 


.5918 




Seq. No. 


25020 








Seq. ID 


OJ990714_10.9A01.C14 




51924 








Strand 




Start 


10785 








End 


10934 


Name 


OJ990714 10. 


9A01 


;ci4.o3 


.ts 


Method- 


TBLASTX: Soybean 


Start 


5967 








End 


6291 


GI 


none 








Score 


75 


Exons 


5967. .6008, 


5968 


. .6009, 


6006. 


.6290, 6007.. 6291 ' 


Seq. No. 


25020 








Seq. ID 


OJ990714 10 QADI CIA 


Gene No . 


51924 












Start 


10785 








End 


- 10934 


Name 


OJ990714 10. 


9A01 


-C14.o5 


.tw 


Meat" Vi r\r\ 


' TBLASTX • Whpat 


Start 


5968 










fHOO 

\J O \J \J 


GI 


none 








Score . 


265 


Exons 


5968. .6300, 


5973 


. .6248 








Seq. No. 


25020 










O.TQ9071 4 10 QADI PI A 


Gene No. 


51924 












Start 


' ' 10785 








End 


10934 

X \J Zf J *i 


Name 


OJ990714 10", 


9A01 


.C14.ol 


.ts 


Mp1~ hnH 

1 iC U 1 1UU 


TRT.A9TX , c invhpan 


Start 


6292 








Hii ILi 


' 67R0 

O / Oil 


GI 


none 








" Score 


377 


Exons 


6292.. 6681, 


6294 


. .6530, 


6694. 


.6780 ■ . 




Seq. No. . 


25020 








O " • 1U 


O.T9Q071 4 ID QA01 PI A 


fifine 1 No 


51924 












Start 


10785 








End 


10934 


Name 


OJ990714 10. 


9A01 


.C14.o2 


.tw 


Mot" hoH 


TFU.A9TX • Wh^^-h 


Start 


6303 








End 


6684 


GI 


none 










4 07 


Exons 


6303. .6326, 


6304 


. .6684, 


6360. 


.6521 




Seq. No. 


25020 








Seq. ID 


OJ9907I4_10.9A01.C14 


Gene No. 


51924 








Strand, 




Start 


1-0785 








End 


10934 


Name 


OJ990714 10. 


9A01 


.C14.o3 


.gs 


Method 


GENS CAN 


Start • ■ 


10785 








End 


10934. . 


GI 


none 








Score 


.59 


Exons 


10785.. 10934 












Seq. No. 


25021 








Seq. ID 


OJ990714_10.9A01.C16 


Gene No. 


51925 








Strand 




Start 


1 








End 


608 


Name 


OJ990714 10. 


9A01 


.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


608 


GI 


64 98441 








Score 


755 


Exons 


1. .608 













GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum .bicolor Gypsy-Ty3 type 
retr'otransposon RetroSorl. (AF098806) [Oryza sativaj 

Seq. No. 25021 Seq. ID OJ990714_10.9A01.C16 

Gene No. 51925 Strand 



25103 




Start 


1 


End 


608 








Name 


OJ990714 10.9A01.C16.ol.gs 


Method 


GENSCAN 








Start 


97 


End 


567 








GI 


none 


Score 


.72 








Exons 


97. .567 












Seq. No. 


25022 


Seq. ID 


OJ990714 


_10. 


9A01 


.C17 




51926 


Strand 


+ 








Start 


166 


End 


237 








Name 


OJ990714 10.9A01.C17.ol.gs 


Method 


GENS.CAN 








Start 


166 


End 


237 








GI 


none 


Score 


.78 








Exons 


166. .237 












Seq. No. 


25022 


Seq. ID 


OJ990714 


_10. 


9A01, 


.C17 


Gene No. 


51927 . 


Strand 










Start 


1 


End . 


260 








Name 


OJ990714 10.9A01.C17.ol.np 


Method 


AAT/NAP 








Start 


1 


■ End 


260 








GI 


5042454 


Score 


194 








Exons 


1. .97, 154. .260 ' 












GI Descrip. 


(AC007789) .putative polyprotein [Oryza 


sativa] 








Seq. No. 


9 ^ f) 9 ^ 


Seq. ID 


OJ990414_ 


_12. 


9A14, 


.CI 


fZpnp Mr) 


^1 Q9ft 

D ± jz. O 


Strand 


+ 








Start . ' 


lUlUl 


End 


10920 








Name 


O.TQQP.41 A 19 QZ\T4 PI n9 rr<5 


. Method 


GENSCAN 








Start 


10101 


End 


10920 








GI 


none 


Score 


. 65 








Exons 


10101. .10155, 10220. .10262, 


10338. . 10461, 10594 


. .10920 , 




Seq. No. 


25023 


Seq. ID 


OJ990414 


_12. 


9A14. 


.CI 


ficine* No 


51929 


Strand 


+ 








Start 


13484 


End 


14842 








Name 


OJ990414 12.9A14.Cl.o3.gs 


Method 


GENSCAN 








Start 


13484 


End 


14757 








GI 


none 


Score 


. 96 








Exons 


13484. .13817-; 14033 14757 - 












Seq. No. 


25023 


Seq. ID 


OJ990414 


_12. 


9A14, 


,C1 


Gene No; 


51929 


Strand 


+ 








Start 


13484 


End 


14842 








Name 


OJ990414 12.9A14.Cl.o5.np 


Method 


AAT/NAP 








Start 


13487 


End 


14842 








GI 


4514637 


Score 


1156 








Exons 


13487. .13600, 13667 .. 13817 , 


14033. . 1484 


12 








GI Descrip. 


(AB021176) root cap protein 


2 [Zea mays] 








Seq. No. 


25023 


Seq. ID 


OJ990414_ 


_12. 


9A14. 


■ CI 


Gene No. 


51930 


Strand 










Start 


1 


End . 


12 681 








Name 


OJ990414 12.9A14.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2306 








GI ' 


" 4467124 


Score 


611 








Exons 


1/.1086, 2237. .2306 












GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 





25104 



Seq. No. 25023 

Gene No. ' 51930 

Start 1 

Name OJ990414_12 . 9A14 . CI . ol . gs 

Start 8 

GI none 

Exons 8.. 1212, 1267.. 1572, 2254. 

3967. .4054, 6280. .6479 



Seq. ID OJ990414_12.9AL4.C1 



Strand 
End 

Method 
End 
Score 
,2785, 2899. 



12681 
GEN SCAN 
6479 
.63 

.2997, 3656.. 3793, 



Seq. No. . 25023 Seq. ID 

Gene No. 51930 - Strand 

Start . 1 End 

Name OJ990414_12 . 9A14 . CI . o2 . np Method 

Start 2179 End 

GI 6735365 Score 

Exons 2179.. 2265, 2369.. 2997, 3434.. 3526, 3656 

"4260. .4348, 4691. .4756, 4948. .505.9, 6280 



OJ990414 12.9A14.C1 



12681 
AAT/NAP 
8194 . 
669 

3793, 3967. 
6383, 8176. 



.4054, 
,8194 



GI Descrip. (AL137082) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 

GI Descrip. 



25023 
51930 
1 

OJ9904 14_12 . 9A14 . CI . o3 . np 

7587' 

3451069 



Seq. ID OJ990414_12.9A14.C1 
Strand 

End 12681 

Method AAT/NAP 

End 12481 

Score . 140 



7587. .7632, 10454 .. 10827, 12433. .12481 

(AL031326) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414 12.9A14.C1 



25023 
51930 
1 

OJ990414_12 . 9A14 .CI . o4 .np 
11007 
114657 

11007. .11045, 12422.. 12681 

ATP SYNTHASE A CHAIN PRECURSOR (SUBUNIT IV) gi | 67 926 | pir | | LWRZ6 
H+-transporting ATP synthase (EC 3.6.1.34) chain a - rice 
chloroplast gi | 11975 | emb | CAA33990 | (X15901) ATPase a subunit 
[Oryza sativa] ' gi | 226693 | prf | | 1603356U ATPase a [Oiryza sativa] 



12681 
AAT/NAP 
12681 
108 



Seq. No. 25023 

Gene No. 51931 

Start 16869 

Name OJ990414_12 . 9A14 . CI . o2 . tm 

Start 128 

GI none 

Exons 128.. 505, 135.. 392 

Seq. No. 25023- 

Gene No. 51931 

Start 16869 

Name OJ9904 14_12 . 9A14 . CI . ol . ts 

Start 131 

GI none 

.Exons ' 131.. 454, 135.'. 455 ' 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_12.9A14.C1 
16931 

TBLASTX: Maize 

505 

104 



OJ990414_12.9A14.C1 
16931 

TBLASTX: Soybean 

455 

115 



Seq. No. 



25023 



Seq. ID OJ990414_12 . 9A14 .CI 



25105 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



51931 

16869 

OJ990414 

182 

none 

182. .541 



12.9A14.Cl.o2.tc 



Strand 
End 

Method 

End 

Score 



16931 

TBLASTX : Cress 

541 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25023 
51931 
16869 

OJ990414_12. 9A14 .Cl.ol.tm 

2379 

none 

2379.. 2513, 2387.. 2623, 2388. 
2565.. 2615, 2651.. 2818, 2703. 
3434.. 3529, 3435.. 3527 

25023 
51931 - 
16869 

OJ990414_12 . 9A14 .CI . o2 . ts 

2387 

none 

2387.. 2560, 2388.. 2573, 2561. 

25023 
51931 
16869 

OJ9904 14_12 . 9A14 . CI . ol . tw 

2399 

none 

2399..2S42, 2399.. 2557, 2440. 
2561. .2641, 2561. .2641, 2568. 
2645. .2818 



Seq. ID OJ990414_12.9A14.C1 

Strand / - 

End 16931 

Method TBLASTX: Maize . 

End 352 9 

Score 142 

.2495, 2393. .2503, 2545. .2628, 
.2813, 2897.. 2998, 2899.. 3000, 



Seq. ID OJ990414_12.9A14.C1 
Strand 

End 16931 

Method TBLASTX : Soybean 

End 2603 

Score 115 
.2602, 2568. .2603 

Seq. ID OJ990414_12.9A14.C1 
Strand 

End ' . 16931 
Method TBLASTX : Wheat 
End 2824 
Score 166 

.2562, 2527.. 2625, 2551.. 2622, 
.2672, 2632. .2814, 2636.-2824, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25023 Seq. ID 

51931 Strand 

16869 End : 

OJ9 ; 904 14_12 . 9A14 . CI . ol . tc Method 

14050 End 

none Score 



OJ990414_12.9A14.C1 
16931 

TBLASTX: Cress 

14646 

62 



14050. .14085, 14092. .14109, 14197, 
14389. .14646 



,14238, 14248. .14373, 



Seq. No. 


25023 




Seq. ID 


OJ990414_12. 9A14 


.CI 


Gene No. 


51931 




Strand 






Start 


16869 




End 


16931 




Name 


- OJ990414 12.9A14.C1 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


14065 




End 


14178 




GI 


none 




Score 


184 




Exons 


14065. .14178, 14073 


. .14177 








Seq. No. 


25023 




Seq. ID 


OJ990414_12. 9A14 


.CI 


Gene No. 


51931 




Strand 






Start 


16869 




End ■ 


16931 




Name 


OJ990414. 12.9A14.C1 


.o3. ts 


Method 


' TBLASTX : Soybean 




Start 


14389 




End 


14619 





25106 





none 




Score 


189 


Exons 


14389. .14619 








Seq. No. 


25023 




Seq. ID 


OJ9904 14_12 . 9A14 . CI 


bene lno. 


51931 




o u xrdncj. 




Start 


16869 




End 


16931 


Name 


OJ990414 12.9A14 


.Cl.o3. tm 


Method 


TBLASTX: Maize 


Start 


14527 




End 


14727 ' 


GI 


none 




Score 


267 


Exons 


14527. .14727, 14529. .14711 






Seq. No. 


25023 




Seq. ID 


OJ990414_12.9A14.C1 


Gene No. 


51931 




Strand 




Start 


1 6ft 69 

J. \J O \J J 




End 


16931 


Name 




PI n 1 rrn 


Method 


AAT/GAP 


Start 


1 6ft 6Q _ 




End 


16931 


GI 






Score 


96 


Exons 


1 6 ft 6 Q _ 1 6 Q ^ 1 








GI Descrip. 


'961P6ft7 9 flo-l 4 




hypothetical protein [Arabidop: 




thaliana] 1 








.'Seq; No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


bene lno ■ 


51932 




Strand 


+ 


Start 


5270 




End 


64 37^" ; - 


Name 


OJ990414 12.9A14 


.C2 .o3.gs 


Method 


GENS CAN • 


Start 


5270 




End 


6437 


GI 


.none 




Score 


•5"' 


Exons . 


5270. .5642, 6373 


. .6437 






Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51933 




Strand 


+ 


Start 


9515 




End ' 


13155 


Name 


OJ990414 12.9A14 


. C2.o3.np 


Method 


AAT/NAP 


Start 


9515 




End 


13155" 


GI 


6721512 




Score 


218 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9515. .9643, 1124 9 .. 11363, 11391 11524 , 11567 .. 11603, 
11715. .11783, 13130.. 13155 . 
(AP001O72) .hypothetical protein [Oryza satiya ];•■•> ■ 



25024 
51934 
15734 

OJ9904 14_12 . 9A14 . C2 . o7 . gs 

15734 

none 



Seq. ID > Od s 9S"04-14_l : 2.9A14.C2 

Strand + 

End - 19530 

Method GEN SCAN 

End 19530 

Score .56 



15734. .15739, 17479 .. 17565, 18060 .. 18203, 19312. .19530 



25024 
51935 
1 

OJ9904 14__12 .9A14.C2.ol. gp 
1 

15592_1.R1084 
1. .582 

'3747050 7. Oe-48 (AF093540) ribosomal protein L26 [Zea mays] 1 . 



Seq. ID OJ990414_12.9A14.C2 

Strand 

End 582 

Method AAT/GAP 

End 582 

Score 964 



Seq. No. 



25024 



Seq. ID OJ990414_12.9A14.C2 



25107 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.^ 



51935 Strand 

1 End 582 

OJ9904 14_12 .9A14.C2.ol. np Method AAT/NAP 

155 End 517 

3747050 Score 589 
155. .517 

(AF093540) -ribpsomal jprotein L26 [Zea mays] 



Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14'.C2 


\jBV1B . wo . 










Start 


1287 




End 


' 1616 


Name 


OJ990414 12.9A14.C2 


. o2.gs 


Method 


GENSCAN 


Start 


1287 




End 


1616 


GI 


none 




Score 


.82 


Exons 


1287. .1616 








Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51937 




Strand 






ft 07 S 




End • 


9677 


Name 


OJ990414 12.9A14.C2 


. o4 .gs 


Method 


GENSCAN 


Start 


8075 




End 


9607 


GI 


none 




Score 


.45 


Exons. 


8075.. 9607 








Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51937 




Strand 




Start 


8075 




End • 


9677 


Name 


OJ990414 12.9A14.C2 


. o2.np 


Method 


. AAT/NAP ' 


o car t. 


8084 




End 


9592 


GI 


3860263 




Score 


1282 


Exons 


8084.. 9592 








GI Descrip. 


(AC005824) putative 


cytochrome P4 50 [Arabidopsis thaliana] 


Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51937 




Strand 




Start 


8075 




End 


. 9677 


Name 


OJ990414 12.9A14.C2 


. o2 . gp 


Method 


AAT/GAP 


Start 


9177 




End 


9677 , 


GI*. "I ; ■'*' 


-91897' i . Ri'084 : 




Score • • 


■964 ' " 1 - 


Exons 


9177.. 9677 \ 








GI Descrip. 


•3860263 3.0e-29 (AC005824) 


putative cytochrome p450 protein 




[Arabidopsis thaliana] 1 






Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51938 




Strand 




Start 


11414 




' End- 


11993 


Name 


OJ990414 12.9A14.C2 


.o5.gs 


Method 


GENSCAN 


Start 


11414 




End 


11993 


GI 


none 




Score 


.78 


Exons 


11414. ,11515, 11967 


. .11993 . 






Seq. No. 


25024 




Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51939 




Strand 




Start - , 


1255*1 




End- 


13487 


Name 


OJ990414 12.9A14.C2 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


101 




End 


518 


GI 


none 




Score 


72 ' . 



25108 




Exons 


101. .517, 178. .225,. 201 


. .287, 


375. .518 




Seq. No.. 


25024 






Seq. ID 


OJ990414_12.9A14.C2 


Gene No . 


51939 






o z rana 




Start 


12551 






End 


13487 


Name 


OJ990414 12 


.9A14.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


137 






End 


518 


GI 


none 






Score 


94 


Exons 


137. .517, 201. .290, 375 


. .518 






Seq. No. 


25024 






Seq. ID 


OJ990414_12.9A14.C2 


Gene No . 


51939 






btrana 




Start 


12551 






End 


13487 


Name 


OJ990414 12 


.9A14.C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


137 






End 


518 


GI 


none 






Score 


64 


Exons 


137. .517, 175. .222, 201 


. .290, 


375. .518 




Seq. No. 


■ ZOVZQ 






Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


CI QOft 






Strand 




Start 


iZOOl 






End 


13487 


Name 


OJ990414 12 


.9A14.C2.ol. 


lS 


Method 


TBLASTX : Soybean 


Start 


8097 






End 


9578 


GI 


none 


■* 




Score 


57 


Exons 


ouy / . . o loo, 


Ql 1 1 Q1CO 
O 1 1 1 . . O 1DZ t 


8231. 


.8323, 8235. .8324, 8342. .8572 






0 Dj4 . .0 / ZD, 


8639. 


.8743, 8756. .9097, 8766. .8813 




QQQQ QH"7T 

tsoo y . . yu / / , 


y 1 1 u . . y o / / , 


9180. 


.9578 




Seq. No. 


Z DUZ 4 






Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51939 






Strand 




btart 


12551 






End 


13487 


Name 


r\ jQQCiA 14 19 


Qal A rO r\0 
. yt\± 4 • \^Z . oz . 


tc 


Method 


TBLASTX: Cress . 


Start 


o ZZD 






End 


9368 


GI 


none 






Score 


78 


Exons 


8225. .8317, 


8319. .8405, 


8321. 


.8467, 8642. .8800, 8852. .8923 




'8945. .9367, 


9198. ,9368- 








■Seq. No. 


25024 






Seq.\jED 


OJ9904 14^12. 9A14.C2 


Gene No.' 


51939 






Strand 






12551 " " 






End " 4 


13487 • 


Name 


OJ990414 12 


.9A14.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start . 


. 8231 






End 


9368 


GI * 


none 






Score 


49 


Exons 


8231. .8305, 


8235. .8306, 


8312. 


.8575, 8313. .8402, 8651. .8800 




8819. .8923, 


8945. .9367, 


9014. 


.9136, 9180.. 9368 


Seq. No. 


25024 






Seq. ID 


OJ990414_12. 9A14.C2 


Gene No . 


51939 






Strand 




Start 


12551 






End 


13487 


Name 


OJ990414 12 


.9A14.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


* 8369 






End 


8749 


GI 


none 






Score 


174 


Exons 


.8369. .8572, 


8370. .8564, 


8634. 


.8738, 8639. .8749 


Seq. No. 


25024 






Seq. ID 


OJ990414_12.9A14.C2 


Gene No. 


51939 






Strand 




Start 


12551 






End 


13487 



25109 



Name 


OJ990414 12.9A14.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8792 


End 


9200 






GI 


none 


" Score 


293 






Exons 


8792. .9199, 8793. .9200 










Seq, No. 


25024 


Seq. ID 


OJ990414_12 


9A14 


,C2 


Gene No . 


51939 


Strand 








Start 


12551 


End 


13487 






Name 


OJ990414 12.9A14.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


9432 


End 


9632 






GI 


none 


Score 


193 






Exons 


9432. .9632, 9434. .9601 










Seq. No. 


25024 


Seq. ID 


OJ990414_12 


9A14 


.C2 


Gene No . 


51939 


Strand 








Start 


12551 


End 


13487 






Name 


OJ990414 12.9A14.C2.o6.gs 


Method 


GENSCAN 






Start 


12551 


End 


13487 






GI 


none 


Score 


.93 






Exons 


12551. .12658, 13266.. 13487 










Seq. No. 


25025 


Seq. ID 


OJ990414_12. 


9A14 


.C3 


Gene No. 


"'5194 0 


Strand 


+ • 






Start 


3817 


End 


-6559 ' 






Name 


OJ990414 12.9A14.C3.ol.np 


Method 


AAT/NAP 






Start 


3817 


End 


6559 






GI; 


2130056 


Score . 


74 






Exons 


3817. .4008, 4233. .4419, 643< 


5. .6559 








GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC 1. 


6.5.3) chain 


2 - 


barley 




chloroplast 










Seq. No. 


25025 


Seq. ID 


OJ990414_12. 


9A14 


.C3 


Gene No 


51941 


Strand 


+ 






Start 


28816 


End 


31955 






Name 


OJ990414 12.9A14.C3.o3.gp 


Method 


AAT/GAP 






Start 


28761 


End 


28987 






GI 


none 


Score 


414 






Exons 


28761, .28987 










Seq. No. 


25025*"' 


Seq. ID 


OJ990414_12. 


9A14 


.C3 


Gene No. 


51941 .. 


Strand 


+ 






Start 


28816 


End 


31955 






Name' 


OJ990414 12.9A14.C3.o4.gs 


Method 


GENSCAN 






Start 


28816 , 


End 


31882 






GI 


none , 


Score 


.54 






Exons 


28816. .28983, 29686 .. 29730, 


31041. .31362, 31768. .31882 




Seq. No. 


25025 


Seq. ID 


OJ990414_12. 


9A14 


.C3 


Gene No. 


51941 


Strand 


+ 






Start 


28816 


End 


31955 






Name 


OJ990414 12.9A14.C3.o4.np 


Method 


AAT/NAP 






Start 


31178 


End 


31955 






GI 


4455299 


Score 


84 






Exons 


-31178. .31374, 31762.. 31955 










GI Descrip. 


(AL035528) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


25025 


Seq. ID 


OJ990414_12. 


9A14 


.C3 



25li0 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name'^ : ' 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 



51942 
9974 

OJ990414_12.9A14.C3.ol.gp- 
9974 

LIB3434-010-P1-K1-E11 
9974. .10117, 10231. .10309, 
10848. .10880, 10971. .11106 
'3757529 l.Oe-17 (AC005167) 



Strand 
End 

Method 

End 

Score 



11106 
AAT/GAP 
11106 
846 



10429. .10470, 10682. .10735, 
tetracycline transporter-like 



protein [Arabidopsis thaliana] 1 



OJ990414 12.9A14.C3 



25025 Seq. ID 

51943 - Strand 

14994 End 
OJ990414_12. 9A14 .C3.o2.np Method 
14994 End 
6503305 Score ' 

14994. .15326, 15420 .. 15725, 16592. 
17278. .17381, 17852 .. 17918 , 18010, 
20475. .21214 

(AC011713) Contains similarity to gb|U19615 LET 858 gene from 
Caenorhabditis elegans. ESTs gb|AI995150, gb|H76674 and 
gb|R84035 .come from this gene. [Arabidopsis thaliana] 



21214 
AAT/NAP 
21214 
2125 
16890, 17091. 
18136, 18288. 



.17193, 
,18931, 



25025 " Seq. ID 

51944 ■ Strand 

22110 End . 

0 J9904 14_12 .9A14.C3.o2. gp Method 

22110 End 

4715102 Score 
22110.. 22402 



25025 
51945 
25859 

OJ990414_12 . 9A14 ,C3 .o4 .tm 
9760 



OJ990414_12.9A14.C3 

22402 
AAT/GAP 

22402 ' * . ^ 

546 



OJ990414 12.9A14.C3 



none 
.9760. , 
10045. 
10232. 



Seq. ID 
Strand 
' End 
Method 
End 
Score 

9816, 9853. .9921, 9862. .9918, 10038 .. 10115 , . 10042 . 
.10116, 10047.-. 10139, 10228 .. I03il 10230 .. 10310, 
.10330, 10232. .10312, 10424 .. 104 65, 10429.. 10467 



31955 

TBLASTX: Maize 

10467 

34 



10155, 



25025 
51945 
25859 

OJ9904 14_12 . 9A14 . C3 . o5 . tm 
10693 
none 
10693. 
10976. 
11295. 



,10716, 10848. 
.11053, 11150. 
( ll r 387, 11325. 



.10880, 
11248, 
11399, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10971 

11157 



OJ990414 12'.9A14.C3- 



31955 

TBLASTX: Maize 
11403 
72 

11021, 10972 
11249, 11158 



11326. .11403, 11338. 



11052, 
11253, 
11397 



25025 
51945 
25859 

OJ990414_12.9A14.C3.ol.tw 

12531 

none . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_12.9A14.C3 
31955 

TBLASTX: Wheat 

13239 

118 



25111 




Exons ' 


12531. 


.12644, 


12534. 


.12644, 


12535. .12645, 12535 


. .12645, 






13052. 


.13120, 


13060'. 


.13140, 


13105. .13236, 13117 


. .13239 




Seq. No. 


25025 








Seq. ID 


OJ990414 


_12.9A14 


.C3 


bene lno • 


51945 








Strand 








Start 


25859 








■ End 


31955 






Name 


OJ990414 12.9A14.C3. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


13060 








End 


13267 






GI 


none 








Score 


122 






Exons 


13060. 


.13209, 


13063. 


.13248, 


13076. .13267 






Seq. No. 


25025 








Seq. ID 


OJ990414 


_12.9A14 


.C3 


Gene No. 


51945 








Strand 








Start 


25859 








End 


31955 






Name 


OJ99041-4 12.9A14.C3. 


ol.ts 


Method 


TBLASTX: 


Soybean 






14524 








End 


16803 






GI 


none 








Score 


80 






Exons 


14524. 


.14568, 


14565. 


.14702, 


14590. .14694, 14711 


. .14737, 






14712. 


.14735, 


15114. 


.15338, 


15115. .15327, 15138 


. .15329, 






15412. 


.15726, 


15415. 


.15726, 


15417. .15731, 15420 


. .15728, 




** 


16589. 


.16729, 


16591. 


.16749, 


16593. .16658, 16594 


. .16803 




Seq. No. 


25025 








Seq. ID 


OJ990414 


_12.'9A14 


.C3 


Gene No. 


51945' 








Strand 








Start 


25859 








End 


31955 






Name 


OJ990414 12.9A14.C3. 


o2. tm 


Method 


TBLASTX: 


Maize 




Start *. 


14542 








End . 


18396 






GI 


none 








Score 


97 






Exons ** 


14542. 


.14568, 


14605. 


.14697, 


14610. .14702, " 14619 


. .14699, 






14711. 


.14737, 


15129. 


.15170, 


15130. .15171, 15181 


. .15327, 






15201. 


.15338, 


15213. 


.15329, 


15415. .15726, 15420 


. .15728, 






16562. 


.16717, 


16589. 


1 679Q 


16591. .16749, 16594 


• • .L U / O O , 






16765. 


.16908, 


16788. 


.16892, 


17088. .17195, 17088 


. .17177, 






17089. 


.17196, 


17092. 


.17196, 


17277. .17381, 17277 


. .17381, 






17278. 


.17382, 


17278. 


.17382, 


17838. .17921, 17838 


. .17918, 






17992. 


.18096, 


17995. 


.18087, 


18089. .18139, 18089 


. .18139, 






18280. 


.18396, 


18288. 


.18392 










Seq. No. 


25025 








Seq". ID 


OJ990414 


JL2.9A14 


.C3 


Gene No. 


. 51945 








Strand 










25859 








End 


3.1955 






Name 


OJ990414 12.9A14.C3. 


o3.tc 


Method 


TBLASTX: 


Cress 




Start 


14604 








End 


15468 






GI 


none 








Score 


69 






Exons 


14604. 


.14702, 


14605. 


.14697, 


14714 . .14737, 15195 


. .15338, 






15196. 


.15327, 


15415. 


.15468, 


15420. .15467 






Seq. No. 


25025 








Seq. ID 


OJ990414 


_12. 9A14 


.C3 


Gene No. 


51945 








Strand 








•Start 


25859 








End 


31955 






Name 


OJ990414 12.9A14.C3. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


15468 








End 


18139 






GI 


none 








Score 


281 






Exons 


15468. 


.15728, 


15469. 


.15726, 


15480. .15731, 16589 


. .16714, 






16589. 


.16729, 


16591. 


.16749, 


16594. .16782, 16820 


. . 16891,. 






17092. 


.17151, 


17149. 


.17196, 


17278. .17379, 17279 


. .17380, 






17827. 


.17937, 


17838. 


.17918, 


17992. .18096, 17995 


. .18081, 





'25112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18089. .18139, 18090.. 18137 

25025 Seq. ID 

51945- Strand 

25859 End 

OJ9904 14_12 . 9A14 . C3 . o3 . ts Method 

16808 End 

none Score 



OJ990414_12.9A14.C3 
31955 

TBLASTX : Soybean 

18608 

67 



16808. .16891, 17092. .17202, 17098 .. 17166, 17100 .. 17195, 

17277. .17378, 17278 .. 17379, 17279 .. 17380 , 17838 .. 17918, 

17848. .17937, 17992 .. 18096, 1808 9 .. 18139, 18276. . 18608, 
18289. .18606 



Seq. No. 25025 

Gene No. 51945 

Start 25859 

Name OJ990414JL2 . 9A14 ,C3.o3. tm 

Start 18529 

GI none 

Exons 18529. .18651, 18529. . 18657, 18531.. 18671 



Seq. ID OJ990414_12.9A14.C3 



Strand 
End 

Method 

End 

Score 



31955 

TBLASTX: Maize 
18671 
162 



Seq. No. 25025 
Gene No. 51945 
Start 25859 

Name OJ9904 14_l-2 . 9A14 . C3 . ol . tm 

Start 19793 
GI . . none 
Exons 19793. 

20479. 

20845. 

31068. 



.19924, 19809. 

.20733, 20739. 

.20964, 21009. 

.31145, 31134. 



.19925, 
.20825, 
.21362, 
.31289, 



•Seq. ID OJ990414_12.9A14.C3 
Strand 

End 31955 

Method TBLASTX: Maize 

End 31955 

Score 93 
20314. .20394, 20478 .". 20732, 
20740. .20814, 2084 4 .. 20960, 
'21022. .21348, 21336 .. 21362, 
31272. .31382, 3174 6 .. 31955, 



31761. .31955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25025 
51945 
25859 

OJ990414_12.9A14.C3.ol.tc 
19796 



End 

Method 
End 

'none 1 ' • Score 
19796. .19924, 20314 .. 20373, 20478 .. 20735, 20482 .. 20685, 
20742. .20834, 20835 .. 20933, 21012 .. 21071, 21129 .• .21323, 
31143.. 31304, 31740.. 31877, 31881.. 31955 



Seq. ID OJ990414_12.9A14.C3 
Strand 

31955 

TBLASTX: Cress 
31955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25025 Seq. ID 

51945 Strand 

25859 End 

OJ990414JL2. 9A14 . C3 . o2 . ts Method 

19796 End 

none Score 



19796. .19924, 20314. 
21012. .21077, 21123. 



.20373, -20478. .20735, 20835 
.21323, 31767. .31877, 31881 



OJ990414_12.9A14.C3 
31955 

TBLASTX : Soybean 

31955 

81 

20933, 
31955 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25025 
51945 
25859 . 
OJ990414 
-24581 



12. 9A14.C3.o7.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990414_12.9A14.C3 
31955 

TBLASTX : Maize 
27908 



25113 



GI 

Exons 



none Score 93 

24581. .24634, 24628 24723, 27639 .. 27815 , 27655 .. 27819, 

27831. .27908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 



25025 Seq. ID OJ9904 14JL2 . 9A14 . C3 

51945 Strand 

25859 End 31955 

OJ990414_12.9A14.C3.o3.np ' Method AAT/NAP 

25859 End 27802 

6598399 Score 51 

25859. .25917, 27630.. 27802 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



25025 
51945 
25859 

. OJ990414_12 . 9A14 . C3 .-o3 . gs . 
27031 
none 



Seq. ID OJ990414_12.9A14.C3 
Strand 

End 31955 

Method GENSCAN 

End 28669 

Score .51 



27031. .27213, 27301 .. 274 10, 27614 .. 27686, 27875 28034 , 
28286.-28369, 28617. .28669 



Seq. No. 25025 • " - ' 

Gene No. 51945 

Start 25859 . 

Name OJ990414_12 . 9A14 . C3 . o4 . ts 

Start 31068 ^ " 

GI none 
Exons 



Seq. ID OJ990414_12. 9A14.C3 

Strand - 

End 31955 

Method TBLASTX : Soybean 

End' 31379 

Score 67 



31068. .31121, 31070. .31120, 31131 .. 3128 9, 31133. . 31285, 
31307. .31363, 31308.. 31379 



Seq. No. 25026 

Gene No. , 51946 
Start 1 

Name OJ990414_12 . 9A14 . C4 . ol . np 

Start 1 
GI 4874290 
Exons - 1; .478 ; ' " • '.: 

GI Descrip. (AC007212) putative purple acid phosphatase precursor 
[Arabidopsis thaliana] 



Seq. ID OJ990414_12. 9A14 ,C4 

Strand + 

End 478 

Method AAT/NAP 

End 478 

Score 3.52 



Seq. No. 


25026 








Seq. ID 


OJ990414 


Gene No. 


51946 








Strand 


+ 


Start 


1 








End - 


478 


Name 


.OJ990414 12 


.9A14 


.C4.ol. 




Method 


GENSCAN 


Start 


46 








End 


478 


GI . 


none 








Score 


.58 


Exons 


46. .478 












Seq. No. 


25026 








Seq. ID 


OJ990414 


Gene No. 


51947 








Strand 


+ 


Start 


1441 








End 


2462 


Name 


OJ990414 12 


. 9A14 


.C4.o2. 


gs 


• . Method 


GENSCAN 


Start 


1441 








End 


2462 


GI 


none 








Score 


.94 


Exons 


1441. .1596, 


1832 


. .1942, 


2061. 


.218.3, 2244.. 2462 



25114 




Seq. No. 


25026 






Seq. ID 


OJ990414 12 9A14 


. C4 


Gene No. 


51948 






Strand 


+ _ 




Start 


3424 






End 


5168 




Name 


OJ990414 12 


.9A14 


.C4 .o3.gs 


Method 


GENS CAN 




Start 


3424 






End 


5168 




GI 


none 






Score 


• .76 




Exons. 


3424. .3486, 


5019 


. .5168 








Seq. No. 


25026 - 






Seq. ID 


OJ990414 12.9A14 


.C4 


Gene No. 


51949 






Strand 






Start 


6912 






End 


8327 




Name 


OJ990414 12 


.9A14 


.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


460 




GI 


none 






Score 


218 




Exons 


2. .202, 19. 


.99, 


199. .453, 


209. .460 






Seq. No. 


. 25026 






Seq. ID 


OJ990414 12.9A14 


. C4 


Gene No. 


51949 






Strand 






Start 


6912 






End 


8327 




Name 


OJ990414 12 


-9A14 


.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start . 


2 






End 


430 




GI 


none - 






Score 


163 




Exons 


2. .2-fl/ 230 


. .430 


, 253.. 381 






■ 


Seq. No. 


25026 






Seq. ID 


OJ990414 12 9A14 


. C4 


Gene No. 


51949 






■ Strand . 






Start 


6912 






End 


8327 




Name 


OJ990414 12 


.9A14 


.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


8 






End 


433 




GI 


none 






Score 


187 




Exons 


8. .214, 19. 


.210, 


230. .433, 


253. .381 






Seq. No. 


25026 






Seq. ID 


OJ990414JL2.9A14 


. C4 


Gene No. 


51949 






Strand 






Start 


6912 






End 


8327 . 




Name 


OJ990414 12 


-9A14 


. C4 .o4 ,gs 


Method 


GENSCAN 




Start 


6912 






End 


8327 




GI •/.; 


none 






Score 


.5 




Exons 


6912. .7115, 


7151 


..7258, 7311.. 7537, 8276.. 8327 




Seq. No. 


25027 






Seq. ID 


OJ990414 12.9A14 


. C5 


Gene No. 


51950 






Strand 


+ 




Start 


2214 






End 


2665 




Name 


OJ990414 12 


.9A14 


. C5.ol.gs 


Method 


GENSCAN 




Start 


2214 






End 


2665 




GI 


none 






' Score 


.52 




Exons 


2214. .2420, 


2426 


. .2665 








Seq. No. 


25028 






Seq. ID 


OJ990414_12.9A14 


.C6 


Gene No. 


51951 






Strand 


+ 




Start 


656 






End 


3016 




Name 


OJ990414 12 


.9A14 


.C6.ol .gs 


Method 


GENSCAN 




Start 


656 






End 


3016 




GI • 


none 






Score 


.56 




Exons 


656. .923, 1103..: 


1177, 1285 


..1342, 1512 


. .1712, 1734. .1775, 



2764 . .3016 



25115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25028 
51952 
2409 

OJ990414_12.9A14 .C6.ol.gp 
2409 

951_1.R1084 
.2409. .2961, 



OJ990414 12.9A14.C6 



Seq. ID _ 
Strand 

End 34 07 

Method AAT/GAP 
End 3407 
Score 1252 
3058.. 3098, 3312.. 3407 
'5360178/gb|AAD42895.1|AF159882_l 2.0e-93 (AF159882) Cen-like 
protein FDR2 [Oryza sativa] ' 



25028 
51952 
2409 

OJ990414_12.9A14.C6.ol.ts 

2716 

none 

2716. .2946, 
3053. .3109, 



2735. .2962, 2751. 
3057.. 3110, 3303. 



25028 
51952 
2409 

OJ990414_12.9A14 .C6.ol.tc 

2727 

none 

2727. .2864, 2739. .2870, 2771. 
3053. .3109, 3054.. 3110, 3303. 

25028 
51952 
2409 

OJ990414_12.9A14.C6.ol.tm 

2739 

none 

2739. .2852, 2771. .2851, 2855. 
3054.. 3110, 3301.. 3369, 3303. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 12.9A14.C6 



3407 

TBLASTX : Soybean 
3373 
91 

2963, 2751. .2945, 2771. .2962, 
3371, 3311. .3373, ■ 3311. .3373 



Seq. ID OJ990414_12. 9A14.C6 
Strand 

End 3407 . 

Method TBLASTX : Cress 
End 3374 
Score 14 9 

.2884, 2864... 2962, 2868.. 2966, 
.3374, 3311. .3373 

Seq. ID OJ990414_12.9A14.C6 
Strand 

End 3407 

Method TBLASTX : Mai ze 

End 3385 

Score 99 . 

.2962, 2874.. 2963, 3053.. 3109, 
.3374, 3311.. 3385, 3311.. 3373 



Seq. No. 


25028 




' Seq. ID' 


OJ990414 


_12. 


9A14 


.C6 


Gene No. 


51952' 




Strand 










Start 


2409 




End 


3407 








Name 


OJ990.414 12 


.9A14.C6.ol.np 


Method 


AAT/NAP 








Start 


2747 




End . 


3407 








GI 


5360178 




Score . 


484 








Exons 


2747. .2961, 


3058.. 3098, 3312 


..3407 










GI Descrip. 


(AF159882) 


Cen-like protein 


FDR2 [Oryza sativa] 








Seq. No. 


25029 




Seq, ID 


OJ990414 


_12. 


9A14 


.C8 


Gene No. 


51953 




Strand 










Start 


570 




End 


1127 








Name 


OJ990414 12 


.9A14.C8.ol.gp 


Method 


AAT/GAP 








Start 


570 




End 


1127 








GI 


none. 




Score 


1080 








Exons 


570. .1127 














Seq. No. 


25029 




Seq. ID 


OJ990414 


_i2. 


9A14 


.C8 


Gene No. 


51954 




Strand 











25116. 



Start 
Name 
Start 
GI 

Exons 



4191 End 4394 

0 J9904 14_12 .9A14.C8.o2. gs Method GEN SCAN 

4191 End 4347 

none Score . 64 
4191. .4347 



Seq. No. 


25029 






Seq. ID 


OJ990414_12. 


9A14.C8 


Gene No. 


51954 






Strand 


- 




Start 


4191 






End 


4394 




Name 


OJ990414 12 


.9A14.C8.ol. 


np 


Method 


AAT/NAP 




Start 


4194 






End 


4394 




GI 


6967109 






Score 


161 




Exons 


4194. .4244, 


4287. .4394 










GI Descrip. 


(AL138652) 


protein kinase- 


■like protein 


[Arabidopsis 


thaliana] 


Seq. No. 


25030 






Seq. ID 


OJ990414_12. 


9A14.C9 


Gene No. 


51955 






Strand 


+ 




Start 


51 






End 


374 




Name 


OJ990414 12 


.9A14.C9.ol. 


gs 


Method 


GENSCAN 




Start 


51 






End 


374 




GI 


none 






Score 


.59 




Exons 


51. .374 












Seq. No. 


25030* 






Seq. ID 


OJ990414JL2. 


9A14.C9 ' 


Gene No. 


51956 






Strand 


+ 




Start 


1466 






End 


534 3 




Name 


OJ990414 12 


.9A14.C9.o2, 


gs 


Method 


GENSCAN 




Start* 


1466 






End 


5343 




GI 


none 






Score 


.74 




Exons 


1466. .1580, 


2421. .2501, 


3226. .3822, 5204. .5343 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
gr : .GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25030 Seq. ID 

51957 Strand 

1 End 

OJ9904 14_12 .9A14.C9.ol. np Method 

1 End 

6967109 Score 



OJ990414_12.9A14.C9 

4639 
AAT/NAP 
4639 
563 



1. .324, 3316. .3756, 4555. .4639 ^ 

(AL138652) protein kinase-like protein [Arabidopsis thaliana] 



25030 
51957 
1 

OJ990414_12. 9A14 .C9.ol.tc 
66 

none 

66..9S, 183.. 284, 184.. 264, 3312. .3545, 3373 
3565.. 3657 



Seq. ID 

.Strand 
End 

Method 

End 

Score 



OJ990414 12.9A14.C9 



4639 

TBLASTX: Cress 
3657 
86 

3546, 3564, 



,3656, 



Seq. No. 25030 Seq. ID 

Gene No. 51957 Strand 

Start 1 End 

Name OJ9904 14_12 . 9A14 . C9 . ol . tm Method 

Start 181 End 

GI none * Score 

Exons 181.. 264, 183.. 284, 3291.. 3545, 3373.. 3546, 3564 
3565.. 3612 



OJ990414_12.9A14.C9 
4639 

TBLASTX: Maize 
3659 
86 

3659, 



25117 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25030 
51957 
1 

OJ990414_12.9A14 .C9.ol.ts 

3373 

none 



Seq. ID OJ990414_12.9A14.C9 
Strand 

End 4 639 

Method TBLASTX : Soybean 

End 3659 

Score 89 



3373. -3546, ■ 3375. .3545, 3564.. 3659, 3565.. 3612' 



25031 
51958 
1 

OJ990414_12.9A14 .C10.ol.gp 
1 

none 
1. .361 



Seq. ID OJ990414_12. 9A14.C10 
Strand 

End 1823 

Method AAT/GAP 

End 361 

Score 559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ^ 

Exons ■ 

jG£ Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25031 . . 

51958 
1 

OJ9904 14_12 . 9A14 . CIO . ol . np 
1 

4371292 

1..45, 122.. 247, 1752.. 182^3 
(AC006260) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990414_12.9A14.C10 
Strand 

End 1823 

Method AAT/NAP 

End 1823 

Score 48 



25031 
51958 

■ 1 

OJ990414_12.9A14 .C10.ol.gs 

126 

none 

126. .247, 329. .556 



Seq. ID OJ990414_12.'9A14.C10 
Strand 

End 1823 

Method GENSCAN 

End 556 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' - ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



25031 
51958 
1' 

OJ9904 14_12 . 9A14 . C10 . o2 . gp 
454 

uC-osrocyp010c05bl 
454. .821 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon . 
4-coumarate-CoA ligase gene, intron 1, partial sequence* 



Seq. ID OJ990414_12.9A14.C10 
Strand 

1823 
AAT/GAP 
821 
606 



End 

Method 

End 

Score 



25032 
51959 
5353 

OJ990414_12 . 9A14.. Cll . ol . gp 
5353 

60650_1.R1084 
5353. .5513 

1 169459 1.0e-08 (M18538) pop3 peptide [Populus balsamifera 
subsp. trichocarpa X Populus deltoides] 1 



Seq. ID OJ990414_12.9A14.C11 

Strand + 

End 5513 

Method AAT/GAP 

End 5513 

Score 296 



.25032 
51960 
697 



Seq. ID OJ990414_12.9A14.C11 
Strand 

End 2313 



25118 




Name 


OJ990414 12. 9A14.Cll.ol.gs 


Method 


GEN SCAN 


Start 


697 


End 


2313 


GI 


none 


Score 


.5 


Exons 


697. .717, 1852. .2313 






Seq. No. 


25032 


Seq. ID 


OJ990414__12.9A14.C11 


bene wo . 




oil aiiu. 




Start 


4532 


. End 


-5352 


Name 


OJ990414 12.9A14.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


3862 


End 


4044 


GI 


none 


Score 


235 


Exons 


3862. .4044, 3864. .4043 






Seq. No. 


25032 


Seq. ID 


OJ990414_12. 9A14 .Cll 


oene ino . 




O L J- d 1 1L1 




Start 


4532 


End 


5352 


Name 


OJ990414 12. 9A14.Cll.o2.gs 


Method 


GEN SCAN 


Start 


4532 


End 


5352 . ■ 


GI 


none 


Score 


.58 


Exons 


4532. .4769, 5324. .5352 






Seq. No. 


25033. 


Seq. ID 


OJ990414_12.9A14.C12 


Gene No . 




Qf- nH 

U Li Cll 1LA 




Start 


92 


End 


155 


Name 


OJ990414 12.9A14.C12.ol.gs 


Method- 


GENSCAN ' ■ . 


Start 


92 


End 


155 


GI 


' none 


Score 


.59 


Exons 


92. .155' 






Seq. No. 


25034 


Seq. ID 


OJ990414_12.9A14.C18 


Gene No . 


CI QCQ 


OLI a I Id 




Start 


486 


End 


584 


Name 


OJ990414 12.9A14.C18.ol.gs 


Method 


GENSCAN 


Start 


486 


End 


584 


GI 


none 


Score 


.56 


Exons 


486. .584 






Seq. No. 


25035 


Seq. ID 


OJ990414_12.9A14.C19 


bene esio . 


.ci QC/1 


OLI. a. 11 Li 


+ 


Start 


81 


End 


724 


Name 


OJ990414 12.9A14.C19/ol.gs 


Method 


GENSCAN 


Start. 


81 


End 


724 


GI 


■ none 


Score 


.86 


Exons 


81. .91, 536. .724 






Seq. No. 


25035 


Seq. ID 


OJ990414_12.9A14.C19 


Gene No. 


51965 


Strand 




Start 


229 


End 


814 


Name 


OJ990414 12.9A14.C19.ol.gp 


Method 


AAT/GAP 


Start 


"229 


End 


814 


GI 


LIB3433-051-P1-K1-H5 


Score 


403 


Exons 


229. .268, 543. .814 






GI Descrip. 


' 474008/dbj | D29729 | RICYK43 


1.0e-7 5 Rice mRNA, partial homologous 




to r-ibosomal protein S15 gene' 




Seq. No. 


25036 


Seq. ID 


OJ9904 14_12 . 9A14 . C21 


Gene No. 


51966 


Strand 


+ 



25119 




Start 


58 




End 


207 


Name 


OJ990414 12.9A14.C21.ol. 


gp 


Method 


AAT/GAP 


Start 


58 




End 


207 


GI 


none 




Score 


169 


Exons 


58. .207 








Seq. No. 


25036 




Seq. ID 


OJ990414_12.9A14.C21 


Gene No. 


51967 




Strand 


+ 


Start 


394 




End 


687 


Name 


OJ990414 ,12.9A14.C21.o2. 


gp 


Method 


AAT/GAP 


"Start 


394 




End 


687 


GI 


LIB3433-051-P1-K1-H5 




Score 


364 


Exons 


394. .687 








GI Descrip. 


'474008/dbj | D29729 | RICYK4 3 1. 


Oe-75 Rice mRNA, partial homologous 




to ribosomal protein S15 


> gene 1 




Seq.. No. 


25036 




O T Pi 

beq. id 


OJ990414_12.9A14.C21 


bene ino . 


51968 




Strand 


- 


Start 


254 




End 


629 


Name 


OJ990414_12.9A14.C21.pl. 


gs 


Method 


GENSCAN 


Start 


254 




XT' — -] 


CO Q 


GI 


none 




Score 


•71 


Exons 


254. .416, 484. .629 








Seq. No-/ 


25037 




t Pi 

beq. ±u 


OJ990414_12.9A14.C22 


Gene No . 


51969 . 




btrana 


+ 


Start 


178 




End 


656 , 


Name 


OJ990414_12 . 9A14 . C22 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1 12. 




_na 


4 JO 


GI 


none 




Score 


458 


Exons . 


172. .423, 175. .435, 177. 


A 1 A 






Seq. No. 


25037 




C ^ j~r T Pi 

beq. iu 


OJ990414_12 . 9A14 . C22 


Gene No. 


51969 




Strand 


+ 




178 




Hi I LKA 


656 


Name 


OJ990414 12.9A14.C22.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


172 




End 


656 


GI 


none 




Score 


532 . 


Exons 


172.. 486, 175.. 483, 177. 


.491, 


177. .488 


, 565.-654, 575.. 649, 




576.-656 








Seq. No. 


25037 




Seq. ID 


OJ990414_12.-9A14.C22 


bene jno . 


51969 




Strand 


+ 


Start 


178 




End 


656 


Name 


OJ990414 12.9A14.C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


. 175 




End 


656 


GI 


none 




Score 


537 


Exons' 


175.. 483, 177. .488, 565. 


. 654, 


576. . 656 




Seq. No. 


25037 




Seq. ID 


OJ990414_12 . 9A14 . C22 


Gene No. 


51969 




Strand 


.+ 


Start 


178 




End 


656 


Name 


OJ990414 12.9A14.C22.ol. 


np 


Method 


AAT/NAP 


Start 


178 




End 


656 


GI 


6503305 




Score 


589 . 


Exons 


178.. 483, 577.. 656 









GI Descrip. (AC011713) Contains similarity to gb|U19615 LET 858 gene from 



25120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene ; No . 
Start 
Name 
Start - 
GI 

Exons 



Caenorhabditis elegans. ESTs gb|AI995150, gb|H76674 and 
gb|R84 035 come from this gene. [Arabidopsis thaliana] 



25038 
51970 
1 

OJ990414_01. 9A28.C2.ol.gp 
1 

54450_1.R1084 
1. .154,. 245. .649 '- . ; 

, 4006865/emb|CAB16783.1| 3.0e-42 (Z99707) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990414_01.9A28.C2 

Strand + 

End 64 9 

Method AAT/GAP 

End 64 9 

Score 929 



25038 
51970 
1 

OJ990414_01. 9A28.C2.ol.np 
1 

6686410 
1..154, 245. .385 

(AC007234) F1E22.4 [Arabidopsis thaliana] 



Seq. ID OJ990414_01.9A28.C2 

Strand + 

End 64 9 

Method AAT/NAP 

End , 385 

Score 249 



25038 Seq. ID 

51970 Strand ' 

1 End 

OJ990414_01. 9A28.C2.ol.tm Method 

40 End 

none Score 



40. .105, 41. .118-, 48. .155, 49. .156, 50. 
290. .400, 301. .384, 302. .388 



OJ990414_0t; 9A28.C2 

'+ v ' - 

649 

TBLASTX: Maize 

400 

116 

,154-, 288.. 398, 288.. 380, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'25038 
•51970 
1 

OJ990414_01. 9A28.C2.ol.ts 
40 

none 



Seq. ID OJ990414_01. 9A28.C2 

Strand + 

End 64 9 

Method TBLASTX : Soybean 

End 415 

Score 94 



- 40. .105, . 41. .118, 288. .392, 288. .389, 290,. 394, 301. .399, 
•302/. 4 15 "* ;' ^ •—*■■ - - " "• ' ■■ 



Seq. No. , . 25038 Seq. ID. 

Gene No. 51970 Strand 

Start 1 - End 

Name OJ9904 14_01 . 9A28 . C2 . ol . gs Method 

Start 51 End 

GI none Score 

Exons 51.. 154, 245.. 391 



OJ990414_01. 9A28.C2 
+ 

649 

GENSCAN 

391 

1 



Seq. No. 25039 

Gene No. 51971 

Start 1 

Name OJ990414_01 . 9A28 . C5 . ol . gp 

Start 1 

GI 851_1.R1084 

Exons 1. .447,- 826. .1472 

GI Descrip. ■ 4096173 ■ 2 . 0e-93 (U25968) early embryogenesis protein [Oryza 
sativa] 1 



Seq. ID OJ990414_01.9A28.C5 

Strand + 

End 1472 

Method AAT/GAP 

End 1472 

Score 2084 



25121 




Seq. No. 


25039 






Seq. ID 


OJ990414_01. 


9A28 


.C5 




51971 






9f rand 


+ 






Start 


r 






End 


1472 






Name 


OJ990414 


01.9A28.C5. 


ol .np 


Method 


AAT/NAP 






Start 


r 






End 


1260 






GI 


4096173 






Score 


1337 






Exons" 


1..447, 826. .1260 












GI Descrip. 


(U25968) 


early embryogenesis 


protein 


[Oryza sativa] 






o e q . in o . 


25039 






Cart TV) 
ocq . ±Lf 






PR 


Gene No. 


M Q71 






Strand 


+ ~ 






Start 


1 






End 


1472 






Name 


OJ990414 


HI QZ19R PR 


ol - gs 


Method 


GENSCAN 






Start 


47 






End 


1263 






GI 


none 






Score 


1 






Exons 


47. .447, 


O Z D . . X £. Dj 












oeq . 1NO . 


25039 






Seq. ID 


OJ990414_01. 


9A28 


PS 


Gene No. 


51971 






Strand 


+ 






Start 


1 






End 


1472 






Name 


OJ990414 


01.9A28.C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


283 






End 


4155 






GI 


none 






Score 


112 






Exons 


283. .423, 


823. .1155, 


825.-893, 954. .1154 






Seq. No. 


25039 






Seq. ID 


OJ990414_01. 


9A28 


.C5 


Gene No. 


51971 






Strand 


+ 






Start 


1 






End 


1472 






Name 


OJ990414 


01.9A28.C5, 


ol . tm 


Method 


TBLASTX: Maize 




Start 


294 






End 


1188 






GI 


none 






Score 


109 






Exons 


294. .419, 


295. .423, 


298. .423, 


823.. 1188, 828.. 1187 







Seq. No. 
Gene No. 
Start 
Name 

Start ; 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25039 

51971 Strand 

1 End 

OJ9904 14_01 .9A28.C5.ol. ts Method 

"823 . * ' End- 

none Score 

823.. 855, 856.. 1035, 879.. 1034 



Seq. ID OJ990414_01.9A28.C5 
+ 

1472 

TBLASTX: Soybean. 
1035 ' 
45 



25040 
51972 
1 

OJ9904 14_01 .9A28.C9.ol. np 
1 

6630696 
1. .1157 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ990414_ 
+ 

1157 
AAT/NAP 
1157 
2017 



01. 9A28.C9 



Seq. No. 
Gene No. 
Start 
Name 



25040 Seq. ID 

51972 . - Strand 
1 End 

OJ990414 01.9A28.C9.ol.tw Method 



OJ990414_01.-9A28.C9 
+ 

1157 

TBLASTX: Wheat 



25122 




Start 


8 


End 


542 




GI 


none 


Score 


118 




Exons 


8. .202, 9. .542, 9. .260, 11. 


.292, 360.. 


542 




Seq. No. 


25040 


Seq. ID 


OJ990414_01.9A28 


,C9 


Gene No. 


51972 


Strand 


+ 




Cf arf 
O Lal.L 


1 


End 


1157 




Name 


"-GJ990414 01. 9A28.C9.ol.ts 


Method 


TBLASTX : Soybean" 




Start 


462 


End 


926 




GI 


5509260 


Score 


385 




Exons 


462. .926, 554. .718, 645. .812 






GI Descrip. 










Seq. No. 


25040 


Seq. ID 


OJ990414_01.9A28 


.C9 


bene jno. 


51972 


Strand 


r 




Start 


1 


End 


1157 




Name 


OJ990414 01.9A28.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


554 


End 


815 




GI 


none 


Score' 


292 




Exons 


554. .727, 555. .815 








Seq. No. 


25040 


Seq. ID 


OJ990414_01.9A28 


.C9 


uene ino * 


51972 


Strand 


+ 




Start " 


1 


End 


1157 




Name 


OJ990414 01.9A28.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


596 


End 


1061 




GI 


none 


Score 


359 




Exons 


596. .727, 597. .1061, 732. A 


112, 848.. 958 




Seq. No. 


25040 


Seq. ID 


OJ990414_01.9A28 


.C9 


Gene No . 


51972 


Strand 


+ 




Start 


1 


End 


1157 




Name 


OJ990414 01.9A28.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


597 


End 


1142 




GI 


none 


Score 


316 




Exons 


597. .941, 614. .778, 936. .1142, 1079. .1132 




Seq. No. 


25041 


Seq. ID. 


OJ990414_01.9A28 


.C10 


bene ino . 


- 51973 " .* ' .".'■■■"* '■■ 


Strand' 






Start 


150 


End 


221~ 




Name 


OJ990414 01.9A28.C10.ol.gs 


Method 


GENS CAN 




Start 


150 


End 


221 




GI 


none 


Score 


.63 




Exons . 


150. .221 








Seq. No. 


25042 


Seq. ID 


OJ990414__01.9A28 


.Cll 


Gene No. 


51974 


Strand 


+ 




Of a r f 


1 


End 


542 




Name 


. OJ990414 01.9A28.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


542 




GI 


6539580 


Score 


157 




Exons 


1..257, 351. .542 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25042 


Seq. ID 


OJ990414_01.9A28 


.Cll 


Gene No. 


• 51974 


Strand 


+ 




Start 


1 


End 


542 





25123 




Name 


OJ990414 01.9A28.C11 


.ol.gs 


Method 


GENSCAN 






Start 


64 




End 


511 






GI 


none 




Score 


.94 






Exons 


64. .237, 328. .511 












Seq. No. 


25043 




Seq. ID 


OJ990414 


JU.9A28 


.C12 


bene ino . 


SI Q7S 




J LI cLL iKJ. , 








Start 


9 




End 


102 . 






Name 


OJ990414 01.9A28.C12 


. ol . gs 


Method 


GENSCAN 






Start 


9 




End 


102 






GI 


none 




Score 


.92 






Exons 


9. .102 












Seq. No. 


25044 




Seq. ID 


OJ990414 


_01.9A28 


.C13 


Par\Q NT /~\ 


SI Q7fi 

D -L 1 Xj 




Strand 








Start 


168 




End 


1431 






Name 


OJ990414 01.9A28.C13 


. ol . gs 


Method 


GENSCAN 






Start 


168 




End 


1431 






GI 


none 




Score 


. .72 






Exons 


168. .369, 465. .555, 


1012. .1179, 1416., 


.1431 






Seq. No.. 


25044 




Seq. ID 


OJ990414 


JH.9A28 


.C13 


bene ino . 


SI Q77 




Strand 








Start ''^ 


2414 . 




■ End 


2940 






Name 


OJ990414 01.9A28.C13 


. o2 . gs 


Method 


GENSCAN 






Start 


2414 




End 


2872 






GI 


none 




Score 


.85 






Exons 


2414.. 2872 












Seq. No. 


25044 




Seq. ID 


OJ990414 


_01.9A28 


.C13 


bene jno • 


SI Q77 




Strand 








Start 


2414 




End 


2940 






Name 


OJ990414 01.9A28.C13 


.ol.gp 


Method 


AAT/GAP 






Start 


2530 




End 


2940 






GI 


none 




Score 


798 






Exons 


2530. .2940 












Seq. No. 


25045 




. Seq. ID. 


OJ990414 


JD1.9A28 


.C15 


Gene TOo . 


'51978 . 




■ - Strand- 


+ 






Start 


6138 




End 


12397 






Name 


OJ990414 01.9A28.C15 


. o2 . gs 


Method 


GENSCAN 






Qt- a -r+- 
D Ldl L 


6138 




End 


.12067 






GI 


none 




Score 


.67 






Exons 


6138. .6151, 6449. .64: 


88, 6598 


. .6670, 6697. .6734, 


7954. .8022, 




8268.. 8336, 9103.. 9630, 9722 


. .9895, 10224. .1028 


4, 10363 


. .10 




10546. .10612, 10700. 


.10771, 


10906. .11123, 11272 


. .11406, 






11518. .11813, 11896. 


.12067 










Seq. No. 


25045 




Seq. ID 


OJ990414 


JD1.9A28 


.C15 


Gene No. 


51978 




Strand 


+ 






Start 


6138 




End 


12397 






Name 


OJ990414 01.9A28.C15 


. o3 . np 


Method 


AAT/NAP 






Start 


8981 




End 


12397 






GI 


6539580 




Score 


631 






Exons 


8981.. 9630, 9722.. 9915, 10009 .. 10320, 


10819. .11072, ■ 






11236. .11797, 11883. 


.12067, 


12168. .12397 







GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



25124' 




Seq. No. 


25045 






Seq. ID 


OJ990414_01.9A28. 


C15 


Gene No. 


51978 






Strand 


+ 




Start 


6138 






End 


12397 




Name 


OJ990414 01 


. 9A28.C15.o4 


. np 


Method 


AAT/NAP 




Start 


8998 






End 


12397 




GI 


6539580 






Score 


628 




Exons 


8998. .9630, 


9722. .9915, 


10009. .10320, 


10819. .11072, 






11236. .11797, 11883. .12067, 


12168.. 12397 - 




GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


25045 






Seq. ID 


OJ990414JD1.9A28. 


C15 




51979 






Strand 






Start 


164 






End 


6577 




Name 


OJ990414 01 


. 9A28.C15.ol 


.gs 


Method 


GEN SCAN 




Start 


164 






End 


5779 




GI 


none 






Score 


.72 




Exons 


164. .412, 1743. .1804, 1896.. 


3157, 3239 


..3421, 3513. .4061 






■ 4461. .4775,. 


4932. .5044, 


5055 


. .5166, . 5670. .5779 




Seq. No. 


25045 






Seq. ID 


OJ990414_01.9A28. 


C15 


VJCUC LH\J ■ 


51979 






Strand 






Start . 


164 






End 


6577 




Name 


OJ990414 01 


.9A28.C15.ol 


. np 


Method 


AAT/NAP 




Start 


1577 






End 


3666 




GI 


1091678 






Score 


683 




Exons 


.1577. .1716, 


1895. .3157, 


3239 


..3421, 3513. .3666 




GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 




Oct] • 1NU • 


25045 






Seq.- ID 


OJ990414_01.9A28. 




Gene No. 


51979 






Strand 






Start 


164 






End 


6577 




Name 


OJ990414 01 


.9A28.C15.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1743 






End 


2097 




GI 


none 






Score 


196 




Exons 


1743. .1796, 


1897. .2097, 


1901 


. .2095 








25045 






Seq. ID 


OJ990414_01.9A28. 


CI s 


Gene No.' 


'5197 9 






Strand ; 






Start 


164 






End 


6577 




Name 


OJ990414 01 


.9A28.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1912 






End 


2125 




GI 


none 






Score 


161 




Exons 


1912. .2115, 


1913. .2125 












25045 






Seq. ID 


OJ990414_01.9A28. 


CI s 


Gene No. 


51979 






Strand 






Start 


164 






End 


6577 




Name 


OJ990414 01 


. 9A28.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2344 






End 


2989 




GI 


none 






Score 


65 




Exons, 


2344. .2988, 


2672. .2989 










Seq. No. 


25045 






Seq. ID 


OJ990414 01.9A28 / C15 


Gene No. 


51979 






Strand 






Start 


164 






End 


6577 




Name 


OJ990414 -01 


. 9A28.C15.o2 


. tm 


Method 


TBLASTX: Maize 





25125 



Start 2432 End 2784 

GI none Score 83 

Exons 2432. .2524, 2434. .2547, 2434. .2547, 2548. .2784, 2549. .2782, 

2551.. 2784 



Seq. No. 


25045 






Seq. ID 


OJ990414 


_01.9A28.C15 


Gene No. • 


51979 






Strand 






Start ' 


164 






End 


6577 




Name 


OJ990414 01. 


.9A28.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2650 






End 


2978 




GI 


none 






Score 


204 




Exons 


2650. .2964, 


2666. .2977, 


2672. 


.2968, 2718. .2978 




Seq. No. 


25045 






Seq. ID 


OJ990414 


_01.9A28.C15 


Gene No. 


51979 






Strand 






Start^ 


164 






End 


6577 




Name 


OJ990414 01 


.9A28.C15.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2932 






End 


3177 




GI 


none 






Score 


229 




R y on S 


2932 . . 3177, 


2933. .3160 










Seq. No. 


25045 






Seq. ID 


OJ990414 


_01.9A28.C15 


Gene No. 


51979 






Strand 






Start ' 


164 






End ; ' 


6577 




Name 


OJ990414" ! '6l 


.9A28.C15.ol 


. tm 


Method 


TBLASTX: Maize. 


Start 


3250 






End 


3973 




GI 


none 






Score' 


75 


3307. .3423, 


Exons 


■■3#50: .3312, 


3252. .3314, 


3252. 


.3314, 3253. .3315, 




3308. .3424, 


3507. .3725, 


3509. 


.3730, 3512. .3748, 


3728. .3940, 




3780. .3914, 


3926. .3973 










Seq. No. 


25045 






Seq. ID 


OJ990414 


_01.9A28.C15 


Gene No. 


51979 






Strand- 






Start 


164 






End 


6577 




Name 


OJ990414 01 


.9A28.C15.o2 


• np 


Method 


AAT/NAP 




Start 


3926 






End 


6577 




GI 


2274845 






Score 


45 




Exons 


3926. .4053, 


4638. .4877, 


5102. 


.5363, 6521. .6577 




GI- Descrip.' 


JD88461) N-WASP [Rattus 


rattus] 






Seq. No. 


25046 






Seq. ID 


OJ990414 


_01.9A28.C16 


Gene No. 


51980 






Strand 


+ 




Start 


164 






End 


840 




Name 


OJ990414 01 


.9A28.C16.ol 


.gs 


Method 


GENSCAN 




Start 


164 






End 


840 




GI 


none 






Score 


.73 




Exons 


164. .268, 362. .462, 549 


. .738, 


802. .840 






Seq. No. 


25046 






Seq. ID 


OJ990414 


_01.9A28.C16 


Gene No. 


51981 






Strand 






Start 


477 






End 


8398 




Name 


OJ990414 01 


.9A28.C16.ol 


.np 


Method 


AAT/NAP 




Start 


477 






End 


4980 




GI 


6539581 






Score 


1793 




Exons 


477. .559, 1405. .3306, 3412. .3810, 4892 


. .4980 





GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 

25126 




Seq. No. 


25046 








Seq. ID 


OJ990414_01.9A28 


.C16 


bene no. 


CI QQ1 








Strand 






Start 


477 








End 


8398 




Name 


OJ990414 01. 


9A28 


.C16.o2 


. gs 


Method 


GENSCAN 




Start 


1276 








End 


8398 




GI 


none 








Score 


.97 




Exons 


1276. .1337, 


1557 


. .3897, 


4312. 


.4455, 4846..492S, 5026.-. 5139, 




5255. .5347, 


5559 


. .5642, 


5901. 


.5948, 8296.-8398 




oeq. no. 


£. D \J H 0 








Seq. ID 


OJ990414_01.9A28 


.C16 


Gene No. 


51981 








OLX CllH-i 






Start 


477 








JLiIiU 


0 0 yo 




Name 


OJ990414 01. 


9A28 


,C16.o2 


.tw 




1 ID J_irtO 1 A . wiled L 




Start 


2419 








£jI1U 


to J / 




GI 


none 








Score 






Exons 


2419. .2640, 


2656 


. .2856, 


2681. 


. / 






oeq. no. - 


£. D U ft 0 








Seq. ID 


OJ990414_01.9A28 


.C16 


Gene No. 


51981 








Strand 






Start 


477 








End 


8398 




Name 


OJ9904.14 01. 


9A28 


.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


,2482 . " 








End 


3030 




"GI 


none 








Score 


185 




Exons 


2482. .2652, 


2656 


. .3030, 


2744. 


.2989 






beq. no. 










Seq. ID 


OJ990414_01. 9A28 


.C16 


Gene No. 


51981 








Strand 






Start 


477 








End 


8398 




Name 


OJ990414 01. 


9A28 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2693 








End 


3087 




GI 


none 








Score 


95 . 




Exons 


2693. .2890, 


2696 


. .2992, 


2704 . 


.3087, 2725.. 3066 




beq. no. 










Seq. ID 


OJ990414JD1. 9A28 


.C16 


Gene No. 


51981 








Strand 






Start 


477 








End 


8398 




Name 


OJ990414 01. 


9A28 


.C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start' 


2776 ' 








End 


3105 * * ■ ■ ■ 




GI 


'"hone 








Score 


115 




Exons 


2776. .3096, 


2783 


. .3067, 


2863. 


.3105 






Q<*\/^t "Kirs 

beq. no. 


£. D U H D 








Seq. ID 


OJ990414_01.9A28 


.C16 


Gene No. 


51981 








Strand 






Start 


477 








End 


8398 




Name 


OJ990414 01. 


9A28 


.C16.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2923 








End 


3315 




GI 


none 








Score 


102 




Exons 


. 2923.. 3213, 


2924 


. .3223, 


3217. 


.3315 






Seq. No. 


25046 








Seq. ID 


OJ990414_01.9A28 


.C16 


Gene No. 


51981 








Strand 






Start 


477 








End 


8398 




Name 


OJ990414 01. 


9A28 


.C16.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3088 








End 


3312 




GI 


none 








Score 


75 




Exons 


3088. .3312, 


3116 


. .3259, 


3169. 


.3312 







25127 



O c q • IN U . 
















Gene No. 


51982 










Strand 




Start 


70 










End 


289 


Name 


OJ990414 01. 


9A28 


.C17 


.ol 


.gs 


Method 


GENSCAN 


Start 


70 










End 


289 


GI 


^ npne 










Score 


.63 


Exons - 


70.. 289 














C ^ /-» Ktr\ 
Oeq. 1NO. 












Ofarr T H 
Oct^ • JLU 


r>.TQQn4i4 ni QA9fi cm 


Gene No\ 


-51983 










Strand 


*"?' " *■ 


Start 


718 










End 


1006 


Name 


OJ990414 01. 


9A28 


.C17 


.ol 


.gp 


Method 


AAT/GAP 


Start 


718 










End 


1006 


GI 


426253 










Score 


510 


Exons 


718. .1006 
















9^047 










Seq. ID 


O.T9Q0414 01 QA9R CA1 


Gene No. 


51984 










Strand 




Start 


1769 










End 


2585 


Name 


OJ990414 01. 


9A28 


.C17 


,o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


31 










End 


215 


GI 


none 










Score, 


52 


Exons 


31. .99, 33.. 


110, 


101 


;.214, 1Q2..215 




Seq. No. 


25047 










Seq. ID 


OJ990414_01.9A28.C17 


Gene No. 


51984 










Strand 




Of 3 v-f- 

o car u 


1 1 £Q 










End 


2585 


Name 


OJ990414 01. 


9A28 


-C17 


o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1277 










End 


1631 


GI 


none 










Score 


92 


Exons 


1277. .1306, 


1278 


. .1406, 


1350. 


.1403, 1418. .1480, 1453. .1479, 




1463. .1561, 


1479 


. .15* 


36, 


1491. 


.1553, 1492. .1584, 1587. .1631, 




1599. .1631 














Seq. No. 


25047 










Seq. ID 


OJ990414_01 . 9A28 . C17 


Gene No. 


51984 










Strand 




Start 


1769 










End 


.2585 


Name ' 


OJ990414 01. 


9A28 


.C17 


o2 


.gs 


Method' 1 - 


GENSCAN 


Start 


1769 










End 


2305 


GI 


none 










Score 


.51 


Exons 


1769. .2305 















Seq. No. 25047 Seq. ID OJ990414_01.9A28.C17 

Gene No. 51984 Strand 

Start 1769 End 2585 

Name OJ9904 14_01 . 9A28 . C17 . ol . np Method AAT/NAP 

Start- 1772 End 2585 

GI 6630696 Score 1310 

Exons 1772.. 2585 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



25047 
51984 
1769 



Seq. ID 

Strand 

End 



OJ990414 01.9A28.C17 



2585 



25128 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990414_01.9A28.C17.ol.tw . Method TBLASTX : Wheat 
1908 End 2383 

none ' Score 409 

1908. .2294, 1910. .2293, 1946. .2344, 2283. .2378, 2309. .2383, 
2310.. 2378., 2323.. 2382 



25047 

51984" 

1769 

OJ990414_01. 9A28.C17.ol.ts 

2021" 

none 



Seq. ID OJ990414_01.9A28.C17 
Strand 

End 2585 

Method TBLASTX : Soybean 

End 2395 

Score 58 



2021. .2245, 2115. .2246, 2264.-2389, 2264. .2395 



25047 
51984 
1769 

OJ990414_01.9A28.C17.ol.tm 

2240 . 

none 

2240. .2554, 2241. .2558 

25048 
51985 
387 

OJ990414_01.9A28.C18.ol.gs 

387 

none 

387. .569 



25049 
51986 
1 

OJ990414JU. 9A28.C20.ol.np 
1 

1495768 



Seq. ID OJ990414_01.9A28.C17 
Strand 

End 2585 

Method TBLASTX : Mai ze 

End 2558 

Score 299 



Seq. ID OJ990414_01.9A28.C18 

Strand - : 

End 569 ' 

Method GENSCAN 

End 569 

Score . 96 



Seq. ID OJ990414_01.9A28.C20 
Strand + 

1835 
AAT/NAP 
1835 
1071 



End 

Method 
End 
Score 

1.-321, 429. .551, 657. .1630, 1740. .1835 

(Z68506) chloroplast inner envelope protein, 110 kD (IEP110) 
[Pisum sativum] 



25049 
51986 
1 

OJ9904 14 JU . 9A28 . C20 . ol . gp 
188 

60632_1.R1084 
188. .321, 429. .572 

, 1495768/emb|CAA92823| 1.0e-39 (Z68506) chloroplast inner 
envelope protein, 110 kD (IEP110) [Pisum sativum] ' 



Seq. ID OJ990414_01.9A28.C20 
Strand . + 
End 1835 
Method AAT/GAP 
End 572 
Score 446 



25049 
51986 
1 

OJ990414_01.9A28.C20.o3.ts 

192 * 

none 



Seq. ID OJ990414_01.9A28.C20 

Strand + 

End 1835 

Method TBLASTX : Soybean 

End 554 

Score 8 6 



* 192. .323, 192. .323, 196. .327, 196. .333, 446.-553, 447. ,554 



25129 



Seq. No. 25049 

Gene No. 51986 

Start 1 

Name OJ990414_01 . 9A28 . C20 . ol . gs 

Start 193 

GI none 

Exons 193.. 321, 429.. 551, 657.. 1700 



Seq. ID OJ990414_01.9A28.C20 

Strand • + 

End 1835 

Method GENSCAN 

End 1700 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25049 
51986 
1 

OJ990414_01.9A28.C20.ol.tm 

500 

none 



Seq. ID OJ990414_01.9A28-.-C20 

Strand + 

End 1835 

Method TBLASTX : Mai ze 

End 1646 

Score 62 



500. .553, 501. .554, 501. .560, 656. .790, 657. .932, 657. .794, 
810. .1646, 859. .921, 861. .1073, 956. .1645 



25049 
51986 
1 

OJ990414_01.9A28.C20.o2.ts 

656 

none 

656.. 790, 657.. 800, 697.. 819 

2504 9 
51986 
1 

OJ990414_01.9A28.C20.ol.ts 

939 

none 

939. .1547, 956. .1546 



Seq. ID OJ990414_01.9A28.C20 

Strand +■ 

End 1835 

Method TBLASTX : Soybean 

End 819 

Score 182 " 



Seq. ID .OJ990414_01.9A28.C20 

Strand + 

End 1835 

Method TBLASTX : Soybean 

End 1547 

Score 675 



25049 
51986 
1 

OJ990414_01.9A28.C20.o2.gp 
1222 

31488_1.R1084 . 
1222.. 1550 

• 1495768/emb|CAA92823| 7 . 0e-22 * ( Z68506) chloroplast inner 
envelope protein, 110 JcD (IEP110) [Pisum sativum] 1 



Seq. ID OJ990414_01.9A28.C20 

Strand + 

End 1835 

Method AAT/GAP 

End 1550 

Score 590 



25050 
51987 
928 

OJ990414_01.9A28.C23.ol.gs 

928 

none 

928. .1089 



Seq. ID OJ990414_01.9A28.C23 
Strand 

End 1108 

Method GENSCAN 

End 1089 

Score 1 



Seq. No. 25050 

Gene No. 51987 

Start 928 

Name OJ990414_01 . 9A28 .C23 .ol . ts 

Start 928 



Seq. ID OJ990414_01.9A28.C23 
Strand 

End 1108 

Method TBLASTX : Soybean 

End 1108 



25130 



GI none Score 

Exons .928. .1107, 929. .1108 

Seq. No. 25050 Seq. ID 

Gene No. 51987 Strand 

Start 928 End 

Name OJ9904 14_01 . 9A28 . C23 . ol . tm Method 

Start ■• 932 . ' * End 

GI none Score 

Exons 932.. 1069, 934.. 1059 

Seq. No. 25051 Seq. ID 

Gene No. 51988 Strand, 

Start 512 End 

Name OJ990414_01 . 9A28 .C24 .ol . gs Method - 

Start 512 End 

GI none Score 

Exons 512.. 639 



125 



OJ9904 14_01 . 9A28 . C23 
1108 

'TBLASTX: Maize 
1069 
128 



OJ990414_01 . 9A28 . C24 
639 

GENSCAN 

639 

.88 



Seq. No. 25052 Seq. ID 

Gene No. 51989 Strand 

Start 781 End 

Name OJ990414_01 . 9A28 . C25 . ol . gs Method 

Start 781 End 

GI none Score 

Exons 781.. 874 



OJ990414_01.9A28.C25 
874 

GENSCAN 

874 

.91 



Seq. No. 25053 

Gene No. 51990 

Start 26 

Name OJ9904 14_01 . 9A28 . C28 . ol . ts 

Start 14 

GI none 

Exons 14.. 115, 92.. 421, 166.. 420 

Seq. No. 25053 

Gene No. 51990 

Start 26 

Name . OJ990414_01 . 9A28 . C28 . ol . gs 

Start 26 

GI none 

Exons 26.. 421 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method-,.; 
End 

Score . 



OJ990414_01.9A28.C28 
+ 

421 

TBLASTX : Soybean 

421 

59 



OJ990414_01 . 9A28 . C28 
+ 

421 

GENSCAN ' 

421 

.99 



Seq. No. 25053 

Gene No. 51990 

Start 26 

Name OJ9904 14_01 . 9A28 . C28 . ol . tm 

Start 280 

GI none 

Exons 280.. 417, 290.. 415 

Seq. No. 25054 

Gene No. 51991 

Start 1 

Name OJ990414JU. 9A28 .C29.ol.np 

Start 1 

GI 6630696 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_01.9A28.C28 
+ 

421 

TBLASTX: Maize 

417 

236 



OJ990414 01.9A28.C29 



934 

AAT/NAP 

828 

1326 



25131 



Exons 1..828 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

Seq. No. 25054 Seq. ID OJ9904 14_01 . 9A28 . C2 9 

Gene No. 51991 Strand 

Start 1 End 934 

Name OJ990414_01 . 9A28 .C29.ol.gp Method AAT/GAP 

Start 81 End . 786 

GI 101595_1.R1084 Score 1348 

Exons 81.. 786 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No. 


25054 






Seq. ID 


OJ990414_01.9A28 


.C29 


Gene No. 


51991 






Strand 






C+- -j y-J- 


i 

X 






FnH 






Name 


OJ990414 


01.9A28.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


478 






End 


786 




GI 


none 






Score 


110 




Exons 


478. .786, 


481. .657, 543 


. .686, 


557. .739 






Seq. No. 


25054 






Seq. ID 


OJ990414_0lT9A28 


.C29 


Gene No. 


51991 






Strand 






O Lai U 


i 

X 






FnH 


.7 O 4 




Name 


OJ990414 


01.9A28.C29.ol 


.tw 


^Method 


TBLASTX: Wheat 




Start 


537 






End 


934 




GI 


none 






Score 


152 




Exons 


537. .719, 


538.. 822, 557 


. .748, 


799. .933, 


836. .934 




Seq. No. 


25055 






Seq. ID 


OJ990414_01.9A28 


.C30 


Gene No. 


51992 






Strand 








44 






End 






Name 


OJ990414 


01.9A28.C30.ol 


.gp 


Method 


AAT/GAP 




Start . 


44 






End 


203 




GI 


426253 






Score 


250 




Exons 


44. .203 












Seq. No. ' 


25055 






Seq. ID 


OJ990414_01.9A28 


.C30 


Gene No. 


. 51993 






Strand 






Start 


418 






End 


540 




Name 


OJ990414 


01.9A28.C30.ol 


.gs 


Method- 


GEN SCAN 




Start 


418 






End 


540 




GI 


none 






Score 


.45 




Exons 


418. .540 












Seq. No. 


25055 






Seq. ID 


OJ990414_01.9A28 


.C30 


Gene No. 


51994 






Strand 






Start 


1237 






End 


4516 




Name 


OJ990414 


0i.9A28.C30.o2 


.gs 


Method 


GEN SCAN 




Start 


1237 






End 


4516 




GI 


none 






Score 


.56 




Exons 


1237. .1807, 1836. .1996, 


3887. 


.4516 






Seq. No. 


25055 






Seq. ID 


OJ990414_01.9A28 


.C30 


Gene No. 


51994 






Strand 







25132 




Start 


1237 




End 


4516 


N3.n1© 


OJ990414 01 9A28 C30 ol 


1" s 

i IS 


Method 


TBLASTX: Soybean 


Start 


1435 




End 


4276 


GI 


none 




Score 


122 


Exons 


1435.. 1578, 1436.. 1597, 


1438. 


.1617, 1679. .1759, 1687. .1758, 




1754. .180.4,- 1781. .1804, 


1817. 


.1858, 3861. .4091, 3875. .4093, 




4101;. 414^,;. 4103. .4147, 


4208. 


.4276 




Seq. No. 


25056 




Seq. ID 


OJ990414 01.9A28.C32 


Gene No. 


51995 




Strand 


+ 


Start 


5614 




End 


7086 


Name 


OJ990414 01.9A28.C32.o2 


.np 


Method 


AAT/NAP 


Start 


5614 


End 


6933 


GI 


2266664 




Score 


745 


Exons 


5614. .5961, 6592. .6933 








GI Descrip. 


(Y14201) hypothetical protein 


[Hordeum 


vulgare] 


Seq. No. 


i jUjO 




Seq. ID 


OJ990414_01.9A28.C32 


Hpnp No 






Strand 


+ 


Start 


5614 




End 


7086 


Name 


OJ990414JD1 . 9A28 . C32 . o3 


.gs 


Method 


GEN SCAN 


Start 






End 


6933 


GI. 


none 




Score 


. 97 


Exons 


ooifi . . o yo± , oo yz . . oyjj 








Seq. No. 


9 c n c 




Seq. ID 


OJ990414 01.9A28.C32 


Gene No. 


0 ly^o 




Strand 


+ 


Start 


0 0141 




End 


7086 


Name 


OJ990414 01.9A28.C32.ol 


.gp 


Method 


AAT/GAP 


Start 


6621 




End 


7086 


GI 


L1DJ4 j£ UUO rl x\J. Cj±Z 




Score 


8 99 


Exons 


. . /UDD 








GI Descrip. 




7.0e-35 (Y14201) 


hypothetical proteii 




Lnoitieuiu vuiydrc j 








Seq. No. 


25056 




Seq. ID 


OJ990414_01.9A28.C32 




51996 




Strand 


- 


Start 


634 




End 


1335 


Name 


OJ990414 01.9A28.C32.ol 


.gs 


;Method ^ 


GENSCAN 


Start 


634 




'End" • ' 


1335 


GI 


none 




Score 


.95 


Exons 


634.. 1335 








Seq. No. 


25056 




Seq. ID 


OJ990414_01.9A28.C32 


Gene No. 


51997 




Strand 




Start 


2987 




End 


6936 


Name 


OJ990414 01.9A28.C32.o2 


.tm 


Method 


TBLASTX: Maize 


Start . 


632 




End 


6936 


GI 


none 




Score 


62 . 


Exons 


632.. 727> 633.. 740, 634 


. .882, 


635. .877, 


'2969.. 3091, 2996.. 3] 




2997.. 3110, 3125.. 3241, 


3126. . 


,3236, 668S..6936, 6690. .6935 


Seq. No. 


25056 




Seq. ID 


OJ990414_01.9A28.C32 


Gene No. 


■51997 




Strand 




Start 


2987 




End 


6936 


Name 


OJ990414 01.9A28.C32.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


637 




End 


,6930 



25133 



GI 

-Exons 



• 



none Score 123 

637. .912, 638.-895, 931. .990, 932. .994, 1015. .1062, 1072. .1113, 
1129. .1263, 2996.. 3109, 2997.. 3110, 3125.. 3349, 3132.. 3236, 
3288. .3350, 3359.. 3415, 3425.. 3466, 3482.. 3550, 5686.. 5817, 
6598. .6636, 6601. .6636, 6655. .6930, 6672. .6926 



Seq. No. 25056 

Gene No. 51997 

Start 2987 

Name OJ9904 14_01 . 9A28 . C32 . ol . tm 
Start ■ 913 

GI none 
Exons 



Seq. ID OJ990414_01.9A28.C32 

Strand - ' 

End 6936 

Method , TBLASTX: Maize 

End 6644 

Score 130 



913. .990, 923. .997, 1007. .1114, 1015. .1113, 1123. .1218, 
1126. .1266, 1127. .1243, 3266. .3352, 3288. .3350, 3356. .3466, 
3360. .3467, 3476.. 3571, 3479.. 3559, 3560.. 3595, 3562.. 3594, 
5686.-5823, 5704. .5817, 5724. .5900, 6591. .6644, 6598. .6636 



Seq. No. 


25056 


Seq. ID 


OJ990414 


_01. 


9A28 


.C32 




51997 " 


St rand 










Start 


2987 


End 


6936 








Name 


OJ990414 01;9A28.C32.o2.gs 


Method 


GENSCAN 








Start 


2987 


End 


5006 








GI 


none 


Score 


.85 








Exons 


2987.. 3672, 4556. .4721, 4821. 


.5006 










Seq. No. 


25056 


Seq. ID 


OJ990414 


_01. 


9A28 


.C32 




51997 


Strand 










Start 


2987 


End 


6936 


, ii. 






Name 


OJ990414 01.9A28.C32.ol.np 


Method 


AAT/NAP 








Start 


2990 


End 


3678 








GI 


2266666 


Score 


826 








Exons 


2990. .3678 












GI Descrip. 


(Y14202) hypothetical protein 


[Hordeum 


vulgare] 








Seq. No. 


25057 


Seq. ID 


OJ990414 


_01. 


9A28 


.C33 


Gene No. 


51998 ■ 


Strand 


+ 








Start 


567 


End 


4036 ■ 








Name 


OJ990414 01.9A28.C33.ol.gp 


Method 


AAT/GAP 








Start 


•'-•567 - 


End 


1003 








GI 


none 


Score 


506 








Exons 


S67..682, 808. .1003 












Seq. No. 


25057 


Seq. ID 


OJ990414 


_01. 


9A28 


.C33 


Gene No. 


51998 


Strand 


+ 








Start 


567 


End 


4036 








Name 


OJ990414 01.9A28.C33.ol.gs 


Method 


GENSCAN 








Start 


872 


End 


4036 








GI 


none 


Score 


.46 








Exons 


872. .979, 3408. .3648, 3754. .3779, 3827 


.4036- 








Seq. No. 


25058 


Seq. ID 


OJ990414_ 


_01. 


9A28 


.C34 


Gene No. 


51999 


Strand 


+ 








Start 


1 


End 


1754 








Name 


OJ990414 01.9A28.C34..ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1754 








GI 


115825 


Score 


69 








Exons 


1..126, 1715. .1754 













25134 




GI Descrip. CHLOROPHYLL A-B BINDING PROTEIN 3C PRECURSOR (LHCII TYPE I 
CAB-3C) (LHCP) gi | 72734 | pir | | CDT03C chlorophyll a/b-binding 
protein 3C precursor - tomato gi | 224 932 | prf | | 1204205G protein 
3C, chlorophyll binding [Lycopersicon esculentum] 



Seq. No. 


25058 


Seq. ID 


OJ990414 


_01 . 


9A28 


. C34 


Gene No. 


52000 


Strand 










Start 


39 " - - 


End 


1550 








Name 


OJ990414 01.9A28.C34.ol.gs 


Method 


GEN SCAN 








Start 


39 


End 


1550 








GI 


none 


Score 


.6 








Exons 


39. .143, 274. .377, 1393. .1550 












Seq. No. 


25059 


Seq. ID 


OJ990414 


_01 . 


9A28 


.C35 


Gene No. 


52001 


Strand 


+ 








Start 


720 


End ■ 


2144 








Name 


OJ990414 01.9A28.C35.ol.gs 


Method 


GENSCAN 








Start 


• 720 * 


End 


2144 








GI 


none 


Score 


.56 








Exons 


720. .783, 1025. .1062, 1860. .2144 










Seq. No. 


25059 


Seq. ID 


OJ990414 


J)l. 


9A28 


.C35 


Gene No. 


52002 


Strand 


+ 








Start 


8390 


End 


10189 








Name 


OJ990414 01.9A28.C35.o3-vgs 


Method 


GENSCAN 








Start 


8390 


End 


10189 








GI 


none 


Score 


.77 








Exons 


8390. .87^1, 10185. .10189 












Seq. No. 


25059 


Seq. ID 


OJ990414 


_01. 


9A28 


.C35 


Gene No. 


52003 


Strand 


+ 








Start 


10820 


End 


11150 








Name 


OJ990414 01.9A28.C35.ol.gp 


Method 


AAT/GAP 








Start ' 


10820 


End 


11150 .< 








GI 


286336 


Score 


593 








Exons 


10820. .11150 













Seq. 'No. 


25059 




Seq. . ID 


OJ990414 


_01. 


9A28, 


.C35 


Gene No.. 


• 52004 




■"' Strand 


+ 








Start 


. 12374 




End 


13461 








Name 


OJ990414 01.9A28.C35 


. o5 . gs 


Method 


GENSCAN 








Start 


12374 




End 


13307 








GI 


none 




Score 


.79 








Exons 


12374. .12412, 12660. 


.12779, 


13176. .13307 








Seq. No. 


25059 




Seq. ID 


OJ990414 


_01. 


9A28, 


■ C35 


Gene No. 


52004 




Strand 


+ 








Start 


12374 




End 


13461 








Name 


OJ990414 01.9A28.C35 


. o2 . gp 


Method 


AAT/GAP 








Start 


12635 




End 


13461 








GI 


3760682 




Score 


754 








Exons 


12635. .12779, 13176. 


.13461 












.Seq. No. 


25059 




Seq. ID 


OJ990414 


_01. 


9A28, 


.C35 


Gene No. 


52005 




Strand 


+ . 








Start 


13776 




End 


14107 








Name 


OJ990414 01.9A28.C35 


,o3.gp 


Method 


AAT/GAP 









25135 



Start 


13776 




End 


14107 


GI 


1140 1.R1084 




Score 


586 


Exons 


13776. .14107 








GI Descrip. 


, 1495768/emb|CAA92823| 2 . 0e~ 


36 (Z68506) 


chloroplast inner 




d 1 V C -L. \S £r t 


110 kD (IEP110) [Pisum sativum] 1 


Seq. No. 


25059 




Seq. ID 


OJ990414JD1 . 9A28 . C35 


Gene No.„ 


52006 




Strand 






2709 




End 


11298 


Name 


. OJ990414 01.9A28. 


C35 . o2 .gs 


Method 


GENS CAN 


Start 


2709 




End 


7342 


GI 


none 




Score 


.83 


Exons 


2709.. 2891, 3975. 


.4859, 5900 


..6052, 6618. .6818, 6876. .7124, 




7325. .7342 








Seq. No. 


25059 




Seq. ID 


OJ990414_01.9A28.C35 


Gene No. 


52006 




Strand 




Start 


2709 




End 


11298 


Name 


OJ990414 01.9A28. 


C35.ol.np 


Method 


AAT/NAP 


Start 


3953 




.End 


11105 


GI 


2627133 




Score 


769 


Exons 


3953. .4193, 4281. 


.4716, 673.1 


..7109, 10G 


127. .11105 


GI Descrip. 


(AB003732) polyubiquitin [Cricetulus griseus] 


Seq. No- 


25059 




Seq. ID. 


OJ9904 14_01 . 9A28 -C35 


Gene No. 


52006 




Strand 




Start 


' 2709 




End 


11298 


Name 


OJ990414 01.9A28. 


C35.ol.tc 


Method 


TBLASTX: Cress 




3966 




End 


11145 


GI 


none 




Score 


70 


Exons 


3966.. 4073, 3967. 


.4074, 4179 


..4196, 4290. .4511, 4384. .4509, 




4512.. 4550, 4599. 


.4721, 4600 


..4722, 6750.. 6959, 6769.-6957, 




6960. .6998, 7044. 


.7109, 10716. .10769, 10770 .. 10820, 




10881. .11102, 10882. .11091,.,- 


10887. .1110*2, 10966. .11145 


Seq. No. 


25059 




Seq. ID 


OJ990414_01 . 9A28 . C35 


Gene No. 


52006 




Strand 




Start 


2709 




.. .End 


11298 


Name 


OJ990414 01.9A28. 


C35.ol.tw 


' Method 


TBLASTX: Wheat 


Start 


3966 




End 


11298 


GI 


none 




Score 


76 


Exons 


3966. .4073, 3966. 


.4073, 3967 


..4074, 3979. .4074, 4147. .4194, 




4170. .4196, 4290. 


.4508, 4290 


..4538, 4291. .4509, 4320. .4520, 




4384.. 4509, 4432. 


.4509, 4434 


..4508, 4512. .4550, 4512. .4550, 




4S99..4736, 4599. 


.4715, 4600 


..4719, 4600. .4716, 4639. .4716, 




4641. .4715, 6750. 


.6956, 6750 


..6986, 6751. .6951, 6751. .6957, 




6891.. 6956, 6960. 


.6998, 6960 


..6998, 7044. .7109, 7044. .7109, 




7044-. .7109, 1087E 


i. .11097, 10881. .11102, 


10887. .11117, 




10887. .11102, 108 


190. .11102, 


10966. .11106, 10966. .11109;. 




11037. .11102, 11041. .11106, 


11239. .11298 


Seq. No. 


25059 




Seq. ID 


OJ990414_01.9A28.C35 


Gene No. 


52006 ' 




Strand 




Start 


2709 




End 


11298 


Name 


OJ990414 01.9A28. 


C35.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3966 • 




End 


11112 


GI 


none 




Score 


67 



25136 




Exons 3966.. 4073, 3967.. 4074, 4290.. 4520, 4320.. 4520, 4384.. 4521, 

4512.. 4550, 4599.. 4733, 4600.. 4731, 6750 .. 697-4 , '67 69 .. 6978 , 
6960. .6998, 7044. .7109, 10650 10706, 10651 .. 10707 , 
10716. .10769, 10717. .10761, 10767 10820, 10887 .. 11102, 
10887. .11111, 10966.. 11112 



Seq. No. 


25059 


Seq. ID 


OJ990414_01.9A28.C35 


Gene No. 


52006 


Strand 




Start 


2709 


End 


11298 


Name 


OJ990414 01.9A28.C35.ol.tm 


Method 


TBLASTX: Maize 


Start 


3966 


End 


11132 


GI 


none 


Score 


81 


Exons 


3966. .4073, 3967. .4074, 4164 


..4196, 4290. .4517, 4291. .4518, 




4512. .4550, 4599. .4718, 4600 


..4719, 6750.. 6965, 6751.. 6966, 




6960. .6998, 7044. .7109, 10650 .. 10706, 


10651. .10707, 




10716. .10820, 10717. .10845, 


10873. .11097, 10881. .11102, 




10887. .11132, 10966.. 11109 






Seq. No. 


25059 


Seq. ID 


OJ990414_01.9A28.C35 


Gene No. 


52006 


Strand 




Start 


2709 


End 


11298 




OJ990414 01.9A28.C35.o4.gs 


Method 


GENSCAN 


Start 


10677 


End 


11120 


GI 


none 


Score 


.78 


Exons 


10677. .11120 






Seq. No. 


25060 


Seq. ID 


OJ990414_01 . 9A28 .C36 


Gene No. 


52007 


Strand' 


+ 


Start 


1 


End 


258 : 


^ Name 


OJ990414 01. 9A28.C36.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


258 


GI 


3760682 


Score 


436 


Exons 


1. .258 






Seq. No. 


25060 


Seq. ID 


OJ990414_01.9A28.C36 


Gene No. 


52008 


Strand 




Start 


913 


End 


1714 


Name 


OJ990414 01.9A28.C36.o2.gp 


Method 


AAT/GAP . 


Star* 


542.- - ■. - ' - 


End 


1625 


GI 


1140 1.R1084 


Score 


1480 


von q 


542. .1164, 1448. .1625 






GI Descrip. 


, 1495768/emb|CAA92823| 2.0e- 


36^(Z68506) chloroplast inner 




envelope protein, 110 kD (IEP110) [Pisum sativum] 1 


Seq. No. 


25060 


Seq. ID 


OJ990414_01.9A28.C36 


Gene No. 


52008 


Strand 




Start ' 


913 


End 


1714 


Name 


OJ990414 01.9A28.C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


787 


End 


1714 


GI 


none 


Score 


41 


Exons 


787. .831, 787. .834, 806. .835 


, 860. .883 


, 906. .1160, 907. .115 




907. .1164, 989. .1159, 1445.. 


1714, 1446 


..1712, 1448. .1714 


Seq. No. 


25060 


Seq. ID 


OJ990414_01.9A28.C36 


Gene No. 


52008 


Strand 




Start 


913 


End 


1714 


Name 


OJ990414 01.9A28.C36.ol.gs 


Method 


GENSCAN 



25137 



Start 


913 


End 


1608 


GI 


none 


Score 


. 78 


Exons 


913. .1164, 1448. .1608 






Seq. No. 


25060 


Seq. ID 


OJ990414 01 . 9A28 .C36 


Gene No. 


52008 


Strand 




Start 




End 


1714 


Name 


OJ990414 01.9A28.C36.ol.np 


Method 


AAT/NAP 


Start 


916 


End 


1714 


GI 


14 957 68 


Score 


443 


Exons 


916. .1164, 1448. .1714 






GI Descrip. 


(Z68506) chloroplast inner 


envelope protein, 110 kD (IEP110 




[Pisum sativum] 






Seq. No. 


25060 


Seq. ID 


OJ990414_01 . 9A28.C36 


Gene No. 


52008 


Strand 


— 


Start 


913 


End 


1714 


Name 


OJ990414__01 . 9A28 . C36 .o2 . ts 


Method 


TBLASTX : Soybean 


Start 


919 


End 


1543 


GI 


none 


Score 


110 


Exons 


919.. 1116, 989. .1117, 1117. 


.1164, 1121 


..1165, 1445. .1543 


Seq. No. 


25060 


Seq. ID 


OJ990414_01 . 9A28.C36 


Gene No. 


52008 


~ Strand 


- 


Start 


913 


End 


1714 


Name 


OJ990414 01 . 9A28 . C36 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


1544 


End 


1714 


GI 


none 


Score 


138 


Exons 


1544.. 1714, 1545.. 17 09 






Seq. No. 


25061 


Seq. ID 


OJ990414__01 . 9A28 .C40 


Gene No. 


52009 


Strand 


+ 


Start 


459 


. End 


723 


Name 


OJ990414_01 . 9A28 . C4 0 .ol .gs 


Method 


GENSCAN 


Start 


459 


End 


716 


GI 


none 


Score 


.76 


Exons 


459 . .716 






Seq. No. 


25061 . t 


• Seq. ID 


OJ990414_01.9A28.C40 


Gene No. 


52009 


Strand 


+ 


Start 


459 


End 


723 


.Name 


OJ99.0414 01.9A28.C40.ol.np 


Method 


AAT/NAP 


Start 


459 


End 


723 


GI 


2266664 


Score 


211 


Exons 


459. .723 






GI Descrip. 


(Y14201) hypothetical protein [Hordeum 


vulgare] 


Seq. No. 


25062 


Seq. ID 


OJ990414_01 . 9A28 .C41 


Gene No. 


52010 


Strand 




OLait 


316 


. End 


986 


Name 


OJ990414 01. 9A28.C41.ol.np 


Method 


AAT/NAP 


Start 


279 


End 


986 


GI 


5733880 


Score 


113 


Exons 


279. .399, 731. .986 






GI Descrip. 


(AC007932) F11A17.16 [Arabidopsis thaliana] 



Seq. No. 



25062 



Seq. ID OJ990414_01.9A28.C41 

25138 










^t" nH 






Start 


316 




End 


986 




Name 


OJ990414 01.9A28.C41.ol 


. gs 


Method 


GENSCAN 




Start 


316 




End 


844 




GI 


none 




Score . 


.86 




Exons 


316.. 399, 731.. 844 










Seq. No. 


25062 




Seq. ID 


OJ990414_01.9A28 


.C41 


Gene No. 


52010 




Strand 






OLcti t 


JJ.D 




End 


986 




Name 


OJ990414 01.9A28.C41.ol 


. tin 


Method 


TBLASTX: Maize 




Start 


351 




End 


877 




GI 


none 




Score 


58 




Exons 


351. .401, 351. .401, 352 


. .402, 


352.. 402, 731.. 87-7, 732.. 


875, 




733. .876 










Seq. No. 


25063 




Seq. ID 


OJ990414_01.9A28 


.C42 


Gene No. 


52011 




Strand 






Start • 


1 




End 


1370 ' 




Name 


OJ990414 01.9A28.C42.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1370 




GI 


2832661 




Score 


513 




Exons 


1..23, 329. .440, 545 .. 7 62," 802 .. 933, 1053. .1370 




GI- Descrip; 


(AL021710) pherophorin 


- like 


protein 


[Arabidopsis thaliana 


Seq. .No. 


25063 




Seq. 'ID 


OJ990414_0l'.9A28 




Gene No. 


52011 




Strand 






O Lai U. 


1 




End 


1370 




Name 


OJ990414 01.9A28.C42.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


324 




End 


714 




GI 


none 




Score 


105 




Exons 


324. .401, 326. .436, 326 


. .442, 


330. ;443 


, 539.. 712, 546.. 


713, 




.547. .714, 556. .714 










Seq. No. 


25063 




Seq. ID 


OJ990414_01.9A28 


.C42 


Gene No. 


■ 52011 




Strand 








1 




End 


■1370 




Name 


OJ990414 01.9A28.C42.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


326 




End 


1175 




GI 


none 




Score 


78 




Exons 


326. .442, 531. .728, 534 


. .704, 


539. .763 


, 547. .726, 799.. 


930, 




800. .925, 1050. .1175 










Seq. No. 


25063 




Seq. ID 


OJ990414_01.9A28 


.C42 




52011 




Strand 






Start 


1 




End 


1370 




Name 


OJ990414 01.9A28.C42.ol 


.gs 


Method 


GENSCAN 




Start 


329 




End 


1326 




GI 


none 




Score 


.81 




Exons 


329. .440, 545. .726, 802 


. .933, 


1053.. 1326 




Seq. No. 


25063 




Seq. ID 


OJ990414_01.9A28 


.C42 


Gene No. 


52011 




Strand 






Start 


1 




End 


1370 




Name 


OJ990414 01.9A28.C42.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


547 




End 


1124 




GI 


none . 




Score 


126 





25139 




Exons " 


547. .726, 563. .760, 563. .739, 


799..933, 800. .928, 1050. 


.112 


Seq. No. 


25063 


Seq. ID 


OJ990414_01.9A28 


.C42 


OCT IlC? V*\J • 




Strand 






Start 


1 


End 


1370 




Name 


OJ990414 01.9A28.C42.o2.tm 


Method 


TBLASTX: Maize 




Start 


1048 


End 


.1306 




GI 


none 


Score 


250 




Exons 


1048. .1239, 1050. .1238, 1057. 


.1305, 1058. .1306 




Seq. No. 


25064 


Seq. ID 


OJ990414_01. 9A28 


C43 


Gene No. 


52012 


Strand 






Start 


1 


End 


4718 




Name 


OJ990414 01.9A28.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


911 




GI 


4220455 


Score 


•94 




Exons 


1..31, 529. .719, 818. .911 








GI Descrip. 


(AC006216) Identical to gene gb|D88746 


AR7 91 from Arabidops 




thaliana. [Arabidopsis thaliana] 






Seq. No. 


25064 


Seq. ID 


OJ990414_01.9A28 


C43 




52012 


Strand 


- 




Start 


' "1 . 


End 


4718 




Name 


,OJ990414.:01 . 9A28 .-C4 3 . oi . gs * . 


Method 


GENSCAN * 




Start *-* 


58 • ; . ; " ; ■ . * V 


.End " 


-3980 




GI 


hone 


Score . 


.56 




Exons 


.58. .691, 784. .1598, 1644. .1655, 2842.. 


2973, 3802. .3980 




Seq. No. 


25064 


Seq. ID 


OJ990414_01.9A28 


C43 


f^ono Mo 


52012 


Strand 






Start 


1 


End 


4718 




Name 


OJ990414 01.9A28.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


194 


End 


432 




GI 


none 


Score 


256 




Exons 


194. .412, 195. .404, 200. .409, 


205. .432 






Seq. No. 


25064 


Seq. ID 


OJ990414_01.9A28 


C43 


Clp*r\Ch Mo 


52012 


Strand 






Start 


1 - ■'. 


End 


4718 




Name 


OJ990414 01.9A28.C43.ol.ts 


Method 


TBLASTX : Soybean 




Start 


473 


End 


933 




GI 


none 


Score 


94 ■ 




Exons 


473. .694, 527. .649, 784. .933, 


812. . 907 


, 829. .909 




Seq. No. 


25064 


Seq. ID 


OJ990414_01.9A28 


C43 


Gene No. 


52012 


Strand 






Start 


1 


End 


4718 




Name 


OJ990414 01.9A28.C43.o2.np 


Method 


AAT/NAP 




Start 


3842 


End 


4718 * 




GI 


563235 


Score 


36 





Exons 3842.. 3960, 4670.. 4718 

GI Descrip. (U15964) xyloglucan endo-transglycosylase homolog; similar to 
Triticum aestivum endo-xyloglucan transferase, PIR Accession 
Number E49539 [Zea mays] gi | 563927 (U15781) xyloglucan 
endo-transglycosylase homolog [Zea mays] 

gi 1 1097378 Iprf | | 2113418A xyloglucan endotransglycosylase homolog 
[Zea mays] 



25140 



Seq. No. 25065 

Gene No. 52013 

Start 94 

Name OJ9904 14_01 . 9A28 . C4 4 . ol . gs 

Start 94 

GI none 

Exons 94.. 179, 574.. 654 

Seq. No. 25066 

Gene No. 52014 

Start 3555 

Name OJ9904 14_01 . 9A28 . C45 . ol . gs 

Start 3555 

GI none 

Exons 3555.. 3682, 5015.. 5140, 5812. 

7848. .7939, 8265. .8406, 8545. 
9492.. 9663, 9871.. 9921 



Seq. ID OJ990414_01.9A28.C44 

Strand + 

End 654 

Method GENSCAN 

End 654 

Score . 68 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5893, 



OJ990414_ 
+ 

9921 
GENSCAN 
9921 
.74 

6412. .6552, 



.8642, 8725. .8854, 



01.9A28.C45 



7459. 
9069. 



.7572, 
.9213, 



Seq. No. 

Gene No. 

Start 

Name 

Start ■ 

GI-** 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25066 Seq. ID 

52014 Strand 

3555 End 
OJ990414_01. 9A28.C45.o3.gp Method ■ 

'4 9.60 ' ' ' \ End •. 

"1631921 . Score 

4'9"60. .5140',. 5450.. 5610, 6428: . 6*535' ' 



OJ990414_01.9A28.C45 
+ 

9921 
AAT/GAP 
.6535 
813 . - 



25066 Seq. ID OJ990414_01.9A28.C45 

52014 Strand + 

3555 End 9921 

OJ990414_01.9A28.C45.ol.np - Method AAT/NAP 
5571 End 9737 

4587518 Score 1388 

5571. .5619, 6416. .6552, 7459. .7572, 7656. .7763, 
8265. .8406, 8545. .8642, 8725. .8854, 9069. .9213, 
(AC007060) Strong similarity to F19I3.8 gi I 3033381 putative 
UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 
gb|AC004238 and is a member of PF| 01370 the NAD dependent 
epimerase/dehydratase family. EST gb|AA59... 



7848. 
9492. 



7939, 
9737 



25066 Seq. ID 

52014 Strand 

3555 End 

OJ9904 14_01 . 9A28 . C45 . o4 . gp Method 

7817 End 

29591_1.R1084 Score 
7817. .7939, 8265. .8406, 8545. .8642, 
'2645165/dbj | D50573 | D50573 3 
ribosomal protein' 



OJ990414_ 
+ 

9921 
AAT/GAP 
8877 
876 
8725. .8877 



01.9A28.C45 



Oe-42 Oryza sativa mRNA, similar to 



25066 Seq. ID 

52015 Strand 

3444 End 
OJ990414_01.9A28.C45.ol.gp - Method 

3444 End 

2312838 Score 
3444. .3501 



OJ990414_01.9A28.C45 

3501 
AAT/GAP 
3501 
68 



25141 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1420932/gb|U61383 IORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



25066 
52016 
9573 

OJ9904 14_01 . 9A28 . C45 . o2 . tm 
6418 



OJ990414 01.9A28.C45 



' Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6552, 6426.. 6551, 7448.. 7528, 7459.. 7572, 7459.-7572, 
7577, 7655.. 7765, 7656.. 7769, 7847.. 7942, 7848.. 7940, 
8405, 8262..8399, 8263.. 8406, 8533.. 8640, 8547.. 8618, 
8646, 8720.. 8857, 8722.. 8856, 8725.. 8874 



none 
6418. . 
7521. . 
8262. . 
8605. . 

25066 
52016 
9573 

OJ9904 14_01 . 9A28 ±'45 . ol . tw 

6502 

none 



10015 

TBLASTX: Maize 

8874 

126 



Seq. ID OJ990414_01.9A28.C45 



Strand 
End 

Method 

End 

Score 



10015 

TBLASTX: Wheat 

7738 

62 



6502. .6555, 7477. .7593, 7501. .7575, 7653.-7736, 7655. .7738 



Seq. No. . 25066 ^ . - . , r ' 

Gene^No:. .:■ : " 52016; r '" ' "i^r ■. ' 
Start 9573 ' *' ^* ~ 

Name OJ9904 14_01 . 9A28 . C4 5 . ol . ts * 

Start 7501 
GI none 

Exons 7501.. 7-572, 7521.. 7577, 7655. 

7848.. 7940, 8262.. 8399, 8263. 
8533.. 8619, 8623.. 8646, 8720. 
9066.. 9215, 9490.. 9687, 9491. 



Seq". ID 
.Strand 
End 7 
Method 
End 
Score 



GJ990414 .0-1..9A28.C45 



10015 ' 

TBLASTX : Soybean 
.9851 
115 

7753, 7656.-7769, 7847. .7942, 
8406, 8266.. 8409, 8529. .8603, 
8857, 8722.-8856, 9063.. 9233, 
9709, 9504.. 9701, 9825.. 9851 



Seq. No. 
Gene No. 
Start 
Name 
Start 

gi ' ••■ s 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID- 
Strand 
End 

Method 
End 
Score 

.7942, 7848. .7940, 8262.. 8339, 



25066 
52016 
9573 

OJ9904 14_01 . 9A28 . C4 5 . o2 . tc 
7692 

none . . *)- : 
7692.. 7781, 7700.. 7765, 7847. 
8263.. 8343 

25066 
52016 
9573 

OJ990414_01. 9A28.C45.o2. tw 
7847 
none 

7847. .7942, 7848. .7940, 8248. 
8263. .8406, 8542. .8619, 8544. .8618, 8614. .8646 



OJ990414_01.9A28.C45 
10015 

TBLASTX: Cress 
8343 
118 



OJ990414_01 . 9A28 .C45 
10015 

TBLASTX: Wheat 
8646 
152 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8394, 8262.. 8387, 8262.. 8399, 



Seq. No. 25066 Seq. ID 

Gene No. 52016 Strand 

Start 9573 End 

Name OJ9904 14_01 . 9A28 . C45 . ol . tc Method 

Start 8347 End 

GI none Score 



OJ990414_01.9A28.C45 
10015 

TBLASTX: Cress 

9224 

90 



25142 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8347. .8406, '8541. .8609, 8542. .8610, 8619. .8645, 8620. .8646, 
8720. .8857, 8722. .8856, 9050. .9175, 9051. .9224, 9066. .9209 



25066 
52016 
9573 

OJ9904 14_01 . 9A28 . C4 5 . ol . tm 

9070 

none 

9070.. 9222, 9075. 
9489. .9806, 9490. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_01.9A28.C45 
10015 

TBLASTX: Maize 

9895 

133 



,9215, 9076. .9222, 9078. .9233, 9475. .9801, 
,9741, 9491. .9832, 9491. .9799, 9827. .9895 



Seq. No. 25066 

Gene No. 52016 

Start 9573 

Name 0 J9 90 4 1 4_0 1 . 9A2 8 . C4 5 . o5 . gp 

Start 9573 

GI 55796_1.R1084 

.Exons 9573/. 10015 

GI Descrip. ' 5852089/emb | CAB55396. 1 | 1. 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_01.9A28.C45 

10015 
AAT/GAP 
10015 
878 



Oe-15 (AL117264) zwhl2.1 [Oryza 



,$eq; No. . 25067 

^Sene No..' * . 52017 . * ' - 

"Start 2454 . 

Name OJ990414_01 . 9A28 . C4 6 . ol . gp 

Start 2454 

GI 425916 

Exons 2454..2S37, 
GI Descrip. 



,4084 



3803. 

2645165/dbj | D50573 | D50573 3, 
ribosomal protein 



Seq. ID 
Strand* K 
End 

Method 

End 

Score 



OJ990414_ 
■ + - 
4084 
AAT/GAP 
4084 
712 



01.9A28.C4 6. 



Oe-42 Oryza sativa mRNA, similar to 



Seq. No. 


25067 




Seq. ID 


OJ990414_01.9A28.C4 6 


Gene No. 


52018 




Strand 




Start 


2580 




End 


2830 


Name 


OJ990414 01.9A28 


.C4 6.o2.gs 


Method 


GENSCAN 


Start 


2580 




End 


2830 


GI 


none 




Score 


.48 


Exons >A . 


. 2580. .2633, 2771 


. .2830 . 






Seq. No. 


25068 




Seq. ID 


OJ990414_01.9A28.C48 


Gene No. 


52019 




Strand 


+ 


Start 


' 1 




End 


526 


Name 


OJ990414 01.9A28 


- ; C48.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


526 


GI 


851 1.R1084 




Score 


990 


Exons 


1. .526 








GI Descrip. 


'4096173 2.0e-93 


(U25968) 


early embryogenesis protein [Oryza 




sativa] 1 








Seq. No. 


25068 




Seq. ID 


OJ990414_01.9A28.C48 


Gene No. 


52019 




Strand 


+ 


Start 


1 




End 


526 


Name 


OJ990414 01.9A28 


.C48.ol.np 


Method 


AAT/NAP 


Start . 


1 




End 


314 


GI 


4096173 




Score 


• 437 


Exons 


1. .314 









.25143 



GI Descrip. (U25968) early embryogenesis protein [Oryza sativa] 



Seq. No. 25068 

Gene No. 52019 

Start 1 

Name OJ9904 14_01 . 9A28 . C48 . ol . gs 

Start 12,6 

GI none - * 

Exons 126.. 317 



Seq. ID OJ990414_01.9A28.C48 

Strand + 

End 526 

Method GEN SCAN 

End 317 

Score .95 



Seq. No. 25068 

Gene No. 52020 

Start 881 

Name OJ990414_01 . 9A28 .C48 .o2 .gs 

Start 881 

GI none 

Exons 881.-900, 1088.. 1139 



Seq. ID OJ990414_01.9A28.C48 
Strand 

End 1139 

Method GENSCAN 

End 1139 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI". 

Exons 



25069 
52021 
504 

OJ990414_01. 9A28.C4 9.ol.gs 

504 ■ - t . - 

none \ Y - 



Seq. ID OJ990414_01.9A28.C49 

Strand + 

End 2524 

Method GENSCAN 

End ' . 2519 

.Score • .93 



504. .656, 720. .929, 1025. .1254, 1570. .1740, 1876. .1981, 
2313.. 2519 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



25069 
52021 
504 

OJ990414_01. 9A28 .C4 9.ol.tm 

7 62 

none 



Seq. ID OJ990414_01.9A28.C49 

Strand + 

End 2524 

Method TBLASTX : Mai ze 

End 1702 

Score 168 



762. .932, 791. .931, 996. .1112, 1024. .1260, 1025. .1261, 
1567. .1695, 1567. .1701, 1568. .1702, 1586. .1702 



Seq. No. 25069 " 

Gene No. 52021 

Start 504 

Name . . OJ990414_01v'9A28.C49.ol.ts 

Start 1021 

GI none 

Exons 1021.. 1224, 1022.. 1225 



Seq. ID OJ990414_01.9A28.C49 

Strand + 

End 2524 

Method TBLASTX : Soybean 

End 1225 

Score 243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



25069 
52021 
504 

OJ990414_01. 9A28 .C4 9..o2.tm 

2310 

none 



25069 
52021 
504 

OJ990414_01.9A28.C4 9. o2.ts 
2343 



Seq. ID OJ990414_01.9A28.C49 

Strand + 

End 2524 

Method TBLASTX : Mai ze 

End 2524 

Score 272 



2310.. 2519, 2310.. 2519, 2312.. 2524 



Seq. ID OJ990414_01.9A28.C49 

Strand + 

End 2524 

Method TBLASTX : Soybean 

End 2524 



25144 




GI 


none 




Score 


189 






Exons 


2343.. 2519, 2354.. 2524 












Seq. No. 


25070 




Seq. ID 


OJ990414 


_01. 9A28 


.C50 


Gene No . 


52022 




Strand 


+ 






Start 


127 




End 


428 






Name . - 


OJ990414 01.9A28.C50.ol 


.gs 


Method 


GENS CAN 






Start- ■ ■ 


12.7 




End 


428 






GI 


none 




Score 


."9 






Exons 


127. .171, 264. .428 












Seq. No. 


25070 




Seq. ID 


OJ990414 


JD1.9A28 


.C50 


Gene No . 


52023 




Strand 








Start 


1820 




End 


2601 






Name 


OJ990414 01.9A28.C50.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


90 




End 


398 






GI 


none 




Score 


111 






Exons 


90. .176, 91. .171, 257.. 


397, 266.. 397, 


267. .398 






Seq. No. 


25070 




Seq. ID 


OJ990414 


_01.9A28 


.C50 


Gene No . 


52023 




Strand 








Start 


,1820 




End 


'2601 






Name 


OJ990414 01. 9A28.C50.ol 


."tm 


Method 


. TBLASTX: 


Maize 




Start 


.99 * - 




' End 


430. 






GI" 


none 




Score 


107 






Exons 


99.. 176, 100.. 171, 257. 


. 358, 


266. .430, 


267. .416 






Seq. No. 


25070 




Seq. ID 


OJ990414 


_01.9A28 


.C50 


np»r»p Mr) 


52023 




Strand 








Start 


1820 




End 


2601 . 






Name 


OJ990414 01.9A28.C50.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


263 




End 


427 






GI 


none 




Score 


236 






Exons 


263. .427, 264. .416 












Seq. No. 


25070 




Seq. ID 


OJ990414 


_01. 9A28 


.C50 


Gene No . 


52023 




Strand 








Start 


1820 




End 


2601 






Name 


QJ990414 01. 9A28.C50.o2 


.gs 


Method . 


GENSCAN 






Start 


1820 




End 


2601 






GI 


none 




Score 


.48 






Exons 


1820.. 1992, 2586.. 2601 












Seq. No. 


25071 




Seq. ID 


OJ990414 


_01. 9A28 


.C51 


Gene No. 


52024 




Strand 


+ 






Start 


1 




End 


2190 






Name 


OJ990414 01.9A28.C51.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2141 






GI 


6382526 




Score 


673 






Exons 


1. .30, 973. .1389, 1480. 


.1792, 


2002. .2141 






GI Descrip. 


(AC011020) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


25071 




Seq. ID 


OJ990414 


_01. 9A28 


.C51 


Gene No. 


52024 




Strand 


+ 






Start 


1 




End 


2190 






Name 


OJ990414 01.9A28.C51.ol 


.gs 


Method 


GENSCAN 






Start 


1090 




End 


2174 







25145 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1090. .1389, 1480.. 1792, 2002.. 2174 



.72 



Seq. ID OJ990414_01.9A28.C51 
Strand + 

2190 
AAT/GAP 
2190 
956 



25071 
52024 
1 

OJ990414_01 . 9A28 . C51 . ol, gp 
1463 

uC-osflM202052d02bl 
1463. .1792, 2002. .2190 

, 2832677/emb|CAA16777.1| 3.0e-10 (AL021712) hypothetical protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



25071 
52025 
3172 

OJ990414_01 . 9A28 . C51 . ol . tm 

945 

none 



Seq. ID OJ990414_01.9A28.C51 
Strand 

End 4982 

Method TBLASTX : Mai ze 

End 1359 

Score 125" 



945. .1031, 955. .1050, 958. .1056, 1047. .1241, 1050. .1349, 
1054.. 1359,. 1057.. 1338, 1287.. 1358 



25071 >v - 

.52025' 

3172 

OJ990414_01 . 9A28 . C51 . o2 . tm 

1360 

none 



Seq. ID OJ990414_Ol.9A28.C51 

Strand' - 

End 4 982 

Method TBLASTX : Mai ze 

VEnd „ 1737 

Score 74 



1360. .1458, 1362. .1391, 1483. .1728, 1493. .1729, 1515. .1733, 
1516. .1737 



Seq. No. 25071 

Gene No. 52025 

Start 3172 

Name OJ990414_01 . 9A28 . C51 . ol . ts 

Start 3169 

GI none 
Exons 



Seq. ID OJ990414_01.9A28.C51 
Strand 

End. 4 982 

Method TBLASTX : Soybean 
End 4540 
Score 64 

3169. .3258, 3171. .3242, 3175 .. 3252, 3176 .. 3265, 3443 .. 3535, 
3447.. 3533, 3673.. 3801, 3674.. -3799, 3849.. 3986, 3853.. 3984, 
4451.. 4540, 4456.-4533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25071 
52025 
3172 

OJ990414_01 . 9A28 . C51 . o2 . gs 

3172 

none 



Seq. -ID OJ990414_01.9A28.C51 
Strand 

End 4 982 

Method GENSCAN 

End 4578 

Score .99 



3172.. 3252, 3673. .3798, 4459.-4578 



25071 
52025 
3172 

OJ990414_01.9A28.C51.o2.np 
3175 
4850401 



End 

Method 
End 
Score 

3175.. 3252, 3440.. 3538, 3673.. 3798, 3873. .3983, 4459.. 4601, 
4941. .4982 



Seq. ID. OJ990414_01.9A28.C51 
Strand 

4982 
AAT/NAP 
4982 
562 



25146 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC007357) Strong similarity to gb|U29610 Actin-like protein 
(Arp3) from Acanthamoeba castellanii and is a member of the 
PF | 00022 Actin family. [Arabidopsis thaliana] . 



25071 
52025 
3172 

OJ990414_01.9A28.C51.ol.tw 

3428 

none 



Seq. ID OJ990414_01.9A28.C51 
Strand 

End 4982 

Method ' TBLASTX : Wheat 

End 3911 

Score ' 108 



3428. .3535, 3441. .3533, 3*674. .3799, 3691. .3801, 3849. .3911, 
3861. .3902 



Seq. No. 25071 
Gene No. 52025 
Start 3172 

Name OJ990414_01 . 9A28 . C51 . o3 . tm 

Start 3706 
GI none 

Exons 3706.. 3798, 3707.. 3799, 3708. 

3876. .3986, 4423. .4554, 4451. 
4460: .4579 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 01.9A28.C51 



4982 

TBLASTX: Maize 
4580 
129 

3800, 3849.-3986, 3874. 
4579, 4455. .4580, 4456. 



.3984, 
,4533, 



Seq> . No '. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25072 
52026 
1 

OJ990414_01.9A28.C52.ol.np 
1 

4850401 



OJ990414 01.9A28^;C52 



Sec}. ID _ 
Strand 

End 1496 
Method AAT/NAP 
End 1496 
Score 219 
1..101, 408. .505, 772. .1041, 1470. .1496 

(AC007357) Strong similarity to gb|U29610 Actin-like protein 
(Arp3) from Acanthamoeba castellanii and is a member of the 
PF | 00022 Actin family. [Arabidopsis thaliana] 



Seq. No. 


25072 






Seq. ID 


OJ990414 


_01. 


9A28 


.C52 


Gene No. 


52026 






Strand 










Start 


1 






End 


1496 








Name 


OJ990414 01.9A28.C52 


.ol 


.gs 


Method 


GEN SCAN 








Start 


-. 413 - 






End 


912 








GI 


none 






Score 


.7 








Exons 


413.. 505, 772.. 912 
















Seq. No. 


25073 






Seq. ID 


OJ990414 


_01. 


9A28 


.C53 


Gene No. 


52027 






Strand 










Start 


26 






End 


84 








Name 


OJ990414 01.9A28.C53 


.ol 


. gs 


Method 


GENS CAN 








Start 


26 






End 


84 








GI • 


none 






Score 


.57 








Exons, 


26. .84 
















Seq. No. 


25074 






Seq. ID 


OJ990414 


_01. 


9A28 


.C54 


Gene No. 


52028 






Strand 


+ ' 








Start 


272 






End 


508 








Name 


OJ990414 01.9A28.C54 


.ol 


.gp 


Method 


AAT/GAP 








Start 


272 






End 


508 








GI 


54450 1.R1084 






Score 


385 








Exons 


272. .508 

















25147 



GI Descrip. 



Seq. No. 

Gene No. • 

Start 

Name 

Start*. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name' 

Start 

GI 

Exons 



*40Q6865/eirib\CKB161Q3.1\ 3.0e-42 (Z99707) putative protein 
[Arabidopsis thaliana] 1 



25074 
52029 
1 

OJ9904 14_01 . 9A28 . C54 . ol . np 
1 

4006865 
1..31, 277. .554 

(Z99707) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990414_01.9A28.C54 
Strand 

End 554 

Method AAT/NAP 

End 554 

Score 281 



25074 
52029 
1 

OJ9904 14_01 . 9A28 . C54 . ol . tc 

265 

none 

265.-477, 278. .496, 285. .497 

25074 
52029 

1 . 

OJ990414_01.9A28.C54 .'ol.'tm 

269 

none v 

.269.. 496, 278.. 496, 279.. 497 

25074 
52029 
1 

OJ990414_01. 9A28.C54 .ol.ts 

270 

none 

270. .494, 281. .496, 282. .494 

25074 
52029 

OJ990414_01. 9A28.C54 .ol.gs 

277 

none 

277. .493 



Seq. ID OJ990414_01.9A28.C54 

Strand 

End 554 

Method TBLASTX : Cress 

End 4 97 

Score 93 



Seq. ID OJ990414_01.9A28.C54 

Strand 

End 554 

Method TBLASTX-: Maize 

End 4 97 

Score 177 



Seq. ID OJ990414_01.9A28.C54 

Strand 

End 554 

Method TBLASTX : Soybean • 

End 4 96 

Score 284 



Seq. ID OJ990414_01.9A28.C54 
Strand 

End 554 

Method GENSCAN 

End 4 93 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990414_01.9A28.C55. 
Strand - • 
706 

AAT/NAP 
706 
509 



25075 
52030 
1 

OJ990414_01. 9A28.C55.ol.np 
1 

4850401 
1. .337, 429. .706 

(AC007357) Strong similarity to gb|U29610 Actin-like protein 
(Arp3) from Acanthamoeba castellanii and is a member of the 
PF | 00022 Actin family. [Arabidopsis thaliana] 



End 

Method 

End 

Score 



25075 
52030 



Seq-. ID OJ990414_01.9A28.C55 
Strand 



25148 




Start 


1 






End 


706 ■ 




Name 


OJ990414 


01.9A28.C55.ol. 


gs 


Method 


GENSCAN 




Start 


83 






End 


604 




GI 


none 






Score 


.72 




Exons 


83. .337, 


429. .604 










Seq. No. 


25075 






Seq. ID 


OJ990414_01.9A28 


.C55 


ucne lnu ■ 














Start 


1 






End 


706 




Name 


OJ990414 


01.9A28.C55.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


101 






End 


4 67 




GI 


none 






Score 


51 




Exons 


101. .337, 


143.. 331, 165. 


.338, 


432. .467 






Seq. No. 


25075 






Seq. ID 


OJ990414_01. 9A28 


.C55 


Cone Mo 


O c. \J J \J 






on aiiu 






Start 


1 






End 


706 




Name 


OJ990414 


01.9A28.C55.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


113 






End 


271 




GI 


none 






Score 


137 




Exons 


113. .271, 


129. .269 




- 






Seq. No. 


25075 






Seq. ID 


OJ990414_01. 9A28 


..C55 


Gene No . - 


■ 52030' 






Strand 






O lal U 


i ■ 






PnH 


706 




Name 


OJ990414 


01.9A28.C55.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


129 






End 


491 




GI 


none 






Score 


191 




Exons 


129. .257, 


129. .251, 131. 


.271, 


251. .340, 


252. .338, 252.. 


344, 




253. .339, 


376.. 486, 422. 


.490, 


427. .489, 


432. .491 




Seq. No. 


25075 






Seq. ID 


OJ990414_01.9A28 


.C55 


UCUC IN (J • 








O LI dllU, 






Start 


1 






End 


706 




Name 


OJ990414 


01.9A28.C55.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


131 






End 


538 




GI ' 


none 






Score 


87 




Exons 


131. .337, 


138.. 374, 432. 


.467, 


482. .538, 


. 509. .529 




Seq." No. 


25075 






Seq. ID 


OJ99041'4_01.9A28 


.C55 




s?n^n 






c-t- t=> nH 






Start 


1 ■ 






End 


706 




Name 


OJ990414 


01.9A28.C55.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


302 






End . 


662 




GI 


none 






Score 


169 




Exons 


302. .340, 


432. .662, 469. 


.660 








Seq. No. 


25075 






Seq. ID 


OJ990414_01. 9A28 


.C55 


Cpne Mo 


*J \J \J 






uli a l lkj. 






Start 


1 






End 


706 




Name 


OJ990414 


01.9A28.C55.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


492 






End 


663 




GI 


none 






Score 


225 




Exons 


492. .662, 


493.. 663, 499. 


.663 








Seq. No. 


25076 






Seq. ID 


OJ990414_01. 9A28 


.C56 


Gene No. 


52031 






Strand 


+ 





25149 



Start 


425 


End 


607 




Name 


OJ990414 01.9A28.C56.ol.gs 


Method 


GENSCAN 




Start 


425 


End 


607 




GI 


none 


Score 


.77 




Exons 


425. .607 








Seq. No. 


25077 


Seq. ID 


OJ990414_ 


_01.9A28.C60 


Gene No. 


52032 


Strand 






Start 


1098 


End 


1291 




Name 


OJ990414 01. 9A28.C60.ol.gp 


Method 


AAT/GAP 




Start 


1098 


End 


1291 




GI 


18072 1.R1084 


Score 


336 




Exons 


1098. .1291 








GI Descrip. 


■2645165/dbj |D50573|D50573 4 


Oe-42 Oryza sativa 


mRNA, simil 




ribosomal protein 1 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■'Exons 

GI Descrip. 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25078 Seq. ID 

52033 Strand 
1 End 
OJ9904 14_01 . 9A28 . C61 . ol . np Method 
1 End 
6539559 Score 
1..46, 275. .407 

. (AP000836) ESTs AU068544 (6^0430) , C98487 (E0325.),, D23445 (C2825) , 
AU068543(C30430) ,C71774 (E0325) ,D22458 (C11152) ' correspond to a 
region of the predicted gene.; Similar to putative argonaute 
protein (AC005623) [Oryza sativa] 



OJ990414_01 . 9A28 . C61 
+ 

407 

AAT/NAP 

407 

51 



25079 
52034 
1 

OJ990414_01.9A28.C63.ol.np 
1 

3033381 



Seq. ID OJ990414_01.9A28.C63 
Strand 

End 706 

Method AAT/NAP 

End 706 

Score 24 9 



1..64, 132. .233, 372. .513, 680. .706 

(AC004238) putative UDP-galactose-4-epimerase [Arabidopsis 
thaliana] 

25079 * - • Seq. ID OJ990414_01.9A28.C63 ' 

52034 - ' Strand - 

1 End 706 

OJ9904 14_01 . 9A28 . C63 . ol . gp Method AAT/GAP 

132 End 513 

29591_1.R1084 Score 423 

132. .233, 372. .513 

'2645165/dbj | D50573 | D50573 3. Oe-42 Oryza sativa mRNA, similar to 
ribosomal protein 1 



25079 
52034 
1 

OJ9904 14_01 . 9A28 . C63 . ol . tw 

132 

none 



Seq. ID OJ990414_01.9A28.C63 
Strand 

End 706 

Method • TBLASTX: Wheat 

End 530 

Score 77 



132. .164, 159. .236, 160. .234, 372 .. 515, 379 .. 516, 384. .530, 
391. .516 



25150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25079 
52034 
1 

OJ990414_01. 9A28.C63.ol.tm 

132 

none 



Seq. ID OJ990414_01.9A28.C63 
Strand 

End 706 

Method TBLASTX : Mai ze 

End 516 

Score 39 



132. .158, 133. .159, 162. .236, 169. .234, 372. .515, 372. .515, 
379.. 516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25079 
52034 
1 

OJ9904 14_0 1 . 9A28 . C63 . ol . ts 

132 

none 



SeqJ ID OJ990414_01.9A28.C63 
Strand 

End 706 

Method TBLASTX : Soybean 

End 516 

Score 82 



132. .155, 159. .245, 175. .249, 369. .512, 372. .515, 379. .516 



Seq. No. 25079 

Gene No. 52034. 
Start " 1 

Name OJ9904 14_0 1 . 9A28 . C63 . ol . gs 

Start 136 

GI none 

Exons 136.V-233, 372.. 467 



Seq. ID OJ990414_01.9A28.C63 
Strand 

End 706 

Method GEN SCAN 

End 4 67 

Score -.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25079 
52034 
1 

OJ990414_01.9A28.C63..ol.tc 

201 

none 



Seq. ID OJ990414_01.9A28.C63 

Strand 

End 706 

Method TBLASTX : Cress 

End 520 

Score 37 



201. .236, 202. .231, 369. .515, 370. .516, 446. .520 



Seq. No. 25080 

Gene No. 52035 

Start 3 

Name OJ990414JD1 . 9A28 . C69 . ol . tm 

Start 3 . 

GI none . • 

Exons 3. .131, 5. .130 



Seq. ID OJ990414_01.9A28.C69 

Strand 

End 131 

Method TBLASTX : Mai ze 

End 131 

Score .-. 135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25081 
52036 
270 

OJ990414._01 . 9A28 . C74 . ol . gs 

270 

none 



Seq. ID OJ990414_01.9A28.C74 

Strand + 

End 3939 

Method GENS CAN 

End 3916 

Score .81 



270. .904, 1039. .1100, 2366. .2496, 3284. .3916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25081 
52036 
270 

OJ990414_01. 9A28.C74 .ol.np 
711 

6714274 



Seq. ID OJ990414_01.9A28.C74 

Strand + 

End 3939 

Method AAT/NAP 

End 3928 

Score 355 



711. .770, 843. .904, 1039. .1100, 2930. .3020, 3102. .3187, 
3270.. 3928 



25151 



GI Descrip. (AC017118) F6N18.11 [Arabidopsis thaliana] 



Seq. No. 25081 
Gene No. 52036 . 

Start 270 

Name OJ990414_01 . 9A28 .C74 . ol 

Start 761 
GI none 

Exons- 761.. 796, 816.. 914, 828 

1038. .1100, 2922. .2981, 
3105.. 3191, 3109.*;3192, 
3349. .3567, 3418. .3465, 
3650.. 3787, 3655.. 3780, 



OJ990414_01.9A28.C74 
+ 

3939 

TBLASTX: Maize 
3939 
153 

.905, 1031. .1057, 1037. .1099, 
2929.. 3006, 2930.. 2995, 3105... 3185, 
3281. .3409, 3282. .3413, 3283. .3387, 
3454. .3612, 3465. .3629, 3467. .3598, 
3805. .3939 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 



Seq. No. 25082 

Gene No. 52037 

Start 1 

Name OJ990414_01 . 9A28 . C75 . ol . np 

Start 1 

GI 6862923 

Exons 1..48, 411. .731 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990414_01.9A28.C75 
Strand 

End 731 

Method AAT/NAP 

End 731 

Score 235 



Seq. No. 25082 Seq. ID 

■Gene No. 52037 Strand 

Start 1 End 

Name - OJ9904 14_01 . 9A28 . C75 . ol . gs Method 

Start 360 End 

GI none Score 

Exons 360.. 728 



OJ9.90414_01. 9A28.C75 
731 

GENSCAN 

728 

.74 



Seq. No. 25082 

Gene No. 52037 

Start 1 

Name OJ990414JD1 . 9A28 . C75 . ol . tm 

Start 414 

GI none 

Exons 414.. 689, 477.. 662 

Seq. No. 25082 

Gene No. 52037 

Start 1 

Name OJ9904 14_01 . 9A28 . C75 . ol . ts 

Start 414 

GI none 

Exons 414.. 689, 415.. 561, 655.. 681 

Seq. No. 25082 

Gene No. 52037 

Start 1 

Name OJ9904 14_01 . 9A28 . C75 . ol . tc 

Start 432 

GI none 

Exons 432.. 692, 436.. 561, 655.. 690 



Seq. No. 
Gene No. 



25082 
52037 



Seq. ID OJ990414_01.9A28.C75 
Strand 

End 731 

Method TBLASTX: Maize 

End 68 9 

Score 66 



Seq. ID -OJ990414_01.9A28.C75 
Strand 

End 731 

Method TBLASTX : Soybean 

End 68 9 

Score 68 



Seq. ID OJ990414_01.9A28.C75 
Strand 

End 731 

Method TBLASTX : Cress 

End 692 

Score 54 



Seq. ID OJ990414_01.9A28.C75 
Strand 



25152 




Start 


1 




End 


731. 






Name 


OJ990414 01 


.9A28.C75.ol.tw 


Method 


TBLASTX: Wheat 




Start 


516 




End 


677 






GI 


none 




Score 


169 






Exons 


516. .677 












Seq. No. 


25083 




Seq. ID 


OJ990414_01. 


9A28 


.C76 




52038 




Strand 


+ 






Start 


1 




End 


428 






Name 


OJ990414 01 


.9A28.C76.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


428 v - " > : 






GI 


none 




Score 


805 






Exons 


1. .428 












Seq. No. 


25084 




Seq. ID 


OJ990414_01. 


9A28 


.C78 




S2039 




Strand 


+ 






Start 


1426 




End 


2028 






Name 


OJ990414 01 


.9A28.C78.ol.gp 


Method 


AAT/GAP 






Start 


1426 




End 


2028 






GI 


none 




Score 


607 






Exons 


1426. .1661, 


1744. .1864, 1956. .2028 








Seq. No. 


25084 




.Seq. ID 


OJ9'90414JD1. 


9A28 


-C78 


Gene No. 


- 52040 ' 




HSitrand 




w 




Start 


1 




End 


1658 






Name 


OJ990414 01 


.9A28.C78.ol.np 


Method 


AAT/NAP 






Start 


1 




End ■ 


766 






GI 


6006867 




Score 


.248 






Exons 


1. .766 












GI Descrip. 


(AC009540) 


unknown protein 


[Arabidopsis thaliana] 







Seq. No. 25084 Seq. ID 

Gene No. 52040 Strand 

Start 1 . End 

Name OJ9904 14_0 1 . 9A28 . C78 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41.. 711, 1514.. 1658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25084 
52041 
4334 

OJ990414_01.9A28.C78.ol.tm 
2 

none 



OJ990414_01.9A28.C78 

1658 
GENSCAN 
1658 
.58 



OJ990414 01.9A28.C78 



Seq. ID 

Strand 
End 

Method 
End 
Score 

2. .109, 6. .110, 499. .633, 4289. .4543, 4413. .4592, 4583. .4783, 
4668.. 4763 " 



4857 

TBLASTX: Maize 

4783 

82 



Seq. No. 25084 

Gene No. 52041 

Start 4334 

Name OJ9904 14_01 . 9A28 . C78 . ol . ts 

Start 2 

GI none 

Exons 2. .118, 6. .116, 4365. .4412, 
4668. .4760 



Seq. ID OJ990414_01.9A28.C78 
Strand 

End 4857 

Method TBLASTX : Soybean 

End 4783 

Score 97 • 
4412. .4543, 4413. .4592, 4583.-4783, 



25153 




Seq. No. 


25084 








Seq. ID 


OJ990414_01.9A28.C78 


Gene No. 


52041 








Strand 




Start 


4334 








End 


4857 


Name 


OJ990414 01 


.9A28 


.C78.o2 


.np 


Method 


AAT/NAP 


Start 


3705 








End 


4857 


GI 


4680341 








Score 


305 


Exons 


3705. .3797, 


.4360 


. .4857 








GI Descrip. 


(AF12 ; 84:57) 


hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


25084 








Seq. ID 


OJ990414_01. 9A28.C78 


Qpnp No. 


52041 ' 








■ Strand 




Start 


4334 








End 


4857 


Name 


OJ990414 01 


. 9A28 


.C78 . o2 


. CfS 


Method 


GENSCAN 


Start 


4334 








End 


4814 


GI 


none 








Score 


.88 


Exons 


4334. .4814 












Seq. No. 


25085 








Seq. ID 


OJ990414_01.9A28.C79 , 


Gene No . 


52042 








Strand 




Start 


74 








End 


388 


Name 


OJ990414 01 


. 9A28 


. C79 . ol 


• CfS 


Mpt hod 


GENSCAN 


Start 


74 








End 


388 


GI 


none ■ 








Score 


.88 


Exons 


74 . . 388 ' 












Seq. No. 


25085 








Seq. ID 


OJ990414_01.9A28.C79 




52043 








Strand 




Start 


1751 








•End 


2653 


Name 


OJ990414 01 


. 9A28 


,C79.o2 


.gs 


Method 


GENSCAN 


Start 


1751 ■ 








End . 


2653 


GI 


none 








Score 


1 


Exons 


1751. .2653 












Seq. No. 


25085 








Seq. ID 


OJ990414_01. 9A28.C7 9 


Gene No. 


52044 








Strand 




Start 


3980 








End 


5105 


Name 


OJ990414 01 


.9A28 


.C79.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


194 








End 


5074 


GI ■ 


none 








Score 


89 


Exons 


194. .313, 1772.. 


1864, 1901.. 


1975, 2060 


..2128, 2213. .2311, 




2483. .2560, 


4205 


. .4270, 


4292 


..4399, 4400. .4573, 4404. .4529, 




4640. .4696, 


4922 


. .5074 








Seq. No. 


25085 








Seq. ID 


OJ990414_01. 9A28.C7 9 


Gene No. 


52044 








Strand 




Start 


3980 








End 


5105 


Name 


OJ990414 01 


.9A28 


.C79.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1772 








End 


4696 


GI 


none 








Score 


90 


Exons 


1772. .1864, 


1913 


. .1975, 


2060 


..2170, 2207. .2305, 3995. .4270, 




4008. .4262, 


4292 


. .4399, 


4382 


..4573, 4398. .4520, 4640. .4696 


Seq. No. 


25085 








Seq. ID 


OJ990414_01.9A28.C79 


Gene No. 


52044 








Strand 




Start 


3980 








End 


5105 


Name 


OJ990414 01 


.9A28 


.C79.o3 


. gs 


Method 


GENSCAN 


Start 


3980 








End 


5092 



25154 




GI 


none 




Score 


.67 






Exons 


3980. .4907, 4980. .5092 












Seq. No. 


25085 




Seq. ID 


OJ990414_01. 


9A28 


.C79 


Gene No. 


52044 




Strand 








Start 


3980 




End 


5105 






Name 


OJ990414 01.9A28.C79.o2. 


np 


Method 


AAT/NAP 






Start 


3995 




End 


5081 






GI 


4680501 




Score 


341 






Exons 


3995.. 4567, 4604.. 5.081 












GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


25085 




Seq. ID 


OJ990414_01. 


9A28 


.C79 


Gene No. 


52044 




Strand 








Start 


3980 




End 


5105 






Name 


OJ990414 01.9A28.C79.o3. 


np 


Method 


AAT/NAP 






Start 


4014 




End 


5105 






GI 


2642158 




Score 


407 






Exons 


4014. .4567, 4605. .5105 












GI Descrip. 


(AC003000) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


25086 




Seq. ID 


OJ990414JD1. 


Q7VOO 
_?rlZ O 


.C82 








Strand 








Start • 


' 2153 ' ' 




End • 


24#P'. - 






Name 


OJ990414 01.9A28'.C82.ol. 


gs 


Method 


g'eSscan 






Start 


2153 




End 


2440 






GI 


none 




Score 


.57 






Exons 


2153. .2440 












Seq. No. 


25087 




Seq. ID 


OJ990414_01. 


9A28 


.C83 


iJCllC LN<J . 


3£ \J 4 D 




Strand 


+ 






Start 


501 




End 


688 






Name 


OJ990414 01.9A28.C83.ol. 


gs 


Method 


GENSCAN 






Start 


501 




End 


688 






GI 


none 




Score 


.84 






Exons 


501. .688 












Seq. No. 


25087 




■Seq. -ID 


OJ990414_01. 


9A28 


.C83 








Strand 


+ 






Start 


2018 ' 




End 


3365 






Name 


OJ990414 01.9A28.C83.o2. 


gs 


Method 


GENSCAN 






Start 


2018 




End • 


3365 






GI 


none 




Score 


.84 






Exons 


2018. .2195, 2358. .2426, 


2652. . 


2830, 3252.. 3365 






Seq. No. 


25087 




Seq. ID 


OJ990414_01. 


9A28 


.C83 


Gene No. 


52048 




Strand 








Start 


146 




End 


2173 






Name 


OJ990414 01.9A28.C83.ol. 


gp 


Method 


AAT/GAP 






Start 


146 




End 


2147 






GI 


67922 1.R1084 




Score 


675 






Exons 


146. .363," 471. .572, 2035 


. .2147 








GI Descrip. 


'1350736/spl P49212 IRL37 


LYCES 


2.0e-21 


60S RIBOSOMAL 


PROTEIN 



>gi_629673_pir S44313 ribosomal protein L37 - tomato 

>gi_483586_emb_CAA55674_ (X79074) ribosomal protein L37 
[Lycopersicon esculentum] * 



25155 




Seq. No. 


25087 


Seq. ID 


OJ990414_01.9A28 


.C83 


Gene No. 


52048 


Strand 






OLdll, 


146 


End 


^. j_ / J 




Name 


OJ990414 01.9A28.C83.ol.np 


Method 


AAT/NAP 




Start 


320 


End 


2173 




GI 


2500378 


Score 


350 




Exons 


320.. 363, 471.. 572, 2035..2173 






GI Descrip. 


60S RIBOSOMAL PROTEIN L37 








Seq. No. 


25087 


Seq. ID 


OJ990414JD1.9A28 


.C83 


Gene No. 


52049 


Strand 








3060 


End 


-J Zf U *i 




Name 






TBLASTX: Maize 




Start 


317 


End 


2180 




GI 


none 


Score 


51 




Exons 


317. .364, 321. .365, 469. .570, 


470. .571, 


471. .581, 472.. 


573, 




2031.. 2180, 2036.. 2179 








Seq. No. 


25087 


Seq. ID 


OJ990414_01.9A28 


.C83 


VJCilti LNU • 


52049 . 


Strand 






Start 


3060 


End 


3984 




Name 


Uu 17 _/ U 4 X *i U-L. Z/r\Z. O • J • Ul . 




TBLASTX: Cress 




Start 


323 


End 


2176 




GI 


none 


Score 


41 ■ ~ 




Exons 


323. .364, 333.^.365, 469. .570, 


470. .571, 


2031.. 2171, 2039.. 2 


Seq. No. 


25087 


Seq. ID. 


OJ990414_ : 01. 9A28 


.C83 


Gene No. 


52049 


Strand . 






O L. a.17 L. 


3060 


End 


3984 




Name 


OJ990414 01. 9A28.C83.ol.ts 


Method 


TBLASTX: Soybean 




Start 


323 


End 


2176 




GI' 


none 


Score 


41 




Exons 


323. .364, 327.. 365, 465. .569, 


469. .573, 


469. .570, 2031. 


.217 




2036. .2176 








Seq. No. 


25087 


Seq. ID 


OJ990414_01.9A28 


.C83 


Gene No. 


52049 


Strand 






Start 


-3060 


End 


3984 




Name 


OJ990414 01.9A28.C83.o2.np 


■ Method 


AAT/NAP 




Start 


3060 


End 


3984 




GI 


6721512 


Score 


83 




Exons 


3060.. 3162, 3190.. 3316, 3954. 


.3984 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25088 


Seq. ID 


OJ990414_01.9A28 


.C88 


UCllC LNU • 


52050 


Strand 


+ 




Start 


307 


End 


526 




Name 


OJ990414 01.9A28.C88.ol.ts 


Method 


TBLASTX : Soybean 




Start 


276 


End 


478 




GI 


none 


Score 


195 




Exons 


276. .476, 278. .478 








Seq. No. 


25088 


Seq. ID 


OJ990414_01.9A28 


.C88 


Gene No. 


52050 


Strand 


+ 




Start 


307 


End 


526 ; 




Name 


OJ990414 01.-9A28.C88.ol.gs 


Method 


GENSCAN 




Start 


307 


End 


491 





25156 



GI 


none 


Score 


.85 


Exons 


307. .491 






Seq. No. 


25088 


Seq. ID 


OJ990414 


Gene No. 


52050 


Strand 


+ 


Start 


307 


End 


526 


Name 


OJ990414 01.9A28.C88.ol.np 


Method 


AAT/NAP 


Start 


307 


End 


526 


GI 


3152584 


Score 


136 


Exons 


307. .526 






GI Descrip. 


(AC002986) YUP8H12R.31 [Arabidopsis thaliana] 


Seq. No. 


25089 


Seq. ID 


\JU Z> -S \J sj \J ~ 


Gene No. 


52051 


Strand 


+ 


Start 


1 


End 


7^1 


Name 


OJ990604 09.9A27.Cl.ol.np 


Method 


n AT /KIAP 


Start 


1 


End 


7^1 


GI 


6907086 


Score 




Exons 


1..92, 152. .731 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25089 


Seq. ID 


OJ990604 




52051 


Strand • 


+ 


Start 


1 " 


End-. ' 


731 


Name 


OJ990604 09.9A27.Cl.ol.gs 


Method 


GENSCAN 


Start 


215 


End 


329 


GI 


none 


Score 


.58 


Exons 


215. .329 






Seq. No. 


25090 


Seq. ID 


OJ990604 


Gene No. 


52052 


Strand 




Start 


1 ■ 


End 


527 


Name 


OJ990604 09.9A27.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


527 


GI 


3367537 


Score 


430 


Exons 


1..527 







09. 9A27.C2 



GI Descrip. (AC004392) Contains similarity to ANK repeat region of Fowlpox 
virus BamHI-orf7 protein homolog C18F10.7 gi 1485107 from 
Caenorhabditis elegans cosmid .gb | U0004 9 "... This gene is - continued 
from unannotated gene on BAC F19K23 gb|AC000375. [Arabid. . . 



Seq. No. 


25090 










Seq. ID 


OJ990604_09.9A27 


.C2 


Gene No. 


52052 










Strand 






Start 


1 










End 


527 




Name 


OJ990604 


_09. 


9A27. 


C2.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


54 










- End 


342 




GI 


none 










Score 


317 




Exons 


54. .341, 


55. 


.342 












Seq. No. 


25090 










Seq. ID 


OJ990604_09. 9A27 


.C2 


Gene No. 


52052 










Strand 






Start 


1 










End 


527 




Name 


OJ990604 


_09. 


9A2 7 . 


C2.ol 


.ts 


Method 


TBLASTX: Soybean . 




Start 


54 










End 


399 




GI 


none 










Score 


112 




Exons 


54. '.191, 


55. 


.168, 


189. 


.398', 


207. .398, 


217. i399 





25157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25090 
52052 
1 

OJ990604_09 . 9A27 . C2 . ol . tw 
55 

none 

55. .294, 57. .293, 125. .301 

25090 
52052 
1 

OJ990604_09.9A27.C2.ol.tc 
63 

none 

63. .164, 64. .165, 201. .470, 250. .459 

25090 Seq. ID 

52052 Strand 

1 " ■ ' End 

OJ990604_09 . 9A27 . C2 . ol . gs Method 

69 End 

none Score 

-69. .458 :.- ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_09.9A27.C2 
527 

TBLASTX: Wheat 

301 

257 



OJ990604_09.9A27.C2 
527 

TBLASTX: Cress 

470 

65 



OJ990604_09. 9A27.C2 
527 

GEN SCAN 

458 

.49 



Seq. No. 25090 

Gene No. 52052 

Start 1 

Name OJ990604_09 . 9A27 . C2 . o2 . tm 

Start 348 

GI none 

Exons 348.-527, 349.-525, 351.. 527 

Seq. No. 25091 

Gene No. 52053 
Start . 438 

Name OJ990604_09 . 9A27 . C4 . ol . gs 

Start 438 - 

GI none 

Exons . 438. . 527 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_09.9A27.C2 
527 

TBLASTX: Maize 

527 

268 



OJ990604_09. 9A27.C4 

527 ' ' 
GEN SCAN 
527 
. 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25092 Seq. ID 

52054 Strand 

215 End 

OJ990604_09.9A27.C5.ol.np Method 

215 End 

5441880 Score 
215. .603 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ990604_09.9A27.C5 
+ 

603 

AAT/NAP 

603 

414 



25093 
52055 
267 

OJ990604_09.9A27.C6.ol.gp 
267 

568625 



Seq. ID OJ990604_09.9A27.C6 

Strand + 

End 539 

Method AAT/GAP 

End 539 

Score 4 90 



25158 



Exons 



267. .539 



Seq. No. 25093 

Gene No. 52056 

Start 110 

Name OJ990604_09 . 9A27 . C6 . ol . gs 

Start 110 

GI none 

Exons 110.. 285 



Seq. ID OJ990604_09.9A27.C6 
Strand 

End 285 

Method GEN SCAN 

End . 285 

Score - .81 



Seq. No. 25094 

Gene No. 52057 

Start 478 

Name OJ990604_09 . 9A27 . C7 . ol .gs 

Start 478 

GI none 

Exons 478.. 678 



Seq. ID OJ990604_09.9A27.C7 

Strand 

End 678 

Method GENSCAN 

End 67 8 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



25095 
52058 
110 

OJ990604_09 . 9A27 . C8 . ol . gs 

110 < 

none 



Seq. ID OJ990604_09.9A27.C8 

Strand + 

End 3036 

Method GENSCAN 

End. ' 2726 

Score • "" . 65 



110, .285, 471. .836, 955.-999, 2653.-2726 



Seq. No. 25095 

Gene No. 52058 

Start 110 

Name OJ990604_09 . 9A27 . C8 . o2 - gp 

Start 2520 

GI 38782_1.R1084 

Exons 2520.. 3036 

GI Descrip. 1 6069643/dbj | AP000616 . 1 1 AP000616 .0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990604_09. 9A27 .C8 

Strand + 

End 3036 

Method AAT/GAP 

End 3036 

Score 814 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25095 
52059 
1 

0 J 9 9 0 6 0 4_0 9 . 9A2 7 . C 8 . o 1 . np 
1 

6907086 
1..276, 336. .1080 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990604_09. 9A27 .C8 
Strand 

End 1080 

Method AAT/NAP 

End' 1080 

Score 1039 



25095 
52060 
1166 

OJ990604_09.9A27.C8.ol.gp 
1166 
5667165 
1166.. 1360 

5 670 15 5 /gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ990604JD9.9A27 .C8 
Strand 

End 1360 

Method AAT/GAP 

End 1360 

Score 327 



25095 
52061 



Seq. ID OJ990604_09.9A27.C8 
Strand 



25159 




Start 


1336 


End 


4978. 






Name 


OJ990604 09.9A27.C8.o2.np 


Method 


AAT/NAP 






Start 


1336 


End 


4978 






GI 


4680186 


Score 


200 






Exons 


1336. .1361, 1815. .2213, 2715. .2793, 48 


71. .4978 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


25095 


Seq. ID 


OJ990604 


_09. 


9A27 .C8 


Gene No • 


52061 


Strand 








Start 


1336 


End 


4978 






Name 


OJ990604 09.9A27.C8.o2.gs 


Method 


GENSCAN 






Start 


3981 


End 


4190 






GI 


none 


Score 


.86 






Exons 


3981. .4190 










Seq. No. 


25095 


Seq. ID 


OJ990604 


_09. 


9A27.C8 


Gene No. 


52061 


Strand 








Start 


1336 


End 


• 4978 






Name 


OJ990604 09.9A27.C8.o3.gp 


Method 


AAT/GAP 






Start 


4502 


End 


4707 






GI ■ ■ 


3766626 


Score 


267 






Exons 


4502. .4707 










GI Descrip. 


5257255/dbj IAP000364.il AP000364 1.0e-51 Oryza sativa genomic 




DNA, chromosome 8, clone: 


P0026F07 









Seq. No. 


25096 








Seq. ID 


OJ990604__09. 9A27.C9 


Gene No. 


52062 








.Strand 


+ 


Start 


3683 








End 


6406 


Name 


OJ990604 09 


.9A27 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


3683 








End 


6406 


GI 


none 








Score 


.76 


Exons 


3683. .4210, 


4224 


. .4608, 


4934. 


.5101, 5214. .6406 


Seq. No. 


25096 








Seq. ID 


OJ990604_09. 9A27.C9 


Gene No. 


52062 








Strand 


+ 


Start 


3683 








End 


6406 


Name 


OJ990604 09 


.9A27 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3701 








End 


6385 


GI 


3355308 








Score 


1027 


Exons 


3701. .4050, 


4093 


. .4608, 


4934. 


.5085, 5192.. 6385 


GI Descrip. 


(AJ009695) 


wall- 


associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


25096 








Seq. ID 


OJ990604_09.9A27.C9 


Gene No. 


52063 








Strand 




Start 


8323 








End 


8389 


Name 


OJ990604 09 


.9A27 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3722 








End 


6253 


GI 


none 








Score 


87 


Exons 


3722. .3847, 


4335 


. .4451, 


4520. 


.4600, 4521.. 4604, 5306.. 5347, 




5387. .6253, 


5491 


. .5673, 


5561. 


.5683, 5773.. 6096, 6184.. 6231 


Seq. No. 


25096 








Seq. ID 


OJ990604_09.9A27.C9 


Gene No. 


52063 








Strand 




Start 


8323 








End 


8389 


Name 


OJ990604 09 


.9A27 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5274 








End 


6274 


GI 


none 








Score 


50 



25160 



Exons 


5274 . . 5342, 


5275. 


. 5343, 


5387 . 


.6274, 5387. .5497, 


5488 . . 5676, 




5564 . . 5746, 


5773. 


. 6066, 


6172. 


. 6273 






Seq. No. 


25096 








Seq. ID 


OJ990604 


09. 9A27 .C9 


Gene No. 


52063 








Strand 






Start 


8323 








End 


8389 




Name 


OJ990604 09. 


9A27 . 


C9 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5306 


*. - 






End 


6096 




GI 


none 








Score 


52 




Exons 


5306. . 5347, 


5387 . 


. 5527, 


.5510. 


.6079, 5521.. 5622, 


5770 . . 6096 


Seq. No. 


25096 








Seq. ID 


OJ990604 


_09. 9A27 .C9 


Gene No. 


52063 








Strand 






Start 


8323 








End 


8389 




Name 


OJ990604_09. 


9A27 . 


C9.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5405 








End 


5767 




GI 


none 








Score 


383 




Exons 


5405. .5767, 


5424 . 


. 5480, 


5491. 


.5703 






Seq. No. 


25096 








Seq. ID 


OJ990604 


Jo 9 . 9A27 . C9 


Gene No. 


52063 








Strand 






Start 


8323 








End 


8389 




Name , 


OJ990604_09. 


9A27 . 


C9.o2. 


tw . 


Method 


TBLASTX: 


Wheat 


Start 


5768 








End 


6019 




GI 


none 








Score 


143 




Exons 


5768. .5899, 


5770 . 


. 5898, 


5900. 


.6019, 5905. .6018 




Seq. No. 


25096 








Seq. ID 


OJ990604 


_09. 9A27 ,C9 


Gene No. 


52063 








Strand 






Start 


8323 








End 


8389 




Name 


OJ990604 09. 


9A27. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


8323 








End 


8389 




GI 


LIB3431-030- 


Pl-Nl 


-G8 




Score 


82 




Exons 


8323. .8389 














GI Descrip. 


, 5670155/gb|AF161269. 1 IAF161269 4 . 0e-8 


6 Oryza sativa subsp. 




japonica BAC 


clone 34K24, complete sequence' 




Seq. No. 


25097 








Seq. ID 


OJ990604 


_09.9A27.C10 


Gene No. 


52064 








Strand 






Start 


539 








End 


7282 




Name 


OJ990604 09. 


9A27. 


ClO.ol 


■ gs 


Method 


GENSCAN 




Start 


539 








End 


7282 




GI 


none 








Score 


.4 




Exons 


539. .575, 758. .981, 1370. .1623, 1687.. 


2056, 2324.. 2425, 




2472. .2579, 


2672. 


.2933, 


3038. 


.3336, 3417. .3535, 


3608. .3830, 




3916. .4282, 


4358 . 


.4431, 


4916. 


.6497, 6651. .7282 




Seq. No. 


25097 








Seq. ID 


OJ990604 


_09.9A27.C10 


Gene No. 


52064 








Strand 






Start 


539 








End 


7282 




Name 


OJ990604 09. 


9A27. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1673 








End 


7171 





GI 5441880 Score 2766 

Exons 1673. .2121, 2677. .2933, 3038. .3336, 3916. .4249, 4358. .4497, • 

5099. .5425, 5684. .5715, 6160. .7171 
GI Descrip. (AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 



25161 






(AC003981) 


[Oryza sativa] 








Seq. No. 


25097 






Seq. ID 


OJ990604 


_09. 9A27.C10 


Gene No. 


52064 






Strand 






Start 


539 






End 


7282 




Name 


OJ990604 09 


. 9A27.C10.ol 


.gp 


Method 


AAT/GAP 




Start 


1994 






End 


4243 




GI 


LIB3433-020 


-P1-K1-A6 




Score 


' 744 




Exons 


1994. .2374, 


4193. .4243 










GI Descrip. 


'5670155/gb|AF161269.1.| 


AF161269 2.0e- 


35 Oryza sativa subsp. 




. japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


25097 






Seq.' ID 


OJ990604 


09. 9A27 .C10 


Gene No. 


52064 






Strand 






Start 


539 






End' 


7282 




Name 


OJ990604 09 


. 9A27 . C10 . o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3762 ~~ 






End 


4191 




GI 


none 






Score 


108 




Exons 


3762. .3836, 


4009. .4128, 


4010. 


.4129, 4127. .4177, 


4138. .4191 


Seq. No. 


25097 






Seq. ID 


OJ990604 


09. 9A27.C10 


Gene No. 


52064 






Strand 






Start 


539*, 






End. 


7282 




Name 


OJ990604 09 


. 9A27.C10.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5933 ~~ 






End 


6310 




GI 


none 






Score 


69 




Exons 


5933. .6106, 


5944. .6084, 


"6039. 


.6107, 6131.. 6307, 


6156. .6308, 




6161. .6310 












Seq. No. 


25097 






Seq. ID 


OJ990604 


_09.9A27.C10 


Gene No . 


52064 






Strand 






Start 


539 






End 


7282 




Name 


OJ990604 09 


. 9A27.C10.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6008 ~ 






End 


6604 




GI 


none 






Score 


228 




Exons 


6008. ? 6079, 


6126. .6599, 


6137. 


.6604 






Seq. No. 


25098 






Seq. ID 


OJ990604 


_09.9A27.C11 


Gene No. 


52065 






■ Strand 


+ 




Start 


1562 






End 


5877 




Name 


OJ990604 09 


.9A27.Cll.ol 


■ gs 


Method 


GENSCAN 




Start 


1562 






End 


5877 




GI 


none 






Score 


.61 




Exons 


1562. .2441, 


2665.-2829, 


3162. 


.4223, 5627. .5877 




Seq. No. 


25098 






Seq. ID 


OJ990604 


_09.9A27.C11 


Gene No. 


52065 






Strand 


+ 




Start 


1562 






End 


5877 




Name 


OJ990604 09 


.9A27.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1562 






-End 


4357 




GI 


4966347 






Score 


932 




Exons 


1562. .1760, 


1791. .2407, 


2461. 


.2509, 2665.-2743, 


3133. .4357 



GI Descrip. (AC006341) Similar to gb|AJ012423 wall-associated kinase 2 from 
Arabidopsis thaliana. 

Seq. No. 25098 Seq. ID OJ990604_09.9A27.C11 

Gene No. 52065 Strand + 



25162 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



1562 End 

OJ990 604_09 . 9A27 . CI 1 . ol . tc Method 

1643 End 

none Score 
1643.. 1726, 2120.. 2155, 2243. 
3220.. 3360, 3245.. 4189, 3439. 

25098 
52065 
1562 

OJ990604_09.9A27.Cll.ol.tm 
3223 
none 

3223.. 3291, 3224.. 3364, 3254. 
3506.. 3682, 3657.. 3929, 3664. 

25098 
52065 
1562 

OJ990604_09.9A27.Cll.ol.ts 
3239 
none . 

3239; : 3304, 3239... 3463, 3446. 
3848.. 3964 

25098 

52065 Strand 

1562 End 

OJ990604_09 . 9A27 . Cll . ol . tw Method 

3341 End 

none Score 
3341.. 3703, 3436.. 3702, 3506.. 3703 

25098- Seq. ID 

52065 Strand 

1562 End 
OJ990604_09 . 9A27 . Cll . o2 . tw Method 

3704 End 

none Score 

3704.. 3820, 3.706.. 3834, 3836.. 3955 



5877 

TBLASTX: Cress 
4189 
98 

.2353, 2458.. 2514, 3218.. 3343, 
.3891, 3650. .4186 



OJ990604_09. 9A27.C11 
+ 

5877 

TBLASTX :Maize 
4216 
90 

4216, 3337.. 3372, 3433.. 3612, 
4038, 4120.. 4209 



Seq. ID OJ990604JD9. 9A27.C11 
Strand + 

5877 

TBLASTX: Soybean 
4031 
69 



End 

Method 

End 

Score 



,4015, 3484.. 3903, 3702.. 4031/ 



Seq. ID OJ990604__09.9A27.C11 
+ 

5877 

TBLASTX: Wheat 
3703 
399 



OJ990604_09.9A27.C11 
+ 

5877 

TBLASTX: Wheat 

3955 

135 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25099 
52066 
127 

OJ990604 J) 9 . 9A27 . C13 . ol . np 
127 

119110 
127. .494 

EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir | | QQBE31 probable nuclear 
antigen - human herpesvirus 4 (strain B95-8) 
gi 1 1334880 | emb I CAA24816 . 1 1 (V01555) BKRF1 encodes EBNA-1 
protein, latent cycle gene. [Human herpesvirus 4] 



OJ990604_ 
+ 

502 

AAT/NAP 

494 

68 



09.9A27.C13 



Seq. No. 
Gene No. 
Start 
Name 



25099 
52066 
127 

OJ990604 



09.-9A27.C13.ol.gs 



Seq. ID OJ990604_09.9A27.C13 

Strand + 

End 502 

Method GENS CAN 



25163 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. . 



145 
none 

145. .290, 356. .502 

25100 
52067 
598 

OJ990604_09. 9A27.G14 .ol.gs 

598 

none 

598. .672, 1071. .1180 

25101 
52068 
1237 

OJ990604_09. 9A27.C15. ol.gs 

1237 

none 

1237. .1364 



End 
Score 



502 
.6 



Seq. ID OJ990604_09.9A27.C14 

Strand + 

End 1180 

Method GENSCAN 

End 1180 

Score .86 



Seq. ID OJ990604_09.9A27.C15 
Strand 

End 1364 

Method GENSCAN 

End ' 1364 

Score .86 



25102 
52069 
4923 

OJ990604_09.9A27.C17.o2.np 
4923 
6006367 
4923. .5062, 5193.. 5531 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990604_09.9A27.C17 
Strand + 

5531 
AAT/NAP 
5531 
59 



End 

Method 

End 

Score 



25102 
52070 
5913 

OJ990604_09.9A27.C17.o2.gs 

5913 

none 



Seq. ID OJ990604_09.9A27.C17 

Strand + 

End 9901 

Method GENSCAN 

End 9901 

Score . 8 



5913.. 5915, 7059.. 7158, 8496.. 8516, 8951.. 9329, 9440.. 9524, 
9818. .9901 



25102 
52071 
1 

OJ990604_09.9A27.C17.ol.np 
1 

4262226 

1..30, 1267. .1517, 1548. .1805 

(AC006200) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990604_09.9A27.C17 
Strand 

End 1805 

Method AAT/NAP 

End 1805 

Score 206 



25102 
52072 
9990 

OJ990604_09. 9A27.C17 .ol.tm 

1221 

none 



Seq. ID OJ990604_09.9A27.C17 
Strand 

End 10326 

Method TBLASTX : Mai ze 

End 1817 

Score 83 



1221. .1247, 1374. .1484, 1551. .1655, 1551. .1643, 1665. .1817, 
1735.. 1812 



25102 



25164 



Seq. ID OJ990604_09.9A27.C17 



Gene No. 52072 

Start 9990 

Name OJ990604_09 . 9A27 . C17 . ol . ts 

Start 1224 

GI none 

Exons 1224.. 1247, 1374.. 1409, 1530. 
1662. .1817, 1669. .1815 



Strand 
End 

Method 

End 

Score 



10326 

TBLASTX: Soybean 

1817 

97 



1643, 1551.. 1646, 1594.. 1653, 



Seq. No. 


25102 


Seq. ID 


OJ990604_09.9A27.C17 


Gene No . 


jZU / Z 


Q4- r-anrl 




Start 


9990 


End 


10326 


Name 


OJ990604 09.9A27.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


1554 


End 


1817 


GI 


none 


Score 


115 


Exons 


1554. .1808, 1554. .1817, 1717. 


.1815 




Seq. No. 


25102 


Seq. ID 


OJ990604_09.9A27.C17 


Gene No . 


OZ U / £ 


oLIanu 




Start 


9990 


End 


10326 


Name 


OJ990604 09.9A27.C17.ol.gp 


Method 


AAT/GAP 


Start 


9990 


End 


10326 


GI 


3768970 


Score 


587 


Exons 


9990.. 10326 






Seq. No. 


25103 


Seq. ID 


OJ990604_09 . 9A27 .C18, 


Gene No . 


c o n n o 


Strand 




Start 


85 


End 


422 


Name 


OJ990604 09.9A27.C18.ol.gp 


Method 


AAT/GAP 


Start 


85 


End 


422 


GI 


3768970 


Score 


604 


Exons 


85. .422 






Seq. No. 


25103 


Seq. ID 


OJ990604_09.9A27.C18 


Gene No. 


52074 


Strand 


- 


Start 


751 


' End 


1048 


Name 


OJ990604 09.9A27.C18.o2.gp 


Method 


AAT/GAP 


Start 


751 


End 


1048 




568625 


Score 


410 


Exons 


751. .816, 858. .1048 






Seq. No. 


25104 


Seq. ID 


OJ990604_09.9A27.C19 


Gene No. 


52075 


Strand 


+ 


Start 


1 


End 


3385 


Name 


OJ990604 09. 9A27 . C19 . ol . np 


Method" 


AAT/NAP 


Start 


1 


End 


3111 


GI 


3367537 


Score 


874 


Exons 


1..800, 831. .1338, 2887. .3111 






GI Descrip. 


(AC004392) Contains similarity to ANK 


repeat region of Fowlpox 




virus BamHI-orf7 protein homolog C18F10.7 gi 1485107 from 




Caenorhabditis elegans cosmid gb|U0004 9. This gene is continue 




from unannotated gene on BAG 


F19K23 gb|AC000375. [Arabid. . . 


Seq. No. 


25104 


Seq. ID 


OJ990604_09.9A27.C19 


Gene No. 


52075 


Strand 


+ 


Start 


1 


. End 


3385 


Name 


OJ990604 09.9A27.C19.ol.gs 


Method 


GENS CAN . 


Start 


94 


End 


3282 



25165 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

94. .1338, 2887. .3282 



Score 



.97 



Seq. ID OJ990604_09.9A27.C19 



25104 

52075 Strand + 

1 End 3385 

OJ990604_09. 9A27 . C19 . ol . gp Method AAT/GAP 
597 End 1017 

23733_1.R1084 Score 743 

597. .1017 

1 3367537 1.0e-10 (AC004392) Contains similarity to ANK repeat 
region of Fowlpox virus BamHI-orf7 protein homolog C18F10.7 
gi_485107 from Caenorhabditis elegans cosmid gb_U00049. This 
gene is continued from unannotated gene on BAC F19K23 
gb_AC0 0 0375. [ Ar abid ' 



Seq. No. 


25104 






Seq. ID 


OJ990604_09.9A27 


.C19 


bene ino . 


52075 . 






of- r anH 
on aiiu 






Start 


1 






End 


3385 




Name 


OJ990604 


09.9A27.C19.o2. 


gp 


Method 


AAT/GAP 




Start 


2895 






End 


3385 




GI 


none 






Score 


904 




Exons 


2895.-3385 










Seq. No. 








Seq. ID 


OJ990604_09.9A27 


V C19 


bene jno . 


52076 






q+- r-^nH 






Start 


3403 






End 


3657 




Name 


OJ990604 


09 9A27 C19 o3 . 


ts 


Method 


TBLASTX: Soybean 




Start 


69 






End 


267 




GI 


none 






Score 


261 




Exons 


69. .245, 


70. .267 










Seq. No. 


25104 






Seq. ID 


OJ990604_09.9A27 


.C19 


Ijcllti 1NU • 


52076 






J LI dllU. 






Start 


3403 






End 


3657 




Name 


OJ99.0604 


09.9A27.C19.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


115 






End 


318 




GI 


none 






Score 


340 




Exons 


115. .318, 


115.. 31.5, 117. 


.317 








Seq. No. 


25104 






Seq. ID 


OJ990604_09.9A27 


.C19 


Gene No. 


52076 






Strand 






Start 


3403 






End 


3657 




Name 


OJ990604 


09.9A27.C19.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


196 






End 


603 




GI 


none 






Score 


413 




Exons 


196. .465, 


207. .416, 501. 


.602, 


502. .603 






Seq. No. 


25104 






Seq. ID 


OJ990604_09.9A27 


.C19 


Gene No. 


.-52076 






Strand 






Start 


3403 






End 


3657 




Name 


OJ990604 


09.9A27.C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


267 






End 


677 




GI 


none 






Score 


322 




Exons 


267. .449, 


268. .477, 268. 


.459, 


475. .675, 


498. .677 




Seq. No. 


25104 






Seq. ID 


OJ990604_09.9A27 


.C19 



25166 




Gene No. 






Strand 




Start 


3403 




End 


3657 


Name 


OJ990604 09.9A27.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


324 




End 


918 


GI 


none 




Score 


911 


Exons 


324. .773, 325. .915, 346 


. .918, 


473. .916 




Seq. No. 


25104 




Seq. ID-- 


.OJ990604_09.9A27.C19 


Gene No. 


oZ\) I o 




Strand 




Start 


3403 




End 


3657 


Name 


OJ990604 09.9A27.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


365 




End 


621 ' 


GI 


none 




Score 


391 


Exons 


365.. 541, 372.. 620, 373 


. .621, 


376. .621 




Seq. No. 


25104 




Seq. ID 


OJ990604_09.9A27.C19 


Gene No. 


52076 




Strand 




Start 


3403 




End 


3657 


Name 


(jjyyubU4 uy . yAz / . ciy . o^ 


4- r-i 

. ts 


Method 


TBLASTX : Soybean 


Start 


742 




End 


3196 


GI 


none 




Score . 


107 


Exons 


742. .876, 838. .915, 963 


. .1016 


, 980. .1027, 1162. .1341, 




1162. .1338, 1164..1346," 


2889. 


.308(3, 2933. .3049, 2935.. 3096, 




3058.. 3162, 3104.. 3196, 


3106. 


.3192 




Seq. No. 


25104 




Seq. ID 


OJ990604_09.9A27.C19 


Gene No. 


52076 ' 




Strand 




Start 


3403 




End 


3657 


Name 


OJ990604 09.9A27.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


920 




End 


3657 


GI 


none 




Score 


124 


Exons 


920. .1060, 928. .1053, 996. .1055, 1070. 


.1276, 1135. .1344, 




1162. .1341, 2886. .3050, 


2886. 


.3236, 2896.. 3291, 2935.. 3162, 




3256.-3294, 3432. .3458, 


3433. 


.3456, 3463.. 3534, 3469.. 3594, 




3512. .3547, 3573. .3650, 


3575. 


.3649, 3609.. 3653, 3610.. 3657, 




3610/.3657 








Seq. No. 


25104 




Seq. ID 


OJ990604_09.9A27.C19 


Gene No . 


52076 




Strand 




Start 


3403 




End 


3657 


Name 


OJ990604 09.9A27.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1157 




End 


1362 


GI 


none 




Score 


64 


Exons 


1157. .1231, 1158. .1202,' 


1165. 


.1362 




Seq. No. 


25104 




Seq. ID 


OJ990604_09.9A27.C19 


Gene No. 


52076 




Strand 




Start 


3403 




End 


3657 


Name 


OJ990604 09.9A27.C19.o3 


.gp 


Method 


AAT/GAP 


Start 


3403 




End 


3639 


GI 


1854261 




Score 


440 


Exons 


3403. .3639 








Seq. No. 


25105 




Seq. ID 


OJ990604 09.9A27.C20 


Gene No. 


. 52077 




Strand 


+ 


Start 


1 




End 


4989 


Name 


OJ990604 09.9A27.C20.ol 


.np 


Method . 


AAT/NAP 



25167 



Start 1 End 4 989 

GI 2244787 Score 1464 

Exons 1..115, 560.. 806, 876.. 2195, 2453.-2926, 4946.. 4989 

GI Descrip. (Z97335) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


25105 






Seq. ID 


OJ990604_09.9A27 


.C20 


Gene No. 


52077 






Strand 


+ 




Start 


1 






End ■ 


4989 




Name 


OJ990604 09.9A27.C20.ol. 


gs 




Method 


GEN SCAN 




Start 


69 






End. 


2984 




GI 


none 






Score 


.78 




Exons 


69. .1475, 1573. .2195, 2453. 


.2625, 2755 


. .2984 




Seq. No. 


25105 






Seq. ID 


OJ990604_09.9A27 


.C20 


Gene No. 


52077 






Strand 


+ 




Start 


i 
i 






End 


4989 




Name 


nTQQH^nd HQ QZ197 P90 


gp 




Method 


AAT/GAP 




Start 


£ 1Z0 






End . 


3156 




GI 


99Hfi£ 1 Rl OftA 






Score 


1220 




Exons 














GI Descrip. 


* 99/ A 1 Q7 /dmK 1 mnl H9 1 fi 1 1 




Ho- 
ue 


-44 (Z97335) hypothetical 


protein 




[Arabidopsis thaliana] * 












Seq . No . 


25105 






Seq. ID 


OJ990604_09.9A27 


.C20 " 


Gene No. 


52077 






Strand 


+ 




Start 


1 






End 


4989 




Name 


OJ990604 09.9A27.C20.o2. 


gp 




Method 


AAT/GAP 




Start 


2451 






End 


3154 




GI 


22066 1.R1084 






Score 


1113 




Exons 


2451. .3154 












GI Descrip. 


'2244787/emb ICAB10210.il 


i. 


Oe- 


-44 (Z97335) hypothetical 


protein 




[Arabidopsis thaliana] ' 












Seq. No. 


25105 






Seq. ID 


OJ990604_09.9A27 


.C20 


Gene No. 


52078 






Strand 


+ 




Start 


12885 






End 


17559 




Name 


OJ990604 09.9A27.C20.o3. 


np 




Method 


AAT/NAP 




Start 


12885 






End 


17559 




GI 


6069646 






Score 


258 




Exons 


12885. .12916, 16907.. 17559 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza'sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC, F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 25105 Seq. ID 

Gene No. 5207 9 Strand 

Start 23158 End 

Name OJ990604_09 . 9A27 . C20 . o5 . gs Method 

Start . 23158 End 

GI none Score 

Exons' 23158. .23304, 24067.. 24195 



OJ990604_09.9A27.C20 
+ 

24195 
GENSCAN 
24195 
.48 



Seq. No. 
Gene No. 
Start 



25105 
52080 
3959 



Seq. ID 

Strand 

End 



OJ990604 09.9A27.C20 



8855 



25168 



Name OJ990604_09 . 9A27 . C20 . o2 .np Method AAT/NAP 

Start 3602 End 8363 

GI 6524189 Score . 1089 

Exons 3602.. 3689, 3774.. 3910, 3992.. 4273, 4359.. 4511, 4600.. .4644, 

4728. .4832, 4923. ,.5179, 5402. .5542, 5648. .5777, 5909. .5974, 
6317. .6367, 7035. .7243, 7274. .7478, 7657. .7848, 7959. .8363 

GI Descrip. (AC011914) putative receptor protein [Arabidopsis thaliana] 



Seq. No. 25105 Seq. ID OJ990604_09.9A27.C20 

Gene No. 52080 Strand 

Start 3959 " End 8855 

Name OJ990604_09 . 9A27 . C20 . o3 . gp Method AAT/GAP 

Start 3811 End 4997 

GI 23441_1.R1084 Score 1400 

Exons 3811.. 391.0, 3992.. 4273, 4359.. 4511, 4600.. 4644, 4728.. 4832, 

4923. .4997 

GI Descrip. 1 57 34 704 /gb | AAD4 9969 . 1 1 AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 


25105 : 


^Bjq. ID 


OJ99P604_09.9A27.C20 


Gene. No. 


52080 


•^t'rand • 




Start 


3959 . — ■" 


*°End v ' ; ' 


8855 


Name 


OJ990604 09.9A27.C20.o2.gs 


Method 


GENSCAN 


Start 


3959 


End 


6385 


GI . 


none 


Score 


.63 ' 


Exons 


3959.. 4273, 43591. 4511, 4600 


..4644, 4728. .4859, 4894. .5166, 




5652.. 5777, 5909.. 5983, 6323 


. .6385 




Seq. No. 


25105 


Seq. ID 


OJ990604_09.9A27.C20 


Gene No. 


52080 


Strand 




Start 


3959 


End 


8855 


Name 


OJ990604 09.9A27.C20.o4.gp 


Method 


AAT/GAP 


Start 


5384 


End 


7109 


GI 


702430 


Score • 


762 


Exons 


5384.. 5542, 5648.. 5777, 5909 


..5983, 6323.. 6371, 7039.. 7109 


GI Descrip. 


5734704/gb|AAD49969.1|AC008075 2 4 . Oe- 


■27 (AC008075) Contains 




similarity to gb AF114753 polytropic murine leukamia virus . 




receptor SYG1 from Mus musculus. EST 


gb N96331 comes from thi 




gene. [Arabidopsis thaliana] 






Seq. No. 


25105 


Seq. ID 


OJ990604_09.9A27.C20 


Gene No. 


" 52080 


, Strand 




Start 


3959 


End 


8855 


Name 


OJ990604 09.9A27.C20.o3.gs 


Method 


GENSCAN 


Start 


6990 


End 


8855 


GI 


none 


Score 


.81 


Exons 


6990. .7438, 7557. .7848, 8091 


..8471, 8838..8855 


Seq. No. 


25105 


Seq. ID 


OJ990604_09 . 9A27 . C20 


Gene No. 


52081 


Strand 




Start 


12421 


End 


21257 


Name 


OJ990604 09.9A27.C20.o4.gs 


Method 


GENSCAN 


Start 


12421 


End 


21257 


GI.. 


none 


Score 


.8 


Exons 


.12421. .12602, 15136. .15213, 


15309. . 15521, 16139. . 16377, 



25169 



17079. .17351, 18452. .18726, 19178 19303, 19399 .. 19501, 
19885. .20050, 20174 .. 20423, 20514 .. 20928 , 20977.. 21257 

Seq. No. 25105 Seq. ID OJ990604_09.9A27.C20 

Gene No. 52082 . Strand 

Start 23589 End 23739 

Name OJ990604_09 . 9A27 . C20 . o5 . gp Method AAT/GAP 

Start 23589 - End 23739 

GI 286806 Score 244 

Exons . 23589.-23739 

GI Descrip. 5441872/dbj | AP000366. 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



Seq. No. 25105 Seq. ID 

Gene No. 52083 Strand 

Start 24924 End 

Name OJ990604_09 . 9A27 .C20 .o4 . tm Method 

Start 1065 End 

GI none Score 

Exons 1065.. 1379, 1077.. 1274, 1079.. 1378 



OJ990604_09.9A27.C20 
26303 

TBLASTX : Maize 

1379 

322 



Seq. No. 25105 Seq. ID 

Genie: JSJo. ... 520;83. Strand 

Start"-' 24 924 ' ' : End 

Name OJ990604_09 . 9A27 .C20 . 08 . tm Method 

Start 1681 End 

GI none - Score 

Exons 1681.. 1857, 1683.. 1850 



OJ990604_09.9A27.C20 
26303 

TBLASTX: Maize 

1857 

209 



Seq. No. 25105 
Gene No. 52083 
Start 24924 

Name OJ990604_09 . 9A27 . C20 . o5 . tm 

Start 1976 
GI none 

Exons 1976.. 2026, 1977.. 2123, 1978, 

2122. .2196, 2127.. 2195, 2128, 
2451. .2603 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990604 09.9A27.C20 



26303 

TBLASTX: Maize 
2603 
57 

.2133, 2103.. 2195, 2117.. 2194, 
.2196, 2438.. 2596, 2450.. 2602, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25105 
52083 
24924 

OJ990604J39 . 9A27 . C20 . o2 . tm 

2603 

none 



Seq. -ID OJ990604_09.9A27.C20 



Strand 
End 

Method 

End 

Score 



26303 

TBLASTX: Maize 

3006 

527 



2603. .2977, 2604. .2978, 2605. .2997, 2617. .3006 



Seq. No. " 25105 
Gene No. 52083 
Start 24924 

Name OJ990604_09 . 9A27 . C20 . ol . tm 

Start 3322 
GI none 

Exons 3322.. 3366, 3428.. 3448, 3489. 

3602.. 3691, 3773.. 3910, 3773. 
3987. .4274, 3989. .4276, 3993. 
4359. .4514, 4591. .4647, 4601. 



Seq. ID OJ990604_09.9A27.C20 
Strand 

End 26303 
Method TBLASTX : Mai ze 
End 5545 
Score 71 

.3581, 3493.. 3555, 3591.. 3692, 
.3910, 3778. .3912, 3977. .4279, 
.4304, 4335. .4478, 4339. .4512, 
.4645, 4705. .4833, 4713. .4841, 



25170 



4920. .5048, 4921. .5049, 4929. .5051, 4931. .5080, 4931. .5065, 
5064. .5168, 5068. .5172, 5068. .5169, 5094. .5195, 5422. .5523, 
5427. .5522, 5498. .5545 



Seq. No. 25105 
Gene No. 52083 
Start 24924 

Name OJ990604_09.9A27'.C20.ol.ts 

Start ■ 3584 
GI none 

Exons 3584.. 3691, 3600.. 3692, 3773. 

3990. .4217 



Seq. ID OJ990604_09.9A27.C20 
Strand 

End 26303 

Method * TBLASTX: Soybean 

End 4217 

Score 109 

.3883, 3773.. 3910, 3977.. 4213, 



Seq. No. 25105 Seq. ID 

Gene No. 52083 Strand 

Start 24924 End 

Name OJ990604_09 . 9A27 . C20 . ol . tc Method 

Start 3605 End 

GI none Score 

Exons 3605.. 3691, 3606.. 3692, 3756.. 3797, 3773.. 3907, 3977.. 4105, 
3981. .4106 



OJ990604_09.9A27.C20 
'26303 

TBLASTX: Cress 

4106 

123 



.Seq. No.' .25105 ' .V.- Seq. -ID- 
Gene No. 52083 ' Strand 
Start 24 924 End 
Name OJ990_604_09 . 9A27 . C20 . ol . tw Method 
Start 4070 End 
GI none Score 
Exons 4070.. 4252, 4071.. 4253, 4250.. 4282, 4250 
4360. .4470, 4360. .4515, 4367. .4474 



OJ990604 09.9A27.C20 



26303 

TBLASTX: Wheat 
4515 
256 

4279, 4359.. 4472, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25105 
52083 
24924 

OJ990604_09.9A27.C20.o2.tc 

4202 

none 



Seq. ID OJ990604_09.9A27.C20 
Strand 
End 

Method 
End 
Score 



26303 

TBLASTX: Cress 
4821 
• 38 



4202. .4237, 4203. .4226, 4339. .4512, 4359 .. 4514 , 44 12 .. 4519, 
4583..464S, 4591. .4647, 4591. .4647, 4705. .4821, 4713. .4820 



Seq. No. 25105 Seq. ID 

Gene No. 52083 Strand 

Start 24924 End 

Name OJ990604_09 . 9A27 . C20 . o3 . tc Method 

Start ' 4 962 End 

GI none Score 

Exons 4962.. 5168, 4963.. 5172 



OJ990604_09 . 9A27 .C20 
26303 

TBLASTX: Cress 

5172 

134 



Seq. No. 25105 Seq. ID 

Gene No. 52083 Strand 

Start 24924 End 

Name OJ990604_09 . 9A27 . C20 . o7 . tm Method 

Start 5628 End 

GI none Score 

Exons 5628.-5789, 5641.. 5805, 5647.. 5751, 
5908. .5985 



OJ990604_09.9A27.C20 
26303 

TBLASTX: Maize 
5986 
158 

5879.-5986, 5907. .5984, 



25171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 



25105 Seq. ID 

52083 Strand 
2.4 924 End 
OJ990604_09 . 9A27 . C20 . o3 . tm Method 
7077 End 
none Score 
7077. .7259, 7081. .7254, 7338.-7442 

25105 Seq. ID 

52083 Strand 
24924 End 
OJ990604_09 . 9A27 . C20 . 06 . tm Method 

16994 ' End 
none Score 

16994. .17071, 17081. .17110, 17122 .. 17337 , 17152 
17329.. 17427 



OJ990604_09.9A27.C20 
26303 

TBLASTX: Maize 
7442 
239 



OJ990604 09.9A27.C20 



26303 

TBLASTX: Maize 
17427 
82 

17286, 



Seq. No. 
' Gene No. 

Start 

Name 
. Start 

-■•Exons 



25105 
52083 
24924 

OJ990604_09.9A27.C20.o3.ts 

18445 

none 



Seq. ID OJ990604_09.9A27.C20 
Strand 

End 26303 

Method TBLASTX : Soybean 

End 18618 

Score 113 



18445. .18618, 184 48 18615, 18449.. 18616 



Seq. No. 25105 Seq. ID 

Gene No. 52083 Strand . 

Start 24.924 End 

Name OJ990604_09 . 9A27 . C20 . o4 . ts Method 

Start 18928 End 

GI none Score 
Exons 



OJ990604_09.9A27.C20 
26303 

TBLASTX: Soybean 

19970 

92 



18928. .19014, 18930. .19016, 18931 .. 19014 , 19193 .. 19303, 

19198. .19290, 19203. .19292, 19206 .. 19304 , 19398 19502, 

19399. .19503, 19399 .. 19503, 19400 .. 19504 , 19882 19947, 
19884. .19970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25105 Seq. ID 

52083 Strand 
24924 , End 

OJ990604_09 . 9A27 . C20 . o4 . tc Method 

19202 ' End 
none - Score 



OJ990604_09 . 9A27 : C20 
26303. 

TBLASTX: Cress 

19994 

76 



19202. .19303, 19203 .. 19304 , 19399 .. 194 97 , 19400 . . 1 94 98 , 
19884.. 19994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



25105 Seq. ID 

52083 ' Strand 

24 924 End 

OJ990604_09 . 9A27 . C20 . o2 . t s Method 

19971 End 

none Score 



OJ990604_09.9A27.C20 
26303 

TBLASTX: Soybean 

20418 

211 



19971. .20051, 20172. .20417, 20173. .20418 



25105 
52083 
24924 

OJ990604 09.9A27.C20.o6.gs 



Seq. ID OJ990604_09.9A27.C20 
Strand 

End 26303 

Method GENS CAN 



25172 




Start 


24924 


End 


26303 








GI 


none 


Score 


.42 








Exons 


24924. .25024, 25385 254 68, 


25833. .25907, 26035 


. .26303 




Seq. No. 


25106 


Seq. ID 


OJ990604 


09. 


9A27 


.C21 


Gene No. 


52084 


Strand 


-!- 








Start 


1782 


End 


2922 








Name 


OJ990604 09.9A27.C21.ol-.np 


Method 


AAT/NAP 








Start 


1782 


End 


2922 








GI 


6907088 


Score 


651 








Exons 


1782.. 1919, 2095.. 2332, 2733 


. .2922 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25106 


Seq. ID 


OJ990604 


09. 


9A27 


.C21 




52085 


Strand 










Start 


1257 


End 


1850 








Name 


OJ990604 09. 9A27 . C21 . ol . gs 


Method 


GEN SCAN 








Start 


1257 


End 


1850 








GI 


none 


Score 


. 82 








Exons 


1257.. 1330, 1708.. 1755, 1796 


. .1850 










Seq. No. ' 


25107 


Seq. ID 


OJ990604 


__09. 


9A27 


.C23 


Gene No. ..' 


5208 6 


Strand 


+. ' . -. 








Start 


136 -.7 


' End . ■ ■ 


811 








Name 


OJ990604 09.9A27.C23.ol.np 


Method 


AAT/NAP 








Start 


136 


End 


683 








GI 


6523547 


Score 


163 








Exons 


136. .683 












GI Descrip. 


(-AJ242540) hydroxyproline-rich glycoprotein DZ^HRGE 


' [Volvox 




carteri f. nagariensis] 












Seq. No. 


25107 


Seq. ID 


OJ990604 


_09. 


9A27 


.C23 


\Jd 1C ViKJ • 


52086 


Strand 


+ 








Start 


136 


End 


811 








Name 


OJ990604 09.9A27.C23.ol.gp 


Method 


AAT/GAP 








Start 


375 


End 


811 ' 








GI 


none 


Score 


851 








Exons. 


375.. 811 












Seq. No. 


25108 


Seq. ID 


OJ990604 


_09. 


9A27 


.C24 




52087 


Strand 


+ 








Start 


177 


End 


275 








Name 


OJ990604 09.9A27.C24.ol.gs 


Method 


GENSCAN 








Start 


177 


End 


275 










none 


Score 


.52 








Exons 


177. .275 












Seq. No. 


25109 


Seq. ID 


OJ990604 


_09. 


9A27 


.C25 


Gene No. 


52088 


Strand 


+ 








Start 


1 ' - 


End 


103 








Name 


OJ990604 09.9A27.C25.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


103 








GI 


90742 1.R1084 


Score 


95 








Exons 


1. .103 












GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP.000391 4 . Oe- 


29 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 











25173 



Seq. No. 


25110 




Seq. ID 


OJ990604_09.9A27.C26 


Gene No . 


52089 




Strand 


+ 


Start 


101 




End 


6698 


Name 


OJ990604 09.9A27 


.C26.ol.gs 


Method 


GENSCAN 


Start 


101 




End 


6694 


GI 


none 




Score 


.57 


Exons 


101.. 198, 1638.. 


2722, 5238,. 


5405, 5568 


. . 6694 


Seq. No. 


25110 




Seq. ID 


OJ990604_09.9A27.C26 


Gene No. 


52089 




• Strand 


+ 


Start 


101 




End 


6698 


Name 


OJ990604 09.9A27 


.C26.ol.np 


Method 


AAT/NAP 


Start 


1810 




End 


6698 


GI 


4826399 




Score 


1046 


Exons 


1810.. 2722, 5238 


..5343, 5454 


. .6698 




GI Descrip. 


(AJ012423) wall- 


associated kinase 2 [Afabidopsis thaliana] 


Seq. No. 


25110 




Seq. ID 


OJ990604_09.9A27.C26 


Gene No. 


52089 




Strand' 


+ 


Start 


101 




End 


6698 


Name 


OJ990604 09.9A27 


.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


1828 




End * 


6541 


G%: ' ; 


none . , ' : - - 


..2565, TS23 


Score 


101 


Exons 


1828.. 1959, 2518 


. .2721/:.: 5503. .5712, 5540. .5728, 




5597. .6541, 5791 


..5979, 6007 


..6243, 6260.. 6538, 6313. .6540 


Seq. No. 


25110 




Seq. ID 


OJ990604_09.9A27.C26 


Gene No. 


52089 




Strand 


+ 


Start 


101 




End 


6698 


Name 


OJ990604 09.9A27 


.C26.ol.gp 


Method 


AAT/GAP 


Start 


2922 




End 


2998 


GI 


90742 1.R1084 




Score 


96 


Exons 


2922. .2998 









GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 25110 

Gene No. 52089 

Start .. 101 

Name OJ990604_09 . 9A27 . C26 . ol . tm 

Start 5575 

GI none 
Exons 



Seq. ID OJ990604_09.9A27.C26 

Strand + 

End ' 6698 

Method TBLASTX: Maize 

End 6568 

Score 94 



5575. .5643, 5576. .5737, 5606. .6568, 5689. .5721, 5785. .5976, 
5840. .6565, 6454. .6567 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



25110 
52089 
101 

OJ990604_09.9A27.C26.ol.ts 

5591 

none 



Seq. ID OJ990604_09.9A27.C26 

Strand + 

End 6698 

Method TBLASTX : Soybean 

End 6382 

Score 69 



5591. .5656, 5591. .5815, 5798.-6382, 5809. .6243, 6200. .6376 



25110 
52089 
101 

OJ99060A 09.9A27.C26.ol.tw 



Seq. ID OJ990604_09.9A27.C26 

Strand + 

End 6698 

Method TBLASTX: Wheat 



25174 



Start 


5693 




End 


6055 


GI 


none 




Score 


385 


Exons 


5693.. 6055, 5788. 


.6045 


- 




Seq. No. 


25110 




Seq. ID 


OJ990604_09.9A27.C26 


Gene No. 


52089 




Strand • 


+ 


Start 


101 




. End 


6698 


Name 


OJ990604 09.9A27. 


C26.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


6056 




End 


6307 


GI 


none 




Score 


138 . 


Exons 


6056.. 6187, 6058. 


.6186, 6188. 


.6307, 6193. .6243 


Seq. No. 


25111 




Seq. ID 




Gene No. 


52090 




Strand 


+ 


Start 


9570 




End 


9998 


Name 


OJ990604 09.9A27. 


C27 .o3.gs 


Method 


GEN SCAN 


Start 


9570 




End 


o n n o 

999o 


GI 


none 




Score 


.84 


Exons 


9570. .9998 








Seq. No. 


25111 




Seq. ID 


OJ990604 Qy.9A27.Cz/ 


Gene No. 


52091 




Strand 




Start 


- 805 •.. 




'End • 


' 6931 


Name 


- OJ990604 09.9A27. 


C27.ol.np 


Method 


AAT/NAP 


Start 


376 




End 


5722 


GI 


6069646 




Score 


1089 


Exons 


376.. 1356, 1639.. 


2429, 5.697.. 


5722 




GI. Descrip. 


. (AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi 


.|6907112|dbj IBAA90639 


.1| (APUUllzy) biitiilar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR 


retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 








Seq. No. 


25111 




Seq. ID 


OJ990604_09.9A27.C27 


Gene No. 


52091 




Strand 




Start 


805 




End 


6931 


Name 


OJ990604 09.9A27. 


C27 .ol.gs 


Method 


GENSCAN 


Start 


805 




End 


2972 


GI 


none 




Score 


.43 


Exons 


805. .1989, 2146.. 


2328, 2844.. 


2972 




Seq. No. 


25111 




Seq. ID 


OJ990604_09.9A27.C27 


Gene No. 


52091 




Strand 




Start 


805 




End 


6931 


Name 


OJ990604 09.9A27. 


C27.o2.gs 


Method 


GENSCAN 


Start 


3318 




End 


6931 


GI 


none 




Score 


.4 


Exons 


3318.. 3679, 4307. 


.4709, 4716. 


.4876, 4947. .5037, 5316. .5928, 




6128.. 6291, 6508. 


.6747, 6854. 


.6931 




Seq. No. 


25111 




Seq. ID 


OJ990604_09.9A27.C27 


Gene No. 


52092 




Strand 




Start 


9631 




End 


10043 


Name 


OJ990604 09.9A27. 


C27.o3.np 


Method 


AAT/NAP 


Start 


9631 




End ■• 


10043 


GI 


346430 




Score 


59 


Exons 


9631. .10043 









25175 




GI Descrip. adenylylcyclase type V-alpha - dog gi 1 290082 (M97886) adenylyl 
cyclase [Canis familiaris] 



Seq. No. 


25111 








Seq. ID 


OJ990604_09.9A27 


.C27 


Gene No. 


52093 








Strand 


- 




Start 


11587 








End 


11811 




Name 


OJ9906.04 09. 


9A27 


.C27.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


448 








End 


978 




GI 


none 








Score 


88 




Exons 


448.-639, 613. .849, 620 


Q AH 


0 / 4 . . y / 0 






Seq. No. 


OC1 1 1 

ZD ±11 








Seq. ID 


OJ990604_09.9A27 


.C27 


Gene No. 


b2U9o 








Strand 


- 




Start 


1 1 C O T 

11587 








End 


11811 




Name 


OJ990604 09. 


9A27 


. C27 . o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1066 








End 


1360 




GI 


none 








Score 


112 




Exons 


1066. .1167, 


1180 


. .1359, 


1 1 Q1 

1 lo 1 . 


.1360 






Seq. No. 


25111 








Seq. ID 


OJ990604JD9.9A27 


.C27 


Gene No. 


52093 








Strand 






Start 


11587 








End 


11811 




Name ■ 


OJ990604_09 . 


9A27 


.C27; ol 


.tw. 


Method 


TBLASTX : Wheat- 




Start 


1336 








End 


1776 




GI 


none 








Score 


51 




Exons 


1336. .1458, 


1337 


. . 1459, 


1471 . 


,1776, 14.75.. 1774 




Seq. No. 


25111 








Seq. ID 


OJ990604_09.9A27 


.C27 


Gene No. 


52093 








Strand 






Start 


11587 








End 


11811 




Name 


OJ990604_09 . 


9A27 


. C27 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1417 








End 


2103 




GI 


none 








Score 


39 




Exons 


14 17 . . 2103, 


1 A 1 O 

14 lo 


. . 14oo, 


1522. 


.1785, 18 


95. .2068 




Seq. No. 


25111 








Seq. ID 


OJ990604_09.9A27 


.C27 


Gene No. 


c o f\ n *3 

5209,3 








Strand 






Start 


1 1 C O "7 

11587 








End 


11811 




Name 


OJ990604_09 . 


9A27 


. C27 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2104 








End 


2515 . 




GI 


none- . 








Score 


50 




Exons 


2104. .2205, 


2144 


. .2185, 


■2194. 


.2448, 2258. .2452, 2441. .2491, 




2479.. ,2514, 


2489 


. .2515 










Seq. No. 


25111 








Seq. ID 


OJ990604_09. 9A27 


.C27 


Gene No. 


52093 








Strand 






Start 


11587 








End 


11811 




Name 


OJ990604 09. 


9A27 


.C27 .06 


. tm 


Method 


TBLASTX: Maize 




Start 


2655 








•End 


3008 




GI 


none 








Score 


75 




Exons 


2655. .2813, 


2692 


. .2808, 


2871. 


.3008 






Seq. No. 


25111 








Seq. ID 


OJ990604_09.9A27 


.C27 


Gene No. 


52093 








Strand 






Start 


11587 








End 


11811 




Name 


OJ990604 09. 


9A27 


.C27.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3003 








End ' 


3392 





25176 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3003.. 3392, 3079.. 3207 

25111 
52093 
11587 

OJ990604_09 . 9A27 . C27 . o7 . tm 

3228 

none 

3228.. 3326, 3330.. 3467 

25111 
52093 
11587 

OJ990604_09. 9A27 .C27 . o5 . tm 

7703 

none 



Score 



60 



Seq. ID OJ990604_09.9A27.C27 
Strand 

End 11811 

Method TBLASTX : Mai ze 

End 34 67 

Score 129 



Seq. ID OJ990604_09.9A27.C27 
Strand 

End 11811 

Method TBLASTX: Maize 

End 11811 

Score 112 



7703. .7786, 7706. .7780, 7707. .7799, 7771. .7833, 7779. .7832, 
11614. .11811, 11615. .11809 



25111 
52093 

11587 / • 

OJ990604_09 . 9A27 .C27 . ol . ts 
7727 
none 



Seq. ID OJ990604_09.9A27.C27 
Strand 

End 11811.,,. . I. 

Method'' ' *TBLASTX: Soybean 

End 11802 . 

Score 102 



7727. .7780, 7780. .7833, 11618 .. 11704 , 11619 11735, 
11679. .11789, 11681. .11785, 11683. .11802 



Seq. ID OJ990604_09.9A27.C27 

Strand - . 

End 11811 

Method AAT/NAP 

End 11669 

Score 93 



25111 
52093 
11587 

OJ990604JD9 . 9A27 . C27 . o4 . np 
11587 
4678270 . 
11587.. 11669 

(AL049660) protein kinase-like protein [Arabidopsis thaliana] 



25112 
52094 
11 

OJ990604_09.9A27.C28.ol.gs 
11 

none 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 

Method GENSCAN 

End 3020 

Score . 68 



11. .162, .1646. .1776, 1908. .2242, 2347. .2529, 2623. .2777, 
2873.. 3020 



Seq. No. 25112 
Gene No. 52094 
.Start 11 

Name OJ990604_09 . 9A27 . C28 . ol . tm 

Start 1490 
GI none 

Exons 1490.. 1570, 1623.. 1778, 1624, 

1889. .2260, 1943. .1999, 2058. .2261, 2347. .2529, 2356.-2397, 
2393. .2530, 2621. .2677, 2623. .2778, 2739. .2774, 2873. .2980, 
2874. .2981, 2875. .2.982 



OJ990604_09.9A27.C28 
3130 

TBLASTX: Maize 

2982 

43 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 

.1764, 1634. .1777, 1881. .1982, 



25177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



25112 
52094 
11 

OJ990604_09.9A27.C28.ol.np 

1597 

2960364 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 
Method . AAT/NAP 
End 3011 
Score 868 



1597.. 1776, 1890.. 2242, 2347.. 2532, 2623.. 2777, 2873.. 3011 
(AJ224 986) cinnamoyl CoA reductase [Populus balsamifera subsp. 
trichocarpa] 



25112 
52094 
11 

OJ990604_09.9A27.C28.ol.ts 

1632 

none 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 

Method ' TBLASTX: Soybean 

End 3035 

Score 117 



1632. .1778, 1636. .1761, 1880. .2245, 2350. .2532, 2396. .2530, 
2623.-2775, 2636. .2674, 2874. .3035, 2875. .'2967, 2990. .3001 



25112 
52094 
11 

0 J990604_09 . 9A27 . C28 . ol . tw 

1644 

none 



Seq. ID OJ990604_09.9A27.C28 
Strand 

•End .. 3130 

Method TBLASTX : Wheat 

End 2110 

Score 97 



1644. .1778, 1645. .1761, 1700. .1777, 1880. .1963, 1881. .1964, 
1967.. 2110 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



25112 
52094 
11 

OJ990604_09 . 9A27 . C28 . ol . tc 

2350 

none 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 

Method TBLASTX : Cress 

End 2970 

Score 104 



2350.. 2532, 2399.-2524, 2621.. 2671, 2623.. 2775, 2874.. 2969, 
2875.. 2970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25112 
52094 
11 

OJ990604_09.9A27.C28.o2.tw 

2623 

none 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 

Method TBLASTX: Wheat 

End 2975 

Score 63 



2623. .2775, 2636. .2671, 2877. .2975, 2887. .2973 



25112 
52094 
11 

OJ990604_09.9A27.C28.ol.gp 

2725 

none 

2725.-2777, 2873.. 3130 



Seq. ID OJ990604_09.9A27.C28 
Strand 

End 3130 

Method AAT/GAP 

End 3130 

Score 581 



Seq. No. 
Gene No. 
Start 



25113 
52095 
239 



Seq. ID OJ990604_09.9A27.C30 
Strand + 
End . 332 



25178 




Name 


OJ990604 09. 


9A27 


.C30.ol.gs 


Method 


GENSCAN 








Start 


239 






End 


332 








GI 


none 






Score 


,46 








Exons 


239. .332 
















Seq. No. 


25114 






Seq. ID 


OJ990604 


_09. 


, 9A27 


.C32 


Gene No. 


52096 






Strand 


+ 








Start 


1 






End 


366 








Name 


OJ990604 09. 


9A27 


.C32.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


366 








GI 


3822340 






Score 


76 








Exons 


1. .366 
















GI Descrip. 


(AF081810) Ld-vp80 [Lymantria 


dispar nucleopolyhedrovirus] 


Seq. No. 


25115 






Seq. ID 


OJ990604 


09. 


. 9A27 


. C33 


Gene No . 


52097 






Strand 


+ 








Start 


343 






End 


457 








Name 


OJ990604 09. 


9A27 


. C33 . ol . as 


Method 


GENSCAN 








Start 


343 






End 


457 








GI 


none 






Score 


.73 








Exons 


343.-457 
















Seq. No. 


25116 






Seq. ID 


OJ990604 


09 . 


. 9A27' 


; C39 


Gene No . 


52098 






Strand 










Start 


14 






End 


325 








Name 


OJ990604 09. 


9A27 


.C39.ol.gs 


Method 


GENSCAN 








Start 


14 






End 


325 








GI 


none 






Score 


.56 








Exons 


14. .22, 230. 


.325 














Seq. No. 


25117 






Seq. ID 


OJ990604 


09 . 


. 9A27 


. C41 


Gene No. 


52099 






Strand 


+ 








Start 


- 1 






End 


538 








Name 


OJ990604 09.. 


9A27 


. C41.ol:np 


Method 


AAT/NAP 








■Start 


1 






End 


538 








GI 


6907086 






Score 


475 








Exons 


1..278, 339. 


.538 














GI Descrip. 


(AP001129) .hypothetical protein [Oryza 


sativa] 








Seq. No. 


25117 






Seq. ID 


OJ990604 


_09, 


. 9A27 


-C41 


Gene No. 


52099 






Strand 


+ 








Start 


1 






End 


538 








Name 


OJ990604 09. 


9A27 


.C41.ol.gs 


Method 


GENSCAN 








Start 


. 74 






End 


233 








GI 


none 






Score 


.42 








Exons 


74. .233 
















Seq. No. 


25118 






Seq. ID 


OJ990604 


_09, 


. 9A27 


.C45 


Gene No. 


52100 






Strand 


+ 








Start 


1 






End 


698 








Name 


OJ990604 09. 


9A27 


.C45.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


698 








GI 


6524189 






Score 


231 








Exons 


1..82, 173.. 


277, 


361. .405, 494 


I. .698 











GI Descrip.' (AC011914) putative receptor protein [Arabidopsis thaliana] 
Seq. No. t 25118 Seq. ID OJ990604_09.9A27.C45 



25179 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52100 Strand + 

1 End 698 

OJ990604_09.9A27.C45.ol.gp . Method AAT/GAP 
51 End 698 

23441_1.R1084 Score 572 

51. .82, 173. .277, 361. .405, 494. .698 

■5734704/gb|AAD49969.1|AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 1 



o e q . in o . 


25118 






Seq. . ID 




Gene No. 


52100 






Strand 


+ _ 


Start 


1 






End 


698 


Name 


OJ990604 


09.9A27.C45.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


52 






End 


670 


GI 


none 






Score 


169 


Exons 


52. .84, 164. .292, 172.. 


300, 358.. 414, 


360. .422, 360. .404, 




491. .646, 


493. .666, 527 


. . 670 






Seq. No. 


Z Jllo 






Can T H 

oeq. ±u 


OJ990604_09.9A27.C45 


Gene No. 


52100 






Strand 


+ 


Start 


••■ 1 






End 


698 


Carrie 


OJ990604 


09.9A27.C45.ol 


.tc 


Method 


■TBLASTX: Cress 


Start 


1M 






End 


666 


GI 


none 






Score 


130 


Exons 


184. .300, 


185.. 292, 358 


. .414, 


358. .414 


, 486. .593, 491. .646, 




493.-666 










Seq. No. 


25118 






Seq. ID 


OJ990604_09.9A27.C45 


Gene No. 


52100 






Strand 


+ 


Start 


1 






End 


698 


Name 


OJ990604 


09.9A27.C45.ol 


-gs 


Method 


GENSCAN 


Start. 


355 






End 


646 


GI 


none 






Score 


.86 


Exons 


355. .405, 


494. .646 








Seq. No. 


25118 






Seq. ID 


OJ990604_09.9A27.C45 


Gene No." 


52100 






Strand 


+ 


Start 


1 






End 


698 


Name 


OJ990604 


09.9A27.C45.ol 


.tw 


Method 


TBLASTX: Wheat 


Start ' 


490 






End 


646 


GI 


none 






Score 


110 


Exons 


490. .645, 


531.. 638, 533 


. .646, 


535. .645 




Seq. No. 


25119 






Seq. ID 


OJ990604_09.9A27.C46 


Gene No. 


52101 






Strand 




Start 


126 






End 


199 


Name 


OJ990604 


09.9A27.C46.ol 


.gs 


Method 


GENSCAN 


Start 


126 ■ 






End 


199 


GI 


none 






Score 


.78 


Exons 


126. .199' 










Seq. No. 


25120 






Seq. ID 


OJ990324_08.9A01.C2 


Gene No. 


52102 






Strand 


+ 


Start 


441 






End 


560 


Name 


OJ990324 


08.9A01.C2.ol. 


gp 


Method 


AAT/GAP 



25180 



Start 


441 




End 


560 


GI 


52913 1.R1084 




Score 


197 


Exons 


441. .560 








GI Descrip. 


' 4097690 1.0e-61 (U66592) prohibitin 2 


[Arabidopsis thaliana] 




>qi 4099801 (U89791; 


) prohibitin-like protein [Arabidopsis 




thaliana] >gi 4204301 (AC003027) prohibitin 2 [Arabidopsis 




thaliana] 1 








Seq. No. 


25120 




Seq. ID 


OJ990324_08.9A01.C2 


Gene No. 


52103 




Strand 


_ 


Start 


428 




End 


561 


Name 


OJ990324 08 . 9A01 .C2 , 


,ol . tw 


Method 


TBLASTX : Wheat 


Start 


414 




End 


561 


GI 


none 




Score 


162 


Exons 


414. .524, 416. .559, 


427. .561, 


427. .561 




Seq. No. 


25120 




Seq. ID 


OJ990324_08. 9A01.C2 


Gene No. 


52103 




Strand 




Start 


428 




End 


561 


Name 


OJ990324 08.9A01.C2 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


427 




End 


561 


GI 


none 




Score 


131 


Exons 


427. ,561, 440. .55.9, 


441. .560 






Seq. No. . 


25120 




Seq. ID 


OJ990324_08.9A01.C2 


Gene No. 


52103 




Strand 




Start 


428 




End 


561 


Name 


OJ990324 08.9A01.C2 


.ol. tm 


Method 


TBLASTX: Maize 


Start 


427 




End 


561 


GI 


none 




Score 


164 


Exons 


427. .561, 439. .561 








Seq. No. 


25120 




Seq. ID 


OJ990324 08.9A01.C2 


Gene No. 


52103 




Strand 


_ 


Start 


428 




End 


561 


Name 


OJ990324 08.9A01.C2 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


427 




End 


561 


GI 


none 




Score 


147 


Exons ' ■ 


427. .561, 440. .559 








Seq. No. 


25120 




Seq. ID 


OJ990324_08.9A01.C2 *^ 


Gene No. 


52103 




Strand 




Start 


428 




End 


561. 


Name 


OJ990324 08.9A01.C2 


.ol.np 


Method 


AAT/NAP 


Start 


428 




End 


558 


GI* 


2842494 . 




Score 


140 


Exons 


428. .558 








GI Descrip. 


(AL021749) prohibitin-like protein [Arabidopsis thaliana] 




gi|4097688 (U66591) 


prohibitin 1 [Arabidopsis thaliana] 




gil 4097694 (U66594) 


prohibitin 1 [Arabidopsis thaliana] 


Seq. No. 


25120 




Seq. ID 


-OJ990324_08.9A01.C2 


Gene No. 


52103 




Strand 




Start 


428 




End 


561 


Name 


OJ990324 08.9A01.C2, 


. ol.gs 


Method 


GENSCAN 


Start 


442 




End 


558 


GI 


none 




Score 


.81 



25181 




Exons 


442. .558 














Seq. No. 


25121 








Seq. ID 


OJ990324 


_08.9A01.C7 












rand 






Start 


105 








End 


180 




Name 


OJ990324 08 


.9A01. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


105 








End 


180 




GI 


none 








Score 


.58 




Exons 


105. .180 














Seq. No. 


25122 








Seq. ID 


OJ990324 


_08.9A01.C9 


O CL 1 C 1NVJ. 


*j X \J J 








O Li CL1 


+ 




Start 


1979 








End 


4024 




Name 


OJ990324 08 


.9A01. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


1979 








End 


4024 




GI 


none 








Score 


.6 




Exons 


1979. .2046, 


2118. 


.3192, 


3227. 


.4024 






Seq. No. 


25122 








Seq. I'D 


■ OJ990324 


_08.9A01.C9 


Gene No. 


52105 








Strand 


+ 




Start 


1979 








End 


4024 




Name 


OJ990324 08 


.9A01. 


C9.ol : -.np 


Method 


AAT/NAP 




Start 


1982 








End 


3925 




GI . 


1418331 








Score 


1620 




Exons 


1982. .3925 














GI .Descrip. 


(X95909) receptor 


• like protein kinase 


[Arabidopsis thaliana] 


Seq. No. 


25122 








Seq.- ID 


OJ990324 


_08.9A01.C9 


Gene No. 


52105 








Strand 


+ 




O Lai l_ 


1979 








End 


4024 




Name 


OJ990324 08 


.9A01. 


C9.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2002 








End 


2535 




GI 


none 








Score 


177 




Exons 


2002. .2031, 


2005. 


.2181, 


2039. 


.2203, 2051. .2197, 


2112. .2216, 




2253. .2489, 


2254. 


.2529, 


2255. 


.2356, .2256. .2360, 


2257. .2535 


Seq. No. 


25122 








Seq. ID 


OJ990324 


_08.9A01.C9 


UC11C IN W • 


52105 








Strand 


+ 




Start 


1979 








End 


4024 




Name 


OJ990324 08 


.9A01. 


C9.o2. 




Method 


TBLASTX: 


Soybean 


Start 


2057 








End 


2430 




GI" 


none 








Score 


140 




Exons 


2057. .2197, 


2095. 


.2181, 


2253. 


.2429, 2257. .2430 




Seq. No. 


- 25122 








Seq. ID 


OJ990324 


_08.9A01.C9 


Gene No. 


52105 








Strand 


+ 




Start 


1979 








End 


4024 




Name 


OJ990324 08 


.9A01. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


O Lai L. 


2093 








End 


3910 




GI 


none 








Score 


102 " 




Exons 


2093. .2197, 


2253. 


."2531, 


2257. 


.2535,' 2500. .2775, 


2560. .2640, . 




2568. .2753, 


2754. 


.2852, 


2755. 


.3225, 2836.. 3048, 


3024. .3206, 




3227. .3322, 


3239. 


.3322, 


3246. 


.3329, 3332.. 3700, 


3346. .3663, 




3668. .3910, 


3793. 


.3909 










Seq. No. 


25122 








Seq. ID 


OJ990324 


_08.9A01.C9 


Gene No. 


52105 








Strand 







25182 



Start 


1979 






Name 


OJ990324 08 


.9A01. 


C9.o3. 


Start 


2455 






GI 


none 






Exons 


2455. .2535, 


2455. 


.2529, 


Seq. No. 


25122 








S2105 






Start 


1979 






Name 


OJ990324 08 


.9A01. 


C9.o3. 


Start 


2559 






GI 


none 






Exons 


2559.-2753, 


2560. 


.2754, 


Seq. No. 


25122 






Gene No. 


52105 








1979 






Name 


OJ990324 08 


.9A01. 


C9.ol. 


Start 


2709 






GI 


none 






Exons 


2709. .2765, 


2710. 


.2754, 




2995. .3036 






Seq. No.. 


25122 






Gene No. 


52105 






O Ldl L 


1 Q7Q 






Name 


OJ990324 08 


. 9A01. 


C9.ol. 


Start 


3039 






GI 


none 






Exons 


3039. .3224, 


3040. 


.3225, 




3341. .3553 






Seq. No. 


25122 








S?l OS 






Start 


1979 






Name 


OJ990324 08 


.9A01. 


C9.o4. 


Start 


3067 " 






GI 


none 






Exons 


3067. .3225, 


3072. 


.3107, 


Seq. No. 


25122 






Gene No. 


52105 






Start 


1979 






Name 


OJ990324 08 


.9A01. 


C9.ol. 


Start 


3090 






GI 


none 






Exons 


3090. .3221, 


3090. 


.3218, 




3239. .3334, 


3311. 


.3670, 


Seq. No. 


25122 






Gene No. 


52105 






Start 


1979 






Name 


OJ990324 08 


. 9A01. 


C9.o2. 


Start 


3319 






GI 


none 






Exons 


3319. .3507, 


3341. 


.3664, 




End 4024 
tw Method TBLASTX: Wheat 

End 2706 
Score 80 
2560. .2706, 2560. .2685, 2592. .2705 

Seq. ID OJ990324_08.9A01.C9 

'Strand + 

End 4024 

tm Method TBLASTX : Maize 

End 2871 

Score 234 
2743. .2871, 2772.. 2852 

Seq. ID OJ990324_08.9A01.C9 

Strand + 

End 4024 

tw Method TBLASTX : Wheat 

End 3036 

Score 56 
2743. .2991, 2745. .2969, 2773. .2991, 



Seq. ID OJ990324_08.9A01.C9 

Strand + 

End 4024 

ts Method TBLASTX: Soybean 

End 3553 

Score 206 
3227. .3322, 3248.-3322, 3337. .3552, 



Seq. ID OJ990324_08.9A01.C9 

Strand + 

End 4024 

tw Method TBLASTX: Wheat 

End 3316 

Score 125 
3156. .3236, 3227. .3316, 3228". ".3299 

Seq. ID OJ990324_08.9A01.C9 

Strand + 

End 4024 

tm Method TBLASTX : Maize 

■ End 3672 

Score 70 
3091.. 3225, 3227.. 3340, 3228.. 3311, 
3319. .3672, 3343.-3672 

Seq. ID OJ990324_08.9A01.C9 

Strand + 

End 4024 

tw Method TBLASTX: Wheat 

End 3664 

Score 264 
3532. .3660 



25183 




Seq. No. 


25122 


Seq. ID 


OJ990324_08 . 9A01 . C9 


Gene No. 


52105 


Strand 


+ 


Start 


1979 


End 


4024 


Name 


OJ990324 08.9A01.C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


3569 


End 


3880 


GI 


none 


Score 


233 


Exons 


3569. .3880 






Seq. No. 


25122 


Seq. ID 


OJ990324_08 . 9A01 . C9 


Gene No . 


52105 


Strand 


+ 


Start • 


1979 


End 


4024 


Name 


OJ990324 08.9A01.C9.o4.tm 


Method 


TBLASTX: Maize 


Start 


3686 


End 


4024 


GI 


none 


Score 


261 


Exons 


3686.. 3907, 3694.. 3903, 3702. 


.3917, 3703.. 3918, 3986.. 4024 


Seq. No. 


25123 


Seq. ID 


OJ990324JD.8 . 9A01 .C10 


Gene No. 


52106 


Strand 




Start 


528 


End 


1863 


Name 


OJ990324 08.9A01.C10.ol.gs 


Method 


GENSCAN 


Start 


528 


End 


1863 


GI 


none 


Score 


.69 


Exons- 


528. .640, 1791. .1863 - v 






Seq. No. 


25124 


Seq. ID 


OJ990324_08.9A01.C11 


Gene No. 


52107 


Strand 




Start 


503 ' . 


End 


2539 


Name 


OJ990324 08.9A01.Cll.ol.np 


Method 


AAT/NAP 


Start 


503 


End 


2530 


GI 


3236253 


Score 


1715 


Exons 


503. .2530 






GI Descrip. 


(AC004 684) putative receptor- 


like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


25124 


Seq. ID 


OJ990324_08.9A01.C11 


Gene No. 


52107 


Strand 




Start 


503 


End 


2539 


Name 


OJ990324 08.9A01.Cll.ol.tc " 


Method 


TBLASTX: Cress 


Start 


563 


End 


2428 


GI 


none 


Score 


96 


Exons 


563.-649, 629. .1204, 651. .851, 888. .1175, 986. .1186, 1229. .19 




1230. .1595, 1680. .1979, 1787. 


.1981, 1997. .2428, 2016. .2411 


Seq. No. 


25124 


Seq. ID 


OJ990324_08.9A01.C11 


Gene No # 


52107 


Strand 




Start " 


503 


End 


2539 


Name 


OJ990324 08.9A01.Cll.o3.tm 


Method 


TBLASTX: Maize 


Start 


565 


End 


863 


GI 


none 


Score 


235 


Exons 


565. .747, 575. .853, 588. .863 






Seq. No. 


25124 


Seq. ID 


OJ990324_08.9A01.C11 


Gene No. 


52107 


Strand 




Start 


503 


End 


2539 


Name 


OJ990324 08.9A01.Cll.o3.ts 


Method 


TBLASTX: Soybean 


Start 


651 


End 


979 


GI 


none 


Score 


95 . 



25184 




Exons 


651. .845, 659. .853, 683 


. . 865, 


884 . . 979 






Seq. No. 


25124 






Seq. ID 


OJ990324_08 . 9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


.9A01.Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start ^ 


884 






End 


1453 




GI 


none 






Score 


331 




Exons 


884. .1204, 


885. .1205, 1214. .1453, 1215, 


. . 1451 




Seq.' No- 


25124' 






Seq. ID 


OJ990324_08 . 9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


. 9A01.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


995 






End 


1505 




GI 


none 






Score 


132 




Exons 


995. .1216, 


996.. 1202, 1229.. 1504, 1233, 


. . 1505 




Seq. No. 


25124 






Seq. ID 


OJ990324. 08.9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


.9A01.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1052- 






End. . - 


1483 




GI 


none 






Score 


80 




Exons 


1052. .1201, 


1208. .1483, 


1230. 


.1388 






Seq. No. 


25124 . . 






Seq. ID 


OJ990324_08 . 9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


. 9A01.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1508 






End 


1838 




GI 


none 






Score 


157 




Exons 


1508. .1549, 


1551. .1826, 


1553. 


.1831, 1572. .1838 




Seq. No. 


25124 






Seq. ID 


OJ990324_08.9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


.9A01.Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1674 






End 


1907 




GI 


none 






Score 


160 




Exons 


1674. .1841, 


1694. .1906, 


1695. 


.1907 






Seq. No/ 


25124 






Seq. ID 


OJ990324_08.9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End . 


2539 




Name 


OJ990324 08 


.9A01.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1829 






End 


2458 




GI 


none 






Score 


96 




Exons 


1829. .1876, 


1892. .2185, 


2031. 


.2180, 2195. .2458 




Seq. No. 


25124 






Seq. ID 


OJ990324_08.9A01 


.Cll 


Gene No. 


52107 






Strand 






Start 


503 






End 


2539 




Name 


OJ990324 08 


.9A01.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1838 






End 


2083 




GI 


none 






Score 


109 




Exons 


1838. .2005, 


1839. .1982, 


1880. 


,2020, 1994. .2083 . 





25185 




Seq. No. 


25124 • Seq. ID 


OJ990324_08.9A01.C11 


bene cmo . 


52107 Strand 




Start 


503 End 


2539 


Name 


OJ990324 08.9A01.Cll.o2.tm Method 


TBLASTX: Maize 


Start 


1907 End 


2539 


GI 


none Score 


56 


Exons 


1907. .1999, 1925.. 2014, 1991.. 2344, 2022.. 2345, 2366.. 2473, 




2367. .2453, 2504. .2539 




o e q • in o . 


25125- Seq. ID 


OJ990324_08.9A01.C12 


Gene No. 


52108 - Strand 


+ 


Start 


37 67 End 


6880 


Name 


OJ990324 08. 9A01 .C12 . o2 . gs Method 


GENSCAN 


Start 


37 67 End 


6880 


GI 


none Score 


.41 


Exons 


3767. .4334, 5072. .5231, 6664. .6880 




d e q . IN (J . 


25125 Seq. ID 


OJ990324JD8 . 9A01 . C12 


Gene No, 


52109 Strand 


+ 


Start 


8123 End 


10880 


Name 


OJ990324 08.9A01.C12.o3.gs Method 


GENSCAN 


Start 


8123 End 


1088Q 


GI 


" : none Score 


.88 


Exons * 


8123. .8179, 8618. .9053, 9579. .9641, 10807. .10880 


Seq. No. 


•25125 . Seq. ID 


OJ990324_08.9A01.C12 


UCllC IN O . 


52110 Strand 


+ 


Start 


16958 . End 


20970 


Name 


OJ990324 08.9A01.C12.o2.np Method 


AAT/NAP 


Start 


16958 End 


20970 


GI 


2443320 Score 


5545 


Exons 


16958. .19582, 19616. .20970 




GI Descrip. 


(D85597) polyprotein [Oryza australiensis] 


Seq. No. 


25125 ■ Seq. ID 


OJ990324_08.9A01.C12 


Gene No. 


52111* ..Strand 


+ 


Start 


23835 ... End 


29167 


Name 


OJ990324 08.9A01-.C12.o2.gp Method . 


AAT/GAP 


u Lai L 


23742 ' ' End 


28516 


GI 


52913 1.R1084 Score . 


1055 


Exons 


23742. .24008, 27244 .. 27360, 28345. .28516 


GI Descrip. 


M097690 1.0e-61 (U66592) prohibitin 2 


[Arabidopsis thaliana] 




>gi 4099801 (U89791) prohibitin-like protein [Arabidopsis 




thaliana] >gi 4204301 (AC003027) prohibitin 2 [Arabidopsis 




thaliana] 1 




Seq. No. 


25125 Seq. ID 


OJ990324_08 . 9A01 . C12 


Gene No. 


52111 Strand 


+ 


Start 


23835 End 


29167 


Name 


OJ990324 08.9A01.C12.o3.np Method 


AAT/NAP 


Start 


23835 End 


29158 


GI 


4097690 Score 


988 


Exons 


23835. .24008, 27244 .. 27360, 28345 28515, 28 620 28832, 



28973. .29158 

GI Descrip. (U66592) prohibitin 2 [Arabidopsis thaliana] gi 14099801 (U89791) 
prohibitin-like protein [Arabidopsis thaliana] gi 1 4204301 



25186 




(AC003027) prohibitin 2 [Arabiciopsis thaliana] 



Seq. No. 


25125 


Seq. ID 


OJ990324 


08 . 9A01 


.C12 


Gene No. 


52111 


Strand 


+ 






Start 


23835 


End 


29167 






Name 


OJ990324 08.9A01.C12.o5.gs 


Method 


GENSCAN 






Start 


23835 v 


End 


■2 9.167 






GI 


none 


Score 


.93 






Exons 


23835. .24008, 24209 .. 24237, 


25917. .26082, 27244 


. .27360, 






28345. .28515, 28620 .. 28832, 


28973.. 29167 






Seq. No. 


25125 


Seq. ID 


OJ990324 


08 . 9A01 


.C12 


Gene No. 


52112 


Strand 


+ 






Start 


30613 


■ End 


35026 






Name . 


OJ990324 08.9A01.C12.o4.np 


Method 


AAT/NAP 






Start 


30613 


End 


35026 






GI 


6815052 


Score 


196 






Exons 


30613. .30647, 34250 .. 34511, 


34550. .34621, 34904 


. .35026 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25125 


Seq. ID 


OJ990324 


08. 9A01 


.C12 


Gene No. 


52113 


Strand 








Start . 


7.577 


End 


9284 






Name 


OJ990324 08.9A01.C12.ol.np 


Method 


AAT/NAP " 






Start 


7577 


End 


9284. 






GI 


6907086 


Score 


958 






Exons 


7577. .7690, 7728. .7980, 8184 


..8449, 8513. .9284 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25125 


Seq. ID 


OJ990324 


_08. 9A01 


.C12 


Gene No. 


52114 


Strand 








Start 


29122 


End 


29581 






Name 


OJ990324 08.9A01.C12.o3.gp 


Method 


AAT/GAP 






Start 


29122 


End 


29581 






GI 


none 


Score 


920 






Exons 


29122. .29581 










Seq. No. 


25125 


Seq. ID 


OJ990324 


_08.9A01 


.C12 


Gene No. 


52115 


Strand 








Start 


31315 


End 


32833 






Name 


OJ990324 08.9A01.C12.o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


17219 


End 


17503 






GI 


none 


Score 


210 






Exons 


17219. .17500, 17366.. 17503 












25125 . 


Seq. ID 


OJ990324 


08 9A01 


.C12 


Gene No. 


52115 


Strand 








Start 


31315 


End 


32833 






Name 


OJ990324 08.9A01.C12.o5.tw 


Method 


TBLASTX: 


Wheat 




Start 


17961 


End 


18429 






GI 


none 


Score 


72 






Exons 


17961. .18206, 17997. .18209, 


17998. .18210, 18013 


. . 18216, 






18220. .18429, 18254 .. 18400, 


18264. .184 


10 






Seq. No. 


25125 


Seq. ID 


OJ990324 


_08. 9A01 


.C12 


Gene No. 


52115 


Strand 








Start 


31315 


End 


32833 







25187 




Name 


OJ990324 08.9A01.C12 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


18271 




End 


18654 




GI 


none 




Score 


102 




Exons 


18271. .18405, 18430. 


.18654 








Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 






Strand 






Start 


31315 ' 




End 


32833. 




Name 


OJ990324 08.9A01.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


18430 




End 


19095 




GI 


none 




Score 


809 




Exons 


18430. .19095, 18446. 


.19045, 


18453. .19049 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 






Strand 






Start 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


18568 




End 


19113 




GI 


none 




Score 


215 




Exons 


18568. .18876, 18693. 


.18788, 


18895. .18972, 18958. .19113 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No . 






Strand 






Start 


"31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


,o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18664 




End 


19095 




GI 


none 




Score 


185 




Exons 


18664. .18891, 18666. 


.18890, 


18892. .18972, 18958. .19095 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 


COI 1 c 

ozilo 




Strand 






Start 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


.06. tw 


Method 


TBLASTX .-Wheat 




Start 


19338 




End 


19536 




GI 


none 




Score 


233 




Exons 


19338. .19535, 19342. 


.19536, 


19351. .19536 




Seq. No. 


25125 




Seq. ID 


OJ990324_08. 9A01 


.C12 


Gene No. 


52115 




Strand' 






Start 


31315 




End 


32833 




Name 




r\0 -He 
• \j£ . to 


- Method 


TBLASTX : Soybean 




Start 


19408 




End 


19905 




GI 


5509260 




Score 


134 




Exons 


1940,8. .19587, 19408. 


.19563, 


19461. .19592, 19593 .. 19697 , 






19594. .19905, 19731. 


.19889 








GI Descrip. 


- 










Seq. No. 


25125 




Seq. ID 


OJ990324_08. 9A01 


.C12 


Gene No. 


52115 




Strand 






Start 


JlolD 




End 


32833 




Name 


OJ990324 08.9A01.C12 


. ol . tw 


Method ■ 


TBLASTX: Wheat 




Start 


19537 




End 


20370 




GI 


none 




Score 


71 




Exons 


19537. .19587, 19578. 


.19913, 


19578. . 19916, 19588 .. 19920, 






19588. .19920, 19890. 


.20369, 


19906. .20370 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.?A01 


.C12 



25188 




Gene No. 






btrana 






Start 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


19593 




End 


20007 




GI 


none 




Score 


337 




Exons 


19593. .19940, 19594. 


.20007 








Seq. No. 


25125 




• Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 


JL ID 




Strand 






Start 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


. o4 . tm'" 


Method 


TBLASTX: Maize 




Start 


20332 




End 


21095 




GI 


none 




Score 


187 




Exons 


20332. .20706, 20725. 


.20919, 


21027. .21095 




Seq. No. 


25125 - 




Seq. . ID 


OJ990324_08.9A01 


.C12 


Gene No. 






Strand 






Start 


31315 . 




End 


32833 




Name 


OJ990324 08.9A01.C12 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


20341 




End 


20835 




GI 


none 




Score 


222 




Exons 


20341. .20703, 20731. 


.20835 








Seq. No. 


25125 




Seq. ID 


■■OJ990324_08.9A01 


.C12 


Gene No . 


col 1 R • 




- Strand 






Start - 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


. 63. tw 


Method 


TBLASTX: Wheat 




Start 


20443 




End 


20931 




GI 


none 




Score 


561 




Exons 


20443. .20931, 20444. 


.20806, 


20448. .20930 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 


52115 




Strand 






Start 


31315 




End 


32833 




Name - . 


OJ990324_08.9A01.C12 


.ol.tm 


Method 


TBLASTX: Maize 




CM i >- 4- 

otart 






End 


29250 




GI 


none 




Score 


188 




Exons 


23835. .24011, 23835. 


.24011., 


27241. .27375, 2724 1 .. 27363, 






28333. .28518, 28344. 


.28514, 


28345. .28515, 28593 .. 28832, 






28611. .28832, 28618. 


.28836, 


28619. .28837, 28 970 29176, 






28970. .29098, 28972. 


.29166, 


28986. .29171, 29185.. 29250 




Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


-C12 


Gene No. 


52115 




Strand 






Start - 


31315 




End 


32833 




Name 


OJ990324_08.9A01.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




OH , vf 

btart 






End 


28747 




GI 


none 




Score 


154 




Exons 


23850. .24008, 23889. 


.24011, 


23954. .24010, 2724 1 .. 27375, 






27241. .27375, 27243. 


.27386, 


28344. .28514, 2834 5 28515, 






28345. .28518, 28611. 


.28745, 


28611. .28745, 28 622 28747 , 






28625. .28747 










Seq. No. 


25125 




Seq. ID 


OJ990324_08.9A01 


.C12 


Gene No. 


52115 




Strand 






Start 


31315 




End 


32833 




Name 


OJ990324 08.9A01.C12 


. o5 . ts 


Method 


TBLASTX : Soybean 





25189 




Start 


23888 






End 


27375 




GI 


none 






Score 


158 




Exons 


23888. 


.24010, 23889. 


.24011, 


2724.1. .27375, . 27243 


. .27362 


Seq. No. 


25125 






Seq. ID 


OJ990324 


_08.9A01 


Gene No. 


52115 






Strand 






Start 


31315 






End 


32833 




Name 


OJ990324 08.9A01.C12 


• U X • LL 


Method 


TBLASTX : 1 


C O O 


Start 


23889 






End 


29130 




GI . 


none 






Score 


150 




Exons 


23889. 


.24011, 27241. 


.27375, 


27243.-27362, 28344 


. .28514, 




28344. 


.28514, 28345. 


.28515, 


28602. .28823, 28611 


. .28832, 




28774. 


.28836, 28955. 


.29098, 


28969. .29130, 28970 


. .29101 


Seq. No. 


25125 






Seq. ID 


OJ990324 


_08.9A01 


Gene No. 


52115 






Strand 






Start 


31315 






End 


32833 




Name 


OJ990324 08.9A01.C12 




Method 


TBLASTX: 




Start 


28344 






End 


29130 




GI 


none 






Score 


256 




Exons 


28344. 


.28505, 28345. 


.28515, 


28611. .28E 


132, 28622 


. .28792, 




28631. 


.28837, 28783. 


.28836, 


28969. .29130, 28970 


. .29101, 




28987. 


.29130 










Seq. No. 


25125 






Seq. ID 


OJ990324 


_08.9A01 


Gene No. 


52115 






Strand 






Start 


31315 






End 


32833 




Name . 


OJ990324 08.9A01.C12 


.06. gs 


Method 


GENSCAN 




Start 


31315 






End 


32833 




GI 


none 






Score 


.55 




Exons 


31315. 


.31460, 31664. 


.31771, 


31883. .31989, 32010 


. .32139, 



32686. .32833 



Seq. No. 


25126 


Seq.' ID 


OJ990324_08.9A01.C13 


Gene No. 


52116 


Strand 




Start 


120 


End 


1125 


Name 


OJ990324 08.9A01.C13.ol.np 


Method 


AAT/NAP 


Start 


120 * 


End 


1125 


GI, 


6630696 


Score 


1594 


Exons 


120. .1125 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond 




region of the predicted gene 


. ;• Similar 


to retrovirus-relate< 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativ. 


Seq. No. 


25126 


Seq. ID 


OJ990324_08.9A01.C13 


Gene No. 


52116 


-Strand 




Start 


120 


End 


1125 


Name 


OJ990324 08.9A01.C13.ol.tw 


Method 


TBLASTX :Wheat 


Start 


256 


End. 


732 


GI 


none 


Score 


376 


Exons 


256. .642, 258. .641, 685. .732 


, 686. .727 




Seq. No. 


25126 


Seq. ID 


OJ990324_08.9A01.C13 


Gene No. 


52116 


Strand 




Start 


120 . 


■ End 


1125 


Name 


OJ990324 08.9A01.C13.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


458 



25190 




GI 


none 






Score 


.5 




Exons 


310. .458 












Seq. No. 


25126 






Seq. ID 


OJ990324_08.9A01 


.C13 


Gene No. 


C O 1 1 n 

D^llD 






Pi. v > r-\ /~J 

btrana 






Start 


120 






End 


1125 




Name . 


OJ990324 


08.9A01.C13.o2. 


ts 


Method 


TBLASTX : Soybean 




Start ■ 


384 






End 


684 




GI 


none 






Score 


75 




Exons 


384. .593, 


463.-588, 474. 


.599, 


612. .677 


, 622. .684 




Seq. No. 


25126 






Seq. ID 


OJ990324_08. 9A01 


.€13 


Gene No. 


C O 1 1 c 

o^llo 






btrana 






Start 


120 






End 


1125 




Name 


- OJ990324 


08.9A01.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


588 






End 


936 




GI 


none 






Score 


75 




Exons 


588 ..683/ 


589.. 693, 691. 


.936, 


692. .922 


, 703. .930 




Seq. No. 


25126 






Seq. ID 


OJ990324_08. 9A01 


.C13 


Gene No . 


ozllo 






Strand 






Start 


120 






End 


1125 




Name 


OJ990324 . 


08.9A01.C13.pl. 


ts 


Method 


TBLASTX : Soybean 




Start 


736 






End 


1087 




GI 


none 






Score 


60 




Exons 


736. .918, 


739.-927, 928. 


.1086 


, 959.. 1087 




Seq. No. 


25127 






Seq. ID 


OJ990324_08.9A01 


.C15 


Gene No. 


52117 






Strand 






Start 


102 






End 


347 




Name 


OJ990324 


08.9A01.C15.ol. 


gs 


Method 


GENSCAN 




Start 


102 






End 


347 




GI 


none 






Score 


.53 




Exons 


102. .347 












Seq. No. 


25128 






Seq. ID 


OJ990324_08.9A01 


.C17 


Gene No. 


ozllo 






Strand 


+. 




Start 


' 181 






End 


681 




Name 


OJ990324 


08.9A01.C17.ol. 


gs 


Method 


GENSCAN 




Start 


181- 






End 


681 




GI 


none 






Score 


.49 




Exons 


181. .294, 


357. .490, 575. 


.681 








Seq. No. 


25129 






Seq. ID 


OJ990324_08. 9A01 


.C18 


Gene No . 


COI 1 ft 

oziiy 






Strand 


+ 




Start 


76 






End 


241 




Name 


OJ990324 


08.9A01.C18.ol. 


gs 


Method 


GENSCAN 




Start 


76 






End 


241 




GI 


none 






Score 


.8 




Exons 


76. .241 












Seq. No. 


25130 






Seq. ID 


OJ990324JD8. 9A01 


.C20 


Gene No. 


52120 






Strand 






Start 


2443 






End 


8860 




Name 


OJ990324 


08.9A01.C20.ol. 


np 


Method 


• AAT/NAP 




Start 


2443 






End 


8860 




GI 


6630699 






Score 


86 





25191 



Exons 


2443. .2489, 8782. .8860 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 672153.6 |dbj IBAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


25130 


Seq. ID 


OJ990324_08. 


9A01.C20 


Gene No. 


52121 


Strand 


+ 




Start 


9025 


End 


13072 




Name 


OJ990324 08. 9A01.C20.o2 


. np Method 


AAT/NAP 




Start 


8980 


End 


9400 




GI 


6539570 


Score 


94 




Exons 


8980. .9191, 9334. .9400 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


25130 


Seq. ID 


OJ990324_08. 


9A01.C20 


Gene No. 


52121 


Strand 


+ 




Start 


9025 


End 


13072 




Name 


OJ990324 08. 9A01.C20.o3 


. gs Method 


GEN SCAN 




Start 


9025 


End 


13072 




GI 


none 


Score 


.76 




Exons 


9025.. 9138, 9603.. 9645, 


10216. .10304, 


10600. .10889, 





11019. .11123, 11555. .11693, 13022.. 13072 



Seq. No. 


25130 *' 


Seq. ID' 


OJ990324 


Gene No. 


52121 


Strand 


+ 


Start 


9025 


End 


13072 


Name 


OJ990324 08. 9A01 . C20 . ol . gp 


■ Method 


AAT/GAP 


Start 


12191 


End 


12764 


GI 


2315 5.R1084 


Score 


342 


Exons 


12191. .12458, 12742.. 12764 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


25130 


Seq. ID 


OJ990324 


Gene No. 


52122 


Strand 


+ 


Start 


13783 


End 


14107 


Name 


OJ990324 08. 9A01 . C20 . o2 . gp 


Method 


AAT/GAP 


Start 


13783 


End 


i4I07 


GI 


2315 5.R1084 


' Score 


78 


Exons 


13783. .13848, 14085. .14107 






GI Descrip. 


• 6016845/dbj | AP000570 . 1 1 AP000570 l.Oe- 


14 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


25130 


Seq. ID 


OJ990324 


Gene No. 


52123 


Strand 


+ 


Start 


15688 


End - 


18524 


Name 


OJ990324 08.9A01.C20.o4.gs 


Method 


GENSCAN 


Start 


15688 


End . 


18524 


GI 


none 


Score 


.86 


Exons 


15688. .16312, 18059. .18524 






Seq. No. 


25130 


Seq. ID 


OJ990324 


Gene No. 


52124 


Strand 




Start 


3142 


End 


7165 


Name 


OJ990324 08.9A01.C20.o2.gs 


Method 


GENSCAN 


Start 


3142 


End 


7165 


GI 


none 


Score 


.46 



08.9A01.C20 



25192 



Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3142. ..3238, 4644. .4653, 5120. .5215, 6278. .6493, 7132. .7165 



25130 
52125 
9066 

OJ990324 
9066 

5922620 - 
9066. .9097, 
(AP000492) 



Seq. ID OJ990324_08.9A01.C20 
Strand 

End 11979 
Method AAT/NAP 
End 11979 
Score 80 
'10450. .10655, 11945.. 11979 

EST D15357 (C0514) corresponds to a region of the 



08.9A01.C20.o3.np 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324 08.9A01.C20 



15978 
AAT/GAP 
15978 
357 



25130 
52126 
15680 

OJ990324_08 . 9A01 . C20 . o4 . gp 
15680 

2315_5.R1084 
15680. .15795, 15873. .15978 

'6016845/dbj IAP000570 . 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 * 

25130 Seq. ID OJ990324_08.9A01.C20 

52126 Strand 

15680 End 15978 

OJ990324_08. 9A01 . C20 . o3 . gp Method ' AAT/GAP 

15684 End 15951 

2315_5.R1084 Score 329 

15684. .15795, 15873. .15951 

1 6016845/dbj | AP000570.il AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



25130 Seq. ID OJ990324_08.9A01.C20 

52127 Strand 

15986 End 16316 

OJ990324J38. 9A01 . C20 . o5 . gp Method AAT/GAP 

15986 , 1 End 16316 

69014_1.R1084 Score 529 

15986.. 16316 

, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3~Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 1 



25131 
52128 
1201 

OJ990324_08 . 9A01 . C22 . ol . gs 

1201 

none 

1201. .1401, 2328. .2472,- 2561. 
3911. .4123, 5281. .5298 

25131 
52128 



Seq. ID OJ990324_08.9A01.C22 

Strand + 

End 5298 

Method GENSCAN 

End 5298 

Score . 69 

.2688, 3244..33S8, 3436. .3539, 



Seq. ID OJ990324_08.9A01.C22 
Strand + 



25193 




Start 


1201 








End 


5298 


Name 


OJ990324 08 


.9A01. 


C22.ol 


.np 


Method . 


AAT/NAP 


Start 


2020 








End . 


4090 


GI 


3256925 








Score 


82 


Exons 


2020. .2149, 


2374. 


.2472, 


2561. 


.2783, 3240. .3376, 3475.-3539, 




3869. .4090 












GI Descrip. 


(AP000002) 


333aa 


long hypothetical dehydrogenase [Pyrococcu; 




horikoshii] 












Seq. No. 


25131 








Seq. ID 


OJ990324_08 . 9A01 . C22 


Gene No . 


52129 








Strand 




Start 


7766 








End 


7838 


Name 


OJ990324 08 


.9A01. 


C22.o2 


.ts- 


Method 


TBLASTX : Soybean 


Start 


2162 








End 


4135 


GI 


none 








Score 


59 


Exons 


2162. .2236, 


3979. 


.4122, 


3980. 


.4123, 3986.. 4135 


Seq. No. 


25131 








Seq. ID 


OJ990324_08.9A01.C22 


Gene No. 


52129 








Strand 




Start 


7766 








End 


7838 


Name 


OJ990324 08 


.9A01. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2325 








End * 


4123 


GI :y-. 


none 








:> Score 


221 


Exons 


2325. .2474, 


2325. 


.2480, 


2552? 


*2668, 2553.. 2669, 2553.. 2687,- 




2560. .2688, 


3074. 


.3163, 


3074. 


.3148, 3076. .3150, 3244. .3354, 




3246. .3353, 


3251. 


.3370, 


3284. 


.3361, 3438.. 3542, 3440.. 3538, 




3442. .3540, 


3457. 


.3567, 


3623. 


.3664, 3624.. 3668, 3907.. 4119, 




3909. .4061, 


3910. 


.4104, 


3911. 


.4123 




Seq. No. 


25131 








Seq. ID 


.OJ990324_08 . 9A01 . C22 




52129 








Strand 




Start 


7766 








End 


7838 


Name 


OJ990324 08 


. 9A01. 


C22 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2325 








End 


2688 


GI 


none 








Score 


165 


Exons 


2325. .2474, 


2325: 


.2480, 


2553. 


.2687, 2560.. 2688 


-Seq . No . 


25131 








Seq. ID 


OJ990324_08.9A01.C22 


Gene No." 


52129 








Strand 




Start 


7766 








End 


7838 


Name 


OJ990324 08 


.9A01. 


C22 o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2556 








End 


3539 


GI 


none 








Score ... 


■ 153 


Exons 


2556. .2687, 


2560. 


.2688, 


3070. 


.3162, 3074. .3163, 3243. .3347, 




3244. .3342, 


3447. 


.3539 








Seq. No. 


25131 








Seq. ID 


OJ990324_08.9A01.C22 


Gene No 


52129 








Strand 




Start 


7766 








End 


7838 


Name 


OJ990324 08 


.9A01. 


C22.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3911 








End 


4126 




none 








Score 


269 


Exons 


3911. .4126, 


3973. 


.4122 








Seq. No. 


25131 








Seq. ID 


OJ990324_08.9A01.C22 


Gene No. 


52129 








Strand 




Start 


7766 








End 


7838 



2-5194 



Name 


OJ990324 08.9A01.C22 


Start 


7766 


GI 


none 


Exons 


7766. .7838 


Seq. No. 


25132 


- Gene No. 


52130 


Start 


1 • 


Name 


OJ990324 08.9A01.C24 


Start 


1 


GI 


2443320 


Exons 


1. .429 


GI Descrip. 


(D85597) polyprotein 


Seq. No. 


25132 






Start 


1 


Name 


OJ990324 08.9A01.C24 


Start 


61 


GI 


none 


Exons 


61. .198, 175. .429 


Seq. No.. 


25132 






-Start 


1 


Name 


OJ990324 08.9A01.C24 


Start 


61 


GI 


none 


Exons 


61. .387, 70. .357, 72 


Seq. No. 


25132 






Start 


1 


Name 


OJ990324 08.9A01.C24 


Start 


208 


GI 


none 


Exons 


208. .415 


Seq. No. 


25133- 


f^ono NT r\ 


j^iji .. n - 


Start 


586 " 


Name 


OJ990324 08.9A01.C25 


Start 


586 


GI 


none 


Exons 


. 586. .662 


Seq. No. 


25134 


..Gene No. 


52132 


' Start 


271 


Name 


OJ990324 08.9A01.C27 


Start 


271 


GI 


3193302 


Exons 


271. . 675 


GI Descrip. 


(AF069298)- contains 



,o2.gs Method GENS CAN 
End 7838 
Score .51 



Seq. ID OJ990324_08.9A01.C24 

Strand + 

End 429 

. ol . np " Method AAT/NAP 

End 429 

Score 574 



[Oryza australiensis] 



.ol.tm 



, ol . tw 



,386 



. ol.gs 



Seq. ID OJ990324_08.9A01.C24 

Strand + 

End 429 

Method TBLASTX : Mai ze 

End 429 

Score 59 



Seq. ID OJ990324_08.9A01.C24 

Strand . + " 

End 429 

Method TBLASTX: Wheat 

End 387 

Score 396 



Seq. ID OJ990324_08.9A01.C24 

Strand + 

End 429 

Method GENSCAN 

End 415 

Score .91 



Seq. ID OJ990324_08.9A01.C25 

Strand + 

End 662 

Method GENSCAN 

End 662 

Score .55 



Seq. ID OJ990324_08.9A01.C27 

Strand + 

End 675 

Method AAT/NAP 

End 675 

Score 179 



pkinase . hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB. hmm, score: 139.32) [Arabidopsis thaliana] 



25195 



Seq. No. 25134 Seq. ID 

Gene No. 52132 Strand 

Start 271 End 

Name OJ990324JD8 . 9A01 . C27 . ol . gs Method 

Start 338 End 

GI none Score 

Exons 338 . . 631 



OJ990324_08.9A01.C27 
+ 

675 

GEN SCAN 

631 

.77 



Seq. No. 25134 Seq. ID OJ990324_08.9A01.C27 

Gene No. 52133 Strand - . 

Start 211 End 317 

Name OJ990324_08 . 9A01 . C27 . ol . gp Method AAT/GAP 

Start 211 End 317 

GI 52913_1.R1084 Score 128 

Exons 211.. 317 

GI Descrip. '4097690 1.0e-61 (U66592) prohibitin 2 [Arabidopsis thaliana] 
>gi_4099801 (U89791) prohibitin-like protein [Arabidopsis 
thaliana] >gi_4204301 (AC003027) prohibitin. 2 [Arabidopsis 
thaliana] 1 



Seq. No. 


25134 






Seq. ID 


OJ990324_08 . 9A01 


.C27 


Gene No. 


52134 






Strand 






.Start 


330 






End 


659 




Name " 


OJ990324 


08 .9A01.C27 


.ol.tm 


Method 


TBLASTX : Maize 




Start 


330 






End 


659 




GI 


none 






Score 


199 




Exons 


330. .527, 


362. .511, 


515. .622, 


516. . 659 






Seq. No. 


25134 






Seq. ID 


OJ990324_08. 9A01 


.C27 


Gene No. 


52134 






Strand 






Start. 


330 






End 


659 




Name 


OJ990324 


_08.9A01.C27 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


336 






End 


646 




GI 


none 






Score 


235 




Exons 


336. .644, 


362. .64 6 










Seq. No. 


25134 






Seq. ID 


OJ990324_08.9A01 


.C27 


Gene No. 


52134 






Strand 






Start 


330 






End 


659 




.Name 


OJ990324 


08.9A01.C27 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


375 






End 


644 




GI 


none 






Score 


189 




Exons 


375. .644, 


392. .610 










Seq. No. 


25135 






Seq. ID 


OJ990504_02.9A01 


.CI 


Gene No. 


. 52135 






Strand 


+ 




Start 


59 






End 


607 




Name 


OJ990504 


02.9A01.C1. 


ol.gs 


Method 


GEN SCAN 




Start 


59 






End 


607 




GI 


none 






Score 


.42 




Exons 


59. .607 












Seq. No. 


25136 






Seq. ID 


OJ990504_02.9A01 


.C2 


Gene No. 


52136 






Strand 


+ 




Start 


- 377 






End 


3671 




Name 


OJ990504 


02.9A01.C2. 


ol . gs 


Method 


GENSCAN 




Start 


377 






End 


3671' 





25196 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

377.. 438, 1838.. 2102, 3191. 

25136 
52137 
4097 

OJ990504J32 . 9A01 . C2 . o2 . gs 

4097 ' 

none 

4097. .4844, 4955. .5061 



■ Score . 5 
.3237, 3365. .3496, 3546.. 3671 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_02. 9A01.C2 
+ 

5276 
GEN SCAN 
5061 ' 
.67 



25136 
52137 
4097 

OJ990504_02 . 9A01 . C2 . o2 . np 
4 097 
6630696 
4097. .5276 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related . pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504 
+ 

5276 
AAT/NAP 
5276 
1990 



02. 9A01.C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25136. Seq. ID OJ990504_02 . 9A0i. C2 

52137 ' ' Strand + 

4097 End . 5-2^6 

OJ990504_02.9A01.C2.ol.gp Method AAT/GAP . 

4139 End 5029 

101595JL.R1084 Score 1447 
4139.. 4839, 4955.. 5029 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



25136 
52138 
1 

OJ990504_02 . 9A01 . C2 . ol . np 
1 

2887500 



OJ990504 02.9A01.C2 



Seq. ID _ 
Strand 

End 3655 
Method AAT/NAP 
End 3655 
Score. 304 

1..45, 260. .370, 451. .551', 1162 .. 1247 ,. 1820 .. 1929, 3539. .3655 
(AC002339) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25136 Seq. ID 

52139 Strand 

3991 End 

OJ990504_02 . 9A01 . C2 . ol . tw Method 

3991 End 

none Score 



OJ990504_02. 9A01.C2 
4447 

TBLASTX: Wheat 

4388 

128 



3991.. 4089, 3992.. 4126, 4103.. 4387, 4177.. 4368, 4206.. 4388 



25136 . 

52139 

3991 

OJ990504_02 . 9A01 . C2 . o2 . tm 

4139 ■ 

none 



Seq. ID OJ990504_02.9A01.C2 
Strand 
End 

Method 
End 
Score 



4447 

TBLASTX: Maize 

4447 

313 



4139. .4447, 4186. .4368, 4239.-4382, 4268. .4444 



25197 



Seq. No. 


25136 






Seq. ID 


OJ990504_02.9A01.C2 


Gene No. 


52140 






Strand 




Start 


4970 






End 


5244 


Name 


OJ990504 02 


. 9A01 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


4970 






End 


5244 


GI 


none 






Score 


376 


Exons 


4970. .5242> 


■ 4971 


. .5243, 4971. 


.5243, 4972.. 5244, 4972.. .5244 


Seq. No. 


25137 






Seq. ID 


. OJ990504_02.9A01.C3 


Gene No. 


52141 






Stranci 


+ 


Start 


1 






End 


867 


Name 


OJ990504 02 


.9A01 


.C3.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


867 


GI 


6630696 






Score 


1506 


Exons 


1. .867 










GI Descrip. 


(AP000969) 


ESTs 


022114(010364), AU076106 (E20423) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25137 Seq. ID 

52141 Strand 

1 End 

OJ990504_02 . 9A01 . C3 . ol . tm Method 

19- End 

none Score 
19. .78, 20. .256, 109. .252, 266. .337 

25137 Seq. ID 

52141 Strand 

1 End 

OJ990504_02 . 9A01 . C3 . ol . ts Method 

35 End 

none Score 
35. .256, 37. .252 



OJ990504_02.9A01.C3 
+ 

867 

TBLASTX: Maize 

337 

213 



OJ990504_02.9A01.C3 
+ 

867 

TBLASTX: Soybean 

256 

207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25137 
52141 



Seq. ID OJ990504_02.9A01.C3 



Strand 



End 

Method 
End 
Score 

91. .381, 91. .381, 98. .382, 102. .404, 358. .837, 378 .. 587,,:. 
648.. 833, 655.-837 



OJ990504_02 . 9A01 . C3 . ol . tw 
91 

none 



867 

TBLASTX: Wheat 

837 

210 



Seq. No. 25137 Seq. ID 

Gene No. 52141 Strand 

Start 1 End 

Name OJ99050'4_02 . 9A01 . C3 . ol . gs Method 

Start 322 - End 

GI none Score 

Exons 322.. 340, 590.. 808 



OJ990504_02.9A01.C3 
+ 

867 

GENSCAN 

808 

.47 



Seq. No. 25138 Seq. ID 

Gene No. 52142 Strand 

Start 150 End 

Name OJ990504_02 . 9A01 .C5 . ol . np Method 



OJ990504_02. 9A01.C5 
656 

AAT/NAP ' 



25198 



♦ 




Start 


150 


End 


656 


GI 


6630696 


Score 


856 


Exons 


150. .656 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon . 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


25138 


Seq. ID 


OJ990504 02 . 9A01 . C5 


Gene No . 


52142 


Strand 




Start 


150 


End 


656 


Name 


OJ990504_02 . 9A01 . C5 . ol . gs 


Method 


GEN SCAN 


Start 


197 


End 


488 


GI 


none 


Score 


.69 


Exons 


197. .488 






Seq. No. 


25138 


Seq. ID 


OJ990504 02 . 9A01 . C5 


Gene No. 


52142 


Strand 




Start 


150 


End 


656 


Name 


OJ990504_02 . 9A01 . C5 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


286 


End 


656 


GI 


none 


Score 


388 


Exons 


286.-654, 288. .656 






Seq. No. 


25138 


Seq. ID 


OJ990504_02 . 9A01 . C5 


Gene No. 


52142 


Strand 


— 


Start 


150 


End 


656 


Name 


OJ990504_02 . 9A01 . C5 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


414 


End 


623 


GI 


none 


Score 


96 


Exons 


414. .623, 493. .618 






Seq. No. 


25139 


Seq. ID 


OJ990504_02 . 9A01 .C6 


Gene No . 


52143 


Strand 




Start 


197 


End 


353 


Name 


OJ990504JD2 . 9A01 . C6 . ol . gs 


Method 


GENSCAN 


Start 


197 


End 


353 


GI 


none 


Score 


. 62 


Exons 


197.. 353 






Seq. No. 


25140 


Seq. ID 


OJ990504_02.9A01.C9 


Gene No. 


.52144 


Strand 




Start 


1 


End 


677 


Name 


OJ990504 02.9A01.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


677 


GI 


31091 1.R1084 


Score 


602 


Exons 


1..92, 178. .299, 549. .677 






GI Descrip. 


? 5107819/gb|AAD40132.1|AF149413 13 3.0e-50 (AF149413) contains 




similarity to arabinosidase 


[Arabidopsis thaliana] f 


Seq. No. 


25140 


Seq. ID 


OJ990504_02.9A01.C9 


Gene No. 


52144 


Strand 




Start 


1 


End 


677 


Name 


OJ990504 02.9A01.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


677 


GI 


6630556 


Score 


282 


Exons 


1..108, 188. .299, 549. .677 







GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 

25199 




thaliana] 



beq. wo. 


9 M A n 
Z 3 1 H U 






OC^« X L/ 


OJ990504_02.9A01 


.C9 


Gene No. 


52144 






Strand 






Start 


1 






End 


677 




Name 


OJ990504 


02. 9A01.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5 






End 


677 




GI 


none 






Score 


121 




Exons 


5. .91, 6. 


.95, 180.. 299, 


180. . 


299, 181. 


.300, 181. .300, 188.. 




536. .670, 


549. .677, 550 


. .672 








Seq. No. 


25140 






Seq. ID 


O.T9Q0S04 09 QA01 


. C9 


Gene No. 


52144 






Strand 






Start 


1 






End 


677 




Name 


OJ990504 


02. 9A01.C9.ol. 


gs 


Method 


GENSCAN 




Start 


85 






End 


617 




GI 


none 






Score 


.56 




Exons 


85. .299, 


549. .617 










Seq. No. 


25141 






Seq. ID 




ri 9 


; Gene No. 


52145 






Strand 






Start 


1 






End 


391 




Name 


OJ990504 


02.9A01.C12.ol 


• gp 


Method ^ 


...AAT/GAP 




Start 


1 






End y ::> 


391 




GI 


5039025 






Score 


513 




Exons 


1. .391 












Seq. No. 


25141 






Seq. ID 


oTQQn^n^ 09 Qani 


PI 9 
.viz 


Gene No. 


52145 






Strand 






Start 


1 






End 


391 




Name 


OJ990504 


02.9A01.C12.ol 


. gs 


Method 


GENSCAN 




Start 


96 






End 


390 




GI 


none 






Score 


.57 




Exons 


96. .390 












Seq. No. 


25142 






Seq. ID 


O.TQQO^Od DP 

vO _7 _7 U «J VJ *i U £. ■ Z/tWJ X 




Gene No. 


52146 






Strand 


+ _ 




Start 


106 






End 


983 




Name 


. OJ990504 


02.9A01.C15.ol 


. gs 


Method . 


"GENSCAN 




Start 


106 






End 


983 




GI 


none 






Score 


.77 




Exons 


106. .313, 


455. .641, 674 


. .983 








Seq. No. 


25142 






Seq. ID 


OJ990504JD2.9A01 


.C15 


Gene No. 


52147 






Strand 


+ 




Start 


5413 






End 


6982 




Name 


OJ990504 


02.9A01.C15.o3 


.gs 


Method 


GENSCAN 




Start 


5413 






End 


6982 




GI 


none 






Score 


.48 




Exons 


5413. .5456, 6809. .6845, 


6956. 


. 6982 






Seq. No. 


25142 






Seq. ID 


OJ990504_02. 9A01 


.C15 


Gene No. 


52148 






Strand 


+ 




Start 


7507 






End 


9714 




Name 


OJ990504 


02.9A01.C15.o4 


.gs 


Method 


GENSCAN 




Start 


7507 






End 


.9714 




GI 


none 






Score. 


.41 





25200 



Exons 


7507.. 7648, 7889.. 7971, 8872 


..9142, 9656. ,9714 








Seq. No. 


25142 


Seq. ID 


OJ990504 


_02. 


9A01 


.CIS 


Gprip No 


52149 


Strand 


+ 








Start 


10393 


End 


11245 








Name 


OJ990504 02.9A01.C15.o5.gs 


Method 


GENSCAN 








Start 


10393 


End 


11245 








GI. 


none 


Score 


. 64 








Exons 


10393. .10656, 11102.. 11245 












Seq. No. 


25142 


Seq. ID 


OJ990504 


_02. 


9A01 


.CIS 


Gene No . 


52150 


Strand 


+ 








Start 


11702 


End 


11979 








Name 


OJ990504 02 . 9A01 . CIS .o2 . gp 


Method 


AAT/GAP 








Start 


11702 


End 


11979 








GI 


none 


Score 


363 








Exons 


11702.. 11979 












Seq. No. 


25142 


Seq. ID 


OJ990504 


_02 . 


9A01 


. CIS 


Gene No - 


52151 


Strand 










Start 


1138 


End 


4658 








Name 


OJ990504 02.9A01.C15.o2.gs 


Method 


GENSCAN 








Start •■ 


• .-1138 . ... 


End 


4 65*8" " - 








GI j% 


.hone . 


Score 


.51 








Exons 


1138.. 1161, 2837.. 2884, 3684 


..4031, 4410. .4658 








Seq. No. 


25142- 


Seq. ID 


OJ990504 


_02. 


9A01 


.CIS 


CJeanp No 


52151 


Strand 










Start 


1138 


End 


4658 








Name 


OJ990504 02.9A01.C15.ol.gp 


Method 


AAT/GAP 








Start 


3794 


End 


4468 








GI 


2799515 


Score 


445 








Exons 


3794. .4031, 4410. .4468 












Seq. No. 


25142 


Seq. ID 


OJ990504 


_02. 


9A01 


.CIS 


Gene No . 


52152 


Strand 










Start 


11974 


End 


14082 








Name 


OJ990504 02.9A01.C15.o6.gs 


Method 


GENSCAN 








Start 


119T4; 


End 


14055 








GI 


none - 


Score 


. 98 








Exons 


11974. .1284 6, 14005. .14055 












Seq. No. 


25142 


Seq. ID 


OJ990504 


_02. 


9A01 


.CIS 


Gene No. 


52152 


Strand 










Start 


11974 


End 


14082 








Name 


OJ990504 02. 9A01 . C15 . ol . tm 


Method 


TBLASTX : Maize 




Start 


12564 


End 


14082 








GI 


none 


Score 


148 








Exons 


12564. .12743, 12566 .. 12748,. 


12567. .12740, 12568 


. .12849, 






13875. .13913, 14005.. 14082 












Seq. No. 


25143 


Seq. ID 


OJ990504 


_02. 


9A01 


.C16 


Gene No. 


52153 


Strand 


+ 








Start 


7889 


End 


9350 








Name 


OJ990504 02.9A01.C16.o2.gs 


Method 


GENSCAN 








Start 


7889 


End 


9350 








GI 


. none 


Score 


.46 









25201 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7889. .8062, 8143. .8307, 8323. .8457, 8638. .8740, 9184. .9350 



25143 
52154 
688 

OJ990504_02 . 9A01 . C16 . ol . tm 

686 

none 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 

Method TBLASTX : Mai ze 

End 1487 

Score 161 



686. .862, 686. .844, 697. .846, 963. .1121, 964. .1131, 999. .1136, 
1236. .1487, 1272. .1478, 1306. .1485 



25143 
52154 
688 

OJ990504_02.9A01.C16.ol.gs 

688 

none 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 

Method GENSCAN 

End 7382 

Score .51 



688. .844, 958. . 1131, ' 1242 .. 14 8 9, 4556. .4733, 4879. .5028, 
6506.. 6860, 6979.-7382 



25143 
52154 

688 :<V 

OJ990504_02 . 9A0i .C16 . ol . ts. 

1063 

none 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 . 

Method ' TBLASTX :'Soybean . 

End 1400 

Score 66 



1063.. 1131, 1239.. 1400, 1242.. 1382, 1306.. 1395 



25143 * 
52154 . 
688 

OJ990504_02.9A01.C16.ol.gp 

1384 

none 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 

Method AAT/GAP 

End 4 990 

Score 848 



1384. .1489, 4S56..4797, 4879-. 4990 



25143 
52154 
688 

OJ990504_02.9A01.C16.o2-tm 

6434 

none 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 

Method TBLASTX: Maize 

End 6752 

Score 56 



6434. .6505, 6444.-6527, 6449.-6526, 6581. .6733, 6581. .6751, 
6588.-6752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



25143 
52154 
688 

OJ990504_02.9A01.C16.ol.np 

6440 

3402705 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 

Method AAT/NAP 

End 7964 

Score 477 



6440. .6838, 6945.. 7181, 7820. .7964 

(AC004261) hypothetical protein [Arabidopsis thaliana] 



25143 
52154 
688 



Seq. ID OJ990504_02.9A01.C16 
Strand 

End 7964 



25202 




Name 


OJ990504_02 


.9A01.C16.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6455 






End 


6826 


GI 


none 






Score 


57 


Exons 


6455 . . 6508, 


64 62 . . 6509, 


6581 . 


.6760, 6585.. 6737, 6797.. 6826, 




6806 . . 6826 










Seq. No. 


25143 






Seq. ID 


*OJ990504_02 . 9A01 . C16 


Gene No. . 


52154 






Strand 




Start 


688 






End 


7964 


Name 


OJ990504_02 


.9A01.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


6776 






End 


7166 


GI 


none 






Score 


38 


Exons 


6776 . . 6841, 


/-OTA /-QTA 

6819 . . 6839, 


6939 . 


.7001, 6945. .7103, 6946. .7104, 




7050 . .7166 










Seq. No. 


25143 






Seq. ID 


/"\TAAACA>I AO A 7\ A 1 1 /" 

OJ990504 Q2.9A01.C1d 


Gene No. 


52154 






Strand 




Start 


688 






End 


T a r A 


Name 


OJ990504_02 


. 9AU1 . Clb . Oj 


. ts 


Method 


TBLASTX : Soybean 


Start 


6969 






End 


7101 


GI 


none 






Score 


90 


Exons 


r a f a 1 1 A A 

6969 . . 7100, 


/"ATA "J 1 A 1 

6970 . . /101 








Seq'. No. 


25144 






' Seq." ID 


/— v -r A A A IT A A AA A 7\ A 1 1 "~l 

OJ990504 02.9A01.C17 


Gene No. 


52155 






Strand 


+ 


Start 


250 






End 


1048 


Name 


OJ990504 02 


.9A01.C17.ol 


.gs 


Method 


GEN SCAN 


Start 


250 






End 


1048 


GI 


none 






Score 


.77 


Exons 


250. .483, 596. .673, 746 


. . 1048 






Seq. No. 


25144 






Seq.- ID 


/-\ -rAAACA A AA A 7\ A 1 pi 1 

OJ990b04 0z.yAUl.Cl/ 


Gene No. 


52156 






Strand 




Start 


3918 






End 


A A {1 A 

4 969 


Name 


OJ990504 02 


.9A01.C17.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


244 






End 


4 DO 


GI 


none 






Score 


306 


Exons 


244.. 468, 245.. 466, 246 


. . 4 67, 


262. .468' 




Seq. No. 


25144 






Seq. ID 


OJ990504_02.9A01.C17 


Gene No. 


52156 






Strand 




Start 


3918 






End 


4969 


Name 


OJ990504 02 


. 9A01.C17.o2 


.gs 


Method 


GENSCAN 


Start 


3918 






End 


4969 


GI 


none 






Score 


.59 


Exons 


3918. .4121, 


4127. .4392, 


4669 . 


.4969 




Seq. No. 


25144 






Seq. ID 


OJ990504_02.9A01.C17 


Gene No. 


52156 






Strand 




Start 


3918 






End 


4969 


Name 


OJ990504 02 


.9A01.C17.ol 


.np 


Method 


AAT/NAP 


OtdlL 


3995 






End 


4807 


GI 


3885338 






Score 


314 


Exons 


3995. .4727, 


4759. .4807 








GI Descrip. 


(AC005623) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


25145 






Seq. .ID 


OJ990504JD2 . 9A01 . C18 



25203 




Gene No. 


52157 






Strand 


+ 








Start 


1 






End 


690 








Name 


OJ990504 02.9A01.C18. 


ol . 


gp 


Method 


AAT/GAP 








Start 


1 






End 


414 








GI 


none 






Score 


620 








Exons 


1. .414 
















Seq. No. 


25145 






Seq. ID 


OJ990504 


02 . 


9A01 


.C18 


Gene No. 


52157 






Strand 


+ 








Start 


1 






End 


690- 








Name 


OJ990504 02.9A01.C18. 


ol. 


gs 


Method 


GEN SCAN 








Start 


81 




End 


690 








GI 


none 






Score 


. 66 








Exons 


81. .690 
















Seq. No. 


25146 






Seq. ID 


OJ990504 


_02 . 


9A01 


.C19 


Gene No. 


52158 






Strand 


+ 








Start 


1 






End 


2037 








Name 


-OJ990504_02. 9A01.C19. 


ol. 


gp 


Method 


AAT/GAP 








Start 


1 






End 


1198 








GI 


4879704 






Score 


618 








Exons 


1. .331, 1163. .1198 
















Seq. No. 


25146' 






Seq. ID* 


OJ990504 


_02 . 


9A01 


-Cl'9 


Gene No. 


52158 






Strand 


+ 








Start 


1 






End 


2037 








Name ■ 


OJ990504 02.9A01.C19. 


ol. 


np 


Method 


AAT/NAP 








Start 


31 






End 


1974 








GI 


5257262 






Score 


356 








Exons 


31. .331, 1163. .1692, 


18E 


8. . 


1974 










GI Descrip. 


(AP000364 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


25146 






Seq. ID 


OJ990504 


_02 . 


9A01 


.C19 


Gene No . 


52158 






Strand 


+ 








Start 


1 






End 


2037 








Name 


OJ990504 02.9A01.C19. 


ol. 


gs 


Method 


GENS CAN 








Start 


112 






End 


2037 








GI 


none 






Score 


. 96 ^ 








Exons 


112. .331, 1163. .2037 
















Seq. No. 


25146 






Seq. ID 


OJ990504 


_02 . 


9A01 


.C19 


Gene No. 


52159 






Strand 










Start 


883 






End 


'4871 








Name 


OJ990504 02.9A01.G19. 


o2. 


np 


Method 


AAT/NAP 








Start 


883 






End 


4871 








GI 


4226115 






Score 


71 








Exons 


883. .920, 3360. .3661, 


4763. 


.4871 










GI Descrip. 


(AF125455) No definition line found [Caenorhabditis 


elegans] 


Seq. No. 


25146 






Seq. ID 


OJ990504 


_02. 


9A01 


.C19 


Gene No. 


52159 






Strand 










Start 


883 






End 


4871 








Name 


OJ990504 02.9A01.C19. 


o2. 


gs 


Method 


GENSCAN 








Start 


3137 






End 


3961 








GI 


none 






Score 


.56 








Exons 


3137. .3961 

















25204 



Seq. No. 


25147 




Seq. ID 


OJ990504 


02 . 9A01 . 


C20 


Gene No. 


52160 




Strand 








Start 


143 




End 


3194 






Name 


OJ990504_02 . 9A01 .C20 . ol . 


gs 


Method 


GENSCAN 






Start 


143 




End 


3194 






GI 


none 




Score 


. 64 






Exons 


143. .580, 616.. 674, 699. 


. 2485 


, 3156 . . 


3194 






Seq. No. 


25147 




Seq. ID 


OJ990504 


02 . 9A01 . 


A A 

C20 


Gene No. 


52160 




Strand 








Start 


143 




End 


3194 






Name 


OJ990504 02 . 9A01 . C20 . ol . 


tm 


Method 


TBLASTX : 


Maize 




Start 


1174 




End 


1407 






GI 


none* 




Score 


136 






Exons 


1174. .1407, 1241. .1369, 


1257 . 


.1373, 1261.. 1392 






Seq. No. 


25148 




Seq. ID 


OJ990504 


A A A 7\ A "1 

02 . 9A01 . 


C2l 


Gene No. 


52161 




Strand 








Start 


262 




End 


710 






Name 


OJ990504_02 . 9A01 . C21 . ol . 


gs 


Method 


GENSCAN 






Start 


262 




End 


710 






GI 


none 




Score 


.79 






Exons 


262 . . 384-, 442 . .710 . 












Seq. No. 


25148 




Seq. ID 


OJ990504 


_02 . 9A01 . 


C2l 


Gene No. 


52162 




Strand 








Start 


1378 




End 


4588 






Name 


. OJ990504 02. 9A01.C21.o2. 


gs 


Method 


GENSCAN 






Start 


1378 




End 


4588 






GI 


none 




Score 


.67 






Exons 


1378.. 1446, 2945.. 2994, 


3661 . 


.3780, 4034. .4091, 


4457. .4588 


Seq. No. 


25149 




Seq. ID 


OJ990504 


_02.9A0l. 


C22 


Gene No. 


52163 




Strand 


+ 






Start 


104 




End 


2939 






Name 


OJ990504 02 . 9A01 .C22 . ol . 


gs 


Method 


GENSCAN 






Start 


104 




End 


2939 






GI 


none 




Score 


.69 






Exons 


104. .196, 2460. .2939. 












Seq. No. 


25149 




Seq. ID 


OJ990504 


JD2.9A01. 


C22 


Gene No. 


52164 




Strand 


+ 






Start 


8076 




End 


11880 






Name 


OJ990504 02.9A01.C22.ol. 


np 


Method 


AAT/NAP 






Start 


8076 




End 


11880 






GI 


6721547 




Score 


75 






Exons 


8076. .8168, 11834. .11880 










GI Descrip. 


(AP001073) Similar to Oryza sativa qene for Pib 


. (AB013448) 


Seq. No. 


25150 




Seq. ID 


OJ990504 


_02.9A0l. 


C23 


Gene No. 


52165 




Strand 


+ 






Start 


1 




End 


523 






Name 


OJ990504 02.9A01.C23.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


512 







GI 

Exons 

GI Descrip. 



Score 



471 



4468804 
1..512 

(AL035601) putative protein [Arabidopsis thaliana] 



25205 



Seq. No. 25150 

Gene No. 52165 

Start 1 

Name OJ990504_02 . 9A01 . C23 . ol . tm 

'Start 2 

GI none 

Exons 2. .457, 3. . 470 



Seq. ID OJ990504_02.9A01.C23 

Strand + 

End 523 

Method TBLASTX : Mai ze 

End 470 

Score 340 



O C • - • J.N W • 


25150 




... Seq. ID 


OJ990504 02 . 9A01 . C23 


Gene No. 


52165 




Strand 


+ ~ 


Start ■ 


1 




End 


523 


Name 


OJ990504 02.9A01.C23 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


3 




End 


515 


GI 


none 




Score 


435 


Exons 


3. .515, 50. .514 








O C ^ ♦ V4KJ ■ 


?M SO 




Seq. ID 


OJ990504 02 9A01 C23 


Gene No. 


52165 




Strand 


+ _ 


Start 


1 




End 


523 


Name 


OJ990504 02.9A01.C23 


. ol . gs 


Method 


GENSCAN 


Start 


81 




End 


488 


GI 


none 




Score 


..41. 


Exons 


81. .155, 186. .488 








Seq. No. 


25150 




Seq. ID 


OJ990504_02 . 9A01 . C23 - 


Gene No. 


52165 




Strand 


+ 


Start 


1 




End 


523 


Name 


OJ990504 02.9A01.C23 


.ol . ts- 


Method 


TBLASTX: Soybean 


Start 


140 




End 


523 


GI 


none 




Score 


324 


Exons 


140. .523, 147. .515 








Seq. No. 


25151 




Seq. ID 


OJ990504_02.9A01.C24 


Gene No. 


52166 




Strand 


+ 


OL.C3.-LL. 


5413 




End 


5614 


Name 


OJ990504 02.9A01.C24 


. o 1 . gp 


Method 


AAT/GAP 


Start 


5413 




End 


5614 


GI 


LIB3433-034-P1-K1-B9 




Score 


369 


Exons 


5413. .5614 








GI Descrip. 


'5107157/gb|AAD39991 


.1IAF150084 1 2.0e 


-20 (AF150084) small zinc 




finger-like protein 


[Malus 


domestica] 1 




Seq. No. 


25151 




Seq. ID 


OJ990504__02.9A01.C24 


Gene No. 


52167 




Strand 




Start 


1654 




End 


5668 


Name 


OJ990504 02.9A01.C24 


. ol . gs 


Method 


GENSCAN 


Start 


1654 




End 


5612 


GI 


none 




Score 


.72 


Exoris 


1654. .1661, 2071. .3838, 3840. .4060, 4766. .4832, 5442. .5612 


Seq. No. 


25151 




Seq. ID 


OJ990504_02.9A01.C24 


Gene No. 


52167 




Strand 




Start 


1654 




End 


5668 


Name 


OJ990504 02.9A01.C24 


. ol . np 


Method 


AAT/NAP 


Start 


2060 




End 


5058 


GI , 


5903099 




Score 


1215 



25206 




Exons 2060.. 4002, 5000.. 5058 

GI Descrip. (AC008017) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


25151 








Seq. ID 


OJ990504_02 . 9A01 . C24 


Gene No. 


" 52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJ990504 02 


. 9A01 


.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2063 








End 


2963 


GI 


none 








Score 


109 


Exons 


2063. .2110, 


2159 


. .2428, 


2162. 


.2332, 2184. .2429, 2471. .2638, 




2471. .2962, 


2499 


. .2963 








Seq. No. 


25151 








Seq. ID 


OJ990504_02.9A01.C24 


Gene No. 


52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJ990504 02 


. 9A01 


.C24 .o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


2069 








End 


2329 


GI 


none 








Score 


64 


Exons 


2069. .2110, 


2162 


. . 2308, 


2162. 


.2329 




Seq. No. 


■ 25151 








Seq. ID 


OJ990504_02. 9A01.C24 


Gene No. 


52167 








Strand 




Start 


1654 








End 


5668 • 


Name 


OJ990504 02 


.9A01 


.C24.ol 


.ts . • 


Method 


TBLASTX : Soybean 


Start 


2540 








End 


3008 


GI 


none 








Score 


75 


Exons 


2540. .2668, 


254 0 


. .3004, 


2544. 


.2723, 2808. .3008 . 


Seq. No. 


25151 








Seq. ID 


OJ990504_02.9A01.C24 


Gene No. 


52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJ990504 02 


. 9A01 


.C24.o2 


. tm 


Method 


TBLASTX -.Maize 


Start 


2964 








End 


3391 


GI 


none 








Score 


75 


Exons 


2964. .3047, 


2964 


. .3104, 


2966. 


.3154, 2966. .3214, 3212. .3331, 




3302 . . 3391 












Seq: No. 


25151 








Seq. ID 


OJ990504_02. 9A01.C24 


Gene No. . 


52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJ990504 02 


. 9A01 


.C24.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


3062 








End 


3451 


GI 


none 








Score 


48 


Exons 


3062. .3229, 


3230 


. . 3346, 


3260. 


.3451, 3291.. 3326, 3348.. 3443 


Seq, No. 


25151 








Seq. ID 


OJ990504_02.9A01.C24 


Gene No. 


52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJyy0504 02 


. yAOi 


. C^4 . oj 


. tm 


Method 


TBLASTX: Maize 


Start 


3392 








End 


3998 


GI 


none 








Score 


145 


Exons 


3392. .3616, 


3395 


. .3592, 


3909. 


.3998 




Seq. No. 


25151 








Seq. ID 


OJ99050.4_02 . 9A01 . C24 


Gene No. 


52167 








Strand 




Start 


1654 








End 


5668 


Name 


OJ990504 02 


.9A01 


.C24.o3 


.ts 


Method 


TBLASTX : Soybean 



25207 




Start 


5421 




End 


5612 




GI 


none 




Score 


214 




Exons 


5421. .5612 










Seq. No. 


25151 




Seq. ID 


OJ990504 


_02.9A01.C24 


Ccno Mo 


67 




rand 






Start 


1654 




End 


5668 




Name 


OJ990504 02. 


9A01.C24.ol.tc 


Method 


. TBLASTX : 


Cress 


Start 


5433 




End 


5618 




GI 


none 




Score 


73 




Exons 


5433. .5618, 


5442. .5576 








Seq. No. 


25151 




Seq. ID 


OJ990504 


_02.9A01.C24 


(?Qn a Mo 


J £. J. U / 










Start 


1654 




End 


5668 




Name 


OJ990504 02. 


9A01.C24.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


5442 




End 


5618 




GI 


none 




Score 


179 




Exons 


5442. .5618 










Seq. No. 


25151 




Seq. ID 


OJ990504 


_02.9A01.C24 


Cono Mo 


52167 




St rand 

O U» -L- CI 1 i«uL 






Start 


1654 




End 


5668 ■ 




Name 


OJ990504 02. 


9A01.C24.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


5442 




End 


5618 




GI 


none 




Score 


69 




Exons 


5442. .5618, 


5454. .5558 








Seq. No. 


25151 




Seq. ID 


OJ990504 


_02.9A01.C24 


Gene No. 


52167 




Strand 






o Lai. L 


1654 




End 


5668 




Name 


OJ990504 02. 


9A01.C24.o2.np 


Method 


AAT/NAP 




Start 


.5448 




End 


5668 




GI 


5107157 




Score 


189 




Exons 


5448. .5668 










GI Descrip. 


(AF150084) small zinc finger 


-like protein [Malus domestical 


Seq. No. 


25152 




Seq. ID 


OJ990504 


_02.9A01.C25 


Gene No. 


52168 . 




Strand 


+ 




Start 


2854 




End 


23043 




Nam$ 


OJ990504 02. 


9A01.C25.o2.gs 


Method 


GEN SCAN 




Start 


2854 




End 


23043 




GI 


none 




Score 


.77 




Exons 


2854. .2859, 


3970. .4074, 4135 


..4252, 4665. .4888, 


5044. .5098, 




5876. .6072, 


6322.. 6443, 6529 


..6676, 6758. .7144, 


7345. .7437, 




7999. .8143, 


8847.. 9028, 9072 


. .9143, 9498. .9601, 


9741. .9797, 




9884. .10070, 


11135. .11164, 11672. .11863, 11963. 


. 12206, 




13478. .13642 


, 13887. .14077, 


14659. .14E 


J29, 15206 


. .15275, 




15351. .15496, 15936 .. 1608 6, 


16552. .16670, 16806 


. .16877, 




17870. .17973 


, 18268. .18324, 


18417. .18609, 18825 


. .18968, 




20536. .20697 


, 22460. .22809, 


22887. .23043 




Seq. No. 


25152 




Seq. ID 


OJ990504 


_02.9A01.C25 


Gene No. 


52168 




Strand 


+ 




Start 


2854 




End 


23043 




Name 


OJ990504 02. 


9A01.C25.o3.gp 


Method 


AAT/GAP 




Start 


4165 




End 


5990 





25208 



GI uC-osflm202106f09bl Score 896 

Exons .4165. .4252, 4665.-4888, 5044. .5098, 5876. .5990 

GI Descrip. ' 4809270/gb | AF149413 . 1 | T1N24 2.0e-09 Arabidopsis thaliana BAC 
T1N24 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25152 



Seq. ID OJ990504_02.9A01.C25 



52168 Strand. + 

2854 End 23043 

OJ990504_02 . 9A01 . C25 . ol . np Method AAT/NAP 
4686 End 10571 

6630556 Score 1721 

4686. .4888, 5044. .5098, 5876. 
6825. .6894, 6999. .7144, 7260. 
8847.. 8965, 9072.. 9143, 9498. 
10163. .10303, 10416. .10571 

(AC011708) putative alpha-L-arabinof uranosidase 
thaliana] 



.6072, 6322. .6433, 
.7305, 7385.. 7437, 
.9601, 9741.. 9797, 



6513. 
7999. 
9884. 



.6676, 
.8143, 
.10079, 



[Arabidopsis 



Seq. No. ' 25152 Seq. ID OJ9 905*0 4_ 

Gene No. 52168 Strand + 

Start 2854 End 23043 

Name OJ990504_02 . 9A01 .C25.o4 .gp Method AAT/GAP 

Start: 5871 End 6735 - ■ 

GI ' 31091_1.R1084 Score 810 

Exons 5871.. 6072, 6322.. 6443, 6529.. 6735 

GI Descrip. f 5107.819/gb | AAD40132 . 1 1 AF14 9413JL3 3.0e-50 (AF149413) 
.similarity to arabinosidase [Arabidopsis thaliana] 1 



02. 9A01.C25 



contains 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

'Gene No. 

Start 

Name 

Start 

GI; 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25152 
52168 
2854 

OJ990504_02 . 9A01 . C25 . o5 . gp 
5963 

31091_1.R1084 

.5963.. 6072, 6322.. 6443, 6529 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6676, 6825.. 6921 
, 5107819/gb|AAD40132.1|AF149413_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ' 



OJ990504_02.9A01.C25 
+ 

23043 
AAT/GAP 
6921 
771 



25152 Seq. ID 

52168 Strand 

2854 End 

OJ990504_02 . 9A01 . C25 . 06 . gp Method 

7218 End 

14187 1.R1084 . Score 



OJ990504_02.9A01.C25 

'+ 

23043 
AAT/GAP 
8143 
406 



7218. .7305, 7385. .7437, 7999. .8143 

'5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ? 



25152 .Seq. ID 

52168 Strand 

2854 End 

OJ990504_02. 9A01 . C25 . o7 . gp Method 

8842 End 

14187 1.R1084 Score 



OJ990504_02 . 9A01 . C25 
+ 

23043 
AAT/GAP 
10124 
943 



8842. .8965, 9072. .9143, 9498. .9601, 9741. .9797, 9884. .10124 
»5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



25209 



Seq. No. 


25152 


Seq. ID 


OJ990504_02.9A01 


.C25 


Gene No. 


52168 


Strand 


+ 




Start 


2854 


End 


23043 




Name 


OJ990504 02.9A01.C25.o8.gp 


Method 


AAT/GAP 




Start 


8942 


End 


10584 




GI 


14187 1.R1084 


Score 


1331 




Exons 


8942.-8965, 9072.. 9143, 9498 


..9601, '9741.. 9797, 988,4,: . 1007 6, 




10160. .10303, 10416.. 10584 








GI Descrip. 


.'5107819/gb|AAD40132.1|AF149413 13 1. 


Oe-107 (AF149413) 


contains 




similarity to arabinosidase 


[Arabidopsis thaliana] ' 




Seq. No. 


25152 


Seq. ID 


OJ990504__02.9A01 


.C25 


Gene. No. 


52168 


Strand 


+ 




Start 


2854 


End 


23043 




Name 


OJ990504 02.9A01.C25.o9.gp 


Method 


AAT/GAP 




Start 


9081 


End 


10723 




GI 


14187 1.R1084 


Score 


1547 




Exons 


9081.. 9143, 9498.'. 9601, 9741 


..9797, 9884. .10076, 10160. 


. 10303, 




10416. .10723 








GI Descrip. 


'5107819/gb|AAD40132.1|AF149413 13 1. 


0e-107 (AF149413) 


contains 




similarity to arabinosidase 


[Arabidopsis thaliana] 1 




Seq.* No. 


25152 


Seq. ID 


OJ9^6504_02.9A01 


.C25 


Gene No. 


52168 


Strand 


+ 




Start 


2854 ; 


End 


23043 




Name 


OJ990504 02.9A01.C25.oll.gp 


Method 


AAT/GAP 




Start 


9362 


End 


10958 




GI 


14187 1.R1084 


Score 


1826 




Exons 


9362. .9388, 9496. .9601, 9741 


..9797, 9884.. 10076, 10160. 


.10303, 




10416. .10958 








GI Descrip. 


, 5107819/gb|AAD40132.1|AF149413 13 1. 


Oe-107 (AF149413) 


contains 




similarity to arabinosidase 


[Arabidopsis thaliana] 1 




Seq. No. 


25152 


Seq. ID 


OJ990504_02.9A01 


.C25 


Gene No. 


52168 


Strand 


+ 




Start 


2854 


End 


23043 




Name 


OJ990504 02.9A01.C25.ol0.gp 


Method 


AAT/GAP 




Start 


9496 


End 


10809 




GI 


14187 1.R1084 


Score 


1582 




Exons 


9496.. 9601, 9741. .9797, 9884 


. .10076, 


10160. .10303, 10416.. 10809 


GI Descrip. 


, 5107819/gb|AAD40132.1|AF149413 13 1. 


Oe-107 (AF149413) 


contains 




similarity ' to arabinosidase 


[Arabidopsis thaliana] 1 




Seq. No. 


25152 


Seq. ID 


OJ990504_02. 9A01 


.C25 


Gene No. 


52169 


Strand 


+ 




Start 


28680 


End 


30630 




Name 


OJ990504 02.9A01.C25.o4.gs 


Method 


GENSCAN 




Start 


28680 


End 


30630 




GI 


none 


Score 


.69 




Exons 


28680. .28748, 29741 .. 29793, 


30405. .30479, 30540. .30630 




Seq. No. 


25152 


Seq. ID 


OJ990504_02.9A01 


.C25 


Gene No. 


52169 


Strand 


+ 




Start 


28680 


End 


30630 




Name 


OJ990504 02.9A01.C25.ol3^gp 


Method 


AAT/GAP 




Start 


29231 


End 


29403 





25210 



# 



GI LIB3433-026-P1-K1-C1 Score 254 

Exons 29231. .29403 

GI Descrip. ■ 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 


25152 


Seq. ID 


OJ990504 


Gene No. 


52170 


Strand 


+ 


Start 


31975 


End 


32382 


Name 


OJ990504 02.9A01.C25.ol4.gp 


Method 


AAT/GAP 


Start 


31975 


End 


32382 


GI 


none 


Score 


751 


Exons 


31975. .32382 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25152 Seq. ID 

52171 Strand 
1216 End 
OJ990504_02 . 9A01 . C25 . ol . gp Method 
1216 End 
LIB3433-034-P1-K1-B9 Score 
1216. .1346 

, 5107157/gb|AAD39991.1 |AF150084_1 2.0e-20 (AF150084) small zinc 
finger-like protein [Malus domestica] 1 



OJ990504_02.9A01.C25 

1346 
AAT/GAP 
1346 
220 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25152 Seq. ID OJ990504_02.9A01.C25 

52172 Strand 

25925 End 30034 

OJ990504JD2 . 9A01 . C25 . o3 . gs Method GENSCAN 

25925 End 27640 

none Score . 77 

25925. .26264, 26281 .. 26390, 27056 .. 27198 , 27229 .. 27412, 

27518.. 27640 



Seq. No. 


25152 








Seq. 


ID OJ990504 


02. 9A01.C25 


Gene No. 


52172 








Strand 






Start 


25925 








End 


30034 






Name 


OJ990504 02 


.9A01. 


C25.o2 


.np 


Method AAT/NAP 






Start 


25928 








End 


30034 






GI 


6815053 








Score 


765 






Exons 


25928. .26165, 26215 .. 26390, 


29888 . . 


30034 






GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza sativa] 






Seq. No. 


25152 








Seq. 


ID OJ990504 


02.9A01.C25 


Gene No. 


52173 . 








Strand 






Start 


31619 








End 


35446 






Name 


OJ990504 02 


. 9A0 1 . 


C25.ol 


. tm 


Method TBLASTX: 


Maize 




Start 


4775 








End 


19392 






GI 


none 








Score 


114 






Exons 


4775. .4888, 


4804. 


.4890, 


4807 


. .4890, 


5008. .5100, 


5044. 


.5100, 




5871. .6071, 


5873. 


.6070, 


5874 


. .6071, 


5875. .6072, 


6320. 


.6433, 




6321. .6440, 


6321. 


.6440, 


6322 


. .6441, 


6526. .6681, 


6530. 


.6682, 




6531. .6683, 


6532. 


.6687, 


6822 


. .6908, 


6824. .6895, 


6990.' 


.7136, 




6997. .7140, 


6998. 


.7183, 


7257 


. .7307, 


7257. .7307, 


7259. 


.7312, 




7381. .7437, 


7383. 


.7448, 


7993 


. .8154, 


7996. .8154, 


7997. 


.8161, 




7998. .8156, 


8825. 


.8968, 


8840 


. .8965, 


8845. .8967, 


9030. 


. 9131, 




9071. .9142, 


9072. 


.9143, 


9073 


. .9144, 


9478. .9597, 


9496. 


.9597, 




9497. .9598, 


9497. 


.9604, 


9739 


. .9798, 


9739. .9798, 


9881. 


.10087 



9885.'. 10088, 9885 .. 10109, -.10154 .. 10306, 10154 10303, 



25211 




10165. 


.10305, 


10358. 


.10537, 


10373. 


.10528, 


10407. 


.10538, 


10413. 


.10538, 


12108. 


.12206, 


12287. 


.12364, 


12306. 


.12365, 


13908. 


.14075, 


13909. 


.14076, 


13910. 


.14077, 


14460. 


.14570, 


14461. 


.14580, 


14669. 


.14830, 


14694. 


.14831, 


14694. 


.14843, 


14695. 


.14835, 


15181. 


.15306, 


15203. 


.15277, 


15205. 


.15288, 


15338. 


.15508, 


15349. 


.15480, 


15353. 


.15496, 


15354. 


.15515, 


15579. 


.15629, 


15581. 


.15631, 


15717. 


.15770, 


15720. 


.15770, 


15915. 


.16061, 


15925. 


.16059, 


15926. 


.16060/ 


15934. 


.16074', 


16552. 


.16671, 


16554. 


.16715, 


16562. 


.16687, 


16806. 


.16877, 


17867. 


.17971, 


17875. 


.17973, 


18266. 


.18322, 


18266.. 


.18319, 


18413. 


.18610, 


18414. 


.18611, 


18415. 


.18612, 


18417. 


.18614, 


18822. 


.18980, 


18827. 


.18976, 


19288. 


.19392, 


19290. 


.19391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25152 
52173 
31619 

OJ990504_02 . 9A01 . C25 . o3 . tc 

4820 

none 



OJ990504 02.9A01.C25 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4820. .4888, 5043. .5099, 5044. .5100, 5871. .6020, 5875. .6021, 
12167. .12211, 12168. .12206, 12306 .. 12365, 12308 . .12364 , 
13909. .14025, 13910.. 14026 



35446 

TBLASTX: Cress 

14026 

75 



25152 
52173 
31619 

OJ990504_02. 

5875 

none 

5875. .6024, 
6025. .6072, 
6544. .6687, 
7256. .7312, 
7995. .8153, 
9072. .9143, 
9729. .9773, 



9A01.C25.ol.ts 



9882. . 
10407. 
14030. 
14775. 
15349. 
15862. 
16544. 
16806. 
18265. 
18414. 



10052, 
.10523 
.14077 
.14843 
.15477 
.15960 
.16672 
.16877 
.18300 
.18581 



Seq'. "ID OJ990504_02.9A01.C25 
Strand 

End 35446 
Method TBLASTX : Soybean 
End 18980 
Score • 215 
5875.. 6021, 5880.. 6023, 6020.. 6070, 6021.. 6071, 
6321. .6431, 6322. .6441, 6541. .6681, 6542. .6682, 
6908, 6824. .6895, 6997. .7152, 6998. .7201, 
7437, 7383.-7448, 7993. .8154, 
8968, 8845.. 8958, 9068.. 9139, 
9597, 9497.. 9613, 9497.. 9604, 
9792, 9878.-9982, 9881.. 9958, 
9983, 10026. .10058, 10235 10306, 
..14026, 43910. .14026, 14029 14 07 6, 
14580, 14689.-. 14835,' 
15288, 15338. .15508, 
15628, 15579. .15629, 
16060, 15933. .16067, 
16673, 16554. .16676, 
17971, 17875. .17973, 
18322, 18411. .18509, 
18881, 18903.. 18980 



6822. 
7257. 
8170. 
9495. 
9739. 

9882. . 
, 13910 
, 14460 
, 15203 
, 15353 
, 15915 
, 16553 
, 17860 
, 18265 
, 18418 



7307, 7381. 

8214, 8825. 

9599, 9496. 

9795, 9739. 



,14570, 14461. 

,15277, 15205. 

,15496, 15578. 

,16061, 15926. 

,16654, 16554. 

,17958, 17867. 

,18318, 18266. 

.18585, 18822. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25152 
52173 
31619 

OJ990504_02 . 9A01 . C25 . o2 . tw 
7290 



OJ990504 02.9A01.C25 



none 

7290. 

7997. 

8847. 

16552 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

7307, 7381. .7437, 7383.-7448, 7993. .8154, 7996. .8154, 
8161, 7998. .8171, 7998. .8156, 8825.-8968, 8845. .8967, 
8972, 9072.. 9092, 15911 .. 16060, 15915 16061, 
.16677, 16554. .16673, 16555 .. 16677, 16562.. 16687 



35446 

TBLASTX: Wheat 

16687 

39 



25212 




Seq. No. 


25152 






Seq. ID 


OJ990504_02. 9A01 


.C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


OJ990504 02.9A01.C25 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


7954 






End 


17922 




GI 


none 






Score 


^ 214 




Exons 


7954. . 


8157, 7998. .8144, 8825. .898.9, 8839. .8949, 9072. . 9143, 




15926. 


.16060, 15930. 


.16061, 


15933. v . 16073, 16553 .. 16687, 






16554. 


.16682, 16806. 


.16877, 


17875. . 17922 




Seq. No. 


25152 






Seq. ID 


OJ990504_02.9A01 


. C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


OJ990504 02.9A01.C25 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


9524 






End 


18968 




GI 


none 






Score 


83 




Exons 


9524. . 


9604, 9739..9795, 9739.. 9792, 9882.. 10031, 9884.. 


997 9 




10011. 


.10097, 10154. 


.10264, 


•10225. .10296, 10235. .10303, 






10388. 


.10501, 10407. 


.10520, 


17 923. .17 973, 18057. .18131, 






18266. 


.18322, 18266. 


.18322, 


18418. .18 


516, 18420. .18509, 






. 18903. 


.18968 










Seq. No . 


25152 






Seq. ID 


OJ990504_02. 9A01 


.C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


OJ990504 02.9A01.C25 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


9736 






End 


18612 




GI 


none 






Score 


96 




Exons 


9736. . 


9798, 9737. .9799, 9739.-9798, 9869. .10045, 9881.. 


1008* 




9885. . 


10088, 18263.. 


18319, 


18264. .18320, 18264 .. 18326, 






18266. 


.18322, 18411. 


.18608, 


18413. .18 


604, 18414. .18608, 






18415. 


.18612 










Seq. No. 


25152 






Seq. ID 


OJ990504_02.9A01 


. C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


.OJ990504 02.9A01.C25 


. o5.gs 


Method 


GEN SCAN 




Start 


31619 






End : -' v 


33129 




GI 


none 






Score 


.66 




Exons 


31619. 


.31785, 32856. 


.33129 








Seq. No.. 


25152 






Seq. ID 


OJ990504_02. 9A01 


. C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


OJ990504 02.9A01.C25 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


32371 






End 


33132 




GI 


none 






Score 


70 




Exons 


32371. 


.32481, 32382. 


.32462, 


32854. .33132, 32855.. 33025 




Seq. No. 


25152 






Seq. ID 


OJ990504_02.9A01 


.C25 


Gene No. 


52173 






Strand 






Start 


31619 






End 


35446 




Name 


OJ990504 02.9A01.C25 


. o2 . tm 


Method 


. TBLASTX: Maize 




Start 


32849 






End 


33150 




GI 


none 






Score 


211 




Exons 


32849. 


.33025, 32849. 


.33052, 


32851. .33054, 32851. .33150, 





'25213 



33058. .33105, 33106.. 33150 



Seq. No.. 


25152 




Seq. ID 


OJ990504_ 


_02. 


. 9A01 


.C25 


Gene No. 


com 
ozl / J 




btrana 










Start 


oioiy 






0044 D 








Name 


OJ990S04 Uz . yAUl . Czo . 


o 1 5 . gp 


Method 


AAT/ GAP 








Start 


"3 O O T /I 

32874 




End 


3044 b 








GI 


none 




Score 


*7 "5 £ 
/JO 








Exons 


32874 .. JolJy, oooiy.. 


*3 C A A C 

Jo 4 4 u 












Seq. No. 


25152 




Seq. ID 


OJ990504_ 


_02, 


.9A01 


.C25 


Gene No. 


com 
ozl / o 




btrana 










Start 


/-I Q 

jioiy 




hna 


O044 b 








Name 


ojyyuoU4 uz . yAu i . lzo . 


06 . gs 


Metnoa 


bh No LAIN 








Start 


33y / / 




Lna 










GI 


none 




Score 


R Q 
. JO 








Exons 


oomT o/itoo ocoin 
339/ / • # j41 jj; oooiy.. 


ooo 1 o 












Seq. No. 


25153 




Seq. ID 


OJ990504_ 


_02, 


. 9A01 


.C26 


Gene No. 


bzl / 4 




O +. „ _ _ J 

btrana 


+ 








Start 


413 






1 OCA 

±zoy 








Name 


ojyyuoU4 uz . yAui . cz o . 


ol . gs 


Method 


T-i XT O 7\ XT 








Start 


/I 1 O 

. 413 




hna 


1 OCQ 

izoy 








GI 


none 




Score 


*7 O 

. /o 








Exons 


yt 1 *3 /" "1 A 1 1 AH TOCO 

413. .610, llU/..lzoy 














Seq. No. 






Seq. ID 


uj yyuou4 


_02, 


. 9A0 1 


. UZ b 


Gene No. 


52175 




Strand 


+ 








Start 


2043 




End 


2310 








Name 


OJ990504 02.9A01.C26. 


o2 . gp 


Method 


AAT /GAP 








Start 


2043 




End 


2310 








GI 


LIB3434-035-P1-K1-A7 




Score 


452 








Exons 


2043. .2310 














GI Descrip. 


*5441876/dbj IAP000367 


.1IAP000367 l.Oe- 


114 Oryza 


sativa 


genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 








Seq. No. 


25153 




Seq. ID 


OJ990504_ 


_02. 


.9A01 


.C26 


Gene No. 


52176 




Strand 


+ 








Start 


7205 




End 


11250 








Name 


OJ990504 02.9A01.C26. 


o3 .np 


Method 


AAT /NAP 








Start 


7205 




End 


11250 








GI 


6630556 




Score 


992 . 









Exons 7205. .7271, 7525. .7652, 8124. .8178, 8761.. 8957, 9342.'. 9463, 

9547. .9700, 10007 .. 10075, 10492 .. 10638, 10731 .. 1077 6, 
10876. .10928, 11089.. 11250 

GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. . 25153 

Gene No.- 52176 

Start 7205 

Name OJ990504_02 . 9A01 . C26 . o5 . gs 

Start 10011 

GI none 

Exons 10011. .10019, 11089.. 11233 



Seq. ID OJ990504_02.9A01.C26 

Strand + . 

End 11250 

Method GEN SCAN 

End 11233 

Score .86 



Seq;. No. 



25153 



Seq. ID OJ990504_02.9A01.C26 



25214 



Gene No. 52177 Strand 

Start 400 End 628 

Name OJ990504_02 . 9A01 .C26 . ol . gp Method AAT/GAP 

Start 400 ..'End 628 

GI none Score 4 09 

Exons 400.. 628 



Seq. No. 25153 Seq. ID 

Gene No. 52178 Strand 

Start 2482 End 

Name OJ990504_02 . 9A01 . C2 6 . o2 . gs Method 

Start 2482 End 

GI none Score 

Exons 2482.. 3134, 4004.. 4268 



OJ990504_02.9A01.C26 

4268 
GEN SCAN 
4268 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25153 



Seq. ID OJ990504_02.9A01.C26 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52179 Strand 
4731 End 
OJ990504_02 . 9A01 . C2 6 . ol . np Method 
4731 End 
6069646 Score 
4731. .5724 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 , 
Arabidopsis thaliana chromosome II. BAC 



5996 
AAT/NAP 
5724 
423 

transcriptase 
11 (AP001129) 
F9013 genomic 



putative non-LTR 
.[Oryza sativa] 



retroelement reverse transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



25153 Seq. ID 

52179 Strand 

4731 End 

OJ990504_02 . 9A01 . C26 . o3 . gs Method 

.4731 End 

none Score 



OJ990504_02.9A01.C26 

5996 ' 
GENSCAN 
5996 
.52 



4731. .5024, 5357. .5557, 5733. .5845, 5933. .5996 



Seq. No. 25153 Seq. ID 

Gene No. 52180 Strand 

Start . . 6674. ' End 

Name 0 J990504_02 . 9A01 . C2 6 . o4 . tw Method 

Start 4746 End 

GI none Score 

Exons 4746.. 4997, 5004.. 5150 



OJ990504_02.9A01.C26 
7019 

TBLASTX: Wheat 

5150 

104 



Seq. No. 


25153 








Seq. ID 


OJ990504_02.9A01 


Gene No. 


52180 








Strand 




Start 


6674 








End^ 


7019 


Name 


OJ990504 02. 


9A01 


.C26.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4749 








End 


5312 


GI 


none 








Score 


120 ' 


Exons 


4749. .4976, 


5004 


. .5312, 


5104. 


.5262 




Seq. No. 


25153 








Seq. ID 


OJ990504_02.9A01 


Gene No. 


52180 








Strand 




Start 


6674 








End 


7019 


Name 


OJ990504 02. 


9A01 


.C26.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5157 








End 


5533 



25215 



GI 


none 


Exons 


5157 . . 5318, 


Seq. No. 


25153 


Gene No. 


52180 


Start 


6674 


Name 


OJ990504 02 . 


Start 


5622 


GI 


none 


Exons 


5622 . . 6008, 


Seq. No. 


25153 


Gene No. 


52180 


Start 


6674 


Name 


OJ990504_02 . 


Start 


5697 


GI 


- none 


Exons 


5697 . . 5852, 


Seq. No. 


25153 


Gene No. 


52180 


Start 


6674 


Name 


OJ990504_02 . 


Start 


6674 


GI 


none 


Exons 


6674 . . 6754, 


Seq. No. 


25153 


Gene No. 


52181 


Start 


7505 


Name 


OJ990504_02. 


Start 


7505 


GI 


none 


Exons 


7505.. 7657, 




8759.. 8956, 




9558 . . 9701, 




10004 . .10090 




10728. . 10778 




11045. . 11236 


Seq. No. 


25153 


Gene No. 


52181 


Start 


. .7505 


Name 


OJ990504_02 . 


Start 


7584 


GI 


none 


Exons 


7584 . .7652, : 


Seq. No. 


25153 


Gene No. 


52181 


Start 


7505 


Name 


OJ990504 02. 


Start 


8760 


GI 


none 


Exons 


8760.. 8909, i 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



105 



OJ990504_02.9A01.C26 
7019 

TBLASTX: Maize 

6008 

121 



OJ990504_02 . 9A01 . C26 
7019 

TBLASTX: Wheat 

6018 

46 



,6008, 5842.. 6018 



, Seq. ID 
'Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_02.9A01.C26 

7019 
GENSCAN 
7019 
.7 



OJ990504_02.9A01.C26 
11247 

TBLASTX: Maize 

11244 

96 



11045. .11236, 11085. .11237, 11087 .. 11236, 11107 .. 11244 - 



Seq. ID OJ990504_02.9A01.C26 
Strand 
End 

Method 
End 
Score 



11247 

TBLASTX: Cress 

8906 

69 



Seq. ID OJ990504_02.9A01.C26 
Strand 

End 11247 
l.C26.ol.ts Method TBLASTX : Soybean 
End 11244 
Score 206 

8760. .8909, 8762. .8905, 8909. .8956, 8910.. 8957, 9342. .9452, 
9557.. 9706, 9559.-9738, 10004 .. 10090, 10484 .. 10636, 
10485. .10637, 10491 10649, 104 92 .. 10650, 10727 .. 10759, 



25216 




10728. .10778, 10869 .. 10928, 11088 .. 11234 , 11107. .11244 



Seq. No. 


25153 


Seq. ID 


OJ990504_02.9A01.C26 


Gene No. 


52181 


Strand 




Start 


7505 


End 


11247 


Name 


OJ990504_02 . 9A01 . C26 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


11078 


End 


11244 


GI 


none 


Score 


157 


Exons 


11078 .. 11236, 11085 .. 11237, 


11087. .11236, 11107.. 11244 


Seq. No. 


25153 


Seq. ID 


OJ990504_02.9A01.C26 


Gene No. 


52181 


Strand 




Start 


7505 


End 


11247 


Name 


OJ990504_02 . 9A01 ,C26.o2 . tc 


Method 


TBLASTX: Cress 


Start 


11081 


End 


11247 


GI 


none 


.Score 


71 


Exons 


11081. .11233, 11088. .11219, 


11107. .11247 


Seq. No. 


25154 


Seq. ID 


OJ990504_02.9A01.C27 


Gene No. 


52loz 


Strand 


+ 


Start 


l 


End 


2419 


Name 


OJ990504_02 . 9A01 . C27 . ol . np 


Method 


AAT/NAP 


Start 




- End 


2419 


GI 


6630556 


Score 


621 


Exons 


1..141, 243. .314, 740. .846, 


1152. .1208, 


1300. .1492, 1674. .1817, 




2263 . . 2419 






GI Descrip. 


(AC011708) putative alpha-L- 


•arabinofuranosidase [Arabidopsis 




thaliana] 






Seq. No. 


25154 


Seq. ID 


OJ990504_02.9A01.C27 


Gene No. 


52182 


Strand 


+ 


Start 


1 


End 


2419 


Name 


OJ990504 02.9A01.C27.ol.gs 


Method 


GENS CAN 


Start 


243 


End 


1871 


GI 


none 


Score 


.73 



Exons 243. .314, 740. .846, 1152. .1262, 1300. .1492, 1674. .1871- 



Seq. No. 25154 

Gene No. 52183 - 

Start 2207 

Name OJ990504_02 . 9A01 . C27 . ol . ts 

Start 1 
GI none 

Exons 1..141, 21. .143, 21. .143, 22. 

1149. .1184, 1149. .1223, 1150. 
1301.. 1474, 1668. .1730, 1752. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990504 02.9A01.C27 



7098 

TBLASTX: Soybean 
2349 
82 

144, 237. .326, 775. .846, 
1230, 1294.. 1389, 1297.. 1389, 
1817, 2260.. 2349, 2262.. 2348 



Seq. No. 25154 Seq. ID 

Gene No. 52183 Strand 

Start 2207 End 

Name OJ990504_02 . 9A01 . C27 . ol . tc Method 

Start 7 End ■ 

GI none Score 

Exons . 7.. 168, 18.. 125, 237.. 326 



OJ990504_02.9A01.C27 
7098 

TBLASTX: Cress 

326 

204 



Seq. No. 25154 Seq. ID OJ990504_02.9A01.C27 

Gene No. 52183 Strand 

. 25217 



Start 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7 








End 


144 


GI 


none 








Score 


215 


Exons 


7. .144, 21.. 


143 










Seq. No. 


25154 








Seq. ID 


OJ9905Q4_02 . 9A01 . C27 


Gene No. 


52183 








Strand 




Start 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.ol. 


tm . 


Method 


TBLASTX: Maize 




7 








End 


2355 


GI 


none 








Score 


222 


Exons 


7. .168, 21.. 


143, 


233. .325, 237. .326, 737. .763, 771. .839, 




772. .846, 784. .843, 1148 


. .1201/ 1149. 


.1226, 1150.. 1230, 




1150. .1233, 


1297 


. .1494, 


1298. 


.1495, 1668.. 1817, 1676.. 1816, 




2260. .2355 












Seq. No. 


25154 








Seq. ID 


OJ990504__02.9A01.C27 




52183 








Strand 




Start 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 










End 


1499 


GI 


none 








Score 


105 ' " * 


Exons 


1138. .1230, 


1144 


. .1209, 


1297. 


.1491, 1298. .1495, 1323. .1499 


Seq. No. 


25154 








Seq. ID 


OJ990504_02 . 9A01 .C27 


Gene No. 


52183 








Strand 




Of 3 

OLalL 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.o2. 


gs 


Method 


GENS CAN 


Start 


2207 








End 


7098 


GI 


none 








Score 


.59 


Exons 


2207. .2293, 


3355 


. .3442, 


3544. 


.3681, 4128. .4161, 5397. .5503, 




5925. .6024, 


6184 


. .6298, 


6499. 


.6633, 6763. .6818, 6912. .7098 


Seq. No. 


25154 








Seq. ID 


OJ990504_02.9A01.C27 




52183 








Strand 




Start 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3213 








End 


3448 


GI 


none 








Score 


'60 


Exons 


3213. .3278, 


3229 


. .3276, 


3352. 


.3447, 3353. .3445, 3353.-3448 


Seq. No. 


25154 








Seq. ID 


OJ990504_02.9A01.C27 


Gene No. 


52183 








Strand 




Of a r-t 
o Lai U 


2207 








' End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3214 








End 


3432 


GI 


none 








Score 


75 


Exons 


3214. .3273, 


3216 


. .3284, 


3220. 


.3273, 3355.. 3429, 3355.-3432, 




3356. .3430 












Seq. No. 


25154 








Seq. ID 


OJ990504_02.9A01.C27 


Gene No. 


52183 








Strand 




Start 


2207 








End 


7098 


Name 


OJ990504 02. 


9A01 


.C27.ol. 


gp 


Method 


AAT/GAP 


Start 


3354 








End 


5704 


GI 


9263 1.R1084 








Score 


1026 



25218 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3354. .3442, 3544. .3681, 4128. .4179, 4284.-4383, 5071. .5146, 
5222.. 5309, 5397.. 5452, 5617.. 5704 

, 5817065/emb|CAB53665.1| 6.0e-ll (AL110160) hypothetical protein 
[Homo sapiens] 1 



25154 
52183 
2207 

OJ990504_02.9A0llC27.o2.tm 

5275 
none 

5275.. 5307, 5276.. 5308, 5388. 



OJ990504_02.9A01.C27 
7098 

TBLASTX: Maize 

6290 

51 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5480, 5398.. 5454, 5399.. 5491, 



5597. .5710, 5613. .5726, 5616. .5726, 5617. .5733, 5727. .5792, 
5728. .5799, 5729. .5785, 5730. .5804, 5914. .6027, 5924. .6028, 
5927.. 6025, 6188.. 6289, 6189. .6290 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_02.9A01.C28 
+ 

557 

GEN SCAN 

557 

.42 



Seq. ID OJ990504_02.9A01.C29 



25155 
52184 
140 

OJ990504_02.9A01.C28.ol.gs 
140 
none 

140.. 267, 469.. ,557 
25156 

52185 Strand 
1 End 1918 

OJ990504_02 9A01 . C2 9 . ol . np Method AAT/NAP 
1 End 1918 

6069646 Score 742 

1..962, 1251. .1918 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
•Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


25156 






Seq. ID 


OJ990504_02.9A01.C29 


Gene No. 


52186 






Strand 




Start 


'4474 






End 


64 64 • 


Name 


OJ990504 02. 


9A01.C29.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


62 






End 


566 


GI 


none 






Score 


71 


Exons 


62.. 208, 230 


..466, 234., 


.464, 


239. .466, 


479. .565, 480. .566 


Seq. No. 


25156 






Seq. ID 


OJ990504_02.9A01.C29 


Gene No. 


52186 






Strand 




Start 


4474 






End 


6464 


Name 


OJ990504 02. 


9A01.C29.o4. 


.tm 


Method 


TBLASTX: Maize 


Start 


1017 






End 


-1540 


GI 


none 






Score 


93 


Exons 


1017. .1100, 


1141. .1377, 


1390. 


.1539, 1436. .1540 


Seq. No. 


25156 






Seq. ID 


OJ990504_02.9A01.C29 


Gene No. 


52186 






Strand 




Start . 


4474 






End 


6464 


Name 


OJ990504 02. 


9A01.C29.ol, 


, tm ■ 


Method 


TBLASTX: Maize 



25219 




Start 


1542 






End 


2092 


GI 


none 






Score 


62 


Exons 


1542. .1676, 


1591. .1677, 


1695 


..1901, 1696. .1911, 1955. .2092, 




1968. .2072 










Seq. No. 


25156 






Seq. ID 


OJ990504 02 . 9A01 .C2 9 


Gene No : 


52186 / 






Strand 




Start 


4474 






End 


6464 


Name 


OJ990504_02 . 


9A01.C29.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2264. 






End 


2575 


GI 


none 






Score 


100 


Exons 


2264 . .2575, 


2273. .2551, 


2274 


. . 2561 




Seq. No. 


25156 






Seq. ID 


OJ990504_02.9A0l.C29 


Gene No. 


52186 






Strand 




Start 


4474 






End 


6464 


Name 


OJ990504 02. 


9A01.C29.o2 


.np 


Method 


AAT/NAP 


Start 


4474 






End 


6464 


GI 


2618693 






Score 


73/r - 


Exons 


4474. .4518, 


6074. .6464 ' 








GI Descrip. 


(AC002510) putative non- 


-LTR 


retroelement reverse transcript. 




[Arabidopsis 


thaliana] 








Seq. No. 


25156 






■ Seq. ID 


OJ990504_02 . 9A01 .C2 9 


Gene No. 


52186 






Strand 




Start 


4474 






End 


6464 


Name 


OJ990504 02. 


9A01.C29.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6039 






End 


6371 


GI 


none 






Score 


66 


Exons 


6039. . 6158, 


6147. .6200, 


6210 


. .6326, 6327. .6371 


Seq. No. 


25156 






Seq. ID 


OJ990504_02 . 9A01 .C2 9 


Gene No. 


52186 






Strand 




Start 


4474 






End 


6464 


Name 


OJ990504 02. 


9A01.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start , 


6105 






End 


6386 


GI 


none 






Score 


65 


Exons 


6105. .6323, 


6235. .6324, 


6330 


. .6386 




Seq. No. 


25157 






Seq. ID 


OJ990504_02 . 9A01 . C30 


Gene No. 


52187 






Strand 


+ 


Start 


782 






. End 


5355 


Name 


OJ990504 02. 


9A01.C30.ol 


. tm . 


Method 


TBLASTX: Maize 


Start 


79 






End 


493 


GI 


none 






Score 


142 


Exons 


79. .225, 213 


..443, 233. 


.421, 


235. .471, 


281..493, 315..440 


Seq. No. 


25157 






Seq. ID 


OJ990504_02 . 9A01 . C30 


Gene No. 


52187 






Strand 


+ 


Start 


782 






End 


5355 


Name 


OJ990504 02. 


9A01.C30.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


91 






End 


558 


GI 


none 






Score 


88 


Exons 


91. .189, 235 


..279, 268. 


.558, 


287. .397 




Seq. No. 


25157 






Seq. ID 


OJ990504_02.. 9A01 . C30 


Gene No. 


52187 






Strand 


+ 



25220 



Start 


782 




End 


5355 


Name 


OJ990504 


02.9A01.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


265 




End 


573 


GI 


none 




Score 


82 


Exons 


265. .450, 


287. .388, 439. .573 






Seq. No. 


25157 




Seq. ' ID 


OJ990504_02 . 9A01 . C30 


Gene No. 


■ -52187 




Strand 


+ 


Start 


782 




•End 


5355 


Name 


OJ990504 


02.9A01.C30.ol.gs 


Method 


GEN SCAN 


Start 


782 




End 


5355 


GI 


none 




Score 


.54 


Exons 


782. .961, 


2496. .2636, 2748.. 


2875, 3051, 


..3225, 3399. .3815, 



3999. .4029, 4308 4336, .4591 4712, 4876. .5010, 5309. .5355 



Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

Exons , 
■GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25157 
52187 
782 

OJ99050.4_02 . 9A01 . C30 . o2 . np 
1721 
3738297 
1721.. 1922 

(AC005309) unknown protein - [Arabidopsis thaliana] 



Seq. ID OJ990504_02.9A01.C30 

Strand + 

End 5355 

Method AAT/NAP 

End 1922 

Score 77 



Seq. ID OJ990504_02.9A01.C31 
Strand 

End 1444 

Method GEN SCAN 

End 1444 

Score .69 



25158 
52188 
1131 

OJ990504JD2. 9A01 .C31 .ol . gs 
1131 
none 

1131. .1214, 1392. .1444 

25159 
52189 
426 

OJ990504_02.9A01.C32.ol.gs 
426 
none 

426. .573, 1101.. 1191, 1615.. 1708, 2392 .. 2475, 2749 . .2821, 
2979. .3180, 3289. .3466 



Seq. ID OJ990504_02.9A01.C32 

Strand + v 

End 3466 

Method GENS CAN 

End 3466 

Score .79- 



Seq. ID OJ990414_05.9A08.C1 

Strand + 

End 137 

Method AAT/GAP 

End 137 

Score 209 



25160 
52190 
1 

O.J9904 14_05 . 9A08 . CI . ol . gp 
1 

2310235 
1. .137 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



25160 
52190 
1 

OJ990414JD5. 9A08 . CI . ol . np 
1 

5852182 . 



Seq. -ID OJ990414_05.9A08.C1 

Strand + 

End . 137 

Method AAT/NAP 

End 137 

Score 156 



25221 




Exons 


1. .137 














.GI Descrip. 


(AL117265) 


zhb0012.1 [Oryza 


sativa] 










Seq. No. 


25161 




Seq. ID 


OJ990414 


_05. 


9 AO 8 


.C2 


Gene No. 


52191 




Strand 


+ 








Start 


2523 




End 


4722 








Name 


OJ990414_05 


. 9A08.C2.ol..qs 


Method 


GENSCAN 








Start 


2523 


End 


4722 








GI 


none 




Score 


.64 








Exons 


2523. .2615, 


2689. .2709, 3708 


..3781, 3951. .4143, 


4229. .4463 




4560. .4722 














Seq. No. 


25161 




Seq. ID 


OJ990414 


JDS. 


9A08 


.C2 


Gene No . 


52191 




Strand 


+ 








Start . 


2523 




End 


4722 








Name 


OJ990414_05 


.9A08.C2.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


3991 




End 


4416 








GI 


none 




Score 


85 








Exons 


3991 . .4059, 


4226. . 4414, 4237 


. . 4416 










Seq. No. 


25162 




Seq. ID 


OJ990414 


JDS. 


9A08 


.C3 


Gene No. 


. 52192 




Strand 










.Start 


270 




End 


366 








Name 


OJ990414 J)5 


.9A08.C3.ol.gs 


Method 


GENSCAN 








Start 


270 




End 


366 








GI 


none 




Score 


.76 








Exons 


270. .366 














Seq. No. 


25163 




Seq. ID 


OJ990414 


_05. 


9 AO 8 


.C5 


Gene No . 


52193 




Strand 










Start 


1 




End 


886 








Name 


OJ990414_05 


.9A08.C5.ol.np 


- Method 


AAT/NAP 








Start 


1 




End 


886 








GI 


4680204 




Score 


209 








Exons 


1..426, 522 


..707, 742. .886 












GI Descrip. 


(AF114171) 


hypothetical protein [Sorghi 


am bicolor] 






Seq. No. 


25163 




Seq. ID 


OJ990414 


_05. 


9A08 


,C5 


Gene No. 


52193 




Strand 










Start 


1 




End 


886 








Name 


OJ990414_05 


.9A08.C5.o2.np 


Method 


AAT/NAP 








Start 


1 




End 


886 








GI 


6742729 




Score 


81 








Exons 


1..38, 729. 


.886 












GI Descrip. 


(AF121139) 


RIM2 protein [Oryza sativa] 










Seq. No. 


25163 




Seq. ID 


OJ990414 


_05. 


9A08 


.C5 


Gene No. 


52193 




Strand 










Start 


1 




End 


886 








Name 


OJ990414 05 


. 9A08 .C5.ol.gs 


Method 


GENSCAN 








Start 


17 




End 


808 








GI 


none 




Score 


.71 








Exons 


17. .159, .285. .373, 687. .808 












Seq. No. 


25164 




Seq. ID 


OJ990414 


JDS. 


9A08 


.C7 


Gene No. 


52194 




Strand 


+ 








Start 


22389 




End 


25202 









25222 



Name 


OJ990414_05. 9A08.C7.o4 .gs 


Method 


GENSCAN 


Start 


22389 


End 


25202 


GI 


none 


Score 


.62 


Exons 


22389. .22594, 22953. .23094, 


23282. .23432, 23620 




24298. .24406, 24411 .. 24506, 


24747. .25202 


Seq. No. 


25164 


... Seq. ID 


OJ990414 


Gene No. 


52194 


■ Strand - 


+ 


Start 


22389 


End 


25202 


Name 


OJ990414 05.9A08.C7.ol0.np 


Method 


AAT/NAP 


Start 


23342 


End 


24706 


GI 


2281641 


Score 


111 


Exons 


23342. .23519, 24459.. 24706 






GI Descrip. 


(AF003101) AP2 domain containing protein RAP2 . 8 




thaliana] 






Seq. No. 


25164 


Seq. ID 


OJ990414 


Gene No. 


52195 


Strand 


+ 


Start 


25339 


End 


28125 


Name 


OJ990414 05.9A08.C7.oll.rip 


Method 


AAT/NAP 


Start 


25339 


End 


28125 


GI 


4680203 


Score 


17 32 


Exons 


25339. .25400, 26624. .28125 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


25164 


Seq. ID 


OJ990414 


Gene No. 


52195 


Strand 


+ 


Start 


25339 


End 


28125 


Name 


OJ990414 05.9A08.C7.ol.gp 


Method 


AAT/GAP 


Start 


26132 


End 


26757 


GI 


2310235 


Score 


303 


Exons 


26132. .26169, 26618.. 26757 






GI Descrip. 


5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhbO 




sativa] 






Seq. No. 


25164 


Seq. ID 


OJ990414 


Gene No. 


52195 


Strand 


+ 


Start 


25339 


End 


28125 


Name 


OJ990414 05.9A08.C7.o2.gp 


Method 


AAT/GAP 


Start 


26622 


End 


28066 


GI 


342 1.R1084 


Score 


2280 


Exons 


26622. .28066 






GI Descrip. 


? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 




sativa] ' 






Seq. No. 


25164 


Seq. ID 


OJ990414 


Gene No. 


52196 


Strand 




Start 


1739 


End 


15216 


Name 


OJ990414 05.9A08.C7.o2.gs 


Method 


GENSCAN 


Start 


1739 


End 


15216 


GI 


none 


Score 


,62 


Exons 


1739.. 1798, 2111.. 2239, 2356 


..2623, 2787. .3109, 




3611.. 3706, 4177.. 4350, 4479 


..4645, 5202. .5367, 




5663.. 5855, 6128.. 6303, 7155 


..7345, 8696. .8888, 



05. .3521, 
42. .5580, 
280. .1039; 

12215. .12404, 12548. .12653, 13874 13944 , 14897. .15216 



Seq. No. 



25164 



Seq. ID OJ990414_05. 9A08.C7 



25223 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52196 Strand 

1739 End 

OJ9904 14_05 . 9A08 . C7 . o2 . np Method 

2297 End 

5103843 Score 



,3130, 3417. .3521, 
.5367, 5442.. .5580, 



15216 
AAT/NAP 
6287 
1901 

3611. .3706, 4177. .4350, 
5663.. 5855, 5969.. 6051, 



2297.. 2623, 2787. 
4479. .4645, 5202, 
6169. .6287 

(AC007591) Is a member of the PF|00955 Anion exchanger family. 
[Arabidopsis thaliana] 



25164 
52196 
1739 

OJ9904 14_05 . 9A08 . C7 . o3 . np 

2315 

4049353 



Seq.. ID OJ990414_05.9A08.C7 
Strand 

End 15216 

Method AAT/NAP 

End 6272 

Score 1840 



2315. .2623, 2787. .3112, 3344. .3521, 3611. .3706, 4177. .4350, 
4479.-4645, 5202. .5388, 5442. .5580, 5663. .5858, 5969. .6076, 
6167. .6272 

GI Descrip. (AL034567) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25164 
52197 
16120 

OJ990414_05. 9A08.C7.ol.ts 
'2117 



Seq. ID OJ990414_05.9A08.C7 . 
Strand 

22099 

TBLASTX: Soybean 
20026 
73 



End 

Method 
End 

none Score 
2117. .2197, 2368. .2625, 2377. .2541, 2426. .2626, 2438. .2629, 
2786. .3064, 2817. .3032, 3041. .3121, 3042. .3110, 3384. .3515, 
3400. .3516, 3617. .3712, 3618. .3713, 4177. .4233, 18013 .. 18090, 
18264. .18521, 18273 18437 , 18322 .. 18522, 18334 .. 18525, 
18681. .18959, 18684 .. 18926, 18712 .. 18927 , 18936 .. 19016, 
18937. .19005, 19292 .. 194 11 , 19307 .. 19405, 19507 .. 19602, 
19508. .19603, 19970.. 20026 



25164 
52197 
16120 

OJ990414_05 . 9A08 . C7 . o2 . tm 

2392 

none 



Seq. ID OJ990414JD5.9A08.C7 
Strand 

End 22099 

Method TBLASTX : Mai ze 

End 18893 

Score -255 



2392. .2427, 2423. .2653, 2426. .2626, 2773.-2994, 2786.-2998, 
2808. .2996, 18288 .. 18323, 18319 .. 18525, 18322 .. 18522, 
18668. .18889, 18 681 .. 18893, 18703. .18891 



Seq. No. 25164 

Gene No. 52197 

Start 16120 

Name OJ9904 14_05 . 9A08 . C7 . o2 . tc 

Start 2500 

GI none 
Exons 



Seq. ID OJ990414_05. 9A08.C7 
Strand 

End 22099 

Method TBLASTX : Cress 

End 18954 

Score 75 



2500. .2625, 2501. .2632, 2763. .2993, 2786. .3025, 2786. .3052, 
2805. .3059., 18349. .18393, 18396 .. 18521, 18397 .. 18528, 
18681. .1892.0-, 18681. .18947, 18700.. 18954 



Seq. No. 



25164 



Seq. - ID OJ990414JD5. 9A08.C7 



25224 



22099 

TBLASTX: Maize 

20349 

133 



Strand 
End 

Method 
End 
Score 

3110, 3002. .3112, 3405. .3542, 3405. .3512, 
3544, 3608. .3706, 3611. .3706, 3612. .3707, 
4351, 4174. .4353, '4477. .4560, 4477. .4557, 
.19004, 18895. .19005, 19268 . . 19411, 
19295. .19435, 19498 .. 19596, 19501 .. 19596, 19502 .. 19597, 
19502. .19597, .19953. .20138, 19967 20182, 20266 2034 9, 
20268. .20348 



Gene No. 52197 
Start 16120 

Name 0 J9904 14_05 . 9A08 . C7 . o4 . tm 

Start 2999 
GI none 
Exons 2999.. 3109, 3000. 

3418. .3519, 3419. 

3613. .3708-,.. 4160. 

4479.-4559, 18894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25164 
52197 
16120 

OJ990414_05.9A08.C7.o4.te 

3611 

none 



Seq. ID OJ990414_05. 9A08.C7 



Strand 
End . 
Method 
End 
Score 



22099 

TBLASTX: Cress 

20182 

101 



3611. .3703, 3618. .3695, 4160. .4354, 4177. .4374, 4199. .4375, 
19501. .19593, 19508. .19585, 19970 .. 20182 , 19974. .20138 



Seq.; No, 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 



25164 . 

52197 

16120 

OJ990414_05 . 9A08 .C7 .o4 . ts 

4234 

none 



Seq. ID OJ990414_05.9A08.C7- 



Strand 
End 

Method 

End 

Score 



22099 

TBLASTX: Soybean 

20448 

111 



4234. .4353, 4235.-4339, 4425. .4463, 4452.-4649, 4452. .4646, 
4453. .4659, 20027 .. 20197 , 20028 .. 20132 , 20241 .. 20435, 
20242. .20448 



Seq. No. 


25164 


Seq. ID 


OJ990414_05. 9A08.C7 


Gene No. 


52197- 


Strand 




Start 


16120 


End 


22099 


Name 


OJ990414 05. 


9A08.C7.o5.tc Method 


TBLASTX: Cress 


Start 


4479 


End 


20438 


GI 


none 


Score 


107 


Exons 


4479. .4649, 


20263. ,20433, 20268.. 20438 




Seq.. No. 


25164 


Seq. ID 


OJ990414_05. 9A08.C7 


Gene No. 


52197 


Strand 




Start 


16120 


End 


22099 


Name 


OJ990414 05. 


9A08 . C7 . o2 . ts Method 


TBLASTX: Soybean 


Start 


5209 


End 


21571 


GI 


none 


Score 


47 


Exons 


5209. .5373, 


5210. .5368, 5442. .5579, 5443. .5580, 5662. .5733, 




5663. .5722, 


21048. .21212, 21049. .21207, 


21281. .21418, 




21282. .2141S 


, 21500. .21571, 21501. .21560 


Seq. No. 


25164 


Seq. ID 


OJ990414_05. 9A08.C7 


Gene No. 


52197 


Strand 




Start 


16120 


End 


22099 


Name 


OJ990414 05. 


9A08 . C7 . ol . tc Method 


TBLASTX: Cress 


Start 


5338 


End 


21692 


GI 


none 


Score 


36 


Exons 


5338. .5373, 


5339.-5368, 5442.. 5579, 5443.. 5580, 5653.-5823, 



25225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5662. .5838, 5663.-5854, 21180 .. 21212, 21281 .. 21418 , 
21282. .21419, 214 91 .. 21661, 21500 .. 21676, 21501. .21692 



25164 
52197 
16120 

OJ9904 14_05 . 9A08 . C7 . ol . tm 
5442 
none 

5442. .5579, 5443. .5580, 5445 
5958. .6056, 5971.. 6054, 6169 
21500. .21697, 21504 .. 21695, 21797 .. 21895, 21810 .. 21893, 
21946. .22077, 21992. .22099 



Seq. ID 
Strand 
End 

Method 
. End- . 
Score 



OJ990414 05.9A08.C7 



22099 

TBLASTX: Maize 
22099 
93 

5597, 5662.. 5859, 5666.-5857, 
6276, 21281. .21418, 21282 .. 214 19, 



25164 
52197 
16120 

OJ990414_05.9A08.C7.o5.ts 
5782 



none 
5782. . 
21620. 
21946. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5859, 5783.. 5857, 5970.. 6056, 5971. 
.21697, 21621. .21695, 21797 .. 21895, 
.22077 



OJ990414 05.9A08.C7 



22099 

TBLASTX : Soybean 
22077 
61 

6054, 6169.. 6255, 
21810. .21893, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



25164 
52197 
16120 

OJ9904 14_05 . 9A08 . C7 . o3 . gs 
16120 
none 
16120 
18252 



OJ990414 05.9A08.C7 



Seq. ID _ 
Strand 

End 22099 
Method GENSCAN 
End 21874 
Score .76 
16283, 17239. .17256, 17451 .. 17625, 18007 18135, 
18519, 18682. .19004, 19295 .. 19411, 19501 .. 19596, 



19970. .20143, 21281 .. 21419, 21501 .. 21693, 21808. .21874 



25164 
52197 
16120 
OJ990414 
17959 
5103843 
17959. .18128, 
19501. .19596, 



OJ990414 05.9A08.C7 



05.9A08.C7.o4.np 



Seq. ID 
Strand 

End 22099 
Method AAT/NAP 
End 21114' 
Score 1324 
18682. .19025, 19307. 
20268. .20434, 21041. 
(AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



18240. 
19970. 



.18519, 
20143, 



.19411, 
.21114 



25164 
52197 
16120 

OJ990414_05.9A08.C7.o5.np 
17959 
5103843 
17959. .18128, 
19501. .19596, 



OJ990414 05.9A08.C7 



Seq. ID 
Strand 

End 22099 
Method AAT/NAP 
End 21276 
Score 1417 
18682. .19025, 19307 .. 194 11 , 
20268. .20434, 21041. .21276 
(AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



18240. 
19970. 



18519, 
20143, 



25164 



Seq. ID OJ990414_05.9A08.C7 



25226 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



52197 Strand 

16120 End 22099 

OJ990414_05 . 9A08 .C7 . 08 .np Method AAT/NAP 

17962 End 22013 

5103843 Score 1903 

17962. ,18128, 18240 18519, 18682 19025, 1 9307 194 11, 

19501. . 19596, 19970. .20143, 20268 .. 20434 , 2 104 1 21206, 

21281. .21419, 21501. .21693, 21808 .. 21890, 21992.. 22013 

(AC007591) Is a member of the PF| 00955 Anion exchanger family. 

[Arabidopsis thaliana] 



OJ990414 05.9A08.C7 



Seq. No. 25164 Seq. ID 

Gene No. 52197 Strand 

Start 16120 End 22099 

Name OJ990414_05 . 9A08 . C7 . 06 .np Method AAT/NAP 

Start 17983 End 21587 

GI 4049353 Score 1635 

Exons 17983. .18150, 18230 18519, 18682 19006, 19233 

19501. . 19596, 19970. .20143, 20268 20434 , 21041 

21281. .21419, 21501.. 21587 

GI Descrip. (AL034567) putative protein [Arabidopsis thaliana] 



.19411, 
.21227, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25164 
52197 
16120 

OJ990414_05.9A08.C7.o7.np 

17983 

4049353 



Seq. ID OJ990414_05. 9A08.C7 
Strand 

End 22099 

Method AAT/NAP 

End 21676 

Score 1773 



17983. .18150, 18230. .18519, 18682 .. 19006, 19233 194 11, 
19501. .19596, 19970. .20143, 20268 .. 20434 , 21041 .. 21227, 
21281. .21419, 21501.. 21676 



GI Descrip. (AL034567) putative protein [Arabidopsis thaliana] 



Seq. No. 25164 

Gene No. 52198 

Start 26925 

Name OJ990414_05 . 9A08 .C7 ,o2 . tw 

Start , 26925 

GI none 
Exons 



Seq/ ID OJ990414__05. 9A08.C7 



Strand 
End 

Method 

End 

Score 



27321 

TBLASTX: Wheat 

27321 

95 



26925. .27077, 26944 27063, 27060 27311 , 27061 .. 27303, 
27068. .27310, 27079.. 27321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25164 Seq. ID 

52199 Strand 

27242 End 

OJ9904 14_05 . 9A08 . C7 . o3 . ts Method 

27242 End 

none Score 



OJ990414_05.9A08.C7 
28005 

TBLASTX : Soybean 

27671 

103 



27242.-27325, 27243. 
27429. .27653 



.27317, 27318. .27380, 27375 27671, 



Seq. No. 25164 Seq. ID 

Gene No. 52199 Strand 

Start 27242 End 

Name OJ9904 14_05 . 9A08 . C7 . o3 . tc Method 

Start 27404 End 

GI none Score 



OJ990414_05. 9A08.C7 
28005 

TBLASTX : Cress 

27719 

277 



25227 



Exons 



27404. .27556, 274 11 27719, 27596. .27691 



Seq. No. 25164 Seq. ID 

Gene No. 52199 ■ Strand 

Start 27242 End 

Name OJ990414_05 . 9A08 . C7 . ol . tw Method 

Start 27540 End 

GI none Score 
Exons 



OJ990414JD5. 9A08.C7 
28005 

TBLASTX: Wheat 

28005 

72 



27540. .27593, 27548 .. 27592, 27594 27 698 , 27 605 .. 27 694 , 
27712. .27798, 27713 .. 27799, 277.79 .. 28003, 27801 28004 , 
27802.. 28005 



Seq. No. 25164 

Gene No. 52199 

Start 27242 

Name OJ990414_05 . 9A08 . C7 . o3 . tm 

Start 27597 

GI none 

Exons 27597. .27719, 27713 27838, 27848. .27997 



Seq. ID OJ990414_05. 9A08 -C7 
Strand 

End ' 28005 

Method TBLASTX : Mai ze 
End 27997 
Score 99 



Seq. No. 25165 

Gene No. 52200 

Start 41 • 

Name OJ990414_05 . 9A08 . C8 . ol . gs 

Start 41 

GI none 

Exons 41.. 80, 97.. 237, 311.. 453, 
2057... 2236 



Seq. ID OJ990414_05.9A08.C8 

Strand + 

* End 2236 

Method GENSCAN 

End 2236 

Score . 92 

455. .1140, 124 8. .1421, 1-516. . 1564, 



Seq. No. 25165 Seq. ID 

Gene No. 52201 Strand 

Start 2344 End 

Name OJ990414_05 . 9A08 . C8 . ol . gp Method 

Start 2344 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 2344.. 2448 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990414_05.9A08.C8 
+ 

2448 
AAT/GAP 
2448 
141 



Seq. No. 25165 Seq. ID 

Gene No. 52202 Strand 

Start 11855 End 

Name OJ990414_05 . 9A08 . C8 . o2 . gp Method 

Start 11855 End 

GI uC-osflcyp022c06b2 Score 

Exons 11855.. 11948 

GI Descrip. ■ 5042437/gb | AC00778 9 . 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



OJ990414_05. 9A08.C8 
+ 

11948 
AAT/GAP 
11948 
143 



Seq. No. 25165 Seq. ID 

Gene No. 52203 Strand 

Start 12909 End 

Name OJ990414_05 . 9A08 . C8 . o4 . gs Method 

Start 12909 End 

GI none Score 

Exons 12909. .13411, 14120.. 15113 



OJ990414_05.9A08.C8 
+ 

15113 
GENSCAN 
15113 
.95 



25228 




Seq.. No. 


25165 




Seq. ID 


OJ990414_05.9A08.C8 


fZpnp No 


52203 




Strand 


+ 


Start 


12909 




End 


15113 


Name 


OJ990414 05.9A08.C8 


. o2 . np 


Method 


AAT/NAP 


Start 


12930 




End 


15110 


GI 


4415924 




Score 


1036 


Exons 


12930. .13428, 14135 


. .15110 






GI Descrip. 


(AC006282) putative 


glucosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


25165 




Seq. ID 


OJ990414_05.9A08.C8 


Gene No. 


52204 




Strand 


+ 


Start 


16164 




End 


19477 


Name 


OJ990414 05.9A08.C8 


. o5 . gs 


Method 


GENSCAN 


Start 


16164 




End 


19427 


GI 


none 




Score 


.77 


Exons 


16164. .16675, 16949 


. .17613, 


19227.. 19427 


Seq. No. 


25165 




Seq. ID 


OJ990414JD5.9A08.C8 


Gene No. 


52204 




Strand 


+ 


Start 


16164 




End 


19477 


Name 


OJ990414 05.9A08.C8 


. o3 . np 


Method 


AAT/NAP 


Start 


16202 




End 


17.939 


GI 


4415920 




Score 


996 


Exons 


16202. .16675, 16949 


. .17939 






GI Descrip. 


(AC006282) putative 


glucosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


25165 




Seq. ID 


OJ990414_05.9A08.C8 


Gene No. 


52204 




Strand 


+ 


Start 


16164 




End 


19477 


Name 


OJ990414 05.9A08.C8 


. o3 . gp 


Method 


AAT/GAP 


Start 


19189 




End 


19477 


GI 


2312486 




Score 


555 


Exons 


19189. .19477 








GI Descrip. 


4415923/gb|AAD20154 


I 1.0e-14 


(AC006282 


putative glucosyl 




transferase [Arabidopsis thaliana] 




Seq. No. 


25165 




Seq. ID 


OJ990414_05. 9A08.C8 


Gene No . 


52204 




Strand 


+ 


Start 


16164 




End 


19477 


Name 


OJ990414 05.9A08.C8 


. o4 .np 


Method 


AAT/NAP 


Start 


19262 




End 


19477 


GI 


4415924 




Score 


128 


Exons 


19262. .19477 








GI Descrip. 


(AC006282) putative 


glucosyl 


transferase [Arabidopsis thaliana] 


iJ c; VJ . LMU • 


25165 




Seq. ID 


OJ990414_05. 9A08.C8 


Gene No. 


52205 




Strand 




Start 


2783 




End 


3115 


Name 


OJ990414 05.9A08.C8 


. o2.gs 


Method 


GENSCAN 


Start 


2783 




End 


3115 


GI 


none 




Score 


.55 


Exons 


2783. .3115 








Seq. No. 


25165 




Seq. ID 


OJ990414_05. 9A08.C8 


Gene No. 


52206 




Strand 




Start 


7300 * 




End ... 


19426 



25229 



Name 

Start 

GI 

Exons 



OJ990414_05.9A08.C8 .o3.gs 
7300 



Method GEN SCAN 

End 12656 

none Score .49 

7300. .7365, 7677. .7778, 9620. .10167, 10254 .. 11193, 12487 .. 12524, 
12590.. 12656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25165 Seq. ID 

52206 Strand 

7300 End 

OJ9904 14_05 . 9A08 . C8 . ol . np Method 

9593 End 

4415922 Score 
9593. .11111 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



OJ990414_05.9A08.C8 

19426 
AAT/NAP 
11111 
798 



25165 Seq. ID 

52206 Strand 

7300 End 

OJ990414_05 . 9A08 .C8 .ol . ts Method 

9779 End 

none ' Score 



OJ990414_05.9A08.C8 
19426 

TBLASTX : Soybean 

17741 

132 



9779. .10084, 9900. .10022, 10106 .. 10132 , 10153 .. 1024 8 , 
14247. .14645, 14249 .. 14335, • 14 378 .. 14 608 , 14 643 .. 14 912, 
14663. .14911, 17079. .17189, 17082 . . 17 1 98 , 17178 .. 174 65, 



17192. .17485, 17193. 
17478. .17741 



,17474, 17468. .17740, 17472 .. 1774 1, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25165 Seq. ID 

52206 , Strand 

7300 End 

OJ9904 14_05 .9A08.C8.o2. tw Method 

9869 End 

none Score 



OJ990414_05.9A08.C8 
19426 

TBLASTX: Wheat 

17753 

121 



9869. .10078, 9876. .10013, 1454 4 .. 14 621 , 14 643 .. 1484 9, 
14649. .14924, 14 657 .. 14884 ,. 17373 .. 17450, 17471.-17692, 
17478.. 17753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25165 

52206 ■ 
7300 

OJ9904 14_05 . 9A08 . C8 . ol . tc 
9884 



OJ990414 05.9A08.C8 



none 
9884. . 
13281, 
14691, 
17259, 



Seq. ID 
Strand 
End 

_ Method 

End - 
Score 

10027, 9900. .10010, 10138 .. 10248 , 10139 .. 1024 9, 
.13379, 14430. .14603, 14 679 .. 14876, 14 690 .. 14 875, 
.14876, 16560. .16643, 17106 .. 17243, 17234 .. 17428 , 
.17432, 17504. .17650, 17508 .. 17705 , 17519.. 17704 



19426 

TBLASTX: Cress 

17705 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25165 - " Seq. ID 

52206 Strand 

7300 End 

OJ9904 14_05 . 9A08 . C8 . o2 . tm Method 

9884 End 

none Score 



OJ990414_05.9A08.C8 
19426 

TBLASTX: Maize 

17636 

122 



9884. .10051, 9884. .10063, 1014 1 .. 10248 , 14 454 .. 14 606, 
14634. .14807, 14 643 .. 14804 , 14 663 .. 14806, 1728 9 .. 17435, 
17462. .17635, 17463. .17636 



25230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25165 
52206 
7300 

OJ990414 
10693 
none 
10693 
13056 
16235 



05.9A08.C8.o2.ts 



10761, 10816. .11067, 
13235, 13124. .13231, 
16498, 16563. .16601, 



Seq. ID 
Strand 
End 

Method 
End .. 
Score 



OJ990414 05.9A08.C8 



19426 " 

TBLASTX: Soybean 
19420 
109 

12945; : ' i ;i3046, 12968. .13045, 
13254. .13334, 1 6233 . . 164 84 , 
19283. . 19420, 19300. .19413 



25165 
52206 
7300 

OJ9904 14_05 . 9A08 . C8 . ol . tw 

10816 

none 



Seq. -ID 

Strand 

End 

Method 

End 

Score 



OJ990414_05. 9A08.C8 
19426 

TBLASTX: Wheat 

19426 

132 



10816. .11076, 12942. .13049, 12972 .. 13043, 13049 .. 13243, 
13050. .13247, 16220 .. 16339, 16230 .. 16511 , 16230 .'. 16505, 
19259. .19426, 19297.. 19425 



25165 
52206 
7300 

OJ9904 14_05 . 9A08 . C8 . o3 . tm 
10843 
none 
10843. 
12957. 
16230. 
19300. 



,10911, 10999. .11076, 11014 

,13049, 12968. .13048, 13049 

,16457, 16235. .16459, 19297 
,19416 



Seq. ID OJ990414_05.9A08.C8 
Strand 

End 19426 * 

Method TBLASTX : Maize 
End 19420 
Score 67 

11076, 11015. .11077, 
13195, 13050. .13193, 
19416, 19298. .19420, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 



25165 
52206 
7300 

OJ990414 
11014 
none 
11014 
13064 
19300 



05.9A08.C8.o2.tc 



11079, 
13264, 
19419 



12948, 
16221, 



,13046, 
,16550, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12969. .13040, 
16235. .16531, 



OJ990414 05.9A08.C8 



19426 

TBLASTX: Cress 
19420 
111 

13056. .13265, 
19298. .19420, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25165 Seq. ID 

52206 Strand 
7300 End 
OJ9904 14_05 . 9A08 . C8 . ol . tm Method 
14809 End 
none Score 

14809. .14913, 14814. .15107, 14816 

14953. .15108, 17639. .17935, 17640 



OJ990414_05.9A08.C8 
19426 

TBLASTX: Maize 
17936 
125 

,15106, 14817. .15107, 
,17936, 17640.. 17936 



25166 Seq. ID 

52207 Strand 

1 End 

OJ9904 14_05 .9A08.C9.ol. gp Method 

1 End 

2312486 Score 



OJ990414_05 . 9A08 .C9 
379 

AAT/GAP 

187 

359 



25231 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .187 

4415923/gb | AAD20154 | 1.0e-14 (AC006282) putative glucosyl 
transferase [Arabidopsis thaliana] 



25166 
52207 
1 

OJ990414_05 . 9A08 . C9 . ol . tw 
1 

none 

1..177, 2. .178, 3. .182, 3. 



Seq. ID OJ990414_05. 9A08.C9 

Strand + 

End 37 9 

Method TBLASTX: Wheat 

End 182 

Score . 92 



.182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990414_05.9A08.C9 
Strand + 

379 

AAT/NAP 
379 ' 
227 



25166 
52207 
1 

OJ9904 14_05 . 9A08 . C9 . ol . np 
1 

4415920 
1. .379 

(AC006282) putative glucosyl transferase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



25166 
52207 
1 

OJ990414_05. 9A08.C9.ol.tc 

3 

none 
3. .308 



Seq. ID OJ990414_05. 9A08.C9 

Strand + 

End ' 37 9 

Method TBLASTX : Cress 

End 30.8 

Score 211 



Seq. No. 25166 

Gene No. 52207 

Start 1 

Name OJ990414_05 . 9A08 . C9 . ol . gs 

Start 27 

GI none 

Exons 27.. 346 



Seq. ID OJ990414_05. 9A08.C9 

Strand + 

End 37 9 

Method GEN SCAN 

End 34 6 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25167 
52208 

1' 

OJ990414_05. 9A08.C10.ol.np 
1 

5103843 



Seq. ID OJ990414_05. 9A08 .C10 
Strand .. - 

1213 
AAT/NAP 
1213 
318 



End 

Method 
End 
Score 

1..289, 577. .681, 771. .882, 1186. .1213 

(AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



25167 
52208 
1 

OJ990414JD5. 9A08.C10.ol.ts 
63 

none 



Seq. ID OJ990414_05. 9A08.C10 
Strand 

End 1213 

Method TBLASTX : Soybean 

End 873 

Score 119 



63. .191, 65.-223, 200. .280, 201. .269, 560:. 676, 562. .675, 
7771.872, 778. .873 



Seq. No. 



25167 



Seq. ID OJ990414_05. 9A08.C10 



25232 




Gene No. 


52208 




Strand 




Start 


1 




End 




Name 


OJ990414 05.9A08.C10.ol. 


tm 


Method* 


TBLASTX: Maize 


Start 


117 




End 


867 


GI 


none 




Score 


194 


Exons 


117. .269, 119. .268, 128. 


.271 


, 565. .702 


, 565.. 672, 578.. 679, 




579. .704, 768. .866, 771. 


.866 


, 772. .867 




Seq. No. 


25167 




Seq. ID 


OJ990414_05. 9A08.C10 


Gene No. 






btrana 




Start 


1 




End 


1213 


Name 


OJ990414 05.9A08.C10.ol. 


gs 


Method 


GENSCAN 


Start 


124 




End 


875 


GI 


none 




Score 


.76 


Exons 


124. .268, 565. .681, 771. 


.875 






Seq. No. 


25168 




Seq. ID 


OJ990414_05 . 9A08 .C12 


Gene No. 


52209 




Strand 




btart 


434 




End 


518 


Name 


OJ990414 05.9A08.C12.ol. 


np 


Method 


AAT/NAP 


Start 


434 




End 


518 


GI 


6721547 




Score 


75 


Exons. 


434. .518 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No . 


52210 




Strand 


+ 


Start 


77 




End 


2005 


Name 


OJ990414 05.9A08.C13.ol. 


gs 


Method 


GENSCAN 


Start 


77 




End 


1749 


GI 


none 




Score 


. 99 


Exons 


77. .310, 411. .1749 








Seq. No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No . 


52210 




Strand 


+ 


Start 


77 




End 


2005 


Name 


OJ990414 05.9A08.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


1412 . . 




End 


2005 


GI 


none 




Score 


1065 


Exons 


1412. .2005 








Seq. No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No . 


52211 




Strand 


+ 


Start ' 


2061 




End 


2499 


Name 


OJ990414 05.9A08.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


2061 




End 


2499 


GI 


none 




Score 


838 


Exons 


2061. .2499 








Seq. No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No. 


52212 




Strand 


+ 


Start 


7355 




End 


7447 


Name 


OJ990414 05.9A08.C13.o3. 


gp 


Method 


AAT/GAP 


Start 


7355 




End 


7447 


GI 


5867 1.R1084 




Score 


132 



Exons 7355.. 7447 

GI Descrip.. 1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 



25233 




ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiguitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. ' No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No. 


52213 




Strand 




Start 


2229 




End 


8136 


Name 


OJ990414 05. 9A08.C13.ol . 


np 


Method 


AAT/NAP 


Start 


2229 




End 


8136 


GI 


6862938 




Score 


367 


Exons 


2229. .2492, 2585. .2893, 


7822. 


.8136 




GI Descrip. 


(AC019018) putative non- 


■phototropic hypocotyl [Arabidopsis 




thaliana] 








Seq. No. 


25169 




Seq. ID 


OJ990414_05.9A08.C13 


Gene No. 


52213 




Strand 




Start 


2229 




End 


8136 


Name 


OJ990414 05 . 9A08 . C13 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


2585 




End 


7911 


GI 


none 




Score 


95 


Exons 


2585. .2671, 2666. .2896, 


2667. 


.2798, 7822. .7911 


Seq. No. 


25170 




Seq. ID 


OJ990414_05.9A08.C14 


Gene No. 


52214 




Strand 




Start 


1 




End 


458 


Name 


OJ990414 05.9A08.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


458 


GI 


uC-osrocyp011d03bl 




Score 


904 


Exons 


1 . .458 








GI Descrip. 


1 4415922/gb| AAD20153 | 9. 


Oe-38 


(AC006282) putative glucosyl 




transferase [Arabidopsis 


> thaliana] f 




Seq. No. 


25170 




Seq. ID 


OJ990414_05.9A08.C14 


Gene No. 


52214 




Strand 




Start 


1 




End 


458 


Name 


OJ990414 05.9A08.C14.ol. 


gs 


Method 


GENSCAN 


Start 


64 




End 


425 


GI 


none 




Score 


.79 


Exons 


64. .425 








Seq. No. 


25171 




Seq. ID 


OJ990414_05. 9A08-C15 


Gene No. 


52215 




Strand 


+ 


Start 


1197 




End 


5103 


Name 


OJ990414 05.9A08.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1197 




End 


4422 


GI 


2244839 




Score 


1048 


Exons 


1197. .1344, 2469. .4126, 


4168. 


. 4422 




GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


25171 




Seq. ID 


OJ990414_05.9A08.C15 


Gene No. 


52215 




Strand 


+ 


Start 


1197 




End 


5103 


Name 


OJ990414 05.9A08.C15.ol. 


gs 


Method 


GENSCAN 


Start 


2367. 




End 


5103 



25234 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons . 



none 

2367. .3966, 

25171 
52216 
5779 

OJ990414_05. 

2598 

none 

2598. .2669, 
2850. .3032, 
3102. .3221, 
3360. .3524, 

25171 
52216 
5779 

OJ990414_05, 

2745 

none 

2745. .2786, 
3384. .3527 

: 25171 
5-2216 • 
5779 

OJ990414_05. 

2820 

none 

2820. .3521, 
3396. .3608, 

25171 
52216 
5779 

OJ990414_05. 

2850 

none 

28'50. .3131, 
3347. .3667 

25171 
52216 
5779 

OJ990414_05. 

3543 

none 

3543. .3968, 

25171 
52216 
5779 

OJ990414_05. 

3831 

none 

3831. .3968, 



Score .55 
4259. .4421, 5004. .5103 

Seq. ID OJ990414_05.9A08.C15 
Strand 

End 6183 
, 9A08 . C15 . ol . tm Method TBLASTX : Maize 

End 4098 
Score 4 6 

2736. .2801, 2745. .2936, 2745. .3125, 2847. .3125, 
2850. .3092, 2853. .3074, 2894. .3115, 3054. .3305, 
3126. .3218, 3129. .3305, 3231. .3962, 3231. .3521, 
3536. .3961, 4030. .4098 

Seq. ID OJ990414_05.9A08.C15 
Strand 

End 6183 

, 9A08 . C15 . o4 . t s Method TBLASTX : Soybean 

End " 3527' 

Score 45 

2820. .3068, 2988. .3125, 3081. .3464, 3383.-3526, 



Seq. ID OJ990414_05.9A08.C15 
- . Strand 

. End 6183 

, 9A08 .C15 . ol . tc Method TBLASTX : Cress 

End 3644 

Score 4 64 
2853. .3143, 2910. .3293, 2936. .3160, 2963. .3553, 
3540. .3644 

Seq. ID OJ990414_05.9A08.C15 
Strand' 

End" 6183 

. 9A08 .C15.ol.tw Method TBLASTX : Wheat 

End 3668 

Score 149 
3057.. 3302, 30.86.. 3301, 3189.. 3668, 3195.. 3521, 



Seq. ID OJ990414_05.9A08.C15 
Strand 

End 6183 

9A08 . C15 . ol . ts Method TBLASTX : Soybean 

End 3968 
Score 



381 



3543. .3932 



Seq. ID OJ990414_05.9A08.C15 
Strand 

End 6183 

9A08 . C15 . o2 . tc Method TBLASTX : Cress 

End 4425 

Score 98 
4030. .4113, 4149. .4424, 4186. .4425 



25235 




Seq. No. 


25171 








Seq. ID 


OJ9904 14_05 . 9A08 . CIS 


Gene No. 


D4.Z 1 0 








Strand 




Start 


5779 








End 


6183 


Name 


OJ990414 05 


. 9 AO 8 


,C15.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


4030 








End 


4425 


GI 


none 








Score 


73 


Exons 


4030. .4116, 


4149 


. .4424, 


4189 


.4425, 4276.. 4425 


Seq. No. 


25171 












Gene No . 


cooi ^ 
OZZ 1 0 








Strand 




Start 


5779 








End 


6183 


Name 


OJ990414 05 


.9A08 


.C15.o3 


.tm 






Start 


4180 










& A 0 R 


GI 


none 








Score 


9 A R 


Exons 


4180. .4425, 


4218 


. . 4424 








Seq. No. 


25171 








oeq . J. u 




Gene No . 










jL lallU 




Start 


5779 








' End 


6183 


Name 


OJ990414 05 


.9A08 


.C15.o2 


.gs 


Method 


GENSCAN 


Start 


5779 








End 


6074 


GI 


none 








Score 


.41 


Exons 


5779. .6074 












Seq - . No . 


25171 








Sesjv ID 


OJ9904 14_05 . 9A08 . C15 


Gene No. 


52216 








Strand 




otart 


o / / y 








End 


6183 


Name 


OJ990414 05 


.9 AO 8 


.C15.o2 


.np 


Method 


AAT/NAP 


Start 


5782 








End 


6183 


GI 


4415924 








Score 


357 


Exons 


5782. .6183 












GI Descrip. 


(AC006282) 


putative glucosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


25171 








Seq. ID 


OJ990414_05.9A08.C15 


bene no . 


DZZ1 d 








Strand 




Start 


5779 








End 


6183 


Name 


OJ990414 05 


. 9 AO 8 


.C15.02 


. tm 


Method 


TBLASTX: Maize 


Start 


5784 








End 


6083 


GI 


none 








Score 


339 


Exons 


5784. .6077, 


5785 


. .6081, 


5785. 


.6081, 5985.. 6083 


Seq. No. 


25171 








Seq. ID 


OJ990414_05 . 9A08 . CIS 


Gene No . 


jZzIo 








Strand 




Start 


5779 








End 


• 6183 


Name 


OJ990414 05 


.9 AO 8 


.C15.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


5800 








End 


6150 


GI 


none 








Score 


80 


Exons 


5800. .5922, 


5840 


. .6049, 


6016. 


.6150, 6017.. 6145 


Seq. No. 


25171 








Seq. ID 


OJ990414_05.9A08.C15 


Gene No. 


52216 








Strand 




Start 


5779 








End 


6183 


Name 


OJ990414 05 


.9 AO 8 


.C15.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


5806 








End 


6183 


GI 


none 








Score 


84 


Exons 


5806. .5970, 


5812 


. .5970, 


5816. 


.5971, 5974.. 6183, 6016.. 6159, 



6017. .6181 



25236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



25171 
52216 
5779 

OJ990414_05.9A08.C15.ol.gp 
5842 
2428686 
5842. .6183 

4415922/gb|AAD20153| 9.0e-38 (AC006282) putative glucosyl 
transferase [Arabidopsis thaliana] 



Seq. ID OJ990414_05.9A08.C15 
Strand 

6183 
AAT/GAP 
6183 
661 



End 

Method 

End 

Score 



25171 
52216 
5779 

OJ990414_05.9A08.C15.o2. tw 

5968 

none 



Seq. ID OJ990414_05.9A08.C15 
Strand 

End 6183 

Method TBLASTX : Wheat 

End 6183 

Score 121 



5968. .6183, 6026. .6181, 6067. .6183 



Seq. ID OJ990414_05.9A08.C16 

Strand + 

End 816 

Method AAT/NAP 

End 816 

Score 504 



25172 
52217 
1 

OJ990414_05.9A08.C16.ol.np 
1 

5103843 
1..128, 293..S72, 684. .816 

(AC007591) Is a member of the PF] 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



25172 
52217 
1 

OJ990414_05.9A08.C16.ol.tm 
1 

none 



Seq. ID OJ990414_05.9A08.C16 

Strand + 

End 816 

Method TBLASTX : Maize 

End 524 

Score 206 



1..129, 1..129, 287. .493, 290. .490, 489. .524 



25172 
52217 
1 

OJ990414_05.9A08.C16.o2.tc 
3 

none 

3. .110, 4. .129, 4. .129 

25172 
52217 
1 

OJ990414_05. 9A08.C16.ol.gs 
10 

none 

10. .89, 293. .560, 677. .805 

25172 
52217 
1 

OJ990414 05.9A08.C16.ol.ts 



Seq_. ID OJ990414_05.9A08.C16, 

Strand + " 

End 816 

Method TBLASTX : Cress 

End 129 

Score 195 



Seq. ID OJ990414_05.9A08.C16 

Strand + 

End 816 

Method GENS CAN 

End 805 

Score .92 



Seq. ID OJ990414_05.9A08.C16 

Strand + '--^ 

End 816 

Method TBLASTX : Soybean 



25237 




Start 


34 




End 


548 


GI 


none 




Score 


144 


Exons 


34. .129, 


34. .129, 290.. 


490, 291. .548, 


366. .539 


Seq. No. 


25172 




Seq. ID 


OJ990414_05.9A08 


Gene No. 


52217 




Strand 


+ 


Start 


1 




End 


816 


Name 


OJ990414 


_05.9A08.C16.ol 


,tc Method 


TBLASTX: Cress * 


Start 


290 




End 


542 


GI 


none 




Score 


91 


Exons 


290. .538, 


290.. 484, 291 


..542, 318. .527 





Seq. No. 25173 Seq. ID 

Gene No. 52218 Strand 

Start 54 End 

Name OJ9904 14_05 . 9A08 . C17 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54 . . 116 



OJ990414_05.9A08.C17 
116 

GEN SCAN 

116 

.66 



Seq. No. 25174 Seq. ID 

Gene No. 52219 Strand 

Start 14 v 9 End 

Name • oJ990414_05 . 9A08 .C18 .ol .gs Method 

Start 149 End 

GI . none Score 

Exons 149. .217 



OJ990414_05.9A08.C18 
+ 

217 

GEN SCAN 

217 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25175 Seq. ID 

52220 Strand 

79 End 

OJ990414_05. 9A08 .C22.ol.gp Method 

79 End 

uC-osflcyp022c06b2 Score 
79. .182 

, 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



OJ990414_05.9A08.C22 
+ 

182 

AAT/GAP 

182 

144 



Seq. No. 25176 Seq.' ID 

Gene No. 52221 Strand 

Start 1 End 

Name OJ990604_01 . 9A15 . C2 . ol . gp Method 

Start 1 End 

GI 101595_1.R1084 Score 

Exons 1. .593 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ990604_01. 9A15.C2 
902 

AAT/GAP 

593 

1163 



Seq. No. 25176 Seq. ID OJ990604_01 . 9A15 . C2 

Gene No. 52221 Strand 

Start 1 End 902 

Name OJ990604_01 . 9A15 . C2 . ol . np Method AAT/NAP 

Start 1 End 635 

GI 6630696 . Score 1076 

Exons 1 . . 635 

GI Descrip. (AP000969) ESTs D22114 (C10364 } , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 



25238 




polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


25176 






Seq. ID 


OJ990604 01.9A15.C2 


Gene No. 


52221 






Strand 


- 


Start 


1 






End 


902 


Name 


OJ990604 


01.9A15.C2. 


ol.gs 


Method 


GEN SCAN 


Start 


111 






End 


902 


GI 


■ none 






Score 


.47 


.Exons 


111. .902 










Seq. No. 


25176 






Seq. ID 


OJ990604_01.9A15.C2 


Gene No. 


52221 






Strand 


- 


Start 


1 






End 


902 


Name 


OJ990604 


01.9A15.C2 


ol. tm 


Method 


TBLASTX: Maize 


Start 


285 






End 


593 


GI 


none 






Score 


111 


Exons 


285. .593, 


288. .464, 


350. .493, 


364. .546 




Seq.. No. 


25176 






Seq. ID 


OJ990604_01.9A15.C2 


Gene No. 


52221 






Strand 


- 


Start 


1 






End 


902 


Name 


OJ990604 


01.9A15.C2 


ol.tw 


Method 


TBLASTX: Wheat 


Start 


344 






End - 


741 


GI 


none 






Score 


152 ' 


Exons 


334. .526, 


344... 475, 


345. .629, 


364. .555, 


606. .740, 643. .741 


Seq. No. 


25177 






Seq. ID 


OJ990604_01.9A15.C5 


Gene No. 


52222 






Strand 


+ 


Start 


197 






End 


482 


Name 


OJ990604 


01.9A15.C5 


ol . gs 


Method 


GENS CAN 


Start 


197 






End 


482 


GI 


none 






Score 


.83 


Exons 


197. .338, 


365. .482 








Seq. No. 


25178 






Seq. ID 


OJ990604_01.9A15.C6 


Gene No. 


52223 






Strand 


+ 


Start 


153 






End 


503 


Name 


v - OJ990604 


01.9A15.C6 


. ol . gs 


Method 


GENSCAN 


Start 


153 






End- 


503 


GI 


none 






Score 


.87 


Exons 


153. .198, 


370. .503 








Seq. No. 


25179 






Seq. ID 


OJ990604_01. 9A15.C7 


Gene No. 


52224 






Strand 




Start 


126 






End 


1950 


Name 


OJ990604 


01.9A15.C7 


.ol.gs 


Method 


GENSCAN 


Start 


126 






End 


1950 


GI 


none 






Score 


.53 


Exons 


126. .303, 


500. .'675, 


767. .906, 


1412.. 1516, 1567. .1633, 1945 


Seq. No. 


25180 






Seq. ID 


OJ990604_01.9A15.C8 


Gene No. 


52225 






Strand 




Start 


441 






End 


905 


Name 


OJ990604 


01.9A15.C8 


.ol.gs 


Method 


GENSCAN 


Start 


441 






End 


905 


GI 


none 






Score 


.98 


Exons 


441. .905 











25239 




Seq. No. 


25180 


Seq. ID 


OJ990604_01.9A15. 


Co 


Gene No. 


52226 


Strand 






Start 


2229 


End 


2761 




Name 


OJ990604 01.9A15.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2193 


End 


2612 




GI 


none 


Score 


64 




Exons 


2193.. 2405, 2320. .2406, 2442.. 


2612, 2445. .2612 




Seq. No. 


25180 


Seq. ID 


OJ990604_01. 9A15. 


C8 


Gene No. 


52226 


Strand 






Start 


2229 


End 


2761 




Name 


OJ990604 01.9A15.C8.ol.np 


Method 


AAT/NAP 




Start 


2229 


End 


'2761 




GI 


6002712 


Score 


201 




Exons 


2229.. 2591, 2702.. 2761 








GI Descrip. 


(AF133053) S-adenosyl-L-methionine: salicylic acid carboxyl 




methyltransferase [Clarkia breweri] 






Seq. No. 


25180 


Seq. ID 


OJ990604_01. 9A15. 


C8 


Gene No. 


52226 - 


Strand 






Start 


2229 


End 


2761 




Name 


OJ990604 01.9A15.C8.o2.gs 


Method 


GENSCAN 




Start 


2229 , ' 


End 


2591 




GI 


none 


Score 


.78 




Exons 


2229. .2591 








Seq. No. 


25180 


Seq. ID 


OJ990604_01.9A15 


C8 


Gene No. 


52226 


Strand 






Start 


2229 


End 


2761 




Name 


OJ990604 01.9A15.C8 .ol. tm 


Method 


TBLASTX: Maize 




Start 


2238 


End 


2586 




GI 


none 


Score 


123 




Exons 


2238.. 2585, 2248.. 2424, 2340. 


.2585, 2524. .2586 




Seq. No. 


25181 


Seq. ID 


OJ990604_01.9A15 


Cll 


Gene No. 


52227 


Strand 


+ 




Start 


660 


End 


1053 




Name 


OJ990604 01.9A15.Cl-l.ol.gs 


Method 


GENSCAN 




Start 


660 


End 


1053 




GI 


none 


Score 


.43 




Exons 


660.. 924, 991.. 1053 








Seq. No. 


25181 


Seq. ID 


OJ990604_01. 9A15 


.Cll 


Gene No. 


52228 


Strand 


+ 




Start 


6430 


End 


8619 




Name 


OJ990604 01.9A15.Cll.o2.np 


Method 


AAT/NAP 




Start' 


6424 


End 


8619 




GI 


4006915 


Score 


450 




Exons 


6424.. 6507, 6967.. 7377, 7909. 


.8181, 8260. .8619 




GI Descrip. 


(Z99708) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


25181 


Seq. ID 


OJ990604_01. 9A15 


.Cll 


Gene No. . 


52228 


Strand 


+ 




Start 


6430 


End • 


8619 




Name 


OJ990604 01.9A15.Cll.o3.gs 


Method 


GENSCAN 




Start 


.6430 


End 


8619 





25240 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Expns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .77 

6430. .6507, 6967. .7377, 8044. .8181, 8260. .8619 



25181 
52229 
9427 

OJ990604_01. 9A15.Cll.o4 . gs 

9427 

none 

9.427.. 9516, 9743.. 9898 



Seq. ID OJ990604_01.9A15.C11 

Strand + 

End 98 98 

Method ... GEN SCAN 

End '98 98 

Score .51 



OJ990604 01.9A15.C11 



25181 Seq. ID 

52230 Strand 
2907 End 2998 

OJ990604_01 . 9A15 . Cll . bl . gp Method AAT/GAP 
2907 End 2998 

5867_1.R1084 Score 133 

2907. .2998 

M64986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


25181 








Seq. ID 


OJ990604_01.9A15.C11 


Gene No. 


52231 








Strand 




Start 


4905 








End 


5022 


Name 


OJ990604 01 


.9A15 


.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


4905 








End 


5022 


GI 


6815099 








Score 


94 


Exons 


4905. .5022 












GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25181 








Seq. ID 


OJ990604_01.9A15.C11 


Gene No. 


52232 








Strand 




Start 


10696 








End 


13362 


Name 


OJ990604 01 


.9A15 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6412 








End 


7377 


GI 


none 








Score 


79 


Exons 


6412. .6507, 


6975 


. .7148, 


6982. 


.7131, 7144. .7266, 7146. .7262, 




7260. .7373, 


7270 


. .7377 








Seq. No. 


25181 








Seq. ID 


OJ990604_01.9A15.C11 


Gene No. 


52232 








Strand 




Start 


10696 








End 


13362 


Name 


OJ990604 01 


.9A15 


.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6960 








End 


7332 


GI 


none 








Score 


132 


Exons 


6960. .7115, 


6973 


. .7155, 


7000. 


.7137, 7147. .7233, 7170. .7232, 




7279. .7332 












Seq. No. 


25181 








Seq. ID 


OJ990604_01.9A15.C11 


Gene No. 


52232 








Strand 




Start' 


10696 








End 


13362 


Name 


OJ990604 01 


.9A15 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 



25241 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



8262 End 8615 

none Score 41 

8262.. 8612, 8265..8432 f 8266.. 8613, 8496.. 8615 



25181 
52232 
10696 

OJ990604JD1. 9A15.Cll.ol.ts 

10681 

none 



Seq. ID OJ990604_01.9A15.C11 
Strand 

End 13362 

Method TBLASTX : Soybean 

End 12949 

Score 239 



10681. .10806, 11226. .11558, 11227 .. 11559, 12643 .. 12774 , 
12659. .12772, 12776 .. 12949, 12777. .12941 



25181 
52232 
10696 

OJ990604_01. 9A15.Cll.ol.tc 

10693 

none 



Seq. ID OJ990604_01.9A15.C11 
Strand 

End 13362 

Method TBLASTX : Cress 

End 12952 

Score 263 



10693. .10806, 11226. .11558, 11227 .. 11559, 12643 .. 12771, 
12659. .12772, 12776 12952 , 12777.. 12941 



25181 ' 

52232 

10696 

OJ990604_01. 9A15.Cll.o2.tm 

10693 

none 



Seq. ID OJ990604_01.9A15.C11 

Strand - * 

End 13362 

Method TBLASTX: Maize 

End 13106 

Score 164 



10693. .10809, 11232. .11552, 11235 .. 11558 , 11236 11559, 
12643. .12771, 12659 12772, 12776 .. 12949, 1278 6 .. 12932 , 
13038. .13106 



Seq. ID OJ990604_01.9A15.C11 
Strand 

End 13362 
Method AAT/NAP 
End 13362 
Score 746 

10696. .10816, 11236. .11558, 12658 .. 12949, 13342.. 13362 
(AJ001451) cystathionine gamma synthase [Fragaria vesca] 
gi I 6012969 | emb | CAB57356.il (Y17185) cystathionine gamma synthase 
[Fragaria vesca] 



25181 
52232 
10696 

OJ990604_01. 9A15.Cll.o3.np 

10696 

5804835 



25181 
52232 
10696 

OJ990604_01. 9A15.Cll.ol.tw 

12710 

none 



Seq. ID OJ990604_01.9A15.C11 
Strand 

End 13362 

Method TBLASTX: Wheat 

End 13079 

Score 62 



12710. .12772, 12712. .12771, 12776 12949, 12786.-12941, 
13038. .13079 



25182 
52233 
1616 

OJ990604_01. 9A15.C12.ol.ts 
1616 



Seq. ID OJ990604_01.9A15.C12 
Strand 

End 1886 

Method TBLASTX : Soybean 

End ■ 1886 



25242 




GI 


none 








Score 


155 




Exons 


1616. .1816, 


1654 


. .1764, 


1821 


. . 1886 






Seq. No. 


25183 








Seq. ID 


OJ990604^01. 9A15. 


C13 


Gene No # 


52234 








Strand 






Start 


37 








End 


447 




Name 


OJ990604 01. 


9A15 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


37 








End 


447 




GI 


none 








Score 


. 66 




Exons 


37. .447 . 














Seq. No. 


25184 








Seq. ID 


OJ990604_01. 9A15. 


C14 


Gene no . 


52235 








Strand 


+ 




Start 


1167 








End 


1485 




Name 


OJ990604 01. 


9A15 


.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


1167 








End 


1485 




GI 


none 








Score 


599 




Exons 


1167. .1485 














Seq. No. 


25184 








Seq. ID 


OJ990604_01 . 9A15. 


C14 


Gene No. 


52236 








Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.ol 


.gs 


Method 


GENSCAN 




Start " 


840 








End 


4078' 




GI 


none 








Score 


.45 




Exons 


840. .987, 1001.. 


1263, 1541.. 


4078 






Seq. No. 


25184 








Seq. ID 


OJ990604_01. 9A15. 


C14 


Gene No. 


52236 








Strand 






Start 


840' 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.ol 


. np 


Method 


AAT/NAP 




Start 


1493 








End 


4169 




GI 


2586082 








Score 


3012 




Exons 


1493. .3145, 


3185 


. .4169 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


25184 . 








Seq. ID 


OJ990604_01. 9A15. 


C14 


Gene No . 


52236 








Strand 






Start 


• 840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1493 








End 


2149 




GI 


none 








Score 


43 




Exons 


1493. .1714, 


1650 


. .1715, 


1751 


..2149, 1803. .2135 




Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15. 


C14 


Gene No. 


52236 








Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.o4 


. tc 


Method 


TBLASTX: Cress 




Start 


1517 








End 


1969 




GI 


none 








Score 


-59 




Exons 


1517. .1711, 


1751 


. .1867, 


1752 


..1868, 1877. .1969 




Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15. 


C14 


Gene No. 


52236 








Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1544 








End 


2140 





25243 




GI 


none 








Score 


51 




Exons 


1544. .2140, 


1625 


. .1714, 


1749. 


.1952, 2013.. 2138 




Seq. No. 


25184 








Seq. ID 


OJ990604_01. 9A15 


.C14 


Gene No. 










Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14 .ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1904 








End 


2341 




GI 


none 








Score 


46 




Exons . 


1904. .2341, . 


1905 


. .1991, 


2012. 


.2167, 2019. .2336 




- 

Seq. No. 


25184 








Seq. ID 


OJ990604_01. 9A15 


.C14 


Gene No. 










Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


2207 








End 


2455 




GI 


none 








Score 


198- 




Exons 


2207. .2455 














Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15 


.C14 


Gene No . 










Strand 






Start 


840 








End 


416.9 




Name 


OJ990604 01. 


9A15 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2282 








End 


2722 




GI 


none 








Score 


38 




Exons 


2282. .2722, 


2322 


. .2369, 


2412. 


.2516, 2553.. 2702 




Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15 


.C14 


Gene No. 










Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.o2 


.tw " 


Method 


TBLASTX: Wheat 




Start 


2342 








End 


2855 




GI 


none 








Score 


93 




Exons 


2342. .2518, 


2510 


...2854, 


2550. 


.2702, 2736. .2855 




Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15 


.C14 


Gene No. 


52236 








Strand 
















End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.02 


.ts 


Method • 


TBLASTX: Soybean 




Start 


2519 








End 


3037 




GI 


5509260 








Score 


128 




Exons 


2519. .3037, 


2532 


i .2696, 


2742. 


.2897, 2922.. 3023 




GI Descrip. 


- 














Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15 


.C14 


Gene No . 


coot;: 








Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2636 








End 


2906 




GI 


none 








Score 


152 




Exons 


2636. .2905, 


2637 


. .2906 










Seq. No. 


25184 








Seq. ID 


OJ990604_01.9A15 


.C14 


Gene No. 


52236 








Strand 






Start 


840 








End 


4169 




Name 


OJ990604 01. 


9A15 


.C14.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2726 








End 


2995 





25244 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

2726.. 2995, 2762.. 2932, 2766.. 2984 

25184 Seq. ID 

52236 Strand 
840 ' End 

OJ990604_01 . 9A15 . C14 . ol . tc Method 
3638 End 
none Score 

3638. .4087, 3942. .4076 



Seq. No. 25184 Seq. ID 

Gene No. 52236 Strand 

Start 840 End 

Name OJ990604_01 . 9A15 . C14 . o3 . tw Method 

Start 3638 End 

GI none Score 

Exons 3638.. 3997, 3645.-3854, 3650.. 3964 

Seq. No. 25184 Seq. ID 

Gene No. 52236 Strand 

Start 840 End 

Name OJ990604_01 . 9A15 .C14 . o3 . ts Method 

Start 3656 End 

GI none Score 

Exons 3656.. 4075 



91 



OJ990604_01.9A15.C14 
4169 

TBLASTX: Cress 

4087 

63' 



OJ990604_01.9A15.C14 
4169 

TBLASTX: Wheat 

3997 

88 



OJ990604_01.9A15.C14 
4169 

TBLASTX : Soybean 

4075 

256 



Seq. No. 25184 Seq. ID 

Gene No. 52236 Strand 

Start 840 End 

Name OJ 990604 _01. 9A15 . CI 4 . o3 . tm Method 

Start 3659 End 

GI none Score 

Exons 3659.. 3982, 3663.. 3851 

Seq. No. 25185 - Seq. ID 

Gene No. 52237 Strand 

Start 2267 End 

Name OJ990604_01 . 9A15 .C15 . ol . gp Method 

Start 2267 End 

GI none Score 

Exons 2267..2S78 



OJ990604_01.9A15.C14 
4169 

TBLASTX: Maize 

3982 

67 



OJ990604_01.9A15.C15 
+ 

2578 

AAT/GAP • 

2578 

594' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



25185 Seq. ID 

52238 Strand 

1 End 2220 
OJ990604_01.9A15.C15.ol.np Method AAT/NAP 

1 End 2220 

2586082 Score 2598 
1. .2220 

(U72725) retrofit [Oryza longistaminata] 



OJ990604 01.9A15.C15 



25185 • Seq. ID 

52238 Strand 

1 End 

OJ990604JD1 . 9A15 . C15 . ol . tc Method 

4 , End 



OJ990604_01.9A15.C15 
2220 

TBLASTX: Cress 
447 



25245 



GI none 

Exons 4.. 447, 302.. 436 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604_01 . 9A15 . C15 . o2 . tw 
Start - 5 

GI none 

Exons 5... 214, 7.. 357, 10.. 324 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604JD1 . 9A15 . C15 . o2 . ts 

Start 16 

GI none 

Exons 16. .435 

Seq. No. 25185 

Gene No. 52238 ' 

Start 1 

Name OJ990604_01 . 9A15 . C15 . o2 . tm 
Start"- f 19 

GI none 

Exons 19.. 342, 23.. 211 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604_01 . 9A15 . C15 . o4 . tw 

Start 358 

GI none 

Exons 358. .441, 460. .648, 467. .517, 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604_01 . 9A15 . G15 . ol . ts ■ '" 

Start 444 

GI none 

Exons 444. .584, 457. .627, 483. .722, 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604_01 . 9A15 .C15.ol.gs 

Start 684 

GI none 

Exons 684.. 703, 771.. 2211 

Seq. No. 25185 

Gene No. 52238 

Start 1 

Name OJ990604_01 . 9A15 . C15 . ol . tw 

Start 934 

GI none 



Score 



63 



Seq. ID OJ990604_01.9A15.C15 
Strand 

End 2220 

Method TBLASTX : Wheat 

End 357 

Sc6re 88 . 



Seq. ID OJ990604_01.9A15.C15 
Strand 

End 2220 

Method TBLASTX : Soybean 

End 4 35 

Score 256 



Seq. ID OJ990604_01.9A15.C15 
Strand 

End 2220 

Method TBLASTX: Maize 

End 342 

Score . 67 



Seq. ID OJ990604_01.9A15.C15 
Strand 

2220 

TBLASTX: Wheat 
648 
38 



End 

Method 
End 
Score 
563. .619 



Seq. ID OJ990604_01.9A15.C15 
Strand 

End . 2220 

Method TBLASTX : Soybean 

End 8 67 

Score 60 

648. .761, 652. .867, 701. .745 

Seq. ID OJ990604_01.9A15.C15 
Strand 

End 2220 

Method GENSCAN 

End 2211 

Score .58 



Seq. ID OJ990604_01.9A15.C15 
Strand 

End 2220 

Method TBLASTX : Wheat 

End 1326 

Score 99 



2524 6 




Exons 


934. .1113, 


935.. 1099, 1093.. 


1326, 1141 


..1275, 1172. .1276 


Seq. No. 


25185 






Seq. ID 


OJ990604_01 . 9A15 


.C15 


Gene No . 


52238 






Strand 






Start 


1 






End 


2220 




Name 


OJ990604 01 


. 9A15.C15.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1144 






End 


1710 




GI 


none 






Score 


89 




Exons 


1144 . . 1266, 


1144. .1389, 


1579 


. . 1710 






Seq. No. 


25185 






Seq. ID 


OJ990604_01.9A15 


.C15 


Gene No . 


52238 






Strand 






Start 


1 






End 


2220 




Name 


OJ990604 01 


. 9A15.C15.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1711 






End 


2142 




GI 


none 






Score 


199 




Exons 


1711. .2010, 


1733. .1990, 


2038 


..2142, 2042. .2131 




Seq. No. 


25185 






Seq. ID 


OJ990604_01. 9A15 


. CIS 


Gene No . 


52238 






Strand 






Start 


. 1 






End 


2220 




Name . . 


OJ990604 01 


. 9A15.C15.o3. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1825 






End 


2202 




GI 


none 






Score 


99 




Exons 


1825. .2202, 


1826. .2050 










Seq. No. 


25186 






Seq. ID 


OJ990604_01.9A15 


.C16 


Gene No . 


52239 






Strand 






Start 


1149 






End 


1498 




Name 


OJ990604 01 


.9A15.C16.ol, 


. qs 


Method 


GENSCAN 




Start 


1149 






End 


1498 




GI 


none 






Score 


.66 




Exons 


1149. . 1345, 


1388. .1498 










Seq. No. 


25187 






Seq. ID 


OJ990604_01.9A15 


.C17 


Gene No. 


52240 






Strand 


+ 




Start 


3759 






End 


3856 




Name 


OJ990604 01 


.9A15.C17.ol. 


-np. 


Method 


AAT/NAP 




Start 


3759 






End 


3856 




GI 


5777617 






Score 


73 




Exons 


3759. .3856 












GI Descrip. 


(AJ245900) i 


CAA30375.1 protein [Oryza sativa] 




Seq. No. 


25187 






Seq. ID 


OJ990604_01.9A15 


.C17 


Gene No. 


52241 






Strand 


+ 




Start 


4660 






End 


6035 




Name 


OJ990604 01 


.9A15.C17.o3. 


np 


Method 


AAT/NAP 




Start 


4660 






End 


6035 




GI 


1706082 






Score 


134 




Exons 


4660. .4951, 


5825. .6035 










GI Descrip. 


SERINE C ARBOX Y PE PT I DAS E 


II-3 


PRECURSOR 


(CP-MII.3) 





gi| 629787 |pir||S44191 serine-type carboxypeptidase (EC 3.4.16.1) 
II-3 - barley gi | 619350 | bbs | 153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi | 474392 | emb | CAA55478 . 1 1 (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



25247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25187 
52242 
8106 

OJ990604_01 
8106 
1706082 
8106. .8619, 



9A15.C17.o4.np 



OJ990604_01. 
+ 

15792 
AAT/NAP 
10668 
355 



Seq. ID OJ990604 01.9A15.C17 
Strand 
End 

Method 
End 
Score 

10652. .10668 

SERINE CARBOXYPEPT I DASE II-3 PRECURSOR (CP-MII.3) 
gi I 629787 |pir | IS44191 serine-type carboxypeptidase 
II-3 - barley gi | 619350 | bbs | 153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi I 474392 | emb | CAA55478 . 1 1 (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



(EC 3.4.16.1) 



Seq. No. 25187 

Gene No. 52242 

Start 8106 

Name OJ990604_01 . 9A15 . C17 . o3 . gs 

Start 9980 

GI none 
Exons 



Seq. ID OJ990604_01.9A15.C17 

Strand + 

End 15792 

Method GEN SCAN 

End 15748 

Score .4 



9980.. 10279, 11026 .. 11041, 11629 .. 12092 , 14237, 
14785.. 15060, 15430.. 15748 



,14647, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25187 Seq. ID 

52242' Strand 

8106 End 

OJ990604_01 . 9A15 . C17 . o5 . np Method 

13280 End 

6002712 Score 



OJ990604_01.9A15.C17 
+ 

15792 
AAT/NAP 
15792 
586 



13280. .13372, 14255 .. 144 96, 14524 .. 14 668 , 14 824 .. 15060, 
15430. .15792 

(AF133053) S-adenosyl-L-methionine: salicylic acid carboxyl 
methyltransferase [Clarkia breweri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25187 Seq. ID 

52243 Strand 

4404 End - ■ 5906 
OJ990604_01.9A^;Clfro2.np v ■ Method . . AAT/NAP 

4404 I***'..:"" -'. : # End " 5906' 

6175160 'v.- " Score -52 
4404. .4654, 5820. .5906 

(AC011437) unknown protein [Arabidopsis thaliana] 



OJ990604 01.9A15.C17 



25187 Seq. ID 

52244 Strand 

13279 End 

OJ990604_01 . 9A15 . C17 . o2 . tm Method 

13279 End 

none Score 



OJ990604_01.9A15.C17 
14647 

TBLASTX: Maize 

14647 

85 



13279. .13362, 13289 .. 13366, 14210 .. 14 4 16, 14254 .. 14388 , 
14384. .14545, 144 13 .. 14520, 14539 .. 14 643, 14540. .14647 



Seq. No. 25187 Seq. ID 

Gene No. 52244 Strand 

Start 13279 End 

Name OJ990604JD1 . 9A15 . C17 . ol . ts Method 

Start 14240 End 



OJ990604_01.9A15.C17 
14647 

TBLASTX: Soybean 
14602 



25248 



GI 


none 


Exons 


14 240.. 14410, 14305. .14 385, 




1454 9. . 14 602, 14554 .. 14 592 


Seq. No. 


25187 


Gene No. 


52245 


Start 


15432 


Name 


OJ990604 01 . 9A15 . C17 . ol . tm .. 


Start 


15432 


GI 


none 


Exons 


15432. .15782, 15436. .15783, 


Seq. No. 


25188 


Gene No. 


52246 


Start 


207 


Name 


OJ990604_01 . 9A15 -C18 . ol . gs 


Start 


207 


GI 


none 


Exons 


207 . . 650 


Seq. No. 


25188 


Gene No. 


52247 


Start 


1272 


Name 


OJ990604_01 . 9A15 . C18 . o2 . gs 


Start 


1272 


GI 


none 


Exons 


1272.. 1377, 2935.. 3121, 3225 


Seq. No. 


25189 


Gene No. 


52248 


Start 


284 


Name 


OJ990604 01 . 9A15 . C22 . ol . gs 


Start 


284 


GI 


none 


Exons 


284. .319, 359. .471, 505. .730 


Seq. No. 


25190 


Gene No.. 


52249 


Start; ' 


■805 


Name 


OJ990604_01 . 9A15 . C25 . ol . gs 


Start 


805 


GI 


none 


Exons 


805. .881, 1025. .1118, 1196.. 


Seq. No. 


25191 


Gene No. 


52250 


Start 


211 


Name 


OJ990604 01. 9A15.C27.ol.gp 


Start 


211 


GI 


10431_1 . R1084 


Exons 


211. .383 


GI Descrip. 


' 1256198/dbj | D63711 | RICTNR3 ■ 




complete sequence ' 


Seq. No. 


25192 


Gene No. 


52251 


Start 


1 



Score 



122 



Seq. ID OJ990604_01.9A15.C17 
Strand 

End 15787 

Method TBLASTX : Mai ze 

End 15787 

Score 406 



Seq. ID OJ990604_01.9A15.C18 

Strand + 

End 650 

Method GENS CAN 

End 650 

Score .78 



Seq. ID OJ990604_01.9A15.C18 
Strand 

End 3308 

Method GENSCAN . 

End 3308 

Score .49 



Seq. ID OJ990604_01.9A15.C22 

Strand + 

End 7 30 

Method GENSCAN 

End 730 

Score . 55 



Seq. ID OJ990604_01.9A15.C25 

Strand . + ■ 

End • ' 1657 

Method GENSCAN 

End 1657 

Score .77 



Seq. ID OJ990604_01.9A15.C27 
Strand 

End 383 

Method AAT/GAP 

End 383 

Score 275 



Seq. ID OJ990604_01.9A15.C28 
Strand + 
End 1207 



25249 



-3£-_1 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No., .. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI... 

Exons . 

Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990604_01. 9A15.C28.ol.np Method AAT/NAP 
1 End 1207 

2198853 Score 139 

1..68, 890. .1207 

(AF007786) cystathionine gamma-synthase [Zea mays] 



25192 
52251 
1 

OJ990604_01 . 9A15 . C28 . ol . gs 

870 

none 

870. .1133 



Seq. ID OJ990604_01.9A15.C28 

Strand + 

End 1207 

Method GENSCAN 

End 1133 ^ 

Score .55 



25193 
52252 
1 

OJ990604_01 . 9A15 . C29 . ol ,np 
1 

6002712 
1. .464 

(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransf erase [Clarkia breweri] 



Seq. ID OJ990604_01.9A15.C29 
Strand + 

523 - 
AAT/NAP 
464 
185 



End 

Method 

End 

Score 



25193 
52252 
1 

OJ990604_01 . 9A15 . C29 . ol . ts 
77 

none 

77. .199, 90. .248, 282. .455, 284. .373 



Seq. ID OJ996604_01.9A15.C29 
Strand + 

523 

TBLASTX : Soybean 
455 
114 



End 

Method 

End 

Score 



25193 
52252 
1 

OJ990604_01.9A15.C29.ol.gs 
93 

none ... 
• 93/. 467 

25193 
52252 
1 

OJ990604_01 . 9A15.C29.ol. tm 
96 

none 



Seq. ID OJ990604_01.9A15.C29 

Strand + 

End 523 

Method GENSCAN 

End 4 67 

•Score .64 



Seq. ID OJ990604_01.9A15.C29 

Strand + 

End 523 

Method TBLASTX: Maize 

End 523 

Score 150 



96. .158, 98. .274, 99. .242, 273.-455, 278. .445, 467. .523 



Seq. ID OJ990604_01.9A15.C31 

Strand + 

End 9922 

Method AAT/GAP 

End 9922 

Score 275 



25194 
52253 
9750 

OJ990604_01. 9A15.C31.ol.gp 
9750 

10431_1.R1084 
9750.. 9922 

'1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence 1 



25250 




Sea No 


25194 








Seq. ID 


OJ990604 01.9A15 


C31 


Gene No. 


52254 








Strand 






Start 


353 








End 


595 




Name 


OJ990604 01. 


9A15. 


C31.ol 


. gs 


Method 


GENSCAN 




Start 


353 






End 


595 




GI 


none 








Score 


.53 




Exons 


353. .595 














Seq. No. 


25194 








Seq. ID 


OJ990604JD1.9A15 


C31 


Gene No. 


52255 








Strand 






Start 


■ 1091 








End 


8253 




Name 


OJ990604 01. 


9A15. 


C31.o2 


. gs 


Method 


GENSCAN 




Start 


1091 








End 


3664 




GI 


none 








Score 


.84 




Exons 


1091. .1483, 


1807. 


.2073, 


3201. 


.3391, 3520.. 3664 




Seq. No. 


25194 








Seq. ID 


OJ990604_01.9A15 


C31 


Gene No. 


52255 








Strand 






Start 


1091 








End 


8253 




Name 


OJ990604 01. 


9A15. 


C31.ol 


. np 


Method 


AAT/NAP 




Start 


1112 








End 


8253 




GI 


6002712 








Score 


507 




Exons 


1112. .1483, 


1807. 


.2049, 


6594. 


.6733, '6767.. 7019, 8179.. 8253 


GI Descrip. 


(AF133053) S 


-adenosyl-L 


-methionine: salicylic acid carboxyl 




methyl transferase 


[Clarkia breweri] 






Spa No 


25194 








Seq. ID 


OJ990604_01.9A15 


.C31 


Gene No. 


52255 








Strand 






Start 


1091 








End 


8253 




Name 


OJ990604 01. 


9A15. 


C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1148 








End 


1481 




GI 


none 








Score 


53 




Exons 


1148. .1336, 


1158. 


.1295, 


1334. 


.1477, 1398. .1481 




Sea. No. 


25194 








Seq. ID 


OJ990604_01. 9A15 


.C31 


Gene No. 


52255 








Strand 






Start 


1091 . 








End 


8253 




Name 


OJ990604 01. 


9A15: 


C31.o2 


.ts 


Method *■ 


: TBLASTX : Soybean 




Start 


1834 








End 


2040 




GI 


none 








Score 


89 




Exons 


1834. .2040, 


1880. 


.2035 










Seq. No. 


25194 








Seq. ID 


OJ990604_01.9A15 


.C31 


Gene No. 


52255 








Strand 






Start 


1091 








End 


8253 




Name 


OJ990604 01. 


9A15. 


C31.o3 


.gs 


Method 


GENSCAN • 




Start 


6555 








End • 


8229 




GI 


none 








Score 


.49 




Exons 


6555. .7019, 


8179. 


.8229 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25194 
52255 
1091 

OJ990604 

6602 

none 



01. 9A15.C31.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_01.9A15.C31 
8253 

TBLASTX: Maize 

8247 

67 



25251 




Exons 6602.. 6718, 6609.. 6713, 6622.. 6735, 6723.. 6842, 6742.-6825, 

6788..6838, 6843. .7016, 6844. .7023, 8164. .8247 



Seq. No. 


25194 




Seq. ID 


OJ990604_01.9A15.C31 


Gene No. 


52255 




Strand 




Start 


1091 




End 


8253 


Name - 


OJ990604 01.9A15 


.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6651 




End 


7023 


GI 


none 




Score 


60 . 


Pvnn q 

JjAUllO 


6651 6767 6765 


7016. 6766 


..6819, 6877. .7023 


Seq. No. 


25195 




Seq. ID 


OJ990604_01 . 9A15 . C32 


Gene No. 


52256 




Strand 




Start 


561 




End 


6554 


Name . 


OJ990604 01.9A15 


.C32.ol.gs 


Method 


GENS CAN 


Start 


561 




End 


6554 


GI 


none 




Score 


.54 


Exons 


561.:653, 4527.. 


4598, 5111.. 


5209, 5588 


..5685, 6416. .6554 


Seq. No. 


25196 




Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52257 




Strand 


+ 


Start 


1 




End 


2789 


Name 


OJ990604 01.9A15 


.C33.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2789 


GI 


6630696 




Score 


4855 


Exons 


1. .2789 








GI Descrip. 


(AP000969) ESTs 


D22114 (C10364) , AU07 6106 (E20423 ) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 





polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52258 


Strand 


+ 


Start 


3550 


End 


3838 


Name 


OJ990604 01.9A15.C33.ol.gp 


Method 


AAT/GAP 


Start 


3550 


End 


3838 


GI 


426253 


Score 


522 


Exons 


3550.. 3838 






Seq. No. 


25196 ' ' 7 


Seq. ID 


' OJ990604_01.-9A15.C33 


Gene No . 


52259 


Strand 


+ 


Start 


8960 


End 


12456 


Name 


OJ990604 01.9A15.C33,o3.np 


Method 


AAT/NAP 


Start 


8960 


End 


12456 


GI 


6651395 


Score 


382 


Exons 


8960. .9037, 9801. .10240, 11711 .. 1197 9, 


12094. .12456 


GI Descrip. 


(AF179222) floral nectary-specific protein [Brassica rapa subsp 




pekinensis] 






Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52260 


Strand 


+ 


Start 


16892 


End 


25234 


Name 


OJ990604 01.9A15.C33.o4.np 


Method 


AAT/NAP 


Start 


16892 


End 


22999 


GI 


6002712 


Score 


528 


Exons 


16892. .16966, 21019 .. 21265, 


21299. .21443, 21874 22107 , 



22628.. 22999 

GI Descrip. (AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 



25252 



methyltransferase [Clarkia breweri] 



Seq. No. 


25196 


Seq. ID 


OJ990604 


Gene No. 


52260 


Strand 


+ 


Start 


16892 


End 


25234 


Name 


OJ990604 01.9A15.C33.o3.gs 


Method 


GENSCAN 


Start 


17777 


End 


18242 


GI 


none 


Score 


.59 


Exons 


17777. .18039, 18089.. 18242 






Seq. No. 


25196 


Seq. ID 


OJ990604 


VJtSIlC Pi (J ■ 




Strand 


+ 


Start 


16892 


End 


25234 


Name 


OJ990604 01.9A15.C33.o5.gs 


Method 


GENSCAN 


Start 


21097 


End 


25234 


GI 


none 


Score 


.81 


Exons 


21097. .21193, 21262. .21422, 


21841. .22107, 22628 




23524. .23583, 23882 .. 23977, 


24207. .24262, 24650 




25139. .25234 






Seq. No. 


25196 


Seq. ID 


OJ990604 


Gene No. 


52260 


Strand 


+ 


Start 


16892 


End 


25234 


Name 


OJ990604 01.9A15.C33.o5.np 


Method 


AAT/NAP 


Start 


24623 


End 


24924 


GI 


6539588 


Score 


201 


Exons 


24623. .24924 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25196 


Seq. ID 


OJ990604 


Gene No. 


52261 


Strand 




Start 


3721 


End 


8936 


Name 


OJ990604 01. 9A15.C33.o2.np 


Method 


AAT/NAP 


Start 


3721 


End 


8936 


GI 


133416 


Score 


243 


Exons 


3721.. 3749, 5547.. 5683, 7461 


..7733, 8907. .8936 


GI .Descrip. 


DNA-DIRECTED RNA POLYMERASE 


BETA CHAIN 


gil 66970 



01.9A15.C33 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



,22922, 
.24896, 



01. 9A15.C33 



01.9A15.C33 



DNA-directed RNA polymerase (EC 2.7, 
"chloroplast gi | 11971 | emb ICAA3398 6 I 
subunit [Oryza sativa] 



7.6) beta chain - rice 
X15901) RNA polymerase beta 



25196 

52262 

19240 

OJ990604 

1 

none 



01. 9A15.C33.o7.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_01.9A15.C33 
23058 

TBLASTX: Maize 

203 

195 



1..132, 2. .133, 3. .131, 4. .132, 162. .203, 167. .196 



25196 Seq. ID 

52262 Strand 

19240 End 
OJ990604_01. 9A15.C33.o6.ts Method 

177 End 

none Score 

177.. 326, 309.. 557 



OJ990604_01.9A15.C33 
23058 

TBLASTX : Soybean 

557 

88 



25253 




Seq. No. 


25196 




Seq. ID 


OJ990604_01 . 9A15 


.C33 


Gene No . 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604_01 . 9A15.C33.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


315 




End 


779 




GI 


none 




Score 


314 




Exons 


315. . 779, 554 . . 772 










Seq. No. 


25196 




Seq. ID 


OJ990604__01 . 9A15 


.C33 


Gene No. 


52262 




Strand 






Start- 


19240 




End 


23058 




Name 


OJ990604_01. 9A15.C33.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


422 




End 


622 




GI 


none 




Score 


274 




Exons 


422.. 622, 423.. 620, 430 


. . 621 








Seq. No. 


25196 




Seq. ID 


OJ990604_01. 9A15 


.C33 


Gene No . 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604 01. 9A15.C33.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


567 




End 


965 




GI 


none 




Score 


208 




Exons 


567. .788, 569.-784, 792 


. . 965 








Seq. No. 


25196 




Seq. ID 


OJ990604_01 . 9A15 


-C33 


Gene No. 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604 01.9A15.C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


623 




End 


1370 




GI 


none 




Score 


270 




Exons 


623. .1030, 623. .1120, 630. .1370, 1181. 


. 1366, 1188 . . 1370 




Seq. No. 


25196 




Seq. ID 


OJ990604_01 . 9A15 


.C33 


Gene No. 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604 01.9A15.C33.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1290 




End 


1754 




GI . . 


5509260 . 




Score 


388 




Exons 


1290: .1754, 1385.. 1546 










GI Descrip. 












Seq. No. 


25196 




Seq. ID 


. OJ990604__01 . 9A15 


.C33 


Gene No. 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604 01.9A15.C33.ol 


tc 


Method 


TBLASTX: Cress 




Start 


1383 




End 


1643 




GI 


none 




Score 


291 




Exons 


1383.. 1643, 1385.. 1555 










Seq. No. 


25196 




Seq. ID 


OJ990604_01 . 9A15 


.C33 


Gene No. 


52262 




Strand 






Start 


19240 




End 


23058 




Name 


OJ990604 01.9A15.C33.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1424 




End 


1889 




GI 


none 




Score 


357 




Exons 


1424.. 1555, 1425.. 1889, 


1560. 


.1640, 1676.. 1735 





25254 




Seq. No. 


25196 








Seq. ID 


. OJ990604 01.9A15.C33 


Gene No. 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


. 9A15 


.C33.o3 


. tw 


Method 


TBLASTX : Wheat 


Start 


1425. 








End 


1970 


GI 


none 








Score 


318 


Exons 


14'25; . 1769, 


1442 


. . 1606, 


1761. 


. 1970 




Seq. No. 


25196 








Seq. ID 


OJ990604_01 . 9A15.C33 


Gene No . 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


. 9A15 


.C33.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


1823 








End 


2174 


GI 


none 








Score 


141 


Exons 


1823. .1987, 


1824 


. . 1982, 


1982. 


.2170, 1983.. 2171, 1992.. 2174 


Seq. No. 


25196 








Seq. ID 


OJ990604_01.9A15.C33 


Gene No . 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


. 9A15 


.C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1950 








End 


2321 


GI 


none 








Score 


358 


Exons 


'1950. .2321, 


1973 


. .2320 








Seq. No. 


25196 








Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


.9A15 


.C33.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2178 








End 


2653 


GI 


none 








Score 


105 


Exons 


2178. .2252, 


2179 


. .2238, 


2183. 


.2278, 2183.. 2251, 2267.. 2653, 




2268. .2651, 


2269 


. .2652 








Seq. No. 


25196 








Seq. ID 


OJ990604_01 . 9A15 . C33 


Gene No . 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


. 9A15 


.C33.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


2184 








End 


2525 


GI 


none 








Score 


~9'7 * ' 


Exons 


2184 . .2297, 


2219 


. .2287, 


2316. 


.2525, 2321. .2446, 2457. .2504 


Seq. No. 


25196 








Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


. 9A15 


.C33.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


2926 








End 


3280 


GI 


none 








Score 


36 


Exons 


2926. .2970, 


2926 


. .2958, 


2971. 


.3078, 2973.. 3065, 2996.. 3094, 




3004. .3066, 


3077 


. . 3139, 


3078 . 


.3104, 3151.. 3279, 3154.. 3207, 




3251. .3280 












Seq." No. 


25196 








Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 








Strand 




Start 


19240 








End 


23058 


Name 


OJ990604 01 


.9A15 


.C33.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


7479 








End 


7741 


GI 


' none 








Score 


176 • 



25255 



Exons 


7479. .7637, 7492. .7662, 7493 


..7633, 7494. .7634, 7638. .7724, 




7640. .7741, 7643. .7735 


- 




Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 


Strand 




Start 


19240 


End 


23058 


Name 


OJ990604_01.9A15.C33.o3.tm-- 


Method 


TBLASTX: Maize 




y / y u 


End 


214*4'0,.. 


GI 


none 


Score 


62 


Exons 


9790. .9912, 9803. .9934, 9804 


..9935, 9994. .10104, 9997. .10101, 




10110. .10214, 10111. .10218, 


16898. .16987, 21015 .. 21182, 




21019. .21201, 21209. .21307, 


21210. .21308, 21299. .21406, 




21306. .21440, 21306.. 21422 






Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 


Strand 




Start 


19240 


End 


23058 


Name 


ujyyuuu^ ui . y/iio . u . od . us 


Method 


TBLASTX: Soybean 


Start 


9804 


End 


21377 


GI 


none 


Score 


111 


Exons 


9804.. 9935, 9818.. 9934, 9928 


..10059, 10005. .10058, 10057 .. 10173, 




21019. .21201, 21021. .21137, 


21209. .21262, 21210 .. 21263, 




21324. .21377 . 






Seq. No. 


25196 


Seq. ID 


OJ990604 J)l . 9A15.. C33 


Gene No. 


52262 


Strand 




otart 


- 1 QO A n 

ly^4U 


End 


23058 


Name 


OJ990604 01.9A15.C33.o7.ts 


Method 


TBLASTX: Soybean 


Start 


12094 


End 


22990 


GI 


none 


Score 


103 


Exons 


12094. .12243, 22612 .. 22734 , 


22625. .2211 


33, 22817. .22990, 




22819. .22908 






Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33 


Gene No. 


52262 


Strand 




btart 


1 QO a n 


End- 


23058 


Name 


OJ990604 01.9A15.C33.o5.tm 


Method 


TBLASTX: Maize 


Start 


12100 


End 


23058 


GI 


none 


Score 


132 . 


Exons 


12100. .12243, 12241. .12450, 


22633. .22809, 22634 .. 22777 , 




22808. .22990, 22813 .. 22980, 


23002. .23058 


Seq. No. 


25196 


Seq. ID 


OJ990604_01.9A15.C33. 


Gene No . 


COO £0 


Strand 




Start 


19240 


End 


23058 


Name 


OJ990604 01.9A15.C33.o4.gs 


Method 


GENS CAN 


Start 


19240 


End 


20588 


GI 


none 


Score 


.84 


Exons 


19240. .19695, 19921 .. 20027 , 


20429. .20588 


Seq. No. 


25197 


Seq. ID 


OJ990604_01.9A15.C35 


Gene No. 


52263 


Strand 




Start 


234 


End 


503 


Name 


OJ990604 01.9A15.C35.ol.np 


Method 


AAT/NAP 


Start 


234 


End 


503 


GI 


5777617 


Score 


79 


Exons 


234. .331, 464. .503 







25256 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604 01.9A15.C37 



25198 
52264 
229 

OJ990604_01.9A15.C37.ol.np 
229 

6630696 
229.. 522 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ), correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



522 

AAT/NAP 

522 

448 



25198 . Seq. ID 

52264 Strand 

229 End 
OJ990604_01 . 9A15 . C37 . ol . gs Method 

276 End 

none Score 
276. .501 



OJ990604_01.9A15.C37 
522 

GENSCAN 

501 

.73 



Seq. No. 25198 Seq. ID 

Gene No. ■ 52264 Strand 

Start 229 End 

Name OJ990604_01 . 9A15 . C37 . ol . tw Method 

Start 365 End 

GI none Score 

Exons 365.. 505, 367.. 504 

Seq. No. 25199 Seq. ID 

Gene No. 52265 Strand 

Start 85 End 

Name OJ990604_01 . 9A15 . C38 . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85.. 188, 193.. 304 



OJ990604_01 . 9A15 . C37 
522 

TBLASTX: Wheat 

505 

187 



OJ990604_01.9A15.C38 
+ 

304 

GENSCAN 

304 

.7 



Seq. No. 25200 Seq. ID 

Gene. No. 52266 Strand 

Start 292 End 

Name OJ990604_01 . 9A15 . C40 . ol . gs Method 

Start 292 End 

GI none Score 

Exons 292.. 397 



OJ990604_01.9A15.C4 0 
397 

GENSCAN 

397 

.8 



Seq. No. 25201 

Gene No. ' ■ 52267 

Start 7115 

Name OJ990714JD4 . 9A08 . C2 . ol . np 

Start 7115 

GI 5091513 

Exons 7115. .7181, 9938.. 10571, 11325 

12889. .13092, 13244. .13712 
GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990714_04.9A08.C2 

Strand + 

End 13712 

Method AAT/NAP 

End ■ 13712 

Score " 1477 



,12058, 12114. .12436, 



Seq. No. 
Gene No. 



25201 
52267 



Seq. ID OJ990714_04.9A08.C2 
Strand + 



25257 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7115 End 13712 

OJ990714_04. 9A08.C2.ol.gp . Method AAT/GAP 
8237 End 8454 

8022_1.R1084 Score 288 

8237. .8454 

'5091496/dbj IAB023482.2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



25201 Seq. ID 

52267 Strand 
7115 End 
OJ9907 14_04 . 9A08 . C2 . o2 . gp Method 
8453 End 
72524_1.R1084 Score 
8453. .8760 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990714_04.9A08.C2 
+ 

13712 
AAT/GAP 
8760 
428 



Seq. No. 25201 Seq. ID 

Gene No. 52268 Strand 

Start 15022 End 

Name OJ9907 14_04 . 9A08 . C2 . o3 . gp Method 

Start 15022 End 

GI 3761181 Score 

Exons 15022.. 15271 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990714_04.9A08,C2 

+ 

15271 
AAT/GAP 
15271 
404 



Seq. No. 25201 

Gene No. 52269 

Start 16546 

Name OJ990714_04 . 9A08 . C2 . o5 . gs 

Start 16546 

GI none.- 

Exons 16546. .16571, 16897 .. 17017 , 
21328. .21532, 22563 .. 22784 , 



Seq. ID OJ990714_04.9A08.C2 

Strand + 

End 24758 

Method GENSCAN 

End 24758 

Score .41 
19775. .20007, 20193 .. 20310 , 
24697. .24758 



Seq. No. 25201= Seq. ID 

Gene No. 52270 - ■ Strand 

Start 26359 End 

Name OJ990714_04 . 9A08 .C2 . o4 . gp Method 

Start 26265 End 

GI 55683_1.R1084 Score 

Exons 26265.. 26719 

GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' • 



OJ990714_04.9A08.C2 
+ 

34706 
AAT/GAP 
26719 
868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25201 
52270 
26359 

OJ990714_04 . 9A08.C2.o6.gs 
26359 



none 
26359. 
29890. 
34595. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27110, 27205. .27291, 27391 .. 2754 1 , 27 658 .. 27 948 , 
30029, 30108. .30219, 30540 .. 30684 , 31043 .. 31136, 
34706 



OJ990714_04.9A08.C2 
+ 

34706 
GENSCAN 
34706 
.86 



25258 



Seq. No. 


25201 




Seq. ID 


OJ990714 


_04.9A08.C2 


Gene No. 


52270 




Strand 


+ 




Start 


26359 




End 


34706 




Name 


OJ990714 04.9A08.C2. 


o3 .np 


Method 


AAT/NAP 




o cart 


ZODOU 




End 


31182 




GI 


6728879 




Score 


408 




Exons 


26680. .26790, 27010. 


.27110, 


27175. .27291, 27391 


. .27541, 




27686" -27948, 29890. 


.30029, 


30114. .30299, 30391 


. .30463, 




30540. .30696, 30838. 


.30954, 


31043. .311 


82 




GI Descrip. 


(AC008113) F12A21.7 


[Arabidopsis, thaliana] 




Seq. No. 


25201 




Seq. ID 


OJ990714 


_04.9A08.C2 


Gene No. 


52270 




Strand 


+ ' 




Start 


26359 




End 


34706 




Name 


OJ990714 04.9A08.C2. 


o5 .gp 


Method 


AAT/GAP 




Start 


32513 




End 


33436 




GI 


85912 1.R1084 




Score 


764 




Exons 


32513. .32568, 33066. 


.33436 








GI Descrip. 


, 4324 617/gb|AF106619|AF106619 4.0e-36 


Cloning vector pDR114 




complete sequence 1 










Seq. No. 


25201 




Seq. ID 


OJ990714 


f\ A Q 7\ H O O o 

U4 . yAUo . C-d 


Gene No. 


52271 




Strand 






Start 


390 




End 


1561 




Name 


OJ990714 04.9A08.C2. 


ol.gs 


Method 


GENSCAN 




Start 


390 




End 


1561 




GI 


none 




Score 


.42 




Exons 


. 390. .566, 653. .674, 


821. .863, 884. .1074, 1421.. 


1561 


Seq. No. 


25201 




Seq. ID 


OJ990714 


_04.9A08.C2 


Gene No. 


52272 




Strand 






Start 


2617 




End 


7005 




Name 


OJ990714 04.9A08.C2. 


o2 . gs 


Method 


GENSCAN 




Start . 


2617 




End 


7005 




GI 


none 




Score 


.57 




Exons 


2617. .2864, 2948. .3148, 3383 


..3917, 4255. .4403, 


4408. .4596, 




4691.. 4948, 5312.. 5528, 6036 


. .6073, 6120. .6228, 


6358. .6423, 




7003. .7005 










Seq. No. 


25201 




Seq. ID 


OJ990714 


_04.9A08.C2 


Gene No . 


52273 




Strand 






Start 


13204 




End 


13652 




Name 


OJ990714 04.9A08.C2. 


o4 .gs 


Method 


GENSCAN 




Start 


13204 




End 


13652 




GI 


none 




Score 


.8 




Exons 


13204. .13321, 13573. 


.13652 








Seq. No. 


25201 




Seq. ID 


OJ990714 


_04 .9A08.C2 


Gene No. 


52274 




Strand 








15702 




End 


17127 




Name 


OJ990714 04.9A08.C2. 


o2 .np 


Method 


AAT/NAP 




Start 


15702 




End 


17127 




GI 


5852084 




Score 


81 




Exons 


15702. .15842, 17101. 


.17127 








GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 






Seq. No. 


25201 




Seq. ID 


OJ990714 


_04 .9A08.C2 



25259 



Gene No. 


52275 




Strand 






Start 


35544 




End 


38815 




Name 


ujyyu/i4 u4.y/iUo.oz 


. . rm 


Method 


TBLASTX: Maize 




Start 


21412 




End 


27504 




GI 


none 




Score 


67 




Exons 


21412. .21498, 26730 


. .26789, 


26731. .26790, 27007 .. 27060, 




- 


27009. .27062, 27037 


. .27117, 


27175. .27291,- 27203 27289, 






27383. .27502, 27388 


. . 27504 








Seq. No. 


25201 




Seq. ID 


OJ990714_04.9A08 


.C2 


Gene No. 


c o o "7 c 




Strand 






Start 


35544 




End 


38815 




Name 


OJ990714 04.9A08.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


30105 




End 


30303 




GI 


none 




Score 


91 




Exons 


30105. .30299, 30106 


. .30300, 


30123. .302S 


»9, 30157.. 30303 




Seq. No. 


25201 




Seq. ID 


OJ990714_04.9A08 


.C2 


Gene No. 


52275 




Strand 






btart 






End 


38815 




Name 


OJ990714 04.9A08.C2 


. o7 . gs 


Method 


GEN SCAN 




Start 


35544 




End 


38815 




GI . ■ 


none 




Score 


.47 




Exons 


35544. .35616, 36758 


.".36875, 


36996. .37007, 37218 .. 37284 , 






37803. .38017, 38360 


. .38484, 


38715.. 38815 




Seq. No. 


25202 




Seq. ID 


OJ990714_04. 9A08 


.C3 


Gene No. 


52276 




Strand 








X 




.End 


1839 




Name 


OJ990714 04.9A08.C3 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1823 




GI 


3283026 




Score 


266 




Exons 


1..26, 1277. .1823 










GI Descrip. 


(AF051562) putative 


transposase [Arabidopsis thaliana] 




Seq. No. 


25202 




Seq. ID 


OJ990714_04. 9A08 


.C3 


Gene No. 


52276 




Strand 






Start 


1 




End 


1839 




Name 


OJ990714 04.9A08.C3 


.ol.gs " 


Method 


GENSCAN 




Start 


448 




End 


1757 




GI 


none 




Score 


.52 




Exons 


448. .583, 1213. .1370, 1449. 


.1757 






Seq. No. 


25202 




Seq. ID 


OJ990714_04.9A08 


.C3 


Gene No . 


52276 




Strand 






Start 


1 




End 


1839 




Name 


OJ990714 04.9A08.C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


984 




End 


1839 




GI 


none 




Score 


61 




Exons 


984.. 1088, 1190.. 1219, 1224 


. .1742, .1747 


. .1839 




Seq. No. 


25202 




Seq. ID 


OJ990714_04.9A08 


.C3 


Gene No. 


52276 




Strand 






Start 


1 




End 


1839 




Name 


OJ990714 04.9A08.C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1404 




End 


1745 




GI 


none 




Score 


39 





25260 




Exons 1404. .1517, 1404. .1592, 1492. .1590, 1629. .1730, 1667. .1738, 

. 1668. .1745 



Seq. No. 


25203 


Seq. ID 


OJ990714_04.9A08.C4 


Gene No. 


52277 


Strand 




Start 


3904 


End 


4118 


Name 


OJ990714 04 


. 9A08 . C4 . ol . np Method 


AAT/NAP 


Start 


3904 


End . 


4118 


GI 


4538624 


Score 


71 


Exons 


3904. .4118 






GI Descrip. 


(AJ133502) 


hypothetical protein [Nicotiana tabacum] 


Seq. No. 


25204 


Seq. ID 


OJ990714_04.9A08.C5 


Gene No. 


52278 


Strand 




Start 


5169 


End 


8825 


Name ■ 


OJ990714 04 


. 9A08 . C5 . o2 . tm Method 


TBLASTX: Maize 


Start - 


791 


End 


1173 


GI 


none 


Score 


152 


Exons 


791. .949, 796..948, 1027. .1173 




Seq. No. 


25204 


Seq. ID 


OJ990714_04.9A08.C5 


Gene No. 


52278 


Strand 




'Start" ■ 


5169 


" " ■ ■ End ' 


8825 


Name 


OJ990714 04 


. 9A08.C5.ol.tm * Method 


TBLASTX: Maize • 


Start 


1520 


End 


4548 


GI 


none 


Score 


90 


Exons 


,1520. .1582, 


1575. .1706, 1661. .1819, 1849. .1935, 1856. .1933, 




4113. .4163, 


4163. .4219, 4215. .4412, 4433. .4537, 4454. .4546, 




4456. .4548 






Seq. No. 


25204 


Seq. ID 


OJ990714J)4.9A08.C5 


Gene No. 


52278 


Strand 




Start 


5169 


End 


8825 


Name 


OJ990714 04 


. 9A08 . C5 . o2 . gs Method 


GEN SCAN 


Start 


5169 


End 


8825 


GI 


none 


Score 


.79 


Exons 


5169. .5324, 


5431. .5657, 6922. .7027, 7646. .7680, 8712. .8825 


Seq. No. . 


25205 


Seq. ID 


OJ990714_04.9A08.C6 


Gene No. 


52279 


Strand 


+ 


Start 


11633 


End 


19005 


Name 


OJ990714 04 


. 9A08 . C6 . o4 . gs .Method 


GEN SCAN 


Start 


11633 


End 


19005 


GI 


none 


Score 


.73 


Exons 


11633. .11813, 11833. .11959, 12152 .. 12290, 124 68 .. 12650, 



13278. .13322, 13892 .. 14239, 14859 .. 15035, 154 15 .. 15483, 
15587. .15676, 1 6897 .. 17121, 17282 .. 17437 , 174 54 .. 174 92, 
18618. .19005 



Seq. No. 25205 

Gene No. 52279 

Start 11633 

Name OJ990714_04 . 9A08 . C6 . ol . gp 

Start 12997 

GI 32381_1.R1084 

Exons 12997. .13159, 13278 .. 13322, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_ 
+ 

19005 
AAT/GAP 
14124 
806 



04.9A08.C6 



13892. .14124 

'2894378/emb|CAA74910.1| 6.0e-38 (Y14573) putative ribophorin I 



25261 






homologue [Hordeum vulgare] ' 








Seq. No. 


25205 


Seq. ID 


OJ990714_ 


04 . 9A08 .C6 


Gene No. 


52279 


Strand 


+ 




Start 


11633 


End 


19005 




Name 


O.TQQ0714 04 QAOfi ffi n? nn 


Method 


AAT/NAP 




Start 


13052 ~ * 


End 


16046 




GI 


2894378 


Score 


1913 • 




Exons 


13052. .13159, 13278. .13322, 


13892. .14520, 14615. 


.14762, 




14859. .15035, 15415 .. 15483, 


15593. .15676, 15888. 


.16046 


GI Descrip. 


(Y14 573) putative ribophorin 


I homologue [Hordeum vulgare] 


Seq. No. 


25205 


Seq. ID 


OJ990714_ 


_04.9A08.C6 


Gene No. 


52279 


Strand 


+ 




Start 


11633 


End 


19005 




Name 


O.7QQ0714 04 QAOff ffi n? rm 


Method 


AAT/GAP 




Start 


14143 


End 


14528 




GI 


2312454 


Score 


706 




Exons 


14143. .14528 . 








GI Descrip. 


2894378/emb|CAA74910.1| 2 . Oe 


-51 (Y14573) putative ribophorin 




homologue [Hordeum vulgare] 








Seq. No. 


25205 


Seq. ID 


OJ990714_ 


_04.9A08.C6 


Gene No. 


52279 


Strand • 


+ 




Start 


11633 


End. 


19005 




Name 


OJ990714 04.9A08.C6.o3.gp 


Method 


AAT/GAP 




Start 


16016 


End 


17729 . 




GI 


35940 1.R1084 


Score 


1329 




Exons 


16016. .16046, 16897. .17121, 


17282.. 17729 




GI Descrip. 


'5918187/embl CAB56225.il 3.0e-58 (AJ133278) ribophorin I 




[Hordeum vulgare] 1 








Seq. No. 


25205 


Seq. ID 


OJ990714_ 


_04.9A08.C6 


uene ino . 


52280 


Strand 






Start 


297 


End 


630 




Name 


OJ990714 04.9A08.C6.ol.gs 


Method 


GENSCAN 




Start 


297 


End 


630 




GI 


none 


Score 


. 65 




Exons 


297. .526, 564. ; . 630 








Seq. No. 


25205 


Seq. ID 


OJ990714_ 


_04.9A08.C6 


Gene No. 


52281 


Strand 








7210 


End 


11529 




Name 


OJ990714 04.9A08.C6.o3.gs 


Method 


GENSCAN 




Start 


7210 


End 


11529 




GI 


none 


Score 


.47 




Exons 


7210.. 7331, 7613.. 7687, 7769 


..8506, 8555.. 8690, 


9123. .9346, 




10722. .10816, 10821. .10938, 


11220. .11294, 11376. 


.11529 


Seq. No. 


25205 


Seq. ID 


OJ990714_ 


_04.9A08.C6 


Gene No. 


52281 


Strand 






Start 


7210 


End 


11529 




Name 


OJ990714 04.9A08.C6.ol.np 


Method 


AAT/NAP 




Start 


7213 


End 


11529 




GI 


6815052 


Score 


2594 




Exons 


7213.. 7331, 7613.. 7687, 7769 


..8506, 8555.. 8690, 


9473. .9565, 




10424. .10523, 10821 .. 10938 , 


11220. .11294, 11376. 


.11529 



25262 




GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


25205 






Seq. ID 


OJ990714_04.9A08 


.C6 


Gene No. 


52281 






Strand 


- 




Start 


7210 






End 


11529 




Name 


OJ990714 04.9A08.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


8745 






End 


9239 




GI 


none 






Score 


58 . 




Exons 


8745. . 


9239, 8845.. 8967, 8949.. 9215 






Seq. No. 


25205 






Seq. ID 


OJ990714_04.9A08 


.C6 


Gene No. 


52282 






Strand 






Start 


13127 






End 


16049 




Name 


OJ990714 04.9A08.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13127 






End 


16039 




GI 


none 






Score 


45 






13127. 


.13162, 13259. 


.13363, 


13275. .13361, 13877 14269, 






13890. 


.14270, 13894. 


.14271, 


13895. .14272, 14269 14 520, 






14270. 


.14521, .14276. 


. 14521, 


14277. .14525, 14 604 14771, 






14608. 


.14754, 14609. 


. 14773, 


14853. .15047, 14857 1504 8 , 






14864. 


.15049, 15403. 


. 154 8 6, 


15403. .15468, 154 14 15485, 






15584. 


.15679, 15586. 


.15681, 


15586. .15678, 15593 .. 1567 9, 






15879. 


.15965, 15881. 


.15970 


1588S. .15971, 15887 .-. 15973, 






15983. 


.16039, 15984. 


.16037' 








Seq. No. 


25205 






Seq. ID 


OJ990714_04.9A08 


.C6 


Gene No. 


52282 






Strand 






Start 


13127 






End 


16049 




Name 


OJ990714 04.9A08.C6. 




Method 


TBLASTX: Cress 




Start 


13892 






End 


14290 




GI 


none 






Score 


75 




Exons 


13892. 


.14032, 13994. 


. 14290, 


14071. .14289 




Seq. No. 


25205 






Seq. ID 


OJ990714_04.9A08 


.C6 


Gene No. 


52282 






Strand 






Start 


13127 






End 


16049 




Name 


OJ990714 04..9A08.C6. 


o2 . t s 


Method 


TBLASTX : Soybean 




Start . 


14048 






End 


14302 




GI 


hone 




.14290, 


Score 


267 




■£xons 


14048. 


.14302, "14060. 


14 071. VI 4 301 • 




Qprj K[r> 

JC^i IN KJ . 


25205 






Seq. ID 


OJ990714_04.9A08 


. C6 


Gene No. 


52282 






' Strand 






Start 


13127 






End 


16049 




Name 


OJ990714 04.9A08.C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14291 






End 


14945 




GI 


none 






. Score 


52 




Exons 


14291. 


.14353, 14299. 


.14352, 


14384. .14521, 14402 .. 14521 , 






14604. 


.14774, 14630. 


.14773, 


14856. .14945, 14864. .14935 




Seq. No. 


25205 






Seq. ID 


OJ990714_04.9A08 


.C6 


Gene No. 


52282 






Strand 






Start 


13127 






End 


16049 




Name 


OJ990714 04.9A08.C6. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


14304 






End 


16049 




GI 


none 






Score , 


67 




Exons. 


14304. 


.14390, 14 305 x 


.14391, 


14305. .14523, 14306 . . .14521, . 










25263~ 







14375. .14524, 14431 .. 14550, 14604 14771, 14 64 1 . . 14754 , 

14642. .14773, 14856 15047 , 14856 15035, 14864 1504 9, 

15403. .15483, 15414 15482, 15584 .. 15679, 15589 .. 15678 , 

15877. .16047, 15879 .. 1604 9, 15886. . 16047, 15887. .16048 



Seq. No. 25205 

Gene No. 52283 

Start 16896 - 

Name OJ990714_04 . 9A08 .C6.o2. tm 

Start 16896 

GI none 

Exons 16896. .17123, 16896 .. 17123, 
17281. .17493, 17613. .17651 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_04.9A08.C6 
17651 

TBLASTX: Maize 

17651 

107 



16936. .17124, 17273. .174 97, 



Seq. No. 


25205 




Seq. ID 


OJ990714_04.9A08.C6 


Gene No. 


52283 




Strand 




Start 


16896 




End ■ 


17651 


Name 


OJ990714 04 .9A08.C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


17279 




End 


17473 


GI 


none 




Score 


217 


Exons 


1797Q 1 1 7001 17 








Seq. No. 


25206 




Seq. • ID 


OJ990714_04.9A08.C7 


Gene No. 


52284 




Strand 


+ 


Start 


778 




End 


1268 


Name 


OJ990714 04.9A08.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


778 




End 


1268 


GI 


3760640 




Score 


107 


Exons 


/ / O . .Quo, / . . XZ DO 








GI Descrip. 


4176420/dbj |BAA37167| 2 


.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 








Seq. No. 


25206 




Seq. ID 


OJ990714 04.9A08.C7 


Gene No. 


52285 




Strand 


+ 


Start 


2800 




End 


4245- 


Name 


OJ990714 04.9A08.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2798 




End 


4227 


GI 


none 




Score 


93 


Exons 


2798. .2917, 2800. .:2934, 


2803. 


.2916, 2807.;2929, 3011.. 3124 




3012.. 3110, 3014.. 3175, 


3974. 


.4219, 3979.. 4224, 398-5.. .4227 


Seq. No. 


25206 




Seq. ID 


OJ990714_04.9A08.C7 


Gene No. 


52285 




Strand 


+ 


Start 


2800 




End 


4245 


Name 


OJ990714 04 .9A08.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2799 




End 


3110 


GI 


none 




Score 


182 


Exons 


2799. .2927, 2806. .2943, 


2807. 


.2929, 3030. .3110 


Seq. No. 


25206 




Seq. ID 


OJ990714_04.9A08.C7 


Gene No. 


52285 




Strand 


+ 


Start 


2800 




End 


4245 


Name 


OJ990714 04.9A08.C7.ol. 


gs 


Method 


GENSCAN 


Start 


2800 




End 


4188 


GI 


none 




Score 


.98 


Exons 


2800. .2915, 3013.. 3180, 


3980. 


.4188 





25264' 




Seq. No. 


25206 


Seq. ID 


OJ990714_04 . 9A08.C7 


UCilC LiU • 


52285 


Strand 


+ 


Start 


2800. 


End 


4245 


Name 


OJ990714 04.9A08.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2804 


End 


3115 


GI 


none 


Score 


178 


Exons 


2804. .2917, 2806.. 2934, 2807. 


.2932, 3035. .3115, 3036. .3113 


Seq. No. 


25206 


Seq. ID 


OJ990714_04.9A08.C7 


Gene No. 


52285 


Strand 


+ 


Start . 


2800 


End 


4245 


Name 


OJ990714 04.9A08.C7.o2.gp 


Method 


AAT/GAP 


Start 


3025 


End 


4245 


GI 


LIB3433-034-P1-K1-D10 


Score 


701 


Exons 


3025.. 3180, 3980.. 4245 






GI Descrip. 


M959460/gbiAF126053.1|AF126053 1.0e-10 Zea mays RACB small 




binding protein mRNA, complete cds 1 




Seq. No. 


25206 


Seq. ID- 


OJ990714_04.9A08.C7 


Gene No. 


52285 


Strand 


+ 


<J L.CLJ- U 




End 


4245 


Name 




Method 


TBLASTX: Wheat 


Start 




End 


4164 


GI 


nunc 


Score 


73 


Exons 




.3172, 3974. .4156, 3979. .4158, 










Seq. No. 




Seq. ID 


OJ990714_04.9A08.C8 


UCilC INvJ ■ 


52286 


•Strand 


+ 


Start 


6892 


End 


9877 


Name 


OJ990714 04.9A08.C8.o2.gs 


Method 


GENSCAN 


Start 


6892 


End 


9877 


GI 


none 


Score 


.84 


Exons 


6892. .6924, 7532. .7701, 8230. 


.8337, 9667..9877 


Seq. No. 


25207 


Seq. ID 


OJ990714_04.9A08.C8 


OCllC ViKJ ■ 


52287 


Strand 


+ 


Start 


11904. 


End 


12187 


Name • 


■ QJ990714 04.9A08.C8.o2.gp 


- Method 


AAT/GAP • '-■ 


Start ' 


11904 


End 


. 12187 


GI 


none 


Score 


375 


Exons 


11904. .12087, 12145.. 12187 






Seq. No. 


25207 


Seq. ID 


OJ990714_04.9A08.C8 


Gene No. 


52288 


Strand 




Start 


661 . 


End 


8669 


Name 


OJ990714 04.9A08.C8.ol.gp 


Method 


AAT/GAP 


Start 


661 


End 


5125 


GI 


10672 1.R1084 


Score 


2428 


Exons 


661.. 1082, 1166.. 1230, 1325.. 


1439, 1936. .2007, 2093.. 2372, 




2642. .2844, 3344. .3411, 5029. 


.5125 




GI Descrip. 


'82264/pir | IS20015 1.0e-132 ubiquinol- 


-cytochrome-c reducta; 



(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 9878 9_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. No. 



25207 



25265 



Seq. ID OJ990714_04 . 9A08.C8 



Gene No. 


52288 


Strand 






otart 


c a i 

DDI 


End 


8669 




Name 


OJ990714 04.9A08.C8.ol.gs 


Method 


GENSCAN 




Start 


966 


End 


6458 




GI 


none 


Score 


.55 




Exons 


966. .1082, 1347. .1439, 1936.. 


2007, 2093.. 2372, 


2642. .2844, 




3344. .3430, 5483. .5690, 5742. 


.5988, 6248.. 6458 




Seq. No. 


25207 


Seq. ID 


OJ990714 


_04. 9A08.C8 


Gene No". 


52288 


Strand 






Start 


661 


End 


8669 




Name 


OJ990714 04 . 9A08.C8.ol.np 


Method 


AAT/NAP 




Of -a y-f- 


969 


End 


2804 




GI 


82263 


Score 


1048 




Exons 


969. .1082, 1166. .1230, 1325.. 


1439, 1936.. 2007, 


2093. .2372, 




2642. .2804 








GI Descrip. 


ubiquinol — cytochrome-c reductase (EC 


1. 10.2.2) 


cytochrome 




precursor (clone pC (1)311) - 


potato 






Seq. No. 


25207 


Seq. ID 


OJ990714 


_04.9A08.C8 


Gene No. 


52288 


Strand 






Of a vf- 


661 


End 


8669 




Name 


OJ990714 04.9A08.C8.o3.np 


Method 


AAT/NAP 




Start 


6040 


End 


8669 




GI 


2244963 


Score 


60 




Exons 


6040.. 6062, 8530.. 8669 








GI Descrip. 


(Z97340) hypothetical protein 


l [Arabidopsis thaliana] 


Seq. No. 


25207 


Seq. ID 


OJ990714 


_04 . 9A08 .C8 


Gene No. 


52289 


Strand 






Start 


11563 


End 


12747 




Name 


OJ990714 04.9A08.C8.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


813 


End 


3410 






none 


Score 


197 




Exons 


813. .854, 871. .1083, 872. .886, 927. .1082, 1177. 


.1233, 




1181.. 1231, 1342. .1359, 1350. 


.1442, 1359.. 1439, 


1360. .1443, 




1933.. 2025, 1936.. 2010, 2086. 


.2211, 2088.. 2372, 


2091. .2357, 




2093.. 2374, 2610.. 2720., 2636. 


.2839, 2641. .2844, 


2642. .2878, 




3344. ,3403, 3348.. 3407, 3357. 


.3410 






Seq. No. 


25207 


Seq. ID 


OJ990714 


_04.9A08.C8 


uene wo . 


52289 


Strand 






Start 


11563 


End 


12747 




Name 


OJ990714 04. 9A08.C8.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


936 


End 


1233 




GI 


none 


Score 


93 




Exons 


936. .1082, 936. .1082, 970. .1083, 1177. 


.1233, 1181. .1231 


Seq. No. 


25207 


Seq. ID 


OJ990714 


_04 . 9A08 .C8 


Gene No. 


52289 


Strand 






Start 


11563 


End 


12747 




Name 


OJ990714 04.9A08.C8.ol.tc 


Method 


TBLASTX: 


Cress ' - 


Start 


966 


End 


2760 




GI 


none 


Score 


109 





Exons 



966. .1082, 970. .1083, 997. .1089, 1177. .1233, 1181. .1234, 
1182. .1238, 1182. .1235, 1342. .1359, 1359. .1439, 1360. .1440, 
1880. .2008, 1928.-. 1999, .i930. .2025, 2091. .2366, 2093. ,2374, 



25266 






2097. .2372, 


2610 


.2720, 


2641 


..2760, 2641. .2742 






Seq. No. 


25207 








Seq. ID 


OJ990714 


_04.9A08 


.C8 


Gene No. 


52289 








Strand 








Start 


11563 








End 


12747 






Name • 


OJ990714 04. 


9A08 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1377 








End 


2788 






GI 


none 








Score 


67 






Exons 


1377. .1433, 


1378 


.1440, 


1933 


..2025, 1940.. 1999, 


2093. .2374 




2097. .2372, 


2611 


.2766, 


2641 


..2742, 2642. .2788 






Seq. No. 


25207 








Seq. ID 


OJ990714 


Uh . yAUo 


. L-o 


Gene No. 


52289 








Strand 








Start 


11563 








End 


12747 






Name 


OJ990714 04. 


9A08 


C8.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5891 








End 


6293 






GI 


none 








Score 


94 






Exons 


5891. .5986, 


5983 


.6054, 


6060 


..6161, 6177.. 6293 






Seq. No. 


25207 








Seq. ID 


OJ990714 


n A C\ T\ A o 

U4 . yAUo 


. Co 


Gene No, 


52289 








Strand 








Start 


11563 








End 


12747 .- 






Name 


OJ990714 04. 


9 AO 8 


C8.o3. 


gs 


Method 


GENSCAN 






Start 


11563 








End 


12747 






GI 


none 








Score 


.66 






Exons 


11563. .11736 


, 11829. .12164, 


12277. .12747 






Seq. No. 


• 25208 








Seq. ID- 


OJ990714 


_04.9A08 


.C9 


Gene No. 


52290 








Strand 


+ 






Start 


19 








End 


1130 






Name 


OJ990714 04. 


9A08 


C9.ol. 


gs 


Method 


GENSCAN 






Start 


19 








End 


1130 






GI 


none . 








Score 


.91 






Exons 


19. .109, 1051. .1130 












Seq. No. 


25208 








Seq. ID 


OJ990714 


_04.9A08 


.C9 


Gene No. 


52291 








Strand 


+ 






Start 


3173 








• End. 


5168 






Name 


OJ990714 04. 


9A08 


C9.ol. 


np 


■ Method 


AAT/NAP 






Start 


3170 








End " 


5168 ■ 






GI 


1666236 








Score 


234 






Exons 


3170. .3674, 


5150 


.5168 












GI Descrip. 


(U76261) unknown 


[Hordeum vulgare] 








Seq. No. 


25208 








Seq. ID 


OJ990714 


_04.9A08 


.C9 


Gene No. 


52291 








Strand 


+ 






Start 


3173 








End 


5168 






Name 


OJ990714 04. 


9A08 


C9.o2. 


gs 


Method 


GENSCAN 






Start 


3173 








End 


3658 






GI 


none 








Score 


.55 






Exons 


3173. .3658 
















Seq. No. 


25208 








Seq. ID 


OJ990714 


_04.9A08 


.C9 


Gene No. 


52291 








Strand 


+ 






Start 


3173 








End 


5168 






Name 


OJ990714 04. 


9A08. 


C9.ol. 




Method 


AAT/GAP 






Start 


4514 








End 


4620 







25267 



GI uC-osflcyp088bl2bl Score 144 

Exons 4514.. 4620 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25208 
52292 
5720 

OJ990714_04 .9A08.C9.ol.tw 

3338 

none 



Seq. ID OJ990714_04.9A08.C9 
Strand 

End . 9235 

Method TBLASTX : Wheat 

End 3672 

Score 105 



3338. .3454, 3470. .3544, 3553. .3672 



Seq. No. 


2520.8 


Seq. ID 


OJ990714 04.9A08.C9 


Gene No. 


52292 


Strand 


- 


Start 


5720 


End 


9235 


Name 


OJ990714 04.9A08.C9.o3.gs 


Method 


GENSCAN 


Start 


5720 


End 


9235 




none 


Score 


*7 Q 


Exons 


5720. .5918, 6616. .6742, 9178. 


.9235 




Seq. No. 


25209 


Seq. ID 


OJ990714_04.9A08.C10 


Gene No. 


52293 


Strand 


+ 


Start 


64 


End 


425 


Name 


OJ990714 04 .9A08.C10.ol.gs 


Method 


GENSCAN 


Start 


64 


End 


425 


GI 


none 


Score 


.53 


Exons 


64. .230, 414. .425 






Seq. No. 


25209 


Seq. ID 


OJ990714_04.9A08.C10 


Gene No. 


52294 


Strand 




Start 


202 


End 


587 


Name 


OJ990714 04.9A08.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


143 


End 


546 


GI 


none 


Score 


61 


Exons 


143. .190, 227. .295, 229. .294, 


291. .407 


, 291. .407, 292. .408, 




506. .541, 508. .546 






Seq. No. 


' 25209 ■ " * 


Seq. ID- 


- OJ990714_04.9A08.C10 


Gene No. 


52294 


Strand 




Start 


202 


End 


587 


Name 


OJ990714 04.9A08.C10.ol.np 


Method 


AAT/NAP 


Start 


202 


End 


587 


GI 


3283026 


Score 


43 


Exons 


202. .407, 506. .587 






GI Descrip. 


(AF051562) putative transposase [Arabidopsis thaliana] 


Seq. No. . 


25210 


Seq. ID 


OJ990714_04.9A08.C12 


Gene No. 


52295 


Strand 


+ 


Start 


322 


End 


621 


Name 


OJ990714 04.9A08.C12.ol.gp 


Method 


AAT/GAP 


Start 


322 


End 


621 


GI 


85912 1.R1084 


Score 


547 


Exons 


322. .621 






GI Descrip. 


• >4324 617/gb|AF106619|AF106619 


4.0e-36 


Cloning vector pDR114 



complete sequence 1 



25268 




Seq. No. 


25211 


Seq. ID 


OJ990604_02.9A01. 


CI 


CZ&rta Mo 


52296 


Strand 






Start 


805 


End 


1036 




Name 


OJ990604 02.9A01.Cl.ol.gs 


Method 


GENSCAN 




Start 


805 


End 


1036 




GI 


none 


Score 


.63 




Exons 


805.. 1036 








Seq. No. 


25212 * 


Seq. ID 


OJ990604_02. 9A01. 


C2 


Gene No. 


52297 


Strand ' 


+ 




Start 


1 . 


End 


3636 




Name 


OJ990604 02.9A01.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3636 




GI 


5295955 


Score 


353 




Exons 


1..233, 1241.. 1367, 2112. .2164, 2314.. 


2537, 2657.. 2796, 






3006. .3636 








GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


25212 


Seq. ID 


OJ990604_02.9A01. 


C2 


Gene No. 


52298 


Strand 






Start 


564 


End 


675 




Name 


OJ990604 02.9A01.C2.ol.gp 


Method 


AAT/GAP 




Start 


564 


End 


675 




GI 


uC-osflcyp088bl2bl 


Score 


158 




Exons 


564.. 675 








GI Descrip. 


! 5257255/dbj | AP000364 . 1 1-AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8/ clone : P0026F07 1 






Seq. No. 


25213 


Seq. ID 


OJ990604_02. 9A01. 


C3 


O Tl £i Mo 


52299 


Strand 


+ 




Start 


965 


End 


1708 




Name 


OJ990604 02. 9A01 . C3 . ol . gs 


Method 


GENSCAN 




Start 


965 


End 


1708 




GI 


none 


Score 


.58 




Exons 


965.. 1051, 1305.. 1375, 1621.. 


1708 






Seq. No.. 


25213 


Seq. ID 


OJ990604_02.9A01. 


C3 


Gene No." ' 


■52300 


Strand 






Start"' 


1 


End 


1728 




Name 


OJ990604 02.9A01.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1728 




GI 


6691467 


Score 


62 




Exons 


1..210, 1669. .1728 








GI Descrip. 


(AB030708) AHMP1 [Triticum aestivum] 






Seq. No.' 


25213 


Seq. ID 


OJ990604_02.9A01. 


C3 


Gene No. 


52300 


Strand 






Start 


1 


End 


1728 




Name 


OJ990604 02.9A01.C3.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1512 




GI 


5922623 


Score 


213 





Exons 1..25, 635. .710, 878. .1030, 1428. .1512 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 

25269 - ■ 



Seq. No. 25214 

Gene No. 52301 

Start 2781 

Name 0 J990 60 4_02 . 9A0 1 . C4 . ol . np 

Start 2781 

GI 4406767 

Exons 2781. .2831, 3474.. 4409 

GI Descrip. (AC006836) putative steroid sulfotransferase [Arabidopsis 
thaliana] 



Seq. ID OJ990604_02.9A01.C4 

Strand + 

End 4412 

Method AAT/NAP 

End 4409 

Score 4 91 



Seq. No. 25214 

Gene No. 52301 

Start 2781 

Name OJ990 604_02 . 9A01 . C4 . ol . gp 

Start 3350 

GI 2311051 

Exons 3350.. 3596 



Seq. ID OJ990604_02.9A01.C4 

Strand + 

End 4 412 

Method AAT/GAP 

End 3596 

Score 430 



Seq. No. 25214 

Gene No. 52301 

Start 2781 

Name OJ990 604_02 . 9A01 . C4 . o2 . gs 

Start 3381 

GI none 

Exons 3381.. 4412 



Seq. ID OJ990604_02. 9A01.C4 

Strand + 

End 4 412 

Method GENSCAN - 

End 4412 

Score 1 



Seq. No. .25214 

Gene No. 52302 

Start 4992 

Name OJ990 604_02 . 9A01 . C4 . o3 . gs 

Start 4992 

GI none 

Exons 4992.. 5066, 5583.. 5680, 5891, 



Seq. No. 
Gene No. 
Start 
Name . 
Start • • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



Seq. ID OJ990604_02. 9A01.C4 

Strand + 

End 6005 

Method GEN SCAN 

End 6005 

Score .57 
.6005 

Seq. ID OJ990604_02.9A01.C4 
Strand 

End 8135 

■Method TBLASTX: Maize 

End ■ 4095 

Score 54 



25214 
52303 
7935 

OJ990604_02 . 9A01 . C4 . ol . tm 

3396 > • ■ 
hone 

3396.-3428, 3467. .3517, 3468. .3518, 3507 .. 3704 , 3521 .. 3655, 
3904.. 3978, 4018.. 4095 



25214 
52303 - 
7935 

OJ990604_02 . 9A01 . C4 . ol . tc 

3534 

none 



Seq. ID OJ990604_02. 9A01.C4 
Strand 

End 8135 

Method TBLASTX : Cress 

End 4253 

Score • 119 



3S34..3686, 3702. .3758, 3789. .3857, 3885.-3998, 4005. .4109, 
4125.. 4253 



Seq. No. 25214 
Gene No. 52303 

Start • 7935 

Name OJ990604_02 . 9A01 .C4 . o4 .gs 

Start 7935 



Seq. ID OJ990604_02. 9A01.C4 
Strand 

End 8135 

Method GENSCAN 

End 8135 



25270 



GI 


none 


Score 


.66 


Exons 


7935. .8135 






Seq. No. 


25215 


Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52304 


Strand 


+ 


Start 


1896 


End 


7798 


Name 


OJ990604 02.9A01.C5.o2.np 


Method 


AAT/NAP 




1896 


End 


7798 


GI 


6063554 


Score 


400 


Exons 


1896. .1955, 4722. .5037, 5147. 


.5343, 6961.. 6989, 7625.. 7798 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 6 




correspond to a region of the 


predicted gene.; hypothetica 




protein [Oryza sativa] 






Seq. No. 


25215 


Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52304 


Strand 


i 

T 


Start 


1896 


End 


7798 


Name . 


OJ990604 02.9A01.C5.ol.gp 


Method 


AAT/GAP 


Start " 


6455 


End 


7191 


GI 


101153 1.R1084 


Score 


392 


Exons 


6455.-6479, 6949. .7191 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAG clone : tl7804 ? 


Seq. No. 


25215 


Seq. ID 


UU J jUDUl U ^ • yr\\J J_ • ^ .J 


Gene No. 


52305 


Strand 




Start 


8167 


End 


8441 


Name 


OJ990604 02.9A01.C5.o3.gp 


Method 


AAT/GAP 


Start 


8167 


End 


8441 


GI 


61605 1.R1084 


Score 


485 


Exons 


8167. .8441 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


137 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


25215 


Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52306 


Strand 


+ 


jLai L 


10467 


End 


11018 


Name 


OJ990604 02.9A01.C5.o3.np 


Method 


AAT/NAP 


Start 


10467 


End' 


.11018" 


GI 


6907088 


Score 


534 


Exons 


10467. .10604, 10781. .11018 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25215 


Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52307 


Strand 


+ 


u Lai L 


11159 


End 


11509 


Name 


OJ990604 02.9A01.C5.o4.np 


Method 


AAT/NAP 


Start 


11159 


End 


11509 


GI 


6069659 


Score 


50 


Exons 


11159. .11244, 11467. .11509 - 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] . 


Seq. No. 


25215 


Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52308 


Strand 




Start 


780 


End 


6108 


Name 


OJ990604 02.9A01.C5.ol.gs 


Method 


GENSCAN 


Start 


780 


End 


3686 



25271 



GI 


none 




Score 


.49 


Exons 


780. .3686 








Seq. No. 


25215 




Seq. ID 


OJ990604__02.9A01.C5 


Gene No.. 


52308 




Strand 




Start 


780 




End 


6108 


Name 


OJ990604 02.9A01 


.C5.ol.np 


Method 


AAT/NAP 


Start • 


783 




End . 


5691 


GI 


6539553 




Score 


4819 


Exons 


783. .3703, 5655. 


.5691 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza 


sativa] gi I 


6539590 |dbj 


IBAA88206.il (AP000837) 




Similar to Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 








Seq. No. 


25215 




Seq.. ID 


OJ990604 02.9A01.C5 


Gene No. 


52308 




Strand 


- 


Start 


780 




■. . End 


6108 


Name 


OJ990604 02.9A01 


.C5.o2.gs 


Method 


GENSCAN 


Start 


5121 




End 


6108 ' 


GI 


none 




Score 


.99 


Exons 


5121 . .5658, 5687 


. .6108 






Seq. No. 


25215 




Seq. ID 


OJ990604_02.9A01.C5 


Gene No . 


52309 




Strand 




Start 


9913 




End 


10403 


Name 


OJ990604 02.9A01 


:C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


919 




End 


1395 


GI 


none 




Score 


347 


Exons 


919 . . 1305, 920 . . 


1303, 957.. 


1304, 1320. 


.1394, 1324.. 1395 


Seq. No. 


25215 




Seq. ID 


OJ990604_02.9A01.C5 


Gene No . 


52309 




Strand 




Start 


9913 




End 


10403 


Name 


OJ990604 02.9A01 


.C5.o4 .ts 


Method 


TBLASTX : Soybean 


Start 


1047 




End 


1388 


GI 


none 




Score 


83 


Exons 


1047 . . 1256, 1126 


. .1251,.. 1275. .1388, 1282. .1362 


Seq. No. 


25215 




Seq. ID 


OJ990604_02. 9A01.C5 


Gene No. 


52309 




Strand 




Start 


9913 




End 


10403 


Name 


OJ990604 02.9A01 


.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


1251 




End 


1590 


GI 


none 




Score 


200 


Exons 


1251.. 1589, 1252 


. . 1590 






Seq. No. 


25215 




Seq. ID 


OJ990604_02. 9A01.C5 


Gene No. 


52309 




Strand 




Start 


9913 




End " 


10403 


Name 


OJ990604 02.9A01 


•C5 .o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1401 




End 


1746 


GI 


none 




Score 


124 


Exons 


1401. .1745, 1546 


. . 1746 






Seq. No. 


25215 




Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52309 




Strand 





25272 




Start 


9913 








End 


10403 


Name 


OJ990604 02. 


9A01 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1599 








End 


2144 


GI 


none 








Score 


319 


Exons 


1599. .1805, 


1800 


. .2144 








Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 




52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02. 


9A01 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1680 








■ End 


2145 


GI 


none 








Score 


55 


Exons 


1680. .2144, 


1783 


. .1893, 


1827. 


.2009, 1963.. 2145 


Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02. 


9A01 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1815 








End 


2279 


GI 


5509260 








Score 


58 


Exons 


1815. .2279, 


1834 


. .1893, 


1966. 


.2061, 2110.. 2178 


GI Descrip. 


- 












Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 


f^Qno Mo 










Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02. 


9A01 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1926 








End 


2186. 


GI 


none 








Score 


286 


Exons 


1926. .2186 












Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52309 








Strand 






.7 J J. J 








End 


10403 


Name 


OJ9SiO"604 02. 


9A01 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2199 








End 


2954 


GI 


none 








Score 


200 


Exons 


2199. .2438, 


2200 


. .2358, 


2216. 


.2446, 2219. .2416, 2467. .2946 




. 2490..2954 












Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 




52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02. 


9A01 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2604 








End 


3002 


GI 


none 








Score 


38 


Exons 


2604. .2777, 


2731 


. .2769, 


2778. 


.3002, 2823.. 2993, 2824.. 2994 


Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 


f^ono Mo 










Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02 . 


9A01 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2790 








End 


3224 


GI 


none 








Score 


87 


Exons 


2790. .3224, 


2815 


. .3015 








Seq. No. 


. 25215 








Seq. ID 


OJ990604_02.9A01.C5 



25273 




Gene No. 


52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02 


.9A01. 


C5,o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2955 








End 


3147 


GI 


none 








Score 


186 


Exons 


2955. .3146, 


2955. 


.3146, 


3076. 


.3147 




Seq. No. 


25215 








Seq. ID ■ 


OJ990604_02. 9A01.C5 


Gene' No. 


52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02 


.9A01. 


C5.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


3012 








End 


3398 


GI 


none 








Score 


88 


Exons 


3012. .3260, 


3243. 


.3398 








Seq. No. 


25215 








Seq. ID 


OJ990604_02. 9A01.C5 


Gene No. 


52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02 


.9A01. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3342 








End 


3590 


GI 


none 








Score 


44 


Exons'-'.' 


3342. .3404, 


3361. 


.3405, 


.3368. 


.3412, 3416.. 3559, 3420.. 3560 




3420,. .3590, 


3427. 


.3588 








Seq. No. 


25215 








Seq. ID 


OJ990604_02.9A01.C5 


Gene No. 


52309 








Strand 




Start 


9913 








End 


10403 


Name 


OJ990604 02 


.9A01. 


C5.o4. 


gs 


-Method 


GEN SCAN 


Start 


9913 








End 


10403 


GI 


none 








Score 


.88 


Exons 


9913. .9986, 


10394 


. .10403 






Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01.C6 


Gene No. 


52310 








Strand 


+ 


Start 


2319 








End 


8184 


Name 


OJ990604 02 


.9A01. 


C6.ol. 


np 


Method 


AAT/NAP 


Start 


2319 








End 


6893 


GI 


4680179 








Score 


6612 


Exons 


2319. .6893 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


52310 








Strand 


+ 


Start 


2319 








End 


8184 


Name 


OJ990604 02 


. 9A01. 


C6.ol. 


gs 


Method 


GENS CAN 


Start 


2322 








End 


8184 


GI 


none 








Score 


.42 


Exons 


2322. .4139, 


4158. 


.6758, 


7755. 


.7866, 7957. .8040, 8087. .8184 


Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


. 9A01. 


C6.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


2588 








End 


2951 


GI 


none 








Score 


297 


Exons 


2588. .2692, 


2592. 


.2951, 


2717. 


.2950 





25274 




Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


.C6 


Gene No . 


con 1 








Strand. 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


. 9A01 


.C6.08 . 


tm 


Method 


TBLASTX: Maize 




Start 


2832 








End 


3128 




GI 


none 








Score 


200 




Exons 


2832. .3128, 


2849 


. .3019 










Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


-C6 


Gene No . 










ot.ra.nu. 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


.9A01 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


3474 








End 


3794 




GI 


none 








Score 


209 




Exons 


3474. .3794 














Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


.C6 


Gene No. 


OZol 1 








o trana 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


. 9A01 


.C6.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


3527 








End 


3881 




GI 


none 








Score 


262 




Exons 


3527. .3622, 


3528 


. .3881, 


3711. 


.3845 






Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


.C6 


bene no. 


con 1 

D/. Oil 








btrana 






Start ' 


7173 








End 


9186 




Name 


OJ990604 02 


. 9A01 


.C6.o4 . 


tw 


Method . 


TBLASTX: Wheat 




Start 


4052 








End 


4538 




GI 


none 








Score 


533 




Exons 


4052. .4495, 


4056 


. .4538, 


4080. 


.4496 






Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


.C6 


Gene No . 


cooi i 
OZ J 1 1 








Of rsnH 

o ti ana 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


. 9A01 


,C6.o5 . 


tm 


Method' 


TBLASTX: Maize 




Start 


4073 








End 


4357 




GI 


none 






.. 


Score 


308 




Exons 


4073. .4138, 


4074 


. .4355, 


4166^ 


.4357 






Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01 


.C6 


Gene No . 


Oil 








oiiana 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


.9A01 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start . 


4125 








End 


4406 




GI 


none 








Score 


181 




Exons 


4125. .4406 














Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01 


.C6 


Gene No. 


COQI 1 








Of v irt/J 

oLiana 






Start 


7173 








End 


9186 




Name 


OJ990604 02 


.9A01 


.C6.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4425 








End 


4925 




GI 


none 








Score 


157 




Exons 


4425. .4604, 


4590 


. .4925 










Seq. No. 


25216 








Seq. ID 


OJ990604_02. 9A01 


.C6 



25275 




Gene No. 


52311 








Strand 




Of a v-4- 


/ 1 / J 








End 


9186 


Name 


OJ990604 02 


-9A01 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4479 








End 


4875 


GI 


none 








Score 


57 


Exons 


4479. .4511, 


4479 


. .4511, 


4515. 


.4874, 4518. .4592, 4522. .4875 




.4522. .4656, 


4631 


. .4873 








Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo. 










Strand 


- 


Start 


7173 








End 


9186 


Name 


OJ990604 02 


. 9A01 


.C6.o5. 


tw 




TBLASTX • Wheat 


Start 


4587 








End 


4889 


GI 


none 








Score 


397 


Exons 


4587. .4889, 


4625 


. .4888 








Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo. 


R9^1 1 
D £. 0 X X 








Strand 


- 


Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01 


.C6.o2. 


tw 




TBLASTX • Wheat 

X LJ Uil J. i. i • rill Up 


Start 


4890 








End 


5399 


GI 


none 








Score 


630 


Exons 


4890... 5399, 


4890 


. .5309, 


4922. 


.5398 




Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo. 


OZ J X X 








Strand 


- 


Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01.C6.o3. 


ts 


Mot - hoH 


TRT.A9TX • ^nvhpsn 


Start 


4899 








End 


5141 


GI 


none 








Score 


197 


Exons 


4899. .5141 












Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo. 










Strand 


- 


Start 


7173 








End 


9186 


Name 


OJ990604 02 


. 9A01 


.C6.o2. 


tm 


Met" hori 


TBLASTX *Maize 


Start 


4962 








End 


5315 


GI 


none 








Score 


470 


Exons 


4 962. .5315, 


4964 


. .5140, 


5004. 


.5300 . 




Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo . 


JiJl x 








Strand 


- 


Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01 


.C6.o3. 


tw 


Mpt"hnH 

L i™ l_ 1 IvJ^J. 


TRT.A^TX - Wheat 


Start 


5403 








End 


5882 


GI 


none 








Score 


586 


Exons 


5403. .5882, 


5421 


. .5876, 


5498. 


.5881 




Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


bene wo. 


j^jI X 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02. 


.9A01 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5580 








End 


5906 


GI 


none 








Score 


91 


Exons 


5580. .5762, 


5763 


. .5906, 


5828. 


.5905 




Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 



25276 



Gene No. 


52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5670 








End 


5930 


GI 


none 








Score . 


299 


Exons 


5670. .5930, 


5675 


. .5773, 


5862. 


.5930 




Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


roil 1 

52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5728 








End 


6020 


GI 


none 








Score 


390 


Exons 


5728. .5919, 


5730 


. .6020, 


5799. 


.6011, 5831. .6016 


Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


52311 








Strand- 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01 


.C6.ol. 


tw 


Method 


TBLASTX : Wheat* 


Start 


5889 








End 


6515 


GI 


none 








Score 


672 


Exons 


5889. .6515, 


5945 


. .6514 








Seq. No. 


25216 








Seq. . ID 


OJ990604_02.9A01.C6 


Gene No. 


52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


. 9A01 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6069 








End 


6656 


GI 


none 








Score 


226 


Exons 


6069. .6230, 


6075 


. .6221, 


6077. 


.6223, 6228.-6326, 6228.. 6296, 




6230. .6325, 


6342 


. .6512, 


6387. 


.6656, 6395. .6655 


Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No . 


52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


. 9A01 


.C6.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


6515 








End 


6848 


GI 


none , 








Score 


360 


Exons ' 


6515. .6652, 


6516 


. .6848 








Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


52311 








Strand 




Start 


7173 - 








End 


9186 


Name 


OJ990604 02 


. 9A01 


.C6.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


6657 








End 


6869 


GI 


none 








Score 


200 


Exons 


6657. .6869 












Seq. No. 


25216 








Seq. ID 


OJ990604_02.9A01.C6 


Gene No. 


52311 








Strand 




Start 


7173 








End 


9186 


Name 


OJ990604 02 


.9A01.C6.o2. 


np 


Method 


AAT/NAP 


Start 


7173 






End 


9186 


GI 


5295955 








Score 


694 


Exons 


7173. .7286, 


7314 


. .7768, 


7808. 


.7883, 7962. .8391, 9072. .9186 



GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



25277 



Seq. No. 

Gene ..No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25216 Seq. ID 

52311 Strand 

7173 End 

OJ990604_02 . 9A01 . C6 . o2 . gs Method 

8567 End • 

none Score 

8567. '.8655, 9063. .9186 



OJ990604_02. 9A01.C6 

9186 
GENS CAN 
9186 
.43 



25217 Seq. ID OJ990604_02 ..9A01 . C8 

52312 Strand + 

323 End 434 

OJ990604_02 . 9A01 -C8.ol.gp Method AAT/GAP 

323 End 434 

uC-osflcyp088bl2bl Score 157 

323. .434 

'5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 . 



25218 Seq. ID 

52313 Strand 

336 End 
OJ990604_02 . 9A01 . C10 . ol . gs Method 

336 End 

none Score 
336. .479 



OJ990604_02.9A01.C10 
479 

GENSCAN 

479 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25219 Seq. ID OJ990604__02.9A01.C11 

52314 Strand 

1 End 782 

OJ990604_02.9A01.Cll.ol.np . Method AAT/NAP 
1 End 782 

6063554 Score 82 

1..283, 754.. 782 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

2-5220 Seq. ID OJ990604_02.9A01.C12 

52315 Strand 

1 End 746 

OJ990604_02 . 9A01 . C12 . ol . np Method AAT/NAP 
1 End 746 

6815062 Score 657 

1..746 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 25220 Seq. ID 

Gene No. 52315 Strand 

Start 1 End 

Name OJ990604_02 . 9A01 . C12 . ol . gs Method 

Start 11 End 

GI none , Score 

Exons 11.. 599 



OJ990604_02 . 9A01 .C12 
746 

GENSCAN 

599 

.57 



25278 



# • 



Seq. No. 


25220 


Seq. ID 


OJ990604_02.9A01.C12 


Gene No. 


52315 


Strand 




Start 


1 


End 


746 


Name 


OJ990604 02.9A01.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


105 


End 


383 


GI 


none 


Score 


76 


Exons 


105.. 383, 202. .327 






Seq. No. 


25220 


Seq. ID 


OJ990604_02.9A01.C12 


Gene No . 


52315 


Hi., J 

btrana 




Start 


1 


End 


746 


Name 


OJ990604 02.9A01.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


510 


End 


737 


GI 


none 


Score 


109 


Exons 


510. .737, 532. .729, 558. .731 






Seq. No. 


25221 


Seq. ID 


OJ990604_02.9A01.C13 


Gene No . 


• 52316 


btrana 




Start 


182 


End 


419 


Name 


OJ990604 02.9A01.C13.ol.gs 


Method 


GENSCAN 


Start 


182 


End 


419 


GI 


none 


Score 


• .5 


Exons 


182.. 419 






Seq. No. 


.25222 


Seq. ID 


OJ990604_02 . 9A01 .C14 


Gene No. 


52317 


Strand 


+ 


Start 


534 


End 


730 " 


Name 


OJ990604 -02.9A01.C14.ol.gs 


Method 


GENSCAN 


Start 


534 


End 


730 


GI 


none 


Score 


.91 


Exons 


534. .730 






Seq. No. 


25223 


Seq. ID 


OJ990604_02 . 9A01 . C15 


Gene No. 


52318 


Strand 




Start 


1 


End 


713 


Name 


OJ990604 02.9A01.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


713 


GI 


5295955 


Score 


157- 


Exons 


1. .79, ,215. .329, 656. .713 






GI Descrip. 


(AB026295) ' Similar to Epstein- 


-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 







Seq. No. 


25224 


Seq. ID 


OJ990604 


Gene No. 


52319 


Strand 


+ 


Start 


743 


End 


1622 


Name 


OJ990604 02.9A01.C16.ol 


.np Method 


AAT/NAP 


Start 


743 


End 


1622 


GI 


6907086 


Score 


953 


Exons 


743. .1622 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25224 


Seq. ID 


OJ990604 


Gene No. 


52319 


Strand 


+ 


Start 


743 


End 


1622 


Name 


OJ990604 02.9A01.C16.ol 


gs Method 


GENSCAN 


Start 


945 


End 


1478 


GI 


none 


Score 


.99 






25279 





Exons 



• 



945. .1478 



Seq. No. 


25225 


Seq. ID 


OJ990604_02.9A01.C17 


Gene No. 


52320 


Strand 


+ 


Start 


393 


End 


591 


Name 


OJ990604 02.9A01.C17.ol.gs 


Method 


GENSCAN 


Start 


393 


End 


591 


GI 


none 


Score 


' .41 


Exons 


393.. 591 






Seq. No. 


25226 


Seq. ID 


OJ990604_02.9A01.C18 


Gene No. 


52321 


Strand 


- 


Start 


138 


End 


215 


Name 


OJ990604 02.9A01.C18.ol.gs 


Method 


GENSCAN 


Start 


138 


End 


215 


GI 


none 


Score 


.67 


Exons 


138. .215 






Seq. No. 


25227 


Seq. ID" 


OJ9?0604_02.9A01.C19 


Gene No. 


52322 


Strand 




Start 


1 


End 


1991 


Name ,. ; . 


OJ990604 02. 9A01 . C19 . ol . np 


Method 


AAT/NAP 


Start v: 


• 1 


End 


1991 • 


GI 


6815062 


Score 


1049 


Exons 


1..207, 314. .364, 435. .533, 


610. .919, 


978. .1218, 1304. .1991 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa]- 






Seq. No. 


25227 


Seq. ID 


OJ990604_02.9A01.C19 


Gene No. 


52322 


Strand 




Start 


1 


End 


1991 


Name 


OJ990604 02.9A01.C19.ol.gs 


Method 


GENSCAN 


Start 


69 


End 


1960 


GI 


none 


Score 


.84 


Exons 


69. .364, 435.. 533, 610. .751, 


895. .904, 


1010.. 1103, 1304.. 1960 


Seq. No. 


25227 


Seq. ID 


OJ990604_02.9A01.C19 


Gene No. 


52322 


Strand 




Start 


1 


End 


1991 


Name 


OJ990604 02.9A01.C19.o2.tm 


Method 


TBLASTX : Maize 


Start 


610 


End 


1218 


GI 


none 


Score 


102 


Exons 


610. .795, 838. .912, 1009. .1218, 1010.. 


1162 


Seq. No. 


25227 


Seq. ID 


OJ990604_02.9A01.C19 


Gene No. 


52322 


Strand 




Start 


1 


End 


1991 


Name 


OJ990604 02.9A01.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1457 


End 


1961 


GI 


none 


Score 


201 


Exons 


1457. .1795, 1461. .1766, 1541 


..1795, 1826. .1960, 1836. .1961 


Seq. No. 


25228 


Seq*. ID 


OJ990604_02.9A01.C20 


Gene No. 


52323 


Strand 




Start 


1 


End 


292 


Name 


OJ990604 02..9A01.C20.ol.np 


Method 


AAT/NAP 



25280 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852093 
1..77, 145. .292 

(AL117264) zwh!6.1 [Oryza sativa] 



End 
Score 



292 
42 



25228 
52324 
406 

OJ990604_02.9A01.C20.ol.gs 

406 

none 

406. .609 



Seq. ID OJ990604_02.9A01.C20 
Strand 

End 6.6 9 

Method GENSCAN 

End 609 

Score .88 



25228 
52325 
628 

OJ990604_02 . 9A01 . C20 . ol . gp 
628 

61605_1.R1084 
628. .800 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC . clone : 1 17804 ' 



Seq. ID OJ990604_02.9A01.C20 
Strand 

800 

AAT/GAP 
800 
312 



End 

Method 

End 

Score 



Seq. No. 


25229 




Seq. ID 


OJ990604_02.9A01 


Gene No. 


52326 




Strand 


+ 


Start 


1 ' 




End 


490 


Name 


OJ990604 02. 9A01.C21.ol 


.np . 


Method 


AAT/NAP 


Start 


1 




End 


490 


GI 


421955 




Score 


460 


Exons 


1. .490 








GI Descrip. 


hypothetical protein 4 


- potato transposon Tstl 




gi 121434 | emb | CAA36616 | 


(X52387) ORF4 [Solanum tuberosum; 


Seq. No. 


25229 




Seq. ID 


OJ990604_02.9A01 


Gene No. 


52326 




Strand 


+ 


Start 


1 




End 


490 


Name 


OJ990604 02.9A01.C21.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


* 38 . 




End 


438 


gi 


• none 




Score 


70 ,,. 


Exons 


38-. 145, 148. .303, 288. 


.437, 


289. .438 




Seq. No. 


25229 




Seq. ID 


OJ990604_02. 9A01 


Gene No. 


52326 




Strand 


+ 


Start 


1 




End 


490 


Name 


OJ990604 02.9A01.C21.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


148 




End 


489 


GI 


none 




Score 


146 


Exons 


148. .300, 150. .299, '328 


. .489, 


367. .483 




Seq. No. 


25229 




Seq. ID 


OJ990604_02.9A01 


Gene No. 


52326 




Strand 


+ 


Start 


1 




End 


490 


Name 


OJ990604 02.9A01.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


148 




End 


483 


GI 


none 




Score 


108 


Exons 


148.. 297, 150.. 296, 318 


. .437, 


319. .483 





25281 



# 



Seq. No. 


25230 


Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52327 


Strand 


+ 




Start 


1 


■End 


243 




Name 


OJ990604 02.9A01.C22.ol.np 


Method 


AAT/NAP ' 




Start 


1 


End 


243 




GI 


2586082 


Score 


162 




Exons 


1..243 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


25230 


Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52328 


Strand 


+ 




Start 


6197 


End 


13480 




Name 


OJ990604 02 . 9A01 . C22 . o2 . gs 


Method 


GENSCAN 




Start 


6197 ~~ 


End 


13480 




GI 


none 


Score 


.58 




Exons 


6197. .6328, 64 43 6587, 6608 . 


.7101, 7255.-7329, 


7385. .7507, 




8273.. 8370, 9107.. 9219, 10713 


. .10971, 


11010. .11137, 




11314. .11570, 13187. .13480 








Seq. No. 


25230 


Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52329 


Strand 


+ 




Start 


16059 


End 


16278 




Name 


OJ990604 02.9A01.C22.o2.gp- 


Method 


AAT/GAP 




Start 


16059 


End 


16278 




GI 


5867 1.R1084- 


Score 


113 




Exons 


16059. .16136, 16252.. 16278 








GI Descrip. 


1 4 64 986/sp | P35132 | UBC9 ARATH 


5.0e-58 


□BIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


25230 


Seq. ID 


OJ990604_02.9A01 


.C22 


Gene No. 


52330 


Strand 






Start 


97 


End 


22314 




Name 


OJ990604 02. 9A01 . C22 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


1 


End ' 


271 




GI 


none 


Score 


179 




Exons 


1..99, 10. .207, 212. .271, 214 


. .270 






Seq. No. 


25230 


Seq. ID 


OJ990604_02. 9A01 


.C22 


Gene No. 


52330 


Strand 






Start 


97 


End 


22314 




Name 


OJ990604 02.9A01.C22.o5.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


311 




GI 


none 


Score 


212 




Exons 


1.-189, 9. .83, 180. .272, 188. 


.271, 207 


..311, 211. .276 




Seq. No. 


25230 


Seq. ID 


OJ990604_02. 9A01 


.C22 


Gene No. 


52330 


Strand 






Start 


97 


End 


22314 




Name 


OJ990604 02.9A01.C22.o3.np 


Method 


AAT/NAP 




Start 


97 


End 


22307 




GI 


423830 


Score 


94 




Exons 


97. .177, 6863. .7356, 21678. .22307 







25282 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



transactivator EBNA-2 - Herpesvirus papio HVP 

gi I 306316 | gb | AAA79034.il (AF200364) EBNA-2 [Herpesvirus papio] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604 02.9A01.C22 



25230 
52330 
97 

OJ990604_02 . 9A01 . C22 . ol . gp 
1707 

888_1.R1084 

1707.. 2071, 2486.. 2619, 2716.. 2754, 3346.. 3387, 3503. 
3682.. 3746, 3841.. 3919, 6647.. 6907 

, 6006607/emb| CAB56800.il 1.0e-133 (AJ011675) MADS box protein, 
MADS28 [Oryza sativa] * 



22314 
AAT/GAP 
6907 
1913 



3602, 



Seq. No. 


25230 








Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52330 








Strand 






Start 


97 








End 


22314 




Name 


OJ990604 02 


.9A01 


.C22.ol, 


.gs 


Method 


GENSCAN 




Start 


1953 . 








End 


3918 




GI. 


none 








Score 


.83 




Exons 


1953. .2100, 


2486 


. .2676, 


2716. 


.2754, 3346. .3387, 


3503. .3602, 


- 


3682. .3746, 


3841 


. .3918 










beq. no. 










Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52330 








Strand 






Start 


97 








End 


22314 




Name 


OJ990604 02 


.9A01 


.C22.o2. 


.np 


Method 


AAT/NAP 




Start 


1969 








End 


6831 




GI 


6006607 








Score 


1061 




Exons 


1969. .2071, 


2486 


. .2619, 


2716. 


.2754, 3346. .3387, 


3503. .3602, 




3682. .3746, 


3841 


. .3919, 


6647. 


. 6831 






GI Descrip. 


( Tl TH1 1 £"7 <^ \ 
\J\0 U 11 D / O ) 


ma nc 
L v lH.Uo 


box protein, 


MADS 2 8 [Oryza sativa] 


Seq. No. 


25230 








Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52330 








Strand 






Start 


97 








End 


22314 




Name 


OJ990604 02 


.9A01 


.C22.o4, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1978 








End 


3925 




GI 


none - . . 








Score 


74 




Exons 


1978. .2046, 


1979 


. .2047, 


2489. 


.2599, 2492..2S72, 


2557. .2628, 




2562. .2621, 


3344 


. .3388, 


3344. 


.3388, 3483.-3593, 


3491. .3604, 




3503. .3604, 


3504 


. .3605, 


3505. 


.3612, 3681.. 3743, 


3688. .3747, 




3836. .3925, 


3840 


. .3917, 


3841. 


.3921 






Seq. No. 


25230 








Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52330 








Strand 






Start 


97 








End 


22314 




Name 


OJ990604 02 


.9A01 


.C22.o2. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3503 








End 


6832 




GI 


none 








Score 


67 




Exons 


3503. .3604, 


3504 


. .3593, 


3678. 


.3746, 6649. .6831, 


6650. .6832 


Seq. No. 


25230 








Seq. ID 


OJ990604 


_02.9A01.C22 


Gene No. 


52330 








Strand 






Start 


97 








End 


22314 




Name 


OJ990604 02 


.9A01 


.C22.o3, 


,tw 


Method 


TBLASTX : 


Wheat 


Start 


3533 








End 


6837 





25283 



GI 


none 




Exons 


3533.. 3604, 6655.. 6837, 


665 


Seq. No. 


25230 




Gene No. 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o2. 


ts 


Start" ' - 


3681 




GI 


none 




Exons 


3681.. 3746, 3862. .3918, 


664 


Seq. No. 


25230 




Gene No. 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o3. 


tm 


Start 


6643 




GI 


none 




Exons 


6643.. 6831, 6644. .6832 




Seq. No. 


25230 




Gene No. 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o3. 


gs 


Start 


13686 




GI 


none 




Exons 


13686. .13805, 13996 .. 14134 , 


Seq. No. 


25230 




Gene No . 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o3. 


gp 


Start 


17665 




GI 


LIB3432-059-P1-K1-D8 




Exons 


17665. .18126 




GI Descrip. 


'5734 616/dbj IAP000391.1 


-APO 




.DNA, chromosome 6, clone : PO 


Seq. No. 


25230 




Gene No. 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o4. 


gp 


Start 


18842 




GI 


none 




Exons 


18842. .19225 




Seq. No. 


25230 




Gene - No . 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o4. 


gs 


Start 


19101 




GI 


none 




Exons 


19101. .19445, 19551. .19912, 


Seq. No. 


25230 




Gene No. 


52330 




Start 


97 




Name 


OJ990604 02.9A01.C22.o4. 


np 



Score 



183 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method TBLASTX : Soybean 

End 6832 

Score 62 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method TBLASTX : Mai ze 

End 6832 

Score 259 



Seq. ID OJ990604_02.9A01.C22 

Strand " - 

End 22314 

Method GENSCAN 

End 14951 

Score .59 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method AAT/GAP 

End 18126 

Score 733 



Seq. ID OJ990604_02.9A01.C22 

Strand - ' 

End 22314 

Method AAT/GAP 

End 19225 

Score 736 ^ 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method GENSCAN 

End 22314 

Score .48 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method AAT/NAP 



25284 



Start 19110 End 22032 

GI 6403494 Score 1547 

Exons 19110. .19445, 19551 .. 19744 , 19800 . . 20058 , 21703.. 22032 

GI Descrip. (AC010871) putative reversibly glycosylatable polypeptide 
[Arabidopsis thaliana] 



Seq. No. 25230 Seq. ID 

Gene No. 52330 Strand 

Start 97 End 

Name OJ990604_02 . 9A01 . C22 . ol . tc Method 

Start 19123 End 

GI none Score 
Exons 



OJ990604_02.9A01.C22 
22314 

TBLASTX: Cress 

21999 

273 



19123. .19455, 19137 19448, 19331 .. 19522, 19548 .. 19721 , 
19548. .19721, 19549. . 19737, 1954 9 .. 19725, 19756 .. 20058 , 
19803. .19892, 19805 20059, 21688 .. 21999, 21689. .21976 



Seq. No. 25230 
Gene No. 52330 
Start 97 

Name OJ990604_02 . 9A01 . C22 . ol . tm 

Start 19131 
GI none 

Exons 19131. .19445, 19132 .. 19446, 

19536. .19721, 19537 .. 19722 , 
19804.. 20016 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990604 02.9A01.C22 



22314 

TBLASTX: Maize 
20017 
298 

19332. .19448, 19531 .. 1974 6, 
19802. .20017, 19803. .20015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25230 
52330 
97 

OJ990604_02 . 9A01 . C22 . ol . ts 

19152 

none 



Seq. ID OJ990604_02.9A01.C22 
Strand 

End 22314 

Method TBLASTX : Soybean 

End 21999 

Score 94 



19152. .19274, 19152 .. 19448, 19162 .. 1944 6, 19332 .. 194 48 , 
19548. .19721, 19548 .. 19736, 19549 .. 19725, 19756 .. 20058 , 
19803. .19892, 19805 .. 20059, 21688 .. 21999, 21689.. 21976 



Seq. No. 25230 
. Gene No. . 52330 
? *Start \' • .•■ *97 ' 

Name " ' OJ990604_02 . 9A01 . C22 . ol . tw 

Start 19176 

GI none 

Exons 19176. .19280, 19176. . 19448, 

19332. .19448, 19548 .. 19712, 



Seq. ID 
■ Strand 

Method 
End 
Score 



OJ990604 02.9A01.C22 



.22314 - 
TBLASTX: Wheat 
19713 
84 

19177. .19458, 19180. .19446, 
19548. .19712, 1954 9. .19713 



Seq. No. 25230 

Gene No. 52330 

Start 97 

Name OJ9?0604_02 . 9A01 . C22 . o2 . tm 

Start 20020 

GI none 

Exons 20020. .20058, 21688 .. 22002, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_02.9A01.C22 
22314 

TBLASTX: Maize 

22002 

341- 



21689. .21976 



Seq. No. 25230 Seq. ID 

Gene No. 52330' * Strand 

Start 97 End 

Name OJ990604 02 . 9A01 .C22 . o2 . tw Method 



OJ990604_02 . 9A01 . C22 
22314 

TBLASTX: Wheat 



25285 



* 



Start 


21709 


End 


21999 






GI 


none 


Score 


320 






Exons 


21709. .21999, 21710.. 21976 










Seq. No. 


25231 


Seq. ID 


OJ990604_02. 


9A01 


.C23 


Gene No. 


52331 


Strand 








Start 


334 


End 


559 






Name 


OJ990604 02.9A01.C23.ol.np 


Method 


AAT/NAP 






Start 


334 


End 


559 






GI 


6523547 


Score 


83 






Exons 


334. .559 










GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP 


[Volvox 




carteri f. nagariensis] 










Seq. No. 


25232 


Seq. ID 


OJ990604_02. 


9A01 


.C24 


Gene No. 


52332 


Strand 


+ 






Start 


91 


End 


1231 






Name 


OJ990604 02.9A01.C24.ol.gs 


Method 


GEN SCAN 






Start - 


91 


End 


1231 






GI 


none 


Score 


. 75 






Exons 


91,. 161, 527. .605, 610. .829, 


852. .1231 








Seq. No. 


25233 


Seq. ID 


OJ990604_02. 


9A01 


.C25 


Gene No. 


52333 * 


Strand 


+ 






Start 


15875 


End 


16286 






Name 


OJ9.90604 02.9A01.C25.o3.gs 


Method 


GENSCAN 






Start 


15875 


End 


16286 






GI 


none 


Score 


. 73 






Exons 


15875. .15977, 16104. .16286 










Seq. No. 


25233 


Seq. ID 


OJ990604_02. 


9A01 


.C25 


Gene No. 


52334 


Strand 








Start 


4538 


End 


4936 






Name 


OJ990604 02. 9A01 . C25 . ol . gp 


Method 


AAT/GAP 






Start 


4538 


End 


4936 






GI 


none 


Score 


794 






Exons 


4538. .4936 










Seq'. No. 


25233 


Seq. ID 


OJ990604_02. 


9A01 


.C25 


Gene No. 


52335 


Strand 








Start 


8580 


End 


8873 






Name 


OJ990604 02.9A01.C25.o2.gp 


Method 


AAT/GAP 






Start 


8580 


End 


8873 






GI 


1632299 


Score 


466 






Exons 


8580. .8873 










Seq. No. 


25233 


Seq. ID 


OJ990604_02. 


9A01 


.C25 


Gene No. 


52336 


Strand 








Start 


15029 


End 


15333 






Name 


OJ990604 02. 9A01 . C25 . ol . tm 


Method 


TBLASTX: Maize 




Start 


15029 


End 


15333 






GI ' 


none 


Score 


299 






Exons 


15029. .15325, 15037.. 15333 










Seq. No. 


25234 


Seq. ID 


OJ990604_02. 


9A01 


.C26 


Gene No. 


52337 


Strand 


+ 






Start 


1 


End 


585 







25286. 



Name 


OJ990604 02.9A01.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


585 


GI. 


4309765 


Score 


434 


Exons 


1..585 






GI Descrip. 


(AC006217) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


25234 


Seq. ID 


OJ990604_02.9A01.C26 


Gene No. 


52337 


Strand 


+ 


Start 


1 


End 


585 


Name 


OJ990604JD2. 9A01 . C26 . ol . tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


307 


GI 


none 


Score 


218 


Exons 


2. .190, 6. .194, 7. .189, 68.. 


193, 218.. 


307, 222. .293, 227. .307 


Seq. No. 


25234 


Seq. ID 


OJ990604_02.9A01.C26 


Gene No. 


52337 


Strand 


+ 


Start 


1 


End 


585 


-Name 


OJ990604_02.9A01.C26.ol.ts 


Method 


TBLASTX : Soybean 


Start 


194 


End 


559 


GI 


none 


Score 


46 


Exons 


194. .244, 227. .559, 248. .559 






Seq. No. 


25234 


Seq. ID 


OJ990604_02.9A01.C26 


Gene No.. 


52337 


Strand 


+ 


Start 


1 


End 


585 


Name 


OJ990604_02 . 9A01 . C2 6 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


215 


End 


583 


GI 


none 


Score 


263 


Exons 


215. .583, 271. .570 






Seq. No. 


25234 


Seq. ID 


OJ990604_02 . 9A01 . C26 


Gene No. 


52337 


Strand 


+ 


Start 


1 


End 


585 


Name 


OJ990604_02 . 9A01 . C26 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


314 


End 


585 


GI 


none 


Score 


215 


Exons 


314. .583, 358.-. 585 






Seq. No. 


25235 


Seq. -ID 


OJ990604_02.9A01.C30 


Gene No. 


52338 


Strand 


_ 


Start 


85 


End 


233 


Name 


OJ990604 02.9A01.C30.ol.gs 


Method 


GEN SCAN 


Start 


85 


End 


233 


GI 


none 


Score 


. 63 


Exons 


85. .233 






Seq. No. 


25236 


Seq. ID 


OJ990604_02 . 9A01 . C31 


Gene No. 


52339 


Strand 


+ 


Start 


1 


End 


682 


Name 


OJ990604 02.9A01.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


682 


GI 


6175371 


Score 


187 


Exons 


1..199, 297. .340, 437. .569, 


661. .682 




GI Descrip. 


(AF091458) MADS box transcription factor MADS 18 [Oryza sativa] 


Seq. No. 


25236 


Seq. ID 


OJ990604_02.9A01.C31 



25287 



Gene No. 


52339 




Strand 


+ ■ 


Start 


1 




End 


682 


Name 


OJ990604 02 . 9A01 .C31 .ol . 


gp 


Method 


AAT/GAP 


Start 


125 




End 


569 


GI 


888 1.R1084 




Score 


284 


Exons 


125. .199, 297. .340, 437. 


.569 






GI Descrip. 


6006607/emb ICAB56800.il 


l.Oe 


-133 (AJ011675) MADS 




MADS 2 8 [Oryza sativa] ' 








Seq. No. 


25236 




Seq. ID 


OJ990604_02 


Gene No. 


52339 




Strand 


+ 


Start 


1 




End 


682 


Name 


OJ990604 02.9A01.C31.ol. 


gs 


Method 


GENSCAN 


Start 


235 




End 


569 


GI 


none 




Score 


.71 


Exons 


235.. 253, 380.. 569 








Seq. No. 


25237 




Seq. ID 


OJ990604_02 


Gene No. 


52340 




Strand 




Start 


1 




End 


723 


Name 


OJ990604 02.9A01.C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


723 


GI * 


6539553 




Score 


801 


Exons 


1..20, 159. .723 









9AQ1.C32 



GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


25237 








Seq. ID 


OJ990604_02.9A01 


.C32 


Gene No. 


52340 








Strand 






Start 


1 








End 


723 




Name 


OJ990604 


02.9A01.C32 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


169 








End 


453 




GI 


5509260 








Score 


216 




Exons 


169. .453 














GI Descrip. 
















Seq. No. 


25237 








Seq. - -ID. 


OJ990604_02.9A01 


.C32 


Gene No. 


52340 








Strand 






Start 


1 








End 


723 




Name 


OJ990604 


02.9A01.C32 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


178 








End 


448 




GI 


none 








Score 


70 




Exons 


178. .447, 


284. .448 












Seq. No. 


25237 








Seq. ID 


OJ990604_02.9A01 


.C32 


Gene No. 


52340 








Strand 






Start 


1 








End 


723 




Name 


OJ990604 


02.9A01.C32 


ol 


.tc 


Method 


TBLASTX: Cress 




Start 


184 








End 


360 






none 








Score 


62 




Exons 


184. .360, 


281. .358 












Seq. No. 


25237 








Seq. ID 


OJ990604_02.9A01 


.C32 


Gene No. 


52340 








Strand 






Start 


1 








End 


723 • 





"23288 



Name 

Start 

GI 

Exons 



OJ990604_02 . 9A0 1 . C32 . ol . tw 
373 
none 

373. .612, 374. .532, 



Method TBLASTX : Wheat 

End 620 

Score 200 
390.. 620, 393.. 590 



Seq. No. 


25238 


Seq. ID 


OJ990604_02.9A01 


.C35 


Gene No. 


52341 


Strand 


+ 




Start 


60 


^^End 


313 




Name 


OJ990604 02.9A01.C35.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


313 




GI 


none 


Score 


.55 




Exons 


60.. 100, 130.. 313 








Seq. No. 


25239 


Seq. ID 


OJ990624_17.9B19 


.C2 


Gene No. 


52342 


Strand 






Start 


1 


End 


695 




Name 


OJ990624 17.9B19.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


695 




GI 


3420050 


Score 


279 




Exons 


1..287, 462. .695 








GI Descrip. 


(AC004680) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25239 


Seq. ID 


OJ990624_17. 9B19 


.C2 


Gene No. 


52342 


Strand 






Start 


1 


End 


695 




Name 


OJ990624 17.9B19.C2.ol.gs 


Method 


GENSCAN 




Start 


129 


End 


679 




GI 


none 


Score 


.9 




Exons 


129. .287, 462. .679 









Seq. No. 25239 Seq. ID 

Gene No. 52342 Strand 

Start 1 End 

Name OJ990624_17 . 9B19 . C2 . ol . tc Method 

Start 158 End 

GI none Score 

Exons 158. .286, 159. .251, 456. .641, 458. .643 



OJ990624_17.9B19.C2 
695 

TBLASTX: Cress 

643 ■ 

61 



Seq. No. 25239 Seq. ID 

Gene No. 52342 Strand 

Start . 1 End 

Name ■ OJ990624_17 . 9B19 . C2 . ol . ts Method 

Start 230 End 

GI none Score 

Exons 230. .286, 458. .640, 486. .635 



OJ990624_17.9B19.C2 
695 

TBLASTX: Soybean 

640 

125 



Seq. No. 25240 Seq. ID 

Gene No. 52343 Strand 

Start 474 End 

Name OJ990624JL7 . 9B19 . C4 . ol . gs Method 

Start 474' End 

GI none Score 

Exons 474. .518, 636. .798, 2470. .2792, 2839. 



OJ990624_17.9B19.C4 
+ 

14618 
GENSCAN 
14603 
.53 

3057, 3180.. 3315, 



3722. .3797, 4344. .4542, 7445. .7515, 9652. .9850, 10772 .. 10968, 
11517. .11655, 11692. .11874, 11992 .. 12133, 12282 .. 124 72 , 
12597. .12758, 128 66 .. 1294 6, 13183 .. 13233, 13755 .. 13835, 
14095. .14202, 14316. .14603 



25289 




Seq. No. 


25240 


Seq. ID 


OJ990624_17.9B19. 


C4 


Gene No . 


coon 




T 




Start 


474 


End 


14618 




Name 


OJ990624 17.9B19.C4.ol.np 


Method 


AAT/NAP 




Start 


502 


End 


608 




GI 


769712 


Score 


144 




Exons 


502. .608 








GI Descrip. 


(D32052) ORF72 [Oryza sativa] 








Seq. No. 


25240 


Seq. ID 


OJ990624_17.9B19. 


C4 


Gene No. 


52343 


Strand 


+ 




Start 


474 


End 


14618 




Name 


OJ990624 17.9B19.C4.ol.gp 


Method 


AAT/GAP 




Start 


607 


End 


680 




GI 


2310739 


Score 


93 




Exons 


607. .680 








GI Descrip. 


2326760/emb | Y14434 | MTTANAD2X 


0.0e+00 Triticum aestivum 






mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY gene 





Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990624_ 
+ 

14618 
AAT/GAP 
1022 
135 



17.9B19.C4 



25240 Seq. ID 

52343 Strand 
474 ' End 
OJ990624_17 . 9B19 . C4 . o3 . gp . Method 

938 End 

287004 Score - 
938. .1022 

19560/emb | Z11889 | MITTARRNG 
rrn26 gene for rRNA large 

25240 Seq. ID 

52343 Strand 
474 End 
OJ990624_17 . 9B19 . C4 . o4 . gp Method 
10845 End 
30956_1.R1084 • Score 
10845. .11010, 11517. .11655, 11776 .. 11874 , 11992. .12156 
' 6049841/gb|AAF02775.1|AFl90728_l 4.0e-61 (AF190728) asparagine 
synthetase [Helianthus annuus] 



1.0e-167 T. aestivum mitochondrion 
subunit (26S) 



OJ990624_17.9B19.C4 
+ 

14618 
AAT/GAP 
12156 
977 



25240 Seq. ID OJ990624 17.9B19.C4 

52343 
474 

OJ990624_17 . 9B19 .C4 .o3 .np 
10931 
1351989 

10931. .11010, 11517. .11655, 
12282. .12472, 12597 .. 12758 , 
13520. .13654, 13755 .. 13835, 
14316. .14546 

ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 
(GLUTAMINE-DEPENDENT ASPARAGINE SYNTHETASE) 

gi I 984262 |emb|CAA58052| (X82849) asparragine synthetase [Zea 
mays] 



Seq. ID OJ990624_ 
Strand + 
End 14618 
Method AAT/NAP 
End 14546 
Score 1577 
11776. . 11874, 11992, 
12866. . 12946, 13183, 
13923. .14009, 14095, 



.12133, 
.13404, 
.14202, 



Seq. No. 
Gene No. 



25240 
52343 



Seq. ID OJ990624_17. 9B19.C4 
Strand + 



25290 



Start 474 End 14618 

Name OJ990624_17 . 9B19 . C4 . o5 . gp Method AAT/GAP 

Start 12304 End 13269 

GI uC-osroM202013b06bl Score 897 

Exons 12304. .12472, 12597 .. 12758 , 12866 1294 6, 13183.. 13269 

GI Descrip. ■ 604 9841/gb | AAF02775 . 1 | AF190728_1 9.0e-66 (AF190728) asparagine 
synthetase [Helianthus annuus] * 

Seq. No. 25240 Seq. ID OJ990^24'_17'. 9B19 . C4 

Gene No. 52343 - Strand + 

Start 474 End 14618 

Name OJ990624JL7 . 9B19 . C4 . o7 . gp Method AAT/GAP 

Start 14089 End 14557 

GI 21403_1.R1084 Score 548 

Exons 14089. .14202, 14316.. 14557 

GI Descrip. ' 1351989/sp I P4 9094 | ASNS_MAIZE 3.0e-30 ASPARAGINE SYNTHETASE 
[GLUTAMINE-HYDROLYZING] (GLUTAMINE- DEPENDENT ASPARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X82849) asparragine 
synthetase [Zea mays] 1 

Seq. No. 25240 Seq; ID OJ990624_17 . 9B19.C4 

Gene No. 52343 Strand + 

Start 474 End 14618 

Name OJ990624_17 . 9B19 . C4 . 08 . gp Method AAT/GAP 

Start 14155 End 14618 

GI 21403_1.R1084 Score 484 

Exons 14155. .14202, 14316.. 14618 

GI Descrip. ' 1351989/sp | P49094 |ASNS_MAIZE 3.0e-30 ASPARAGINE SYNTHETASE 
[GLUTAMINE-HYDROLYZING] (GLUTAMINE-DEPENDENT ASPARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X82849) asparragine 
synthetase [Zea mays] 1 

Seq. No. 25240 Seq. ID OJ990624_17 . 9B19 . C4 

Gene No. 52344 Strand 

Start 759 End 869 

Name OJ990624_17 . 9B19 . C4 . o2 . gp Method AAT/GAP 

Start 759 End 869 

GI 24824_1.R1084 . , Score 162 

Exons 759. .869 

GI Descrip. 1 476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] ? 



Seq. No. 


25240 






Seq. ID 


OJ990624_17.9B19 


.C4 


Gene No. 


52345 






Strand 






Start 


15026 






End 


18923 




Name 


OJ990624 


17.9B19.C4, 


.o2.tw 


Method 


.TBLASTX: Wheat 




Start 


732 






End 


869 




GI 


none 






Score 


204 




Exons 


732. .869, 


759. .827, 


760. .843, 


761. .868 






Seq. No. 


25240 






Seq. ID 


OJ990624JL7.9B19 


• C4 


Gene No. 


52345 






Strand 






Start 


15026 






End 


18923 




Name 


OJ990624 


17. 9B19.C4 , 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


759 






End 


869 




GI 


none 






Score 


193 





25291 




Exons 


759. . 


869, '759. 


.827, 


760. .843, 761. .868 








Seq. No. 


25240 








Seq. ID 


OJ990624 


JL7.9B19 


,C4 


cut: v*\j • 


52345 








St rand 








Start 


15026 








End 


18923 






Name 


OJ990624 17.9B19.C4. 


ol . tw 


Mpt hod 


TBLASTX: 


Wheat 




Start 


937 - 








End 


1107 






GI 


none 








Score 


264 ' 






Exons 


937. . 


1107, 938 


..1096, 1050. 


1100 *'1066 


. .1101 






Seq. No. 


25240 








Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 








Strand 








Start 


15026 








End 


18923 








OJ990624 17.9B19.C4. 


o2 . ts 


Method 


TBLASTX: 






Start 


10834 








End 


12120 






GI 


none 








Score 


95 






Exons 


10834 


. .11010/ 


10925. 


. 11029, 


11511. .11669, 11515 


. .11658, 






11779 


. .11826, 


11812. 


. 11874, 


11835. .11864, 11992 


. .12120, 






11992 


. .12057, 


12036. 


. 12119 










Seq. No. 


25240 








Seq. ID 


OJ990624 


_17.9B19 


,C4 


Gene No. 


52345 








Strand 








Start' .' 


15026 








End 


18923 






Name 


OJ990624 17.9B19.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10900 






* ■ 


End 


14591 






GI 


none 








Score 


78 






Exons 


10900 


. .11004, 


10927.' 


. 11010, 


10931. .11029, 10931 


. .11068, 






10932 


. .11042, 


11470. 


. 11655, 


11514. .11672, 11515 


. . 11655, 






11520 


. .11660, 


11765. 


. 11803, 


11775. .118 


70, 11775 


. .11870, 






11776 


. .11874, 


11836. 


1 1 fi74 


11992. . 12138, 11992 


. .12063, 






12036 


. .12134, 


12280. 


. 12399, 


12281. .12397, 12400 


. .12471, 






12401 


. .12472, 


12430. 


. 12474 , 


12594. .12758, 12596 


. .12790, 






12683 


. .12763, 


12863. 


. 1294 6, 


12865. .12960, 12865 


. .12942, 






13182 


. .13268, 


13182. 


13268 


13183. .13269, 13360 


. .13407, 






13361 


. .13411, 


13362. 


. 13412, 


13609. .13653, 13610 


. .13654, 






13610 


. .13660, 


13673. 


. 13831, 


13755. .13835, . 13755 


. .13835, 






13982 


. .14011, 


13983. 


.14012, 


14092. .14202, 14093 


. .14206, 






14301 


. .14429, 


14315. 


.14428, 


14547. .14591 






Seq. No. 


25240 








Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 








Strand 








Start 


15026 








End 


18923 






Name 


OJ990624 17.9B19.C4. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


10928 








End 


14425 






GI 


none 








Score 


96 






Exons 


10928 


. .11029, 


11511. 


.11669, 


11515. .11658, 11764 


. .11826, 






11780 


. .11803, 


11803. 


.11874, 


11835. .11864, 11992 


. .12138, 






11992 


. .12063, 


12036. 


.12134, 


12280. .12471, 12281 


. .12472, 






12594 


. .12758, 


12596. 


.12754, 


12863. .12946, 12865 


. .12942, 






13179 


. .13268, 


13183. 


.13269, 


13363. .13407, 13610 


. .13657, 






13649 


. .13834, 


13764. 


.13835, 


14095. .14202, 14313 


. .14423, 






14321 


. .14425 














Seq. No. 


25240 








Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 








Strand 








Start 


15026 








End 


18923 






Name 


OJ990624_17.9B19.C4. 


o3 . ts 


Method 


TBLASTX: 


Soybean 





25292 



Start 


12307 




End 


14396 






C T 


none 




Score 


140 






Exons 


12307. .12435, 12335. 


.12436, 


12594. .12632, 12732 


. .12758, 






12863. .12943, 12865. 


.12942, 


13182. .13268, 13183 


. .13269, 






13362. .13403, 13363. 


.13407, 


13608. .13658, 13613 


. .13657, 






13733. .13831, 13761. 


.13835, 


13764. .13835, 13917 


. .14012, 






14094. .14198, 14095. 


.14202, 


14301. .14396, 14318 


. .14389 




Seq. No. 


25240 




Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 




' Strand 








Start 


15026 




End 


18923 






Name " 




o9.gp 


Method 


AAT/GAP 






Start 


14901 




End 


15807 






GI 


75839 1.R1084 




Score 


1331 






Exons 


14901. .15359, 15449. 


.15601, 


15699. .15807 






GI Descrip. 


, 6016691/gb|AAF01518 


. 1|AC009991_14 1. 


Oe-35 (AC009991) unknown 




protein [Arabidopsis 


thaliana] ' 








Seq. No. 


25240 




Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 




Strand 








Start 


15026 




End 


18923 






Naine 


OJ990624 17.9B19.C4. 


o4 . np 


Method 


AAT/NAP 






Start - 


15020 




End 


18559 






GI 


6016691 




Score 


720 






Exons 


15020. .15359, 15449. 


.15601,. 


15699. .15898,. 15992 


. .16169, 






18309. .18559 












GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


25240 




Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 




Strand 








Start 


15026 




End 


18923 






Name 


OJ990624 17.9B19.C4. 


o2 . gs 


Method 


GENSCAN 






Start 


15026 




End 


18923 






GI 


none 




Score 


.73 






Exons 


15026. .15359, 15530. 


.15601, 


15699. .15898, 15992 


. .16169, 






16559. .16644, 17139. 


.17253, 


17406. .17588, 18309 


. .18648, 






18818.. 18923 












Seq. No. 


25240 . 




Seq. ID 


OJ990624 


_17.9B19 


• C4 


Gene No . 


52345 




Strand 








Start 


15026 




End 


18923 






Name 


OJ990624 17.9B19.C4. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


15026 




' End 


15358 






GI 


none 




Score 


144 






Exons 


15026. .15133, 15155. 


.15358 










Seq. No. 


25240 




Seq. ID 


OJ990624 


_17.9B19 


.C4 


Gene No. 


52345 




Strand 








o car U 


15026 




End 


18923 






Name 


OJ990624 17.9B19.C4. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15029 




End 


15748 






GI 


none 




Score 


79 






Exons 


15029. .15277, 15039. 


.15110, 


15302. .15361, 15448 


. . 15588, 






15704. .15748 












Seq. No. 


25240 




Seq. ID 


OJ990624 


JL7.9B19 


.C4 


Gene No. 


52345 




Strand 









25293 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



15026 End 
OJ990 624_17 . 9B1 9 . C4 . o2 . tm Method 

15029 . End 
none Score 



18923 

TBLASTX: Maize 

18475 

83 



15029. .15226, 15051 .. 15095, 15305 .. 15361, 15448 15576, 
15701. .15796, 15722. .15772, 15839 .. 15901, 15840 15899, 
16052. .16171, 16053. .16172, 18306. . 18455, 18308.. 18475 



25240 
52345 
15026 

OJ990624_17 . 9B19 . C4 . o3 . tc 
15448 
none 
15448, 
15840, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990624_17. 9B19.C4 
18923 

TBLASTX: Cress 

15889 

87 



15588, 15695. .15793, 15704 .. 15811, 15839 .. 15889, 
15881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No.V" . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25240 Seq. ID OJ990624_17.9B19.C4- 

52345 Strand 

15026 End 18923 

OJ990624_17.9B19.C4.ol0.gp Method AAT/GAP 

16748 End 17176 ■ 

LIB3475-004-P1-K2-A5 Score '219 

16748. .16890, 17143. .17176 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 

25240 Seq. ID OJ990624_17 . 9B19 . C4 

. 52345 Strand 
15026 End 18923 

OJ990624_17 . 9B19 . C4 . oil . gp Method AAT/GAP 
17097 End 17335 

LIB3475-004-P1-K2-A5 Score 384 

17097. .17335 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



25240 
52345 
15026 

OJ990624_17. 9B19 . C4 . o4 . ts 

18320 

none 

18320. . 18490, 18360.. 18476 



Seq. ID OJ990624_17.9B1.9.C4 
Strand 

End 18923 

Method TBLASTX: Soybean . 

End 18490 

Score 84 



Seq. ID OJ990624_17.9B19.C5 
Strand + 

1699 
AAT/GAP 
331 
459 



25241 
52346 
1 

0 J990 62 4_17 . 9Bi;9>C5 . ol . gp 
1 

7406_1.R1084 
1..210, 237. .331 

1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



End 

Method 

End 

Score 



25241 
52346 



Seq. ID OJ990624_17.9B19.C5 
Strand . + 



25294 




Start 


1 




End 


1699 


Name 


OJ990624 17.9B19.C5.ol. 


.gs 


Method 


GENS CAN 


Start 


223 


. End 


1699 


GI 


none 




Score 


.72 


Exons 


223. .272, 1538. .1699 








Seq. No. . 


25241 




Seq. ID 


OJ990624_17.9B19.C5 


Gene No. 


52346 




: ' Strand 


+ 


Start '"' 


1 




End 


1699 


Name 


OJ990624 17.9B19.CS.o2, 


• gp 


Method 


AAT/GAP 


Start 


1461 




End 


1613 


GI 


7406 1.R1084 




Score 


223 


Exons 


1461. .1613 








GI Descrip. 


' 1122315/emb | CAA63901 | 


7.0e- 


•10 (X94191) 


heat shock protein 17.0 




[Pennisetum glaucum] ' 









Seq. No. 25241 Seq. ID OJ990624_17 . 9B19 . C5 

Gene No. 52347 Strand 

Start 831 End 940 

Name OJ990624_17 . 9B19 . C5 . ol . np Method AAT/NAP 

Start 831 End 940 

GI ■ 5441880 Score 164 

Exons 831.. 940 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


25241 


Seq. ID 


OJ990624 


_17.9BL9.C5 


Gene No. 


52348 


Strand 






Start 


872 


End 


1629 




Name 


OJ990624 17.9B19.C5.o2. 


np Method 


AAT/NAP 




Start 


872 


End 


1629 




GI 


6721543 


Score 


112 




Exons 


872. .988, 1502. .1629 








GI Descrip. 


(AP001073) hypothetical 


protein . [Oryza 


sativa] 




Seq. No. 


25241 


Seq. ID 


OJ990624 


_17. 9B19.C5 


Gene No. 


52349 


- Strand 






Start > 


2334 


End 


5803 




Name 


OJ990624 17.9B19.C5.o2. 


gs Method 


GEN SCAN 




Start 


2334 


End 


5803 




GI 


none 


Score 


.58 




Exons 


2334.. 2679, 2911.. 3069, 


3244..3469, 3526.. 3701, 


3767. .4165, 




5554. .5803 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



25241 Seq. ID 

52349 Strand 
2334 End 

OJ990624JL7. 9B19 . C5 . o3 . np - Method 
2340 End 
3420050 Score 



OJ990624_17.9B19.C5 

5803 
AAT/NAP 
5053 
810 



2340. .2705, 2911. .3069, 3244. .3422, 3530. .3701, 3767. .3944, 
4895. .5053 

(AC004680) hypothetical protein [Arabidopsis thaliana] 



25241 
52349 



Seq. ID OJ990624_17. 9B19.C5 
Strand 



25295 




Start 


2334 








End 


5803 




Name 


Ci TQQH694 1 7 


QR1 Q 






Method 


TBLASTX: 


C r\ \r\~\ o r"i 


Start 


2347 








End 


3882 




GI 


none 








Score 


98 




Exons 


2347. .2412, 


2367 


• ,2411, 


2454. 


.2561, 2910.. 3068, 


2914. .3030 




3238. .3321, 


3240 


. .3320, 


3330. 


.3425, 3331.. 3435, 


3533. .3703 




3606. .3704, 


3766 


. .3882, 


3767. 


.3871 






SeqV No. 


25241 ■ ' ^ 


• • 1 






Seq. ID 


OJ99062'4 


_17.9B19.C5 


Gene No. 


52349 








Strand 






Otail. 










End 


5803 




Name 


OJ990624 17 


.9B19 


.CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2940 








End 


3882 




GI 


none 








Score 


61 




Exons 


2940. .3068, 


2941 


. .3033, 


3238. 


.3423, 3240.. 3425, 


3533. .3703 




3606. .3704, 


3766 


. .3882 










Seq. No. 


25241 








Seq. ID 


OJ990624 


_17.9B19.C5 




R9 Q 








Strand 






Start 


2334 








End 


5803 




Name 


OJ990624 17 


.9B19 


.CS.ol. 


tw 


Method 


TBLASTX.: 


Wheat 


Start 


3246 








End 


3810 




GI 


. none 








Score- 


73 




Exons 


3246. .3332, 


3375 


. .3422, 


3536. 


.3703, 3564.. 3704, 


3766. .3810 


Seq. No. 


25241 








Seq." ID 


OJ990624 


_17. 9B19.C5 


Gene No. 


52349 








Strand 






o rar r. 










End 


5803 




Name 


OJ990624 17 


.9B19 


.CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3596 








End 


4047 




GI 


none 








Score 


170 




Exons 


3596. .3703, 


3600 


. .3704, 


3764. 


.3883, 3765.. 3848, 


3766. .3951 




3767. .3955, 


3949 


. .3996, 


3950. 


.3997, 3982.. 4047 




Seq. No. 


25242 








Seq. ID 


OJ990624 


_17.9B19.C6 


OtJIlC LNU. 


^9^sn 

JJU 








Strand 


+ 




Start 


61 








End 


258 




Name 


OJ990624 17 


. 9B19 


-C6.ol. 


gs 


Method 


GENS CAN 




Start " 


61 








End 


258 ' 




GI . 


none 








Score 


1 




Exons 


61. .258 . 














Seq. No. 


25242 








Seq. ID 


OJ990624 


_17. 9B19.C6 


Hon d NT /~\ 










Strand 


+ 




Start 


1505 








End 


3426 




Name 


- OJ990624 17 


. 9B19 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


1505 








End 


3426 




GI 


none 








Score 


.44 




Exons 


1505. . 1589, 


2547 


. .2705, 


2739. 


.2996, 3094.. 3320, 


3334. .3426 


Seq. No. 


25242 








Seq. ID 


OJ990624 


_17. 9B19.C6 


Gene No. 


52351 








Strand 


+ 




Start 


1505 








End 


3426 




Name 


OJ990624 17 


.9B19.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2817 








End 


2936 




GI 


5777617 








Score 


80 




Exons 


2817. .2936 















25296 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25242 
52352 
6464 

OJ990 62 4_17 . 9B19 . C6 . o3 . gs 

64 64 • /'.. 

. none 
6464'. 
11281 
13387 
17227 



Seq. ID OJ990624_17.9B19.C6 
Strand + 
End 23707 
Method GEN SCAN 
• End, 23707 

*" ■■" - - r -\ '. Score' ■• '.-63 i,. .' . " 

6644, 6819. . 6893, 7754. .7881, 7 9-99 .. 8090 '/ 10592 10697 , 



11345, 11487. .11585, 12402, 

13453, 14278. .14446, 15113. 

17310, 17489. .17793, 19814. 

21517. .21606, 21712. .21778, 22051. 

23291. .23428, 23519.. 23707 



,12510, 13214. .13300, 

.15248, 16306. .16422, 

.19934, 20775. .21406, 

.22236, 22338. .22418, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25242 
52352 
64 64 

OJ990624_17.9B19.C6.o4 .np 
6499 
1657619 

6499. .6641, 6819. .6893, 7754, 
.3213. .9269^.9359. .9392, 9651, 
10620. .10697, 11281. .11345, 
12402. .12510, 12579. .12651, 
13387. .13453, 13541.. 13665 
(U72504) G5p [Arabidopsis thaliana] gi | 3068710 | gb | AAC14410 . 1J 
(AF049236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7881, 7999. 

.9731, 9848. 
11487. . 11585, 
12747. . 128,40, 



OJ990624_ 
+ 

23707 
AAT/NAP 
13665 
1274 

8090, 
9954, 
11730, 
13214, 



17.9B19.C6 



8208. 
10441 



.8265, 
. .10527, 



,11829, 



Seq. No. 


25242 


Seq. ID 


OJ990624_17.9B19. 


C6 


Gene No. 


52352 


Strand 


+ 




Start 


6464 


End 


23707 




Name 


OJ990624 17.9B19.C6.o3.gp 


Method 


AAT/GAP 




Start 


12715 


End 


13152 




GI 


3760383 


Score 


784 




Exons 


12715. .13152 








Seq. No. 


25242 * 


Seq. ID 


OJ990624_17.9B19. 


C6 


Gene No. 


52352 


Strand 


+ 




Start 


6464 


End 


23707 




Name 


OJ990624 17.9B19.C6.o4.gp 


Method 


AAT/GAP 




Start 


15140 " 


End 


15870 




GI 


uC-osflcypl'56a09bl 


Score 


980 




Exons 


15140. .15248, 15343. .15405, 15508. .15870 




GI Descrip. 


' 2326760/emb | Y14 434 | MTTANAD2X 


0.0e+00 


Triticum aestivum 






mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY gene' 




Seq. No. 


25242 


Seq. ID 


OJ990624_17.9B19. 


C6 


Gene No. 


52352 . 


Strand 


+ 




Start . 


6464 


End 


23707 




Name 


OJ990624 17.9B19.C6.o5.gp 


Method 


AAT/GAP 




Start 


20813 


End 


21088 




GI 


uC-osflm202107g06bl 


Score 


512 




Exons 


20813. .21088 









GI Descrip. ' 2446995/dbj | D63953 | D63953 3.0e-16 Zea mays FAD 8 mRNA for fatty 
acid desaturase, partial cds 1 



25297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons' 



GI Descrip. 



17.9B19.C6 



25242 Seq. ID 

52352 Strand 
64 64 End 
0 J990624_17 . 9B19 . C6 . o5 . np Method 
21025 End 
2446996., Score 
21025. /2'1 12 "8,. 21157. .21406, 2151.1. 
21857". '.21949, 22051 . .22236, 223381 
23519. .23704 

(D63953) fatty acid desaturase [Zea mays] 

gi I 2447000 | dbj |BAA22442| (D84409) fatty acid desaturase 

mays] 



OJ990624_ 
+ 

23707 
AAT/NAP 
23704 
165,0 

21606, '21712. -.21.778,. 
22418, 23291. .23-428, 



[Zea 



Seq. No. 


25242 


Seq. ID 


OJ990624_17.9B19 


.C6 


Gene No. 


52353 


Strand 






Start 


816 


End 


1233 




Name 


OJ990624 17.9B19.C6.o2.gp 


Method 


AAT/GAP 




Start 


816 


End 


1233 




GI 


- 2799908 


Score 


577 




Exons 


816. .916, 951. .1233 








GI Descrip. 


2149018/gb|U70541|OSU70541 1 


.Oe-23 Oryza sativa. putative 




ADP-glucose pyrophosphorylase subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds 




Seq. No. 


25242 


Seq. ID 


OJ990624JL7.9B19 


.C6 


Gene No. 


52354 


Strand 






Start 


4114 


End 


5422 




Name 


OJ990624 17.9B19.C6.o3.np 


Method 


AAT/NAP 




Start 


4114 


- End 


5422 




GI 


5777617 


Score 


69 




Exons 


4114. .4211, 5401. .5422 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza 


sativa] 




Seq. No. 


25242 


Seq. ID 


OJ990624_17.9B19 


.C6 


Gene No. 


52355 


Strand 






Start 


6446 


End 


6910 




Name 


OJ990624 17.9B19.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


6446 


End 


6910 




GI 


none 


Score 


209 




Exons 


6446.. 6640, 6568.. 6639, 6817 


. .6897, 6818. .6910 




Seq. No. 


25242 


Seq. ID 


OJ990624_17.9B19 


.C6 


Gene No. 


52356 


Strand 






Start 


6818 


End 


13683 




Name 


OJ990624 17.9B19.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


6818 


End 


13671 




GI 


none 


Score 


85 




Exons 


6818. .6895, 7746. .7874, 7747 


. .7881, 7810. .7884, 7981. .8 


088, 




7998.. 8090, 9210.. 9272, 9626 


..9733, 9846. .9956, 9847. .9957, 




10440. .10526, 10441. .10527, 


10598. .10666, 10620. .10697, 






11274. .11348, 11278. .11358, 


11484 . . 11594, 11485. .11595, 






11730. .11825, 11731. .11829, 


12398. .12460, 12574 12648 , 






12575. .12652, 12744 .. 12842, 


12745. .12840, 13211 13276, 






13212. .13265, 13387 .. 13452, 


13389. .13442, 13542 13670, 






13543. .13671 









25298 



Seq. No. 25242 . Seq. ID 

Gene No. 52356 Strand. 

Start 6818 End 

Name OJ990624_17 . 9B19 . C6 . 06 . tm Method 

Start 8199 End 

GI none Score ■ 
Exons 



OJ990624_17.9B19.C6 
13683 

TBLASTX: Maize 

9942 

96 



8199. .8264, 82,00 8292, 8203. .8268, 9213. .9245, 9362. .9412, 
9651. -.9731, '9652. .9 ; 738, 9653^.9733, 9846. .9941, 984.6. .9941, 
9847. .9942 \ 



Seq. No. 25242 Seq. ID 

Gene No. 52356 Strand 

Start 6818 End 

Name OJ990624_17 . 9B19 . C6 . o2 . tm Method 

Start 10644 End 

GI none Score 

Exons 10644. .10697, 11278 11370, 11284. 

11477. .11593, 11484, .11594, 11485. 



OJ990624_17.9B19.C6 
13683 

TBLASTX: Maize 

11595 

76 



,11370, 
,11595 



11288. .11371, 



Seq. No. 25242 
Gene No. 52356 
Start 6818- 

Name OJ990624_17 . 9B19 . C6 . o4 . tm 

Start 12578 
GI none 

Exons 12578. .12652, 12580 12648, 

12744. .12842, 12745 .. 12840, 
13202. .13285, 13204 13284 , 
13212. .13298, 13332 .. 13451, 
13387. .13452, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990624 17.9B19.C6 



13683 

TBLASTX: Maize 
13452 
105 

12598. .12669, 12741 .. 12833, 
12749. .12877, 12749 .. 12853, 
13207. .13293, 13211 .. 13297, 
13364. .13426, 13386 .. 13445, 



13387. .13452 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25242 
52356 
6818 

OJ990624_17 . 9B19 . C6 . o7 . tm 

13552 

none 



Seq. ID OJ990624_17.9B19.C6 
Strand 
End 

Method 
End 
Score 



13683 

TBLASTX: Maize 

13683 

186 



13552. .13683, 13554 .. 13676, .1357 1 13678 



25242 
52357 
14613 

OJ990624_17. 9B19 . C6 . o3 . tm 
14613 



none 
14613. 
15117. 
15505. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990624 17.9B19.C6 



15625 

TBLASTX: Maize 
15625 
44 

14982, 
15402, 

15609, 15505. .15609, 15506.. 15625 



,14645, 14737. .14895, 14 94 9 .. 15041 , 14965, 
,15248, 15137. .15253, 15155 .. 15250, 15343, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



25242 Seq. ID 

52358 Strand 

21204 End 

. OJ990624_17 . 9B19 . C6 . ol . tc Method 

21204 End 

none Score 



OJ990624_17.9B19.C6 
23710 

TBLASTX: Cress 

23682 

250 



21204. .21404, 21212 .. 21271, 21222 21404 , 21344 .. 21406, 
21517. .21606, 21518. .21607, 21712 .. 21777 , 21713 .. 21781, 



25299 



21857. .21949, 22024 22233, 22046 . . 22195,- 22056 22217 , 
22060. .22239, 22337.-22426, 22338 .. 224 18 , 23290 .. 23427 , 
23291. .23446, 23518 .. 23682, 23519.. 23677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25242 
52358 
■21204 

OJ990624_17: 9B19.C6.pl. ts 
21204 
none 
21204 
21517 
21857 



21404, 21210. 

21603, 21518. 

21949, 21862. 

22337. .22426, 22338. 

23290. .23427, 23291. 

23519. .23572, 23549. 



.21404, 
.21607, 
.21954, 
.22418, 
.23446, 
.23698, 



25242 
52358 
21204 

OJ990624_17. 9B19 . C6 . ol . tm 
21517 
none 
21517. 
21713. 
22023. 
22339. 



.21603, 21518. .21607, 

,21781, 21856. .21948, 

.22238, 22024. .22239, 

.22419, 22340. .22426, 

23291. .23446, 23509 .. 23709, 



Seq. ID 
Strand 
End 

-.Meth.od 
End 
Score 



OJ990624 17.9B19.C6 



23710 

TBLASTX : Soybean 
.23698 
268 

21344 . .21406, 21501 .. 21563, 
21712. .21777, 217 13 21781 , 
22024 . .22239, 22056 .. 22235 , 
22339. .22419, 22340 22420 , 
23518. .23571, 23519 23575, 
23569. .23688, 23618.. 23689 



Seq. ID 
Strand. 
End 

Method 
End 
Score 

21704 

21857 

22338 

23289 

23519 



OJ990624 17.9B19.C6 



23710 

TBLASTX: Maize 
23710 

156 ■ ' 
21778, 21712. .21780, 
21949, 21863. .21949, 
22418, 22338. .22421, 
23429, 23290. .23427, 
23707, 23519.. 23710 



OJ990624 17.9B19.C6 



25242 Seq. ID 

52358 Strand 

21204 End 

OJ990624_17.9B19.C6.ol.tw Method - 

22123 End 

none Score 

22123. .22239, 22128 22235, 22129 .. 22239, 22130 

22337.. 22426, 22338.. 22418, 22339 .. 224 19, 23290 

23290. .23421, 23291. .23446, 23512 .. 23559, 23518 
23519. .23560 < 



23710 

TBLASTX: Wheat 
23562 
179 



.22240, 
.23427, 
.23562, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25243 Seq. ID. 

52359' Strand 

1 End 

OJ990624_17 . 9B19 . C8 . ol . np Method 

1 End 

3859534 Score 
1..42, 158. .292, 393.-473 

(AF095452) asparagine synthetase [Arabidopsis thaliana] 



OJ990624_17.9B19.C8 
+ 

473 

AAT/NAP 
473 
206 



25243 Seq. ID 

52359 Strand 

1 End 

0 J9 90 62 4_17 . 9B1 9 . C8 . ol . gs Method 

266 End 

none Score 

266..292, 393..473 



OJ990624__17.9B19.C8 
+ 

473 

GENSCAN 

473 

.84 



25300 



Seq. No. 25244 

Gene No. 52360 

Start 1 

Name OJ990624_17 . 9B19.C9. ol .np 

Start 1 

GI 1351989 

Exons 1. .191, 277 
GI Descrip. 



OJ990624 17.9B19.C9 



Seq. ID 
Strand 
End 593 
Method AAT/NAP 
End 593 
Score 259 

363, 451.. 593 
ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 
(GLUTAMINE-DEPENDENT ASPARAGINE SYNTHETASE) 

gi I 984262 |emb|CAA58052| (X82849) asparragine synthetase [Zea 
mays] 



Seq. No. 


25244 










Seq. ID 


OJ990624 


_17.9B19.C9 


Gene No. 


52360 










Strand 


- 




Start 


1 










End 


593 




Name 


* OJ990624 


_17. 


9B19. 


C9.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


84 










End 


556 




GI 


none 










Score 


72 




Exons 


84. .191, 


88. 


.192, 


274 . 


.369, 


451. .522, 


455. .556 




Seq. No. 


25244 










Seq. ID 


OJ990624 


_17.9B19.C9 


Gene No. 


52360 










Strand 


- 




Start 


1 










End 


593 




Name 


OJ990624 


JL7. 


9B19. 


C9.ol 


.gs 


Method 


GENS CAN 




Start 


84 










End 


531 




GI 


none - 










Score 


.97 




Exons 


84. .191, 


451 


. .531. 










Seq. No. 


25244 










Seq. ID 


OJ990624 


_17.9B19.C9 


Gene No. 


52360 










Strand 






Start 


1 










End 


593 




Name 


OJ990624 


_17. 


9B19. 


C9.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


84 










End 


529 




GI 


none 










Score 


78 




Exons 


84. .191, 


85. 


.192, 


85. . 


216, 


274. .369, 


451. .516, 


452. .529 


Seq. No. 


25244 










Seq. ID 


OJ990624 


_17.9B19.C9 


Gene No. 


52360 










Strand 






Start 


1 










End 


593 




Name 


OJ990624 


_17. 


9B19. 


C9.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


84 










End 


553 




GI 


none 










Score 


77 




Exons 


84. .191, 


88. 


.192, 


274. 


.369, 


451. .525, 


451. .522, 


455. .553 



Seq. No. 25245 Seq. ID 

Gene No. 52361 Strand 

Start 246 End 

Name OJ990624JL7 . 9B19 . C10 . ol . gs Method 

Start 246 End 

GI none Score 

Exons 246.. 1786, 1829.. 2115, 2304 
3791. .3999, 4105. .4129 



OJ990624_17 . 9B19.C10 
+ 

4137 
GENSCAN 
4129 
.64 

.2319, 2666. .2756, 2848;.3705, 



Seq: No. 25245 

Gene No. 52361 

Start 246 

Name OJ990624_17 . 9B19 .C10 . ol .np 



Seq. ID OJ990624_ 

Strand + 

End 4137 

Method AAT/NAP 



17. 9B19.C10. 



25301 




Start 1008 End 4137 

GI 6815062 Score 2317 

Exons 1008.. 2521, 2693.. 2756, 2848.. 3705, 3791.. 4031, 4090.. 4137 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



Seq- No. 


- 25245 








Seq.. ID 


OJ990624_17.9B19. 


C10 


Gene No. 


52361 








Strand 


+ 




btart 


O A £ 










ft 1 O / 




Name 


OJ990624 17 


.9B19. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1050 








End 


1616 




GI 


none 








Score 


139 




Exons 


1050. .1199, 


1226. 


.1594, 


1227. 


.1616 






Seq. No. 


25245 








Seq. ID 


OJ990624 17.9B19. 


C10 


Gene No. 


52361 








Strand 


+ 




Start 










End 


4137 




Name 


OJ990624 17 


.9B19. 


C10.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


1743 








End 


2021 




GI 


none 








Score 


182 




Exons 


1743. .2021 














Seq. No. 


25245 








Seq. ID 


OJ990624_17.9B19. 


C10 


Gene No. 


52361 








Strand 


+ 




Start 


Z4 o 








End 


4137 




Name 


OJ990624 17 


.9B19. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3048 








End 


3552 




GI 


none 








Score 


99 




Exons 


3048. .3173, 


3049. 


.3183, 


3214. 


.3552, 3214. .3468, 3258. .3548 


Seq. No. 


25245 








Seq. ID 


OJ990624_17.9B19. 


C10 


Gene No. 


52361 








Strand 


+ 




otart 


o a a 








End 


4137 




Name 


OJ990624 17 


.9B19. 


C10.o3*;tm 


Method 


TBLASTX: Maize 




Start 


3797 








End 


4000 




GI 


none 








Score 


225 




Exons 


3797. .4 000, 


3841. 


.3999, 


3884. 


.4000 






Seq. No. 


25246 "■" 








Seq. ID 


OJ990624_17.9B19. 


Cll 


Gene No. 


52362 








Strand 


+ 




start 


1 / 








End 


523 




Name 


OJ990624 17 


.9B19. 


Cll.ol 


.gs 


Method 


GEN SCAN 




Start 


17 








End 


523 




GI 


none 








Score 


.79 




Exons 


17. .40, 150 


. .523 












Seq. No. 


25247 








Seq. ID 


OJ990624_17.9B19. 


C12 


Gene No. 


52363 








Strand 






Start 


1850 








End 


2236 




Name 


OJ990624 17 


.9B19. 


C12.ol 


. gs 


Method 


GENSCAN 




Start 


1850 








End 


2236 




GI 


none 








Score 


.45 




Exons 


1850. .1981, 


2180. 


.2236 










Seq. No. - 


25248 








Seq. ID 


OJ990624_17.9B19. 


C13 


Gene No. . 


52364 








Strand 


+ 





25302 




Start 


1 




End 


554 






Name 


OJ990624 17.9B19. 


C13.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


227 






GI 


LIB3434-008-P1-K1 


-B7 


Score 


216 






Exons 


1..46, 147. .227 












GI Descrip. 


'3859534 1.0e-41 


(AF095452) 


asparagine 


synthetase [Arabidop; 




thaliana] ' 












Seq. No. 


25248^ 




. Seq. ID 


OJ990624 


_17.9B19 


C13 


Gene No. 


52364 




Strand 


+ 






Start 


1 




End 


554 






Name 


OJ990624 17.9B19. 


C13.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


554 






GI 


1076790 




Score 


259 






Exons 


1..46, 147. .227, 


315. .401, 


487. .554 








GI Descrip. 


asparragine synthetase - maize (fragment) 






Seq.. No. 


25248 




Seq. ID 


OJ990624 


17.9B19 


C13 


Gene No. 


52364 




Strand 


+ 


■ 




Start 


1 




End 


554 






Name 


OJ990624 17.9B19. 


C13 . ol . gs 


Method 


GENSCAN 






Start 


20 




End 


540 






GI 


none 




Score 


.86 






Exons 


20. .46, 147. .227, 


487 . . 540 










Seq: No. 


25248 




Seq. ID 


OJ990624 


_17.9B19 


C13 


Gene No. 


52365 




Strand . 


+ 






Start 


481 




End 


554 






Name 


OJ990624 17.9B19. 


C13.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2 




End 


552 






GI 


none 




Score 


61 






Exons 


2. .49, 149. .226, 


162. .227, 


309. .404, 487. .552 






Seq. No. 


25248 




Seq. ID 


OJ990624 


. 17.9B19 


C13 


Gene No. 


52365 




Strand 


+ 






Start 


481 




End 


554 






Name 


OJ990624 17.9B19. 


C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5 




End 


552 






GI " 


none 




Score 


67 






Exons 


5.. 4 9, 7.. 54, 68. 


.223, 156. 


.227, 309.. 


404, 487. 


.552 




Seq. No. 


25248 




Seq. ■ ID 


OJ990624 


_17.9B19 


C13 


Gene No. 


52365 




Strand 


+■ 






Start 


481 




End 


554 






Name 


OJ990624 17.9B19. 


C13.ol.ts 


Method 


TBLASTX: 


Soybean 




Start • 


5 




End ■ 


552 






GI 


none 




Score 


64 






Exons 


5. .49, 125. .223, 


153. .227, 


156. .227, 309. .404, 


487. .552 




Seq. No. 


25248 




Seq. ID 


OJ990624 


_17.9B19 


C13 


Gene No. 


52365 




Strand 


+ 






Start 


481 




End 


554 






Name 


OJ990624 17.9B19. 


C13.o2.gp 


Method 


AAT/GAP 






Start 


481 




End 


554 






GI 


21403 1.R1084 




Score 


110 






Exons 


481. .554 












GI Descrip. 


•1351989/spl P49094 |ASNS_MAIZE 3.0e-30 


ASPARAGINE SYNTHETASE 



25303 




[GLUTAMINE-HYDROLYZING] (GLUTAMINE-DEPENDENT AS PARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X82849) asparragine 
synthetase [Zea mays] 1 



Seq. No. 


25249 


Seq. ID 


OJ990714_13.9B05.C3 


Gene No. 


52366 


Strand 


+ 


Start 


623 


End 


934 


Name 


OJ990714 13.9B05.C3.ol..gs 


Method 


" GENSCAN ' • 


Start 


623 


End 


934 


GI . 


none 


Score 


.93 


Exons 


623. .934 






Seq. No. 


25249 


Seq. ID 


OJ990714_13.9B05.C3 


Gene No. 


52367 


Strand 




Of -i ■*-+- 

b tart 


3884 


End 




Name 


OJ990714 13.9B05.C3.ol.np 


Method 


AAT/NAP 


Start 


2584 


End 


5396 


GI 


. 6069646 


Score 


921 . 


Exons 


2584. .3567, 3849. .4702, 5166. 


.5396 




GI Descrip. 


' (AP000616) similar to putative reverse 


transcriptase ( AC005315 ) 




[Oryza sativa] gi | 6907112 | dbj | BAA90 63 9 


. 1| (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelemerit 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


25249 


Seq. ID 


OJ990714_13.9B05.C3 


Gene No. 


52367 


Strand 




Start 


3884 


End 


5396 


Name 


OJ990714 13.9B05.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


2858 


End 


3172 


GI 


none 


Score 


105 


Exons 


2858. .3172, 2898. .3128 







Seq. No. 25249 ^ Seq. ID 

Gene No. 52367 Strand 

Start 3884 End 

Name OJ990714_13 . 9B05 . C3 . o5 . tm Method 

Start ' 3289 End 

GI none Score 

Exons 3289.. 3384, 3391.. 3603, 3392.. 3571- 



OJ990714_13.9B05.C3 
5396 

TBLASTX: Maize 

3603 

101 



Seq. No. 25249 

Gene No. 52367 

Start 3884 

Name OJ990714_13 . 9B05 . C3 . ol . ts 

Start 3491 

GI none 

Exons 3491.. 3589, 3499.. 3591, 3627. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_13.9B05.C3 
5396 

TBLASTX: Soybean 
4006 ■ 
89 

.3653, 3657.. 3818, 3938.. 4006 



Seq. No. 25249 

Gene No. 52367 

Start 3884 

Name OJ990714_13 . 9B05 . C3 . ol . tw 

Start 3547 

GI none 

Exons 3547.. 3585, 3591.. 3671, 3684, 



Seq. ID OJ990714_13.9B05.C3 
Strand 

End 5396 

Method TBLASTX : Wheat 

End 3988 • 

Score 126 

.3923, 3697.. 3945, 3932.. 3988 



25304 



Seq. No. 


25249 








Seq. ID 


OJ990714_13.9B05 


.C3 


Gene No. 


52367 








Strand 






Start 


3884 








End 


5396 




Name 


OJ990714 13. 


9B05 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3621 








End 


4237 






none 








Score 


58 




Exons 


3621. .3671, 

t, \ 


3627 


. .3923, 


3628. 


.3684, 3802.. 3906, 3932.. 4237 


Seq. No. 


2524 9 








C Q n T Pi 

oeq. iu 






Gene No. 


52367 








Strand 






Start 


3884 








End 


5396 




Name 


OJ990714 13. 


9B05 


.C3.o2. 


gs 


Method 


GEN SCAN 




Start 


3884 








End 


5224 




GI 


none 








Score 


.83 




Exons 


3884. .4609, 


4802 


. .5224 










Seq. No. 


25249 








Seq. ID 


OJ990714_13. 9B05 




Gene No. 










Strand 






Start 


3884 








End 


5396 




Name 


OJ990714 13. 


9B05 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4241 








End 


4667 




GI 


none 








Score 


96 




Exons 


4241. .4657, 


4242 


. .4439, 


4286. 


.4489, 4515. .4667 




Seq; No. 


25249 








Seq. ID 


OJ990714 13.9B05 


. Co 


Gene No. 


C O O *7 

52367 








Strand 






Start 


3884 








End 


5396 




Name 


OJ990714 13. 


9B05 


,C3.o2. 


tw 




X DijrlO J. ■ VV11CCI I— 




Start 


4412 








End 


4618 




GI 


none 








Score 


177 




Exons 


4412. .4618 














Seq. No. 


25249 








Seq. ID 


OJ990714_13.9B05 




Gene No. 


52367 








Strand 






Start 


3884 








End 


5396 




Name 


OJ990714 13. 


9B05 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4823 








End 


5269 




GI 


- none 








Score 


124 




Exons 


4823. .5269, 


4863 


. .5099, 


4934. 


.5254 






Seq. No. 


25250 








Seq. ID 


OJ990714_13.9B05 


C* A 


Gene No. 


02 ODO 








Strand 






Start 


7395 








End 


7696 




Name 


OJ990714 13. 


9B05 


.C4.o2. 


gs 


Method 


GENSCAN 




Start 


7395 








End 


'7696 




GI 


none 








Score 


.94 




Exons 


7395. .7528, 


7639 


. .7696 










Seq. No. 


25251 








Seq. ID 


OJ990714_13.9B05 


.C5 


Gene No. 


c o o a <\ 

52369 








Strand 






Start 


792 








End 


2006 




Name 


OJ990714 13. 


9B05 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


205 








End 


618 




GI 


none 








Score 


238 




Exons 


205. .618 














Seq. No. 


25251 








Seq. ID 


OJ990714_13.9B05 


.C5 



25305 




Gene No. 






Strand 






Start 


792 




End 


2006 




Name 


OJ990714 13.9B05.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


559 




End 


1031 




GI 


none 




Score 


72 




Exons 


559. .618, 652.. 813, 834 


. .1031 


, 868. .960 




Seq. No. 


25251 








.C5 


Gene No . 












Start 


792 




End 


2006 




Name 


OJ990714 13.9B05.C5.ol. 


gs 


Method 


GENSCAN 




Start 


792 






1916 

X J X \J 




GI 


none 






A 
* *± 




Exons 


792. .952, 1133. .1916 










Seq. No. 


25251 




c prr Tn 




.C5 


Gene No . 


jz joy 




O LI CtilU 






Start 


792 




End 


2006 




Name 


OJ990714 13.9B05.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1032 




End 


1475 




GI 


none . 




Score 


81 




Exons 


1032. .1475, 1053. .1331, 


1123. 


.1416 






Seq. No. 


25251 




Seq. ID 


OJ990714_13.9B05 


.C5 


Gene No . 


52369 




Strand 






Start 


/ yZ 




End 


2006 




Name 


OJ990714 13.9B05.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1209 




End 


2006 




GI 


none. 




Score 


120 




Exons 


1209.. 1235, 1230.. 1541, 


1231. 


.1551, 1536. .1994, 1537. .1710, 




1753.. 2001, 1779.. 2006, 


1898. 


.2002 






Seq. No. 


25251 




Seq. ID 


OJ990714_13.9B05 


.C5 


Gene No . 






Strand 






Start 


792 




End 


2006 




Name 


OJ990714 13.9B05.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1557 




End 


1899 




GI 


none 




Score 


90 




Exons 


1557.. 1709, 1558.. 1698, 


1710. 


.1895, 1753. .1899 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No . 


jzj / U 




Strand 


+ 




Start 


94 




End 


2249 




Name 


OJ990714 13.9B05.C6.ol. 


gs 


Method 


GENSCAN 




Start 


94 




End 


2249 




GI 


none 




Score 


.56 




Exons 


94. .115, 2077. .2249 










Seq. No. 


25252 




Seq. ID 


OJ990714_13. 9B05 


.C6 


Gene No . 


J£J / I 




Strand 


+ 




Start 


5717 




End 


7164 




Name 


OJ990714 13.9B05.C6.o2. 


gs 


Method 


GENSCAN 




Start 


5717 




End 


7164 




GI 


none 




Score 


.66 




Exons 


5717.. 5815, 6799.. 7164 










Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 



25306 



Gene No . 


jZj / ^ 




Strand 


+ 


Start 


8866 




End 


9306 


Name 


OJ990714 13.9B05.C6. 


ol.gp 


Method 


AAT/GAP 


Start 


8866 




End 


9306 


GI 


5004350 




Score 


855 


Exons 


8866. .9306 








Seq. No. 


25252 




Seq. ID 


OJ990714 


bene ino . 


O ^ 1 "3 




o Liana 


i. 

T 


Start 


21266 




End 


22517 


Name 


OJ990714 13.9B05.C6. 


o5 . gs 


Method 


GEN SCAN 


Start 


21266 




End 


22517 


GI 


none 




Score 


.79 


Exons 


21266. .21373, 22386. 


.22517 






Seq. No. 


25252 




Seq. ID 


OJ990714 


Gene No. 


52374 




Strand 


+ 




OCQ1 C 
4. 3 O 1 D 




End 


28991 


Name 


OJ990714 13.9B05.C6. 


o7 .gs 


Method 


GENSCAN- 


Start 


25815 




End 


28991 


GI 


none 




Score 


. 67 


Exons 


25815. .25833, 25968,. 


.27004, 


27091. .27394, 27428 




•27841. .28028, 2810f. 


,28293, 


28366. .28470, 28543 


Seq. No. 


25252 




Seq. ID 


■ OJ990714 


Gene No. 


52374 




Strand 


+ 


Start 


25815 




End 


28991 


Name 


OJ990714 13.9B05.C6. 


o2 .np 


Method 


AAT/NAP 


Start 


26120 




End 


28988 




6691716 




Score 


2356 


Exons 


26120. .27004, 27202. 


.27380, 


27462. .27768, 27855 




28104. .28207, 28358. 


.28470, 


28543. .28988 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6691717 | db j |BAA89397.1| 


(AP000570) 


hypothetic 




[Oryza sativa] 








Seq. No. 


25252 




Seq. ID 


OJ990714 


Gene No. 


52375 




Strand 


+ 


Start : 


35465 




End 


35619 . 


Name 


OJ990714 13.9B05.C6. 


o3 . gp 


Method 


AAT/GAP 


Start 


35465 




End 


35619 


GI 


uC-osflcyp!77g01al 




Score 


254 


Exons 


35465.. 35619 









, .27766, 
, .28991 

13.9B05.C6 



.28028, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



? 4884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



25252 Seq. ID 

52376 ' Strand 

9234 End 

OJ990714_13 . 9B05 . C6 . o3 . gs Method 

9234 End 

none Score 



OJ990714_13.9B05.C6 

13081 
GENSCAN 
13027 
.8 



9234.. 9632, 10155 .. 10295, 10391 .. 104 65, 11194 .. 11382, 
11485. .11541, 11665. .1184 6, 12874. .13027 



Seq. No. 
Gene No. 



25252 
52376 



Seq. ID 
Strand 



OJ990714 13.9B05.C6 



25307 



Start 
Name 
. Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9234 End 13081 

OJ990714_13. 9B05.C6.ol.np Method AAT/NAP 

9237 End 130.81 

4982519 Score 479 

9237.. 9336, 9409.. 9538, 9566.. 9632, 10155 .. 10295, 10391. 

12874. .13081 

(AC000107) F17F8.25 [Arabidopsis thaliana] 



,10465, 



25252 
52376 
9234 

OJ990714_13. 9B05.C6.o2.gp 
11607 

94783_1.R1084 
11607. .12025 

* 41764 20/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] 1 



Seq. ID OJ990714_13.9B05.C6 
Strand 

End 13081 

Method AAT/GAP 

End 12025 

Score 815 



Seq. No. 

Gene No. 

Start 

Name 

■Sfeart 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25252 " Seq. ID 

52377 Strand 

23982 End 

OJ990714_13. 9B05.C6.o6.gs Method 

23982 End 

none Score 



OJ990714_13.9B05.C6 

24542 
GEN SCAN 
24542 
.54 



23982. .24100, 24243 .. 24398 , 24455.. 24542 



25252 Seq. ID 

52378 Strand 

29324 1 End 
OJ9907 14_13 . 9B05 . C6 . 08 . gs Method 
29324 End 
none Score 



OJ990714_13.9B05.C6 

40380 
GENSCAN 
40380 
.58 



29324. .32405, 32502 .. 35479, 37588 .. 37 661 , 38052 .. 38153, 
38414. .38450, 38567 .. 38 611 , 39624 .. 39703, 39801 .. 39851, 
39971. .40036, 40302.. 40380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25252 
52378 
29324 

OJ990714_13.9B05.C6.o3.np 

29360 

5922631 

29360. .31887, 32494 33417, 
34348. ..34557, 34792 35039, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
33544. .33695, 



OJ990714 13.9B05.C6 



40380 
AAT/NAP 
35422 
6681 

33738:. 34302, 



35298. .35422 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



25252 Seq. ID 

52378 Strand 

29324 End 

OJ990714_13. 9B05.C6.o4 . gp Method 

37888 End 



OJ990714_13. 9B05. C6 

40380 

AAT/GAP 

38002 



25308 



GI uC-osflcypl42d!0bl Score 204 

Exons 37888. .38002 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 25252 Seq. ID OJ990714_13 . 9B05 . C6 

Gene No. - 52378 Strand 

Start ,29324 End 40380 

Name OJ990714_13 . 9B05 . C6 . o5 .gp Method AAT/GAP 

Start 38061 End 40265 

GI 17481_1.R1084 Score 937 

Exons 38061. .38153, 38356 .. 38450, 38567 38611, 39624 .. 39703, 

39801. .39851, 39971 .. 40036, 40123. .40265 

GI Descrip. '3033396 8.0e-21 (AC004238) unknown protein [Arabidopsis 

thaliana] ' 



Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52378 




Strand 






Start 


29324 




End 


40380 




Name 


OJ990714 13. 9B05.C6, 


,o4 .np 


Method 


AAT/NAP 




Start 


38355 




End 


40038 




GI 


3033396 




Score 


170 




Exons 


38355. .38450, x385j67; 


. .38611, 


39624. .39703, 39801. .39851, 






39971. .40038 










GI Descrip. 


(AC004238) putative 


thioredoxin - [Arabidopsis thaliana] 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


'.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6, 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


12871 




End 


13035 




GI 


none 




Score 


118 




Exons 


12871. .13035, 12893, 


. .13033 








Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand' 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


.69. tw 


Method 


TBLASTX: Wheat 




Start 


26240 




End 


26530 




GI 


none 




Score 


221 




Exons 


26240. .26530 










Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6, 


,o5. tw 


Method 


TBLASTX: Wheat 




Start 


29336 




End 


29950 




GI 


none 




Score 


80 




Exons 


29336. .29473, 29459, 


. .29617, 


29672. .29950, 29688.-29789, 





29841. .29930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25252 

52379 

40883 

OJ990714 

29375 

none 



13.9B05.C6.o4.tm 



Seq. ID OJ990714_13.9B05.C6 
Strand 

End 41580 

Method TBLASTX: Maize 

End 29605 

Score 100 



25309 




Exons 


29375.-29476, 29376. 


.29477, 


29456. .29605, 29457.. 29516 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


29720 




End 


29993 




GI 


none 




Score 


56 




Exons 


29720. .29806, 29816. 


.29899, 


29829. .29903, 2988 6 .. 29993, 






29894. .29992 










Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o3. tw 


Method 


. TBLASTX : Wheat 




Start 


30065 




End 


30452 




GI 


none 




Score 


109 




Exons 


30065. .30250, 30065. 


.30451, 


30141.. 30452 




Seq,. No. 


25252 




Seq. ID' 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


30095 




End 


30457 




GI 


none 




Score 


67 




Exons 


-30095. .30142, 30096. 


.30143, 


30114. .30437, 30134 .. 30457 , 






'30147. .30437 










Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


30455 




End 


30754 




GI 


none 




Score 


133 




Exons 


30455. .30586, 30620. 


.30754 








Seq. No. 


25252 




Seq. ID 


OJ990714_13. 9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


30686 




End 


30940 




GI 


none 




Score 


193 




Exons 


30686. .30940 










Seq. No. 


25252 




Seq. ID 


OJ990714JL3. 9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


30770 




End 


31192 




GI 


none 




Score 


247 




Exons 


30770. .31192, 30780. 


.31184 








Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


30813 




End 


31201 





25310 




GI 


none 




Score 


128 




Exons 


30813. .31061, 30815 


. .31057, 


31097. .31201, 31107. .31193 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6 


.o8.t;w 


Method 


TBLASTX: Wheat 




Start ..vs. • 


31196 


End 


31478 




GI 


none 




Score 


68 




Exons 


31196. .31477, 31208 


.31342, 


31401. .31478 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


31316 




End 


31760 




GI 


none 




Score 


88 




Exons 


31316. .31342, ■ 31340 


.31483, 


31353. .314 


34, 31505. .31759, 






31506. .31760 










Seq. No. 


25252 




Seq. ID 


OJ990714JL3. 9B05 


.C6 


Gene No. 


conn 

52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


31427 




End 


31828 




GI 


none 




Score 


43 




Exons 


31427. .31828, 31461 


.31631, 


31668.. 31811 




Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


31482 




End 


31906 




GI 


none 




Score 


285 




Exons 


31482. .31862, 31487 


.31906 








Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


- 52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


31991 




End 


32347 




GI 


none 




Score 


214 




Exons 


31991. .32347, 32001. 


.32306 








Seq. No. 


25252 




Seq. ID 


OJ990714_13. 9B05 


.C6 


Gene No. 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


32021 




End 


32477 




GI 


none 




Score 


268 




Exons 


32021. .32476, 32022. 


.32477 








Seq. No. 


25252 




Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No, 


52379 




Strand 






Start 


40883 




End 


41580 




Name 


OJ990714 13.9B05.C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


32072 




End 


32437 





25311 



GI 


none 






Score 


138 




Exons 


32072 


. .32206, 32213. 


.32437 








Seq. No. 


25252 






Seq. ID 


OJ990714_13.9B05 


.C6 


Gene No. 


52379 






Strand 






Start 


40883 






End 


41580 




Name 


OJ990714 13.9B05..C6. 


o.6 . tw 


Method 


TBLASTX: Wheat 




Start 


32697 






End 


33154 




GI 


none 






Score 


154 




Exons 


32697 


..32933, 32699. 


.32929, 


32978. .33154 




Seq. No. 


25252 






Seq. ID 


OJ990714_13.9B05 


.C6 


Gene. No. 


52379 






Strand 






Start 


40883 






End 


41580 




Name 


OJ990714 13.9B05.C6. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


33731 






End 


34133 




GI 


none 






Score 


116 




Exons 


33731 


..34132, 33864. 


.34133 








Seq. No. 


25252 






Seq. ID 


OJ990714_13.9B05 


-C6 


Gene No. 


52379 






Strand 






Start 


40883 






End 


41580 




Name 


OJ990714 13.9B05.C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


38340 






End 


40032 




GI 


none 






"Score 


79 




Exons 


38340 


..38444, 38340. 


.38450, 


38362. .38 


451, 38568. .38627, 






39586 


..39702, 39620. 


.39706, 


39624. .39701, 39796 .. 39849, 






39797 


..39847, 39972. 


.40031, 


39975. .40028, 39976.. 40032 




Seq. No. 


25252 






Seq. ID 


OJ990714_13. 9B05 


.C6 


Gene No. 


52379 






Strand 






Start 


40883 






End 


41580 




Name 


OJ990714 13.9B05.C6. 


o9.gs 


Method 


GENSCAN 




Start 


40883 






End 


41580 




GI 


none 






Score 


.89 




Exons ■ 


40883 


..40938, 41508. 


.41580 









Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25253 
52380 
1 

OJ9907 14_13 . 9B05 . C7 . ol . gp 
1 

2312838 
1. .76 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ990714_13.9B05.C7 
Strand 

End 7 6 

Method AAT/GAP 

End 76 

Score 90 



25254 Seq. ID 

52381 Strand 

1606 End 

OJ9907 14_13 . 9B05 . C8 . ol . gs Method 

1606 End 

none Score 



OJ990714_13. 9B05.C8 
+ 

6752 
GENSCAN 
6749 
.62 



1606. .1797, 3638. .3925, 5198. .5812, 6653. .6749 



Seq. No. 
Gene No. 



25254 
'52381 



Seq. ID OJ990714_13. 9B05.C8 
Strand +. 



25312 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1606 End 6752 

OJ990714_13. 9B05.C8 .ol.np Method AAT/NAP 

3611 End 6752 

4760370 Score 1109 

3611. .3925, 5198. .5812, 6320. .6752 

(AF082565) ATP dependent copper transporter [Arabidopsis 
thaliana] gi | 4 760380 | gb | AAD29115 . 1 1 (AF091112) ATP dependent 
copper transporter" [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No. 


25254 


Seq. ID 


OJ990714 13.9B05.C8 


Gene No. 


52381 


Strand 


+ 


Start 


1606 


End 


6752 


Name 


OJ990714 13.9B05.C8.ol.tm . 


Method 


TBLASTX: Maize 


Start 


5240 


End 


5692 


GI 


none 


Score 


382 


Exons 


5240.. 5515, 5266.. 5514, 5558 


. .5692 




oeq . NO . 


25254 


Seq. ID 


n,TQQn71 4 1 ^ QRDR Tfi 


Gene No. 


52381 


Strand 


+ ~ 


Start 


1606 


End 


6752-.;^ 


Name 


OJ990714 13.9B05.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


6301 


End 


6478 


GI 


none 


Score 


264 


Exons 


6301.. 6456, 6305.. 6478, 6311 


. .6478 




Seq. No. 


25254 


Seq. ID 


OJ990714_13.9B05.C8 


Gene No. 


52381 


Strand 


+ 


Start 


1606 


End 


6752 


Name 


OJ990714 13. 9B05.C8.ol.gp 


Method 


AAT/GAP 


Start 


6307 


End 


6749 


GI 


uC-osroM202006b06bl 


Score 


855 


Exons 


6307. .6749 






GI Descrip. 


'4062935/dbj 1 AB003495 . 1 | AB003495 3.0e- 


14 Oryza sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds ? 


Seq. No. 


25254 


Seq. ID 


OJ990714_13.9B05.C8 


Gene No. 


52381 


Strand 


+ 


Start 


1606 


'• End 


6752 


Name 


OJ990714 13. 9B05.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


6543 


End 


6745 


GI 


none 


Score 


143 


Exons 


6543.. 6665, 6543. .6740, 6544 


..6744, 6545. .6745 


Seq. No. 


25255 


Seq. ID 


OJ990714_13.9B05.C9 


Gene No. 


52382 


Strand 


+ 


Start 


1 


End 


5486 


Name 


OJ990714 13. 9B05.C9. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2412 


GI 


4760370 


Score 


1447 


Exons 


1..29, 553. .611, 701. .1047, 


1247. .1442 


, 1582. .1839, 1938. .2412 


GI Descrip. 


(AF082565) ATP dependent copper transporter [Arabidopsis 




thaliana] gi | 4760380 | gb IAAD29115 . 1 1 (AF091112) ATP dependent 




copper transporter [Arabidopsis thaliana] 




gi | 6850337 | gb | AAC7 914 1 . 2| (AC002342) ATP dependent copper 




transporter (RANI) [Arabidopsis thaliana] 



25313 



Seq. No. 25255 

Gene No. 52382 

Start 1 

Name OJ990714_13 . 9B05 .C9. o2 . tm 

Start 540 

GI none <> - 

Exons 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 

Method TBLASTX : Mai ze 

End 1047 

Score 88 



540.. 611, 541/. 612, 541 . ..612, 561 .. 638, 690.. 722, 693.. 764, 
700. .768, 701. .769, 718. .1047, 719. .1042, 763. .1047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



25255 
52382 
1 

OJ9907 14_13 . 9B05 . C9 . o2 . ts 

540 

none 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 

Method TBLASTX : Soybean 

End 1328 

Score 69 



540. .617, 541. .612, 693. .740, 696. .758, 718. .1047, 764. .1042, 
895. .1044, 1250. .1303, 1251. .1328 



25255 
52382 
1 

OJ990714_13-9B05.C9.ol.gs 

553 
none 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 548 6 

Method GENSCAN 

End 2749 

Score .79 



553. .611, 948. .1042, 1243. .1442, 1582. .1839, 1938. .2065, 
2093.. 2366, 2555.. 2749 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 

Method TBLASTX : Cress 

End 1848 

Score 198 



25255 
52382 
1 

OJ990714_13.9B05.C9.o2.tc 
766 
none 

766. .978, 806. .979, 1645. .184 

25255 
52382 

1 v:l 

OJ990714_13.9B05.C9.o4.tm 
1240 
none 

1240. .1443, 1243. .1404, 1250. .1444, 1251. .1457 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 

Method TBLASTX : Mai ze 

End 1457 

Score 138 



25255 
52382 
1 

OJ990714_13.9B05.C9.ol.ts 

1344 

none 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 ■ 

Method TBLASTX : Soybean 

End 5457 

Score 99 



1344. .1451, 1376. .1444, 1558. .1848, 1581. .1841, 1935. .2027, 
1937. .2026, 2016. .2048, 2018. .2047, 2089. .2409, 2091. .2408, 
5272. .5457, 5280. .5456 



25255 
52382 
1 



Seq. ID OJ99071'4_13. 9B05.C9 
Strand + 
End 5486 



25314 



Name OJ990714_13 . 9B05 . C9 . o2 . np Method AAT/NAP 

Start 1455 End 2412 

GI 4760370 Score 839 

Exons 1455.. 1495, 1557.. 1839, 1938.. 2412 

GI Descrip. (AF082565) ATP dependent copper transporter [Arabidopsis 

thaliana] gi | 4760380 | gb IAAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No. 25255 

Gene No. 52382 

Start 1 

Name OJ990714JL3 . 9B05 . C9 . o3 . tm 

Start 1636 

GI none 
Exons 



Seq. ID OJ990714__13.9B05.C9 

Strand + 

End 54 8'6 

Method TBLASTX : Mai ze 

End 2027 

Score 319 



1636. .1848, 1636. .1851, 1925. .2011, 1935. .2027, 1935. .2012, 
1937.. 2026 



Seq. No. 25255 

Gene No. 52382 . 

Start 1 

Name OJ990714_13 . 9B05 . C9 . ol . gp 

Start ■ 1680 

GI LIB3433-055-P1-K1-C9 

Exons 1680.. 1839, 1938. ..2188 

GI Descrip. '2660670 6.0e-60 (AC002342) putative Cu2+-transporting ATPase 
[Arabidopsis thaliana] ' 



Seq. ID OJ990714_13.9B05.C9 

Strand + 

End 5486 

Method AAT/GAP 

End 2188 

Score 68 9 



Seq. No. 25255 

Gene No. 52382 

Start 1 

Name OJ9907 14_13 . 9B05 . C9 . ol . tc 

Start 1932 

GI none 
Exons 



Seq. ID OJ990714_13. 9B05.C9 

Strand + 

End 54 8 6 

Method TBLASTX : Cress 

End 54 63 

Score 143 

1932. .2027, 1934. .2026, 2016. .2048, 2089. .2196, 2182. .2427, 
2184. .2435, 5271. .5462, 5272. .5463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25255 
52382 
1 

OJ990714_13.9B05.C9.ol.tm 

2089 

none 



Seq. ID OJ990714_13. 9B05.C9 

Strand + 

End 5486 

Method TBLASTX : Mai ze 

End 5486 

Score 479 



2089. .2415, 2091. .2414, 2265. .2417, 2351. .2422, 5272. .5463, 
5272. .5463, 5280. .5486, 5409. .5465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52383 
1854 

OJ990714_13.9B05.C10.ol.gs 

1854 

none 



Seq. ID OJ990714_13.9B05.C10 

Strand + 

End 7767 

Method GENSCAN 

End 77 67 

Score .41 



1854. .1904, 2018. .2409, 2504. .2658, 2946. .3149, 3445. .3518, 
7612. .7767 



Seq. No. 



25256 



Seq. ID OJ990714_13.9B05.C10 



25315 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



52384 Strand + 

9458 End 13628 

OJ9907 14_13 . 9B05 . CIO . o2 . gp Method AAT/GAP 

9400 End 12728 

48621_1.R1084 Score 1702 

9400. .9548, 9665. .9747, 10481 10584 , 10667 .. 10751 , 

10853. .10969, 11457 11566, 11652 ... 11757, 11848 .. 11934 , 

12604.. 12728 

■4062935/dbj | AB003495 . 1 1 AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52384 
9458 

OJ990714_13. 9B05.C10.o3.gs 

9458 

none 



Seq. ID OJ990714_13.9B05.C10 

Strand + 

End 13628 

Method GEN SCAN 

End 13506 

Score .43 



9458. .9548, 9665. .9747, 10481 .. 10584 , 10667 .. 10751, 
11457. .11566, 11652. .11757, 1184 8 .. 11934 , 12 604 .. 1284 3, 
12947. .13072, 13180 ... 13506 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25256 
52384 
9458 

OJ990714_13.9B05.C10.ol.np 

10505 . 

2827661 



Seq. ID OJ990714._13.9B05. C10 

Strand + 

End 13628 

Method AAT/NAP 

End 13470 

Score 881 



10505. .10584, 10667. .10751, 10853 .. 10921, 114 57 .. 11600,.' 

11848. .11934, 12604. .12703, 12755 .. 12843, 12947 .. 13075, 
13243.. 13470 

(AL021637) hyuC-like protein [Arabidopsis thaliana] 



Seq. ID OJ990714_13.9B05.C10 

Strand + 

End 13628 

Method AAT/GAP 

End 13628 

Score 897 ' * ' 



25256 
52384 
9458 

OJ990714_13 . 9B05 . C10 . o3 . gp 
13022 

..50070_1.R1084 - 
13022. .13072, 13180.. 13628 

, 2827661/emb|CAA16615.1| 6.0e-13 (AL021637) hyuC-like protein 
[Arabidopsis ' thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52385 
8220 

OJ990714_13.9B05.C10.o2.gs 

8220 

none 

8220.. 8503, 8539.. 8728 



Seq. ID OJ990714_13.9B05.C10 
Strand 

End 87'28 

Method GEN SCAN 

End 8728 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52386 
20095 

OJ9907 14_13 . 9B05 . C10 . o2 . tm 

9694 

none 



Seq. ID OJ990714_13. 9B05.C10 
Strand 

End 20970 

Method TBLASTX : Mai ze 

End 10885 

Score 85 



9694.. 9750, 10472 10576, 10479 10586, 10480 .. 10611 , 



25316 



10480. .10587, 10664. .10756, 10668 10751, 10668 .. 10766, 
10669. .10752, 10823.. 10885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52386 
20095 
OJ990714 
10472 
none ' 
10472. 
10820. 
11456. 
11848. 



13.9B05.C10.o2.tc 



10576, 
10972, 
11566, 
11871, 



10501. 
10831. 



10587, 
10929, 



11649. .11759, 
11898. .11921, 



Seq. ID OJ990714_13.9B05.C10 
Strand 

End 20970 

Method TBLASTX : Cress 

End 11934 

Score 109 
10661. .10744, 10668. .10751, 
10853. .10945, 11454 .. 11564 , 
11650. . 11763, 11845. .11895, 
11899. . 11934 



Seq. No. 25256 
Gene No. 52386 
Start 20095 

Name OJ990714_13 . 9B05 . C10 . o2 . ts 

Start 10472 
GI none 

Exons 10472. .10576, 10486. .10584, 

10810. .10920, 10820. .10972, 
11452. .11565, 11454. .11567, 
11649. .11759, 11662. .11763, 
11893. .11937, 11898. .11936, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990714 13.9B05.C10 



20970 

TBLASTX : Soybean 
12669 
117 

10668. . 10751, 10679. .10756, 
10851. .10.922, 10853. .10933, 
11454. .11567, 11456. .11569, 
11847. . 11900, 11848. .11892, 
12603. .12668, 12604.. 12669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25256 
52386 
20095 

OJ990714_13 . 9B05 . C10 . ol . tm 
10898 
none 
10898. 
11455. 
11650. 
11847. 
12603. 
13177. 



,10972, 10904. 

,11574, 11456. 

,11763, 11651. 

,11945, 11848. 

,12845, 12604. 

,13284, 13248. 



10975, 
11566, 
11764, 
11937, 
12846, 
13466, 



25256 
52386 
20095 

OJ990714_13.9B05.C10.ol.ts 

12709 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_13.9B05.C10 
20970 

TBLASTX: Maize 

13473 

110 



11436. .11564, 11436. 

11649. .11759, 11649. 

11845. .11928, 11847. 

12602. .12769, 12602. 

12944. .13072, 12946. 

13279. .13467, 13390. 



,11564,. 
,11759/ 
,11936, 
,12724, 
,13068, 
,13473 



Seq. ID OJ990714_13.9B05-C10 
Strand 

End 20970 

Method TBLASTX : Soybean 

End 13461 

Score 66 



12709. .12789, 12775 .. 12846, 12783 .. 12851 , 12944 .. 13072, 
12946. .13068, 13287 .. 13442 , 13288. .13461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



25256 
52386 
20095 

0 J9907 14_13 . 9B05 . C10 . ol . tc 

13293 

none 

13293. .13442, 13294. .13461 
25256 



Seq. - ID 

Strand 

End 

Method 

End 

Score 



OJ990714_13. 9B05.C10 
20970 

TBLASTX: Cress 

13461 

209 



Seq. ID OJ990714_13.9B05.C10 



25317 



Gene No. 52386 Strand 

Start 20095 End 20970 

Name OJ990714_13 . 9B05 . CIO . o5 . gs Method GENSCAN 

Start 20095 End 20946 

GI none Score .76 

Exons 20095. .20217, 20806. .20946 



Seq. No. 25256 ' ' Seq. ID OJ990714_13 . 9B0'5 . C10 

Gene No. 52386 Strand 

Start 20095 - End 20970 

Name OJ990714_13 . 9B05 . C10 . o2 . np Method AAT/NAP 

Start 20433 End 20970 

GI 6721559 Score 368 

Exons 20433. .20567, 20596.. 20970 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 25257 Seq. ID 

Gene No. 52387 Strand 

Start 732 End 

Name OJ990714_13 . 9B05 . Cll . ol . gs Method 

Start 732 End 

GI none Score 

Exons 732.. 796, 1444.. 1567, 2062.. 2160 



OJ990714_13. 9B05.C11 
+ 

2160 
GENSCAN 
2160 
.64 



Seq. No. 


25257 


Seq. ID 


OJ990714_13.9B05.C11 


Gene No. 


52388 


Strand 




Start 


742 


End 


1491 


Name 


OJ990714 13.9B05.Cll.ol.np 


Method 


AAT/NAP 


Start 


742 


" End 


1491 


GI 


4680183 


Score 


176 


Exons 


742. .833, 1423. .1491 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


25257 


Seq. ID 


OJ990714_13.9B05.C11 


Gene No. 


52389 


Strand 




Start 


4487 


•End 


5960 


Name 


OJ990714 -13.9B05.Cll-.o2.gs 


Method 


GENSCAN 


Start 


4487 


End 


5960 


GI 


none 


Score 


-93 


Exons 


4487.. 4507, 5652. .5960 






Seq. No. 


25258 


Seq. ID 


OJ990714_13.9B05.C12 


Gene No. 


52390 


Strand 


+ 


Start 


85 


End 


2803 


Name 


OJ990714 13.9B05.C12.ol.np 


Method 


AAT/NAP 


Start 


85 


End 


1452 


GI 


626027 


Score 


272 


Exons 


85. .612, 1406. .1452 






GI Descrip. 


fim protein - garden snapdragon gi | 547307 | bbs | 149407 (S71192) 



f im=f imbriata [Antirrhinum majus, Peptide, 429 aa] [Antirrhinum 
ma jus] 



Seq. No. 25258 Seq. ID OJ990714_13.9B05.C12 

Gene No. 52390 Strand + 

Start 85 End 2803 



25318 




Name 


OJ990714 13.9B05 


.C12.ol.gs 


Method 


GENS CAN 






Start 


165 




End 


2803 






GI 


none 




Score 


.55 






Exons 


165. .663, 2592.. 


2803 










Seq. No. 


25259 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52391 




Strand 


+ 






Start 


1707 




End 


2328 






Name 


OJ990714 13.9B05 


.C13.ol.gs 


Method 


GENSCAN 






Start 


1707 




End 


2328 






GI 


none 




Score 


.97 






Exons 


1707. .2328 












Seq. No. 


25259 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52391 




Strand 


+ 






Start 


1 /(J / 




End 


2328 






Name 


OJ990714 13.9B05 


.C13.ol.np 


Method 


AAT/NAP 






Start 


1746 • 




End 


2303 






GI 


4835761 




Score 


266 






Exons 


1746. .2303 












GI Descrip. 


(AC007202) T8K14 


.10 [Arabidopsls thaliana] 






Seq. No. * 


25259 ; ■ . . 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52392 




Strand 


+ 






Start 


3811 




End 


5620 






Name 


OJ990714 13.9B05 


.C13.o2.gs 


Method 


GENSCAN 






Start 


3811 




End 


5620 






GI 


none 




Score 


.66 






Exons 


3811. .3922, 4196 


..4333, 4364 


..4477, 4607. .4672, 


4693. .48 


183, 




4986. .5192, 5300 


. .5620 










Seq. No. 


25259 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52392 




Strand 


+ 






Start 


3811 




End 


5620 






Name 


OJ990714 13 . 9B05 


.C13.ol.gp 


Method 


AAT/GAP 






Start 


4191 




End 


5202 r 






GI 


9573 1.R1084 




Score 


1123 






Exons 


4191.. 4333, 4607 


..4883, 4986 


..5202 








GI Descrip. 


'2660676 2.0e-67 


(AC002342) 


Dreg-2 like protein 


[Arabidopsi; 




thaliana] ' 












Seq. No. 


25259 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52392 




Strand 


+ 






Start 


Jo 11 




End 


5620 






Name 


OJ990714 13.9B05 


.C13.o2.np 


Method 


AAT/NAP 






Start 


4621 




End 


5593 






GI 


2660676 




Score 


933 






Exons 


4621. .4883, 4986 


..5192, 5303 


. .5593 








GI Descrip. 


(AC002342) Dreg-; 


2 like protein [Arabidopsis thaliana] 




Seq. No. 


25259 




Seq. ID 


OJ990714_ 


13.9B05. 


C13 


Gene No. 


52393 




Strand 








Start 


5449 




End 


5951 






Name 


OJ990714 13.9B05 


.C13.o2.gp 


Method 


AAT/GAP 






Start 


5449 




End 


5951 






GI 


1270 1.R1084 




Score 


970 






Exons 


5449. .5951 -. ■ 













25319' 



GI Descrip. 1 1362147/pir | | S56690 2.0e-17 hypothetical protein (clone AFD1) 
wild oat (fragment) >gi_726471 (U19996) putative 0RF1 [Avena 
fatua] ' 



Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. . 


52394 


Strand 




Start 


6373 


. End 


9471% 


Name 


OJ990714 13.9B05'. : ei3.o3.gp ' 


Method 


AAT/GAP 


Start 


6176 


End 


7750 


GI . 


24747 1.R1084 


Score 


I486 . 


Exons 


6176.76500, 7041.. 7330, 7547. 


.7750 




GI Descrip. 


'4585976/gb|AAD25612.1 |AC00'5287_14 2. 


0e-69 (AC005287) Unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. 


52394 


Strand 




Start 


6373 


End 


9471 


Name 


OJ990714 13.9B05.C13.o3.gs 


Method 


GENS CAN 


Start 


6373 - 


End 


9299 


GI 


none 


Score 


.89 


Exons 


6373. .6500, 7141. .7330, 7547. 


.7847, 8000. .8070, 8253. .8369, 




8444. .8518, 8645. .8703, 9191. 


.9299 




Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. 


52394 


Strand 




Start 


6373 


End 


9471 


Name 


OJ990714 13.9B05.C13.o3.np 


Method 


AAT/NAP" 


Start 


6449 


End 


9278 


GI 


4585976 


Score 


1063 


Exons 


6449. .6500, 7041. .7330, 7547. 


.7847, 8000. .8070, 8253. .8369, 




8444.. 8518, 8645.. 8703, 9191. 


.9278 




GI Descrip. 


(AC005287) Unknown protein [Arabidopsis thaliana] 


Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. 


52394 


Strand 




Start 


6373 


End 


9471 


Name 


OJ990714 13. 9B05.C13.o4.gp 


Method 


AAT/GAP 


Start 


8235 


.End 


9471 


GI 


41611 1.R1084 


Score 


981 


Exons 


8235. .8369, 8444. .8518, 8645. 


.8703, 9191.. 9471 


GI Descrip. 


, 4585976/gb|AAD25612.1|AC005287 14 3. 


Oe-21 (AC005287) Unknown 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. . 


52395 


Strand 




Start 


10893 


End 


20885 


Name 


OJ990714 13.9B05.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4603 


End 


5452 


GI 


none 


Score 


88 


Exons 


4603. .4701, 4626. .4694, 4682. 


.4882, 4683. .4883, 4684. .4914, 




4685.-4885, 4962. .5192, 4985. 


.5188, 5290. .5451, 5294. .5452 


Seq. No. 


25259 


Seq. ID 


OJ990714_13.9B05.C13 


Gene No. 


52395' 


Strand 




Start 


10893 


End 


20885 


Name 


OJ990714 13.9B05.C13.o3.tm 


Method 


TBLASTX: Maize 


Start 


4722 


End 


5042 



25320 



GI 


none 








Score 


281 




Exons 


4722. .4883, 


4729. 


.4827, 


4730 


..4885, 4730. .4882, 


4952. .5041, 




4962. .5042 














Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No . 










Strand 






Start 


10893 








. End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5133 








End 


5593 




GI 


none 








Score 


101 




Exons 


5133. .5192, 


5135. 


.5188, 


5291 


..5590, 5294. .5593, 


5302. .5592 


Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No. 


52395 








Strand 






Start 


lUo y J 








End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6437 








End 


7645 




GI 


none 








Score 


221 




Exons 


. 6437. .6502, 


7039. 


.7269, 


7040 


..7330, 7040. .7330, 


7056. .7334, 




7598. .7645 














Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No.. 


52395 








Strand 






Start 


lOoyj 








End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6446 








End 


7822 




GI 


none 








Score. 


185 




Exons 


6446. .6502, 


7022. 


.7330, 


7040 


..7330, 7212. .7331, 


' 7538. .7756, 




7568. .7750, 


7605. 


.1151, 


7772 


. .7822 






Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No. 


52395 








Strand 






Start 


1 no fiT 

lUo y J 








End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6464 








End 


7846 ■ 




GI 


none 








Score 


362 




Exons 


6464. .6502, 


7039. 


.7329, 


7040 


..7330, 7040. .7330, 


7041. .7331, 




.7513. .7836, 


7538. 


.7846, 


7540 


..7653, 7605.. 7835 




Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No. 


52395 








Strand 






Start 


lUo y j 








End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7544 








End 


8040 




GI 


none 








Score 


122 




Exons 


7544. .7771, 


7559. 


.7762, 


7650 


..7766, 7767. .7847, 


7772. .7849, 




7996. .8040 














Seq. No. 


25259 








Seq. ID 


OJ990714 


_13.9B05.C13 


Gene No. 


52395 








Strand 






Start 


10893 








End 


20885 




Name 


OJ990714 13. 


9B05. 


C13.o4 


.gs 


Method 


GENSCAN 




Start 


10893 - 








End 


20885 




GI 


none 








Score 


.43 




Exons 


10893. .11070 


, 12270. .12389, 


12919. .13061, 13546 


. .13603, 




13778. .13834 


, 14636. .14660, 


15211. .15317, 16743 


. .17329, 




17723. .17795 


, 17907. .17967, 


18278. .18332, 18527 


. .18603, 



25321 




18776. .18971, 19078 .. 19103, 19395 .. 19483, 20626.. 20885 



Seq. No. 


25259 




Seq. ID 


/^-rnnmn a i o none 

OJ99U / 14_1 J . yBOo 


. CI 3 


Gene No. 


52395 




Strand 






Start 


10893 




End 


20885 




Name 


OJ990714 13.9B05.C13 


. o4 .np 


Method 


AAT/NAP 




Start 


12345 




End 


12482 




GI 


6006359 




Score 


72 




Exons 


12345. .12482 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25259 




Seq. ID 


OJ990714_13.9B05 


.C13 


Gene No. 


52395 




Strand 






Start 


10893 




End 


20885 




Name 


OJ990714 13.9B05.C13 


. o5.np 


Method 


AAT/NAP 




Start 


15167 




End 


18971 




GI 


4455293 




Score 


316 




Exons 


15167. .15195, 17247. 


.17329, 


17723. .17803, 18353 .. 18477 , 






18523. .18627, 18776. 


.18971 








GI Descrip. 


(AL035528) putative ] 


protein 


[Arabidopsis thaliana] 




Seq. No. 


25259 




Seq. ID 


OJ990714_13. 9B05 


. C13 


Gene No. 


52395 




Strand 






Start 


10893 




End 


20885 




Name 


OJ990714 13.9B05.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


. 17906 




End 


18915 




GI 


none 




Score 


101 




Exons 


17906. .17971, 18527. 


.18604, 


18528. .18602, 1877 1 .. 18890 , 






18775. .18915, 18777. 


.18890 








Seq. No. 


25259 




Seq. ID 


OJ990714JL3. 9B05 


.C13 


Gene No. 


52395 




Strand 






Start 


10893 




End 


20885 




Name 


OJ990714 13.9B05.C13 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17906 




End 


18900 




GI 


none 




Score 


66 




Exons 


17906. .17971, 17907. 


.17969, 


18276. .18311, 18312. .18335, 






18527. .18604, 18528. 


.18602, 


18775. .18900, 18777. .18899 




Seq. No. 


25260 




Seq. ID 


OJ990714_13.9B05 


.C14 


Gene No. 


52396 




Strand 


+ 




Start • 


1036 




End 


1441 




Name 


OJ990714 13.9B05.C14 


.ol.gs 


Method 


GENSCAN 




Start 


1036 




End 


1441 




GI 


none 




Score 


.93 




Exons 


1036. .1099, 1380. .1441 









Seq. No. 25260 Seq. ID OJ990714_13.9B05.C14 

Gene No. 52397 Strand + 

Start 6447 End 6994 

Name OJ990714_13 . 9B05 . C14 . ol . np Method AAT/NAP 

Start 6447 End 6994 

GI 6815067 " Score 44 

Exons 6447.. 6555, 6966.-6994 

GI Descrip. (AP001080) ESTs AU082210 (C53655 ) , AU05654 6 (S20671 ) , 

AU056545 (S20671) correspond to a region of the predicted gene. 
Similar to putative RNA-binding protein (AC004261) [Oryza 



25322 




sativa] 



Seq. No. 


25260 




Seq. ID 


OJ990714 


_13..9B05 


.C14 


Gene No. 


52398 




Strand 








Start 


3587 




End 


6909 






Name 


OJ990714 13.9B05.C14.o2 


.gs 


Method 


GEN SCAN 






Start 


3587 




End 


6909 






GI 


none 




Score 


.75 






Exons 


3587. .3738, 4592. .4944, 


6010. 


.6174, 6235.-6354, 


6395. .6559, 




6779. .6909 












Seq. No. 


25261 




Seq. ID 


OJ990714 




. ClO 


Gene No. 


52399 




Strand 


+ 






Start 


175 




End 


2502 






Name 


OJ990714 13.9B05.C15.ol 


.gs 


Method 


GENSCAN 






Start 


175 




End 


2502 






GI 


none 




Score 


.98 






Exons 


175. .1074, 1182. .1325, 


2317. . 


2502 








Seq. No. 


25261 




Seq. ID 


OJ990714 


_13.9B05 


.C15 


Gene No. 


52400 




Strand 








Start 


2315 




End 


2565 






Name 


OJ990714 13.9B05.C15.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1080 




End 


2565 






GI 


none 




Score 


188 






Exons 


■ 1080. .1325, 1181. .1330, 


2314. 


.2565, 2317.. 2505 






Seq. No. 


25261 




Seq. ID 


OJ990714 


_13.9B05 


.C15 


Gene No. 






Strand 








Start 


2315 




End 


2565 






Name 


OJ990714 13.9B05.C15.ol 


.gp 


Method 


AAT/GAP 






Start 


2315 




End 


2498 






GI 


LIB3433-007-Q6-K1-C2 




Score 


321 






Exons 


2315. .2498 












GI Descrip.' 


'417 6420/dbj |BAA37167| 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












Seq. No. 


25261 




Seq. ID 


OJ990714 


_13. 9B05 


.C15 


Gene No. 


52400 




Strand 








Start 


2315 




End 


2565 






Name 


OJ990714 13.9B05.C15.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


2323 




End 


2502 






GI 


none 




Score 


183 






Exons 


2323.. 2502, 2328.. 2501, 


2343. 


.2474 








Seq. No. 


25262 




Seq. ID 


OJ990714 


_13.9B05 


.C16 


Gene No. 


52401 




Strand 


+ 






Start 


1 




End 


380 






Name 


OJ990714 13.9B05.C16.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


380 






GI 


3192688 




Score 


625 






Exons 


1. .380 












GI Descrip. 


(AF064539) gp5 [Bacteriophage 


N15] ' 








Seq. No. 


25262 




Seq. ID 


OJ990714 


_13.9B05 


.C16 


Gene No. 


52401 




Strand 


+ 






Start 


1 




End 


380 







25323 



Name 

Start 

GI 

Exons 



OJ990714_13-9B05.C16.ol.gs 
12 

none 
12. .251 



Method GENSCAN 
End 251 
Score .55 



Seq. No. 


25263 




Seq. ID 


OJ990604_12.9B05.C1 


Gene No. 


524 02 




Strand - 


- 


Start 


145 




End 


583 


Name 


OJ990604 12.9B05.C1 


. o 1 . np 


Method 


AAT/NAP 


Start 


145 




End 


583' 


GI 


226689 




Score 


'24 4 


Exons 


14 J . . JO J 








GI" Descrip. 


RNA polymerase beta 


[Oryza sativa] 




Seq. No. 


25263 




Seq. ID 


OJ990604JL2. 9B05.C1 


Gene No. 


52402 




Strand 


- 


Start 


145 




End 


583 


Name 


OJ990604 12.9B05.C1 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


145 




End 


363 


GI 


none 




Score 


52 


Exons 


145. .180, 146. .244, 


146. .229, 


151. .261, 


231. .302, 258.-299, 




306. .362, 309.. 362, 


316. .363 






Seq. No. 


25264 




Seq. ID 


OJ990604_12. 9B05.C2 


Gene No. 


52403 




Strand 




Start 


107 




End 


1324 


Name 


' OJ990604 12.9B05.C2 


.ol.np 


Method 


AAT/NAP 


Start 


107 




End 


1324 


GI 


6721562 




Score 


1690 


Exons 


107. .1324 









GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi|6815087|dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. . 25264 
Gene No. . 52403 

Start 107 

Name OJ990604JL2 . 9B05 . C2 . ol . tw 

Start 308 

GI none 
Exons 



Seq. ID OJ990604 12.9B05.C2 



Strand 
End 

Method 

End 

Score 



1324 • 

TBLASTX: Wheat 

860 

98 



308. .565, 342. .581, 548. .646, 549. .641, 653. .700, 825. .860 



Seq. No. 25264 Seq. ID 

Gene No. 52403 . Strand 

Start 107 End 

Name OJ990604_12 . 9B05 . C2 . ol . tm Method 

Start 410 End 

GI , none Score 

Exons 410.. 658, 411.. 656 



OJ990604_12. 9B05-C2 
1324 

TBLASTX: Maize 

658 

87 ■ 



Seq. No. 25265 Seq. ID OJ990604 

Gene No. 52404 Strand + 

Start 1 End 554 

Name OJ990604_12 . 9B05 . C4 . ol . np Method AAT/NAP 

Start 1 End 554 



12.9B05.C4 



25324 




.GI 


3953479 




Score 


665 




Exons 


1. .554 










GI Descrip. 


(AC002328) F2202.24 


[Arabidopsis thaliana] 




Seq. No. 


25265 




Seq. ID 


OJ990604_12.9B05 


.C4 


bene wo. * 


AClA 




Strand 


+ 




Start 


1 




End 


554 




Name.. 


OJ990604 12.9B05.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start' 


1 




End 


503 




GI 


none 




Score 


455 




Exons 


1..357, 3. .284, 276 


..320, 277 


..498, 369. .503, 369. .491, 


38, 


Seq. No. 


25265 








.C4 


Gene No . 






ranH 


-j. 




Start 


1 




TT-nrl 






Name 


OJ990604 12.9B05.C4 


1 -4- 

.ol. tw 




TRT flQTV • Mh»^ t- 




Start 


1 




HiilU. 


9 Rfi 
^ JO 




GI 


none 




Score 


121 




Exons 


1..126, 136. .258 










Seq. No. 


25265 




oeq. iu 


nTQQn^n4 19 onn^ 


.C4 


bene no . 


CO A C\A 




otrana 


i 




Start 


1 






ODfi 




Name 


OJ990604 12.9B05.C4 


. Ol . ZS 


ixie tnoa 


i DI1H.0 1 a . ooyoean 




Start 


1 




ijiia 


ft 0 0 




GI 


none 




Score 


617 




Exons 


1..468, 3. .188, 4.. 


306, 231.. 


326, 369. 


.467, 376. .483 




Seq. No. 


25265 




oeq . i u 




.C4 


Gene No. 


C O A n A 




o cr ana 


_1_ 

T 




Start 


1 




CjUU 


O 3 f± 




Name 


OJ990604 12.9B05.C4 


. ol . gs 


4— v-v /-^v /-J 

L v je tnoa 


ollilNobrUN 




Start 


28 










GI 


none 




Score 






Exons 


28. .531 










Seq. No. 


25265 




Seq. ID 


OJ990604JL2.9B05 


.C4 


bene ino. 


CO A ft A 




Strand 


+ 




Start 


1 




End 


554 




Name 


OJ990604 12.9B05.C4 


. Ol . zc 


Method 


TBLASTX: Cress 




Start 


136 




End 


468 




GI 


none 




Score 


55 




Exons 


136. .279, 138. .209, 


138. .317, 


139. .342 


, 376. .468 




Seq. No. 


25266 




Seq. ID 


OJ990604_12.9B05 


.C5 


Gene No. 


52405 




Strand 


+ 






i 
± 




End 


559 




Name 


OJ990604 12.9B05.C5 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


429 




GI 


3953479 




Score 


474 




Exons 


1. .429 










GI Descrip. 


(AC002328) F2202.24 


[Arabidopsis thaliana] 




Seq. No. 


25266 




Seq. ID 


OJ990604_12.9B05 


.C5 


Gene No. 


52405 




Strand 


+ 




Start 


1 




End 


559 




Name 


OJ990604 12.9B05.C5 


.ol . ts 


Method 


TBLASTX: Soybean 





25325 



Start 


1 


End 


369 




GI 


none 


Score 


332 




Exons 


1. .369, 1. .180, 3. .200, 243. . 


341, 250.. 


354 




Seq. No. 


25266 


Seq. ID 


OJ990604_12.9B05 


.C5 


bene no . 


52405 


Strand 


+ 




Start 


1 


End 


559 




Name 


OJ990604 12.9B05.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


10 


End 


351 




GI 


none 


Score 


156 




Exons 


10. .153, 12. .191, 13. .216, 250. .351 






Seq. No. 


^ DO 


oeq. LU 


OJ990604__12. 9B05 


.C5 


bene jno. 


OZ ft UO 


otrana 


+ 




Start 


1 


tna 


559 




Name 


ujyyuouy xz . ytiVD . uj . ox . urn 


ixie tnoa 


TBLASTX: Maize 




Start 


in 


T7» _ _] 

tna 


293 




GI 


none 


Score 


336 




Exons 


10. .291, 12. .293, 13. .291. 








Seq.- No. 


o c 9 c C 
Z OZ O O 


oeq . x v 


OJ990604_12.9B05 


.C5 


Gene No . 


coyi At; 
3Z 4 UD . 


Strand 


x 

X 




Start 


1 
1 




559 




Name 


ujyyuoUfi xz . youo . uo . oi . gs 


Method 


GENSCAN 




Start 


1 1 Q 

x x y 


XT' -J 


432 




GI 


■ none 


Score 


.49 




Exons 


iiy . . 4oz 








Seq. No. 


25266 


Seq. ID 


OJ990604_12.9B05 


.C5 


Gene No. 


52405 


Strand 


+ 




C" 4- — , — 4- 

btart 


1 


End 






Name 


OJ990604 12. 9B05.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


307 


End 


559 




GI 


none 


Score 


115 




Exons 


307. .423, 308. .436, 313. .444, 


315. .440, 


507.. 557, 508.. 


558, 




508. .558, 509. .559 








Seq. No. 


25267 


-Seq. ID 


OJ990604_12.9B05 


.C6 


Gene No. 


52406 


Strand 






Start " . 


735 


End 


926 




Name 


OJ990604 12. 9B05.C6.ol.gp 


Method 


AAT/GAP 




Start 


735 


End 


926 




GI 


LIB3433-035-P1-K1-C2 


Score 


337 




Exons 


735. .926 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 5734704/gb|AAD49969.1|AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus . EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 1 



25267 
52407 
1031 

OJ990604_12 . 9B05. C6. o2 . tm 
793 
none 

793. .816, 942. .962, 1024. .1212, 1028 
1032. .1217 



Seq. ID OJ990604_12. 9B05.C6 
Strand 
End 

Method 
End 
Score 



2567 

TBLASTX: Maize 
1217 
191 

1216, 1030.. 1212, 



25326 



Seq. No. 25267 Seq. ID 

Gene No. 52407. Strand 

Start 1031 End 

Name OJ990604_12 . 9B05 .C6 . ol . ts Method 

Start ' 1019 End 

GI none Score ... 

Exons- 1019. .1276,.. 1028- .1261,.. 1032. .1277, 1033 
2339.-2563, 2427.-2567 



OJ990604 12.9B05.C6 



2567 

TBLASTX : Soybean 
2567 
150 

1323, 2338.-2562, 



Seq. No. 


25267 




Seq. ID 


OJ990604_12.9B05.C6 


Gene No. 


52407 




Strand 




Start 


1031 




End 


2567 


Name 


OJ990604 12 


.9B05.C6.ol.np 


Method 


AAT/NAP 


Start 


1031 




End 


2556 


GI 


2668744 




Score 


702 


Exons 


1031. .1258, 


2341. .2556 






GI Descrip. 


(AF034 94 6) 


ubiquitin conjugating enzyme [Zea mays] 


Seq. No. 


25267 




Seq. ID 


OJ990604_12. 9B05.C6 


Gene No. 


52407 




Strand 




Start 


1031 




End 


2567 


Name 


OJ990604 12 


. 9B05iC6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1055 




End 


2557 


GI 


none 




Score 


97 


Exons 


1055. .1276, 


1070. .1246, 1090. 


.1266, 1101. .1277, 2338. .2556, 




2339. .2536, 


2341. .2556, 2441. 


.2557 




Seq. No. 


25267 




Seq. ID 


OJ990604_12.9B05.C6 


Gene No. 


52407 




Strand 




Start 


1031 




End 


2567 


Name 


OJ990604 12 


.9B05.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1187 




End 


2560 


GI 


none 




Score 


78 


Exons 


1187. .1276, 


1188. .1280, 2338. 


.2559, 2339.. 2560 


Seq. No. 


25267 




Seq. ID 


OJ990604_12. 9B05.C6 


Gene No. 


52407 




Strand 




Start 


1031 




End 


2567 


Name 


OJ990604 12 


. 9B05.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1217 




End 


2567 


GI 


none 




Score 


359 


Exons 


1217. .1276, 


2338..2S62, 2339. 


.2563, 2412. .2567 


Seq. No. 


25268 




Seq. ID 


OJ990604_12. 9B05.C10 


Gene No. 


52408 




Strand 


+ 


Start 


1 




End ; 


661 


Name 


OJ990604 12 


.9B05.C10.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


661 


GI 


4388818 




Score 


306 


Exons 


1. .661 








GI Descrip. 


(AC006528) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


25268 




Seq. ID 


OJ990604_12. 9B05.C10 


Gene No. 


52408 . 




Strand 


+ 


Start 


1 




End 


661 



25327 



Name 

Start 

GI 

Exons 

,Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990604_12. 9B05.C10.ol.gs Method GENSCAN 

157 End ' 467 

none Score .46 
157. .467 

25269 

52409 Strand + 

395 End 1325 

OJ990604_12 . 9B05 . C12 . ol . gs Method GENSCAN 

395 End 1325 

none Score .81 
395. .440, 1228. .1325 



Seq. ID OJ990604_12.9B05.C12 



25269 
52410 
1 

OJ990604_12. 9B05.C12. ol.np 
1 

5922634 
1..94, 458. .585 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016867 |dbj |BAA85210.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990604_12.9B05.C12 
Strand 

585 

AAT/NAP 
585 
66 



End 

Method 
End . 
Score 



Seq. No. 


25269 




Seq. ID 


OJ990604 


Gene No. 


52411 




Strand 


_ 


Start 


3341 




End 


4780 


Name 


OJ990604 12.9B05.C12 


.o2.gs 


Method 


GENSCAN 


Start 


3341 




End 


4780 


GI 


none 




Score 


.63 


Exons 


3341. .3516, 4321. .44 


50, 4615. 


.4780 




Seq. No. 


25270 




Seq. ID 


OJ990604 


Gene No. 


52412 




Strand 


+ 


Start 


1 




End 


641 


Name 


OJ990604 12.9B05.C14 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


641 


GI 


5042454 




Score 


201 


Exons 


1..151, 501.. 641 








GI Descrip. 


(AC007789) putative 


polyprote 


in [Oryza 


sativa] 


Seq. No. 


25270 




Seq. ID 


OJ990604 


Gene No. 


52412 




Strand 


+ 


Start 


1 




End 


641 


Name 


OJ990604 12.9B05.C14 


. ol . gs 


Method 


GENSCAN 


Start 


85 




End 


608 


GI 


none - 




Score 


.68 


Exons 


85. .147, 401. .608 








Seq. No. 


25271 




Seq. ID 


OJ990604 


Gene No. 


52413 




Strand 




Start 


1 




End 


873 


Name 


OJ990604 12.9B05.C15 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


873 


GI 


6721562 




Score " 


551 


Exons 


1. .873 









GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster 



25328 




hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081 ), Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



beg . jno . 


ZDZ / X 




ocg . xl/ 


Pi,TQQ0604 1 9 




PI s 


bene ino . 


■■■--OZfiXO 




O L X dilKJL 








b ran. 


J. 




FnH 


0 / j 






Name 




.01. gs 


L v Jc LI1UU 


O £j iN 0 ^rilN 






Start 


363 




End 


692 






GI 


none 




Score 


.68 






Exons 


"36? 48? S07 fiQ9 












beg. ino . 


Z3Z / Z 




c^rr T H 


Pi. TQQ0604 1 9 




pi fi 


bene ino . 


O Z f± X 4 




Of rar|H 
OLX CLJ.1H 








b uar u 


3 4 X 




FnH 








Name 




- 

.01. gs 


Mo f* hnH 








Start 


541 




End 


700 






GI 


none 




Score 


.47 






Exons 


^41 700 












beg. no. 


Z 3Z / ,5 




0 e g . x u 


Pi TQQ0604 1 9 




PI 7 


Gene No . ' 


DZ fi X O 




O LldllU. 








b car u 


y j 




Fti'H 


9 ?R ? 
z 0 0 0 






; :^r Name 


PTQQn£H4 19 Qon^ PIT 

ujyyuou*t xz.yiiUD.cx/ 


. 0 l . gs 


i v je inou 


P.FNTQPZ1NI 






Start 


93 




End 


2383 






m GI 


none 




Score 


.74 






j; Exons 


yj..±yu, ZZ0X..ZOOO 












oeg. no. 


Z 0Z / 4 




beg. xu 


Pi TQQn^O/l 1 9 


you D 


PI ft 


Gene No . 


DZ 4 X O 




b t r ana 


T 








z 0 y 




tijna 


4 j 






I s !§ Name 




. 0 1 . gs 


TUT /-\ /™\ 


PFMQPZINI 






' Q4- -a -«~4- 

bcaru 


9 ft Q 

Z 0 -7 




FnH 


4 

^ j 






...... oX 


none 




Score 


.7 






Exons 


289. .495 












i Cart M/^i 
::s:j INO. 


25274 




Seg. ID 


OJ990604_12. 


9B05 


.C18 


: 3 bene wo . 


52417 




Strand 










788 




End 


904 






i~! Name 


OJ990604 12.9B05.C18 


.ol.gp 


Method 


AAT/GAP 






OLait 


788 




End 


904 






P T 
bi 


21474 1.R1084 




Score 


195 






Exons 


788. .904 












GI Descrip. 


■3894159 2.0e-10 (AC005312)' 


hypothetical protein [Arabidopsis 




thaliana] ' 












Seg. No. 


25275 




Seg. ID 


OJ990604_12. 


9B05 


.C19 


Gene No. 


52418 




Strand 








Start 


180 




End 


1166 






Name 


OJ990604 12.9B05.C19 


.ol.gs 


Method 


GENS CAN 






Start 


180 




' End 


1166 






GI 


none 




Score 


.87 






Exons 


180. .304, 438. .540, 


635. .707 


, 789. .899, 


994. . 1166 






Seg. No. 


25276 




Seq. ID 


OJ990604JL2. 


9B05 


.C25 


Gene No. 


52419 




Strand 









25329 



Start 
Name 
Start 
GI 

Exons 



10 End 106 

OJ990604_12 . 9B05 . C25 . ol . gs Method GEN SCAN 

10 End 106 

none Score .84 
10. .106 



beq. NO. 


O C O *7 *7 

ZD/. 1 f. 






r\ TQ Qfi £Pl A 19 

j y y u oy 4 1 z 


yi3U 0 - \*Z D 


Gene No . ■ 


co a on 




Of -V-Sl T^W 


T 




btart 


1 A **1 




tiiia 


1 Q £ £ 

x y D D 




Name 


ATQQn£fl/1 10 QODR r*9£ ^1 

ujyyuoUfi ±2 . youo . 0 . 01 


. gs 


Method 


P TT M C C 7i M 




C+- ^ -v-+- 






tna 


1 y D D 




H T 


none 




Score 


.82 




Exons 


1431. .1554, 1669. .1806, 


1929. 


.1966 






beq. wo. 


ZDZ / / 




Seq. ID 


OJ990604_12 




Gene No. 


DZH Z 1 




Strand 






Of 

otart 


1 ft9/l 
IkJZh 




End 


2273 




Name 


nTQQn^fl/l 19 QRH^ P9£ r\"\ 


.gp 


Method 


AAT/GAP 




btart 


1 CiO A 




End 


2273 




r~> t 

bl 


t TDT/n nno TOI ' 1^1 IT Q 




Score 


127 




Exons 


1024.. 1059, 2209.. 2273 










GI Descrip. 


'2498586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




C 1 DDTPTT D*C /ADV C T \ 


>gi 1173557 (U31771) Ory s 


1 Luryza 




sativa] 1 










C a «• XT « 

Seq. No. 


Zdz 1 0 




Seq. ID 


OJ990604 12 


Qtanc roi 


Gene No. 


CO / oo 




Strand 


+ 




start 






End 


5069 




Name 


OJ9906Q4 12 . yBQo . C27 . ol 


.gs 


Method 


GENSCAN 




Start 


4387 




End 


5069 




GI 


none 




Score 


.91 




Exons 


4387. .4468, 4972. .5069 










Seq. No. 


25278 




Seq. ID 


OJ990604JL2 


9B05.C27 


Gene No. 


52423 




Strand 






Start 


3641 




End 


4241 




Name 


OJ990604 12.9B05.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


3641 




End 


4241 : 




GI 


3761363 




Score 


828 




Exons 


3641. .4241 











GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-151 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 178 04 



Seq. No. 25278 

Gene No. 52424 

Start 4200 

Name OJ990604_12 . 9B05 . C27 . ol . np 

Start 4200 

GI 6063554 

Exons 4200.. 4374, 5013.. 5040, 5156. 
GI Descrip. 



OJ990604 12. 9B05.C27 



Seq. ID _ 
Strand 

End 5175 
Method AAT/NAP 
End 5175 
Score 156 
.5175 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



25279 
52425 
133 



Seq. ID OJ990604_12. 9B05.C2S 
Strand + 
End 230 



25330 




Name 


OJ990604_12 . 9B05 . C28 . ol 


.gs 


Method 


GENSCAN 








Start 


133 




End 


230 








GI 


none 




Score 


.46 








Exons 


133. .230 














Seq. No. 


25279 




Seq. ID 


OJ990604_ 


12 


9B05 . 


C28 


Gene No. 


52426 




Strand 










Start 


1068 - 




End 


2020 








Name 


OJ990604_12 . 9B05 . C28 . o2 


. gs 


Method 


GENSCAN 








Start 


1068 




End 


2020 








GI 


none 




Score 


.52 








Exons 


1068. .1268, 1415.. 1483, 


1646 


..1865, 1867. .2020 








Seq. No. 


25280 




Seq. ID 


OJ990604_ 


12 


9B05 . 


C31 


Gene No.' 


52427 




Strand 










Start 


1 




End 


533 








Name 


OJ990604 12.9B05.C31.ol 


.np 


, Method 


AAT/NAP 








Start 


1 




End 


533 








GI 


4263650 




Score 


104 








Exons 


1..39, 239. .533 














GI Descrip. 


(AC006136) putative retroelement pol polyprotein 


[Arabidops 




thaliana] 














Seq. No. 


25281 




Seq. ID 


OJ990604_ 


12 


9B05. 


C32 


Gene No. 


52428 




Strand 


+ 








Start 


2436 




End 


3074 








Name 


OJ990604 12.9B05.C32.ol 


.gs 


Method 


GENSCAN 








Start 


2436 




End 


3074 








GI 


none 




Score 


.78 








Exons 


2436.. 2556, 2968.. 3074 














Seq. No. 


25281 




Seq. ID 


OJ990604_ 


12 


9B05. 


C32 


Gene No. 


52429 




Strand 


+ 








Start 


5980 




End 


7219 








Name 


OJ990604 12.9B05.C32.o2 


.gs 


Method 


GENSCAN 








Start 


5980 




End 


7219 








GI 


none 




Score 


.76 








Exons 


5980. .5988, 7007.. 7219 














Seq. No. 


25282 




Seq. ID 


OJ990604_ 


12 


9B05. 


C33 


Gene No. 


52430 




Strand 


+ 








Start 


91 




End 


3080. 








Name 


OJ990604 12.9B05.C33.ol 


.gs 


Method 


GENSCAN 








Start 


91 




End 


3080 








GI 


none 




Score 


.76 








Exons 


91. .172, 289. .325, 645. 


.708, 


2794. .3080 








Seq. No. 


25283 




Seq. ID 


OJ990604_ 


12 


9B05. 


C34 


Gene No. 


52431 




Strand 










Start 


508 




End 


1162 








Name 


OJ990604 12.9B05.C34.ol 


.gs 


Method 


GENSCAN 








Start 


508 




End 


1162 








GI 


none 




Score 


.45 








Exons 


508. .518, 1048. .1162 














Seq. No. 


25284 




Seq. ID 


OJ990604_ 


12. 


9B05. 


C35 


Gene No. 


52432 




Strand 


+ 









25331 




Start 


1 


- End 


828 




Name 


OJ990604_12 . 9B05 . C35 . ol . np 


Method 


AAT/NAP 






1 


-una 


ou / 




P T 


3 DOUZUj 


Score 


1 HO 




Exons 


1 . . O U / 








iai uescrip. 


(He j. in 1 / 1 j iiNr^. xiKe protein 


1 O v* /^r r\ 1 1 ty\ 

i oorgnuiu 


Dicoior j 




oeq. ino . 




jc4 . i u 




p^ R 


Gene No. 


52432 


Strand 


+ — 




Start 


1 


End 


828 




Name 


PiTQQfifiOd 19 QRflR P^R ol rr<3 


KA 4- V*i r\ 


oCjLNO^rilN 




o car u 




liina. 


fi 9 P 
O O 






none 


Score 


R Q 

. 3 :7 




Exons 


09c 090 

jZ J . .0^0 








oeq. ino. 


9 C90 / 


c Q /-T t n 
oeq . 1 U 


PiTQQn^nzl 19 QRflR 


P*} R 
. COO 


bene ino . 


52433 


Strand 


+ ~~ 




olalt 


3124 


End 


5000 




Name 


OJ990604 12.9B05.C35.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7 


End 


753 




PT 


none 


Score 


289 




Exons 


7.-354, 22. .321, 329. .394, 348. .389, 349. .393, 396. .491 


/ 




400. .459, 438.-563, 439. .585, 


469. .570, 470. .577, 507.. 


JO / , 




S84..655, 592.-672, 661. .753, 


665. .751 


, 687.-752 




oeq. INO. 


25284 


Seq. ID 


OJ990604_12.9B05 


P^ R 


Gene No . 


52433 


Strand 


+ ■ 




Start 


3124 


End 


5000 




Name- 


OJ990604 12.9B05.C35.o2.np 


Method 


AAT/NAP 






3124 


End 


5000 




P T 


4680204 


Score 


595 




Exons 


3124. .4413, 4505.. 5000 








lj± uescrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




oeq. NO. 


25285 


Seq. ID 


OJ990604_12.9B05 


P^ A 


Gene No. 


52434 


Strand 


+ 




Start 


95 


End 


851 




Name 


OJ990604 12.9B05.C36.ol.gs 


Method 


GEN SCAN 




OldlL 


95 


End 


851 u : 




PT 


none 


■ Score 


.74 




XT' v /~\ y\ o 

HjXons 


95. .204, 306. .378, 474. .572, 


672. .851 






Con M /-^ 

oeq . ino . 


25286 


Seq. ID 


OJ990604_12.9B05 


P*3 7 


Gene No. 


52435 


Strand 






Start 


390 


End 


496 




Name 


OJ990604 12.9B05.C37.ol.gs 


. Method 


GENSCAN 




otdil 


390 


End 


496 




P T 


none 


Score 


.57 




Exons 


390. .496 








oeq. WO. 


25287 


Seq. ID 


OJ990604_12. 9B05 


P"5 Q 




52436 


Strand 


+ 




Start 


154 


End 


4052 




Name 


OJ990604 12.9B05.C39.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


4023 




GI 


none 


Score 


.4 




Exons 


154.. 1600, 1975.. 2443, 2507.. 


2811, 3136.. 3282, 3662.. 4023 



25332 



Seq. No. 


25287 


Seq. ID 


OJ990604_12 . 9B05 .C39 


Gene No. 


52436 


Strand 


+ 


Start 


154 


End 


4052 


Name 


OJ990604 12. 9B05.C39.ol.np 


Method 


AAT/NAP 


Start 


192 


End 


4052 


GI 


4388818 


Score 


2422 . 


Exons 


' 192. .4052 






GI Descrip. 


(AC006528) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


25287 


Seq. ID 


OJ990604_12 . 9B05 .C39 


Gene No. 


52436 


Strand 


+ 


Start 


154 


End 


4052 


Name 


OJ990604 12.9B05.C39.o3.tw 


Method 


TBLASTX: Wheat 


Start 


499 


End 


918 


GI 


none 


Score 


162 


Exons 


499. .642, 516. .638, 628. .789, 


648. .707, 


694.. 789, 755.-847, 




850. .918, 873. .908 






Seq. No. 


25287 


Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 


Strand 


+ 


Start 


154 


End 


4052 


Name 


OJ990604 12.9B05.C39.ol.gp 


Method 


AAT/GAP 


Start 


1442 


End 


1878 


GI 


2428449 


Score 


774 


Exons 


1442. .1878 






GI Descrip. 


4388818/gb|AAD19773| 3.0e-40 


(AC006528) 


putative pol polyprotein 




with a Zn-finger CCHC type domain (prosite :QDOC50158 ) and a DDE 




integrase signature motif [Arabidopsis 


thaliana] 


Seq. No. 


.25287 


Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 


Strand 


+ 


Start 


154 


End 


4052 


Name 


OJ990604 12.9B05.C39.o5.tw 


Method 


TBLASTX: Wheat 


Start 


1646 


End 


2213 


GI 


none 


Score 


85 


Exons 


. 1646.. 1777, 1659. .1772, 1771. 


.1908, 1785. .1904, 1905. .2054, 




2151.. 2213 






Seq. No. 


25287 


Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 


Strand 


+ 


Start 


154 


End 


4052 


Name 


OJ990604 ■ 12.9B05.C39.o3.tm 


Method 


TBLASTX: Maize 


Start 


1810 


End 


2213 


GI 


none 


Score 


92 


Exons 


1810.. 1908, 1812.. 1901, 1904. 


.2128, 1905. .2132, 2148. .2213 


Seq. No. 


25287 


Seq. ID 


OJ990604_12 . 9B05 . C39 


Gene No. 


52436 


Strand 


+ 


o tar z 


154 


End 


4052 


Name 


OJ990604 12. 9B05.C39.o3.ts 


Method 


TBLASTX: Soybean 


Start 


1825 


End 


2276 


GI 


none 


Score 


56 


Exons 


1825.. 1908, 1904. .2083, 1905. 


.2153, 2139. .2276 


Seq. No. . 


25287 . 


Seq. ID 


OJ990604_12.9B05.C39 



25333 




Gene No . 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


.C39.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1905 








End 


2410 


GI 


none 








Score 


146 


Exons 


1905. .2135, 


2142 


. .2309, 


2142. 


.2318, 2150. .2410 


Seq. No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


.C39.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2489 








End 


2926 


GI 


none 








Score 


163 


Exons 


2489. .2743, 


2499 


. .2924, 


2499. 


.2924, 2510.. 2926, 2551.. 2925 


Seq. No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No . 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


,C39.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2756 








End 


3203 


GI 


none 








Score 


318 


Exons 


2756. .3061, 


2766 


. .3203 








Seq. No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No . 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o2 


.tc 


Method 


TBLASTX: Cress - 


Start 


2766 








End 


2972 


GI 


none 








Score 


183 


Exons 


2766. .2972, 


2769 


. .2972 








Seq. No. 


25287 








Seq. ID 


OJ990604 12.9B05.C39 


Gene No . 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


.C39.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2790 








End 


3144 


GI 


'none 








Score 


348 


Exons 


2790. .3134, 


2810 


. .3085, 


2884. 


.3144, 2884. .3141 


Seq. No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o2 




Method 


AAT/GAP 


Start 


2925 








End 


3167 


GI • 


1621494 








Score 


422 


Exons 


2925. .3167 












GI Descrip. 


1621495/dbj 


IBAA12903I 4 


. 0e-35 


(D85877) 


reverse transcriptase 




[Oryza sativa] 










Seq. No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2927 








End 


3549 


GI • 


none 








Score 


149 


Exons 


2927. .3073, 


2928 


. .3077, 


3117. 


.3368, 3170. .3304, 3343. .3399, 



3349. .3549 



'25334 




o C • w • 


"25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


.C39.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3204 








End 


3606 


GI : 


none 








Score 


104 


Exons 


3204. .3362, 


3206 


. .3289, 


3328. 


.3606, 3348.. 3605, 3448.. 3606 


Qprr No 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3660 








End 


4044 


GI 


none 








Score 


173 


Exons 


3660. .3851, 


3673 


. .3876, 


3901. 


.4041, 3904. .4044 


Sea No. 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No.' ' 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


3667 








End 


4026 


GI 


none 








Score 


78 


Exons 


3667. .3747, 


3748 


. .3894, 


3910. 


.4026 




^f^rr No 


25287 








Seq. ID 


OJ990604_12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


. 9B05 


.C39.ol 


. tm 


Mpt hod 


TBLASTX : Maize 


Start 


3697 








End 


4052 


GI 


none 








Score 


461 


Exons 


3697. .4050, 


3699 


. .4052 








Sea No 


25287 








Seq. ID 


OJ990604 12.9B05.C39 


Gene No. 


52436 








Strand 


+ 


Start 


154 








End 


4052 


Name 


OJ990604 12 


.9B05 


.C39.o2 


. ts 


Method 


TBLASTX: Soybean - 


Start 


3721 








End 


4004 


GI 


none 








Score 


307 


Exons 


3721. .3996, 


3723 


• .4004 








Sea No 


25288 








Seq. ID 


OJ990604_12.9B05.C40 


Gene No. 


52437 








Strand 


+ 


Start 


25 








End 


586 


Name 


OJ990604 12 


.9B05 


.C40.ol 


. gs 


Method 


GENSCAN 


Start 


25 








End 


586 


GI 


none 








Score 


.75 


Exons 


25. .586 












Seq. No. 


25289 








Seq. ID 


OJ990604_12.9B05.C42 


Gene No. 


52438 








Strand 


+ 


Start 


3838 








End 


5193 


Name 


OJ990604 12 


.9B05 


.C42.o2 


.gs 


Method 


GENSCAN 


Start 


3838 








End 


5193 


GI 


none 








Score 


.61 


Exons * 


3838. .3875, 


4000 


. .4113, 


5082. 


.5193 





25335 



Seq. No. 


25289 




Seq. ID 


OJ990604 


_12, 


> 9B05 


.C42 


Gene No. 


52439 




Strand 


+ 








Start 


5455 




End 


6792 








Name 


OJ990604 12.9B05.C42. 


o2 . np 


Method 


AAT/NAP 








Start 


5455 




End 


6792 








GI 


5852182 




Score 


270 








Exons 


5455. .5523, 6596.. 6792 












GI Descrip. 


(AL117265) zhb0012 . 1 


•[Oryza 


sativa] 










Seq. No. 


25289 




Seq. ID 


OJ990604 


_12 , 


. 9B05 


.C42 


Gene No. 


52439 




Strand 


+ 








Start 


5455 




End 


6792 








Name 


OJ990604 12.9B05.C42. 


ol . gp 


Method 


AAT/GAP 








Start 


6565 




End 


6735 








GI 


2310235 




Score 


229 








Exons 


6565.-6735 














GI Descrip. 


5852182/emb|CAB55420. 


1| 9.0e 


-13 (AL117265) zhb0012. 


. 1 [Oryza 




sativa] 














Seq. No. 


25289 




Seq. ID 


OJ990604 


_12. 


,9B05 


.C42 


Gene No. 


52440 




Strand 










Start 


1 




End 


268 








Name 


OJ990604 12. 9B05.C42. 


ol.np 


Method 


AAT./NAP 








Start 


1. 




End 


268 








GI 


6539588 




Score 


94 








Exons 


1..268 














GI Descrip. . 


(AP0008.37) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25290 




Seq. ID 


OJ990604 


JL2. 


.9B05 


.C43 


Gene No. 


52441 




Strand 


+ 








Start 


1 




End 


981 








Name 


OJ990604 12.9B05.C43. 


ol.gp 


Method 


AAT/GAP 








Start 


1 




End 


981 








GI 


342 1.R1084 




Score 


1650 








Exons 


1. .981 














GI Descrip. 


•4574406/gb|AAD24042. 


1| 0.0e+00 (AF121139) RIM2 


protein 


[Or; 




sativa] 1 














Seq. No. 


25290 




Seq. ID 


OJ990604 


_12. 


.9B05 




Gene No. 


52441 




Strand 


+ 








Start 


1 




End 


981 








Name 


OJ990604 12.9B05.C43. 


ol.np 


Method 


AAT/NAP 








Start 


1 




End 


981 








GI 


4680203 




Score 


1258 








Exons 


1. .981 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 








Seq. No. 


25290 




Seq. ID 


OJ990604 


_12, 


. 9B05 


.C43 


Gene No. 


52441 




Strand 


+ 








Start 


1 




End 


981 








Name 


OJ990604 12.9B05.C43. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


57 




End 


484 








GI 


none 




Score 


96 








Exons 


57. .140, 58. .132, 202 


f. .382, 


220. .471, 


239. .484 








Seq. No. 


25290 




Seq. ID 


OJ990604 


_12. 


, 9B05 


.C43 


Gene No. 


.52441 




Strand 


+ 









25336 



Start 1 End 

Name OJ990604_12 . 9B05 .C43 .ol . tc . Method 

Start 223 End 

GI none Score 

Exons 223.. 369, 233.. 565, 409.. 546 

Seq. No. 25290 Seq. ID 

Gene No. 52441. Strand 

Start 1 End 

Name OJ990604_12 . 9B05 .C43.ol.gs Method 

Start 311 End 

GI none Score 

Exons 311.. 970 



981 

TBLASTX: Cress 

565 

285 



OJ990604_12.9B05.C43 
+ 

981 

GENSCAN 

970 

.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



25290 
52441 
1 

OJ990604_12.9B05.C43.ol. 

353 

none 

353. .406, 361. .405, 407. 
523. .615, '593. .817, 613. 

25290 
52441 
1 

OJ990604_12. 9B05.C43.ol. 

410 

none 

410. .652, 418. .651, 434. 

25290 
52441 
1 

OJ990604_12.9B05.C43.o2. 

686 

none 

686. .928. 



Seq. ID OJ990604_12.9B05.C43 

Strand + 

End 981 

tw Method TBLASTX: Wheat 

End 822 

Score 65 
.511, 418. .507, 515. .613, 520. .612, 
.822, 616. .822 Y , 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.652, 662. .856 

Seq. ID 

Strand 

End 

ts Method 
End 
Score 



OJ990604_12.9B05.C43 
+ 

981 

TBLASTX: Maize 

856 

247 



OJ990604_12.9B05.C43 
+ 

981 

TBLASTX : Soybean 

928 

211 



Seq. No. 25291 

Gene No. 52442 

Start 519 

Name OJ990604_12 . 9B05 . C46 . ol , 

Start 519 

GI none 

Exons 519.. 637 



gs 



Seq. ID OJ990604_12.9B05.C46 

Strand + 

End 637 

Method GENSCAN 

End 637 

Score .93 



Seq. No. 25291 

Gene No. 52443 

Start 768 

Name OJ990604_12 . 9B05 . C4 6 . ol . 

Start 768 

GI 6539588 

Exons 768.. 912 

GI Descrip. (AP000837) hypothetical 

Seq. No. 25292 



np 



Seq. ID OJ990604_12.9B05.C46 
Strand 

End 912 

Method AAT/NAP 

End 912 

Score 85 



protein [Oryza sativa] 

Seq. ID OJ990604 12.9B05.C48 



25337 



Gene f^o . 


52444 




Strand 


+ 


Start 


110 




End 


744 


Name 


OJ990604 12.9B05.C48.ol 


. gs 


Method 


GENSCAN 


Start 


110 




End 


679 


GI 


none 




Score 


.72 


Exons 


110. .679 








Seq. No. 


' 25292 




Seq.' ID 


OJ990604 


Gene No. 


52444 




Strand 


+ 


Start 


110 




End 


744 


Name 


OJ990604 12.9B05.C48.ol 


.np 


Method 


AAT/NAP 


Start 


110 




End 


744 


GI 


6907089 




Score 


1052 


Exons 


110. .744 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25293 




Seq. ID 


OJ990604 


Gene No . 


52445 




Strand 


+ 


Start 


310 




End 


877 


Name 


OJ990604 12.9B05.C51.ol 


.gp - 


Method 


AAT/GAP 


Start 


310 




End 


877 


GI 


27 98 994 




Score 


732 


Exons 


310. .877 - 









GI Descrip. 3660464/emb | AJ001753 I ATI134T 2 . Oe-20 "Arabidopsis thaliana mRNA 
for Inositol 1, 3, 4-Trisphosphate 5/6 Kinase 



Seq. No. 


25293 








Seq. ID' 


OJ990604 


Gene No. 


52446 








Strand 




Start 


424 








End 


984 


Name 


OJ990604 


12.9B05.C51 


.ol 


. gs 


Method 


GENSCAN 


Start 


424 








End 


984 


GI 


none 








Score 


.85 


Exons 


424. .984 












Seq. No. 


25293 








Seq. ID 


OJ990604 


Gene No. 


52446 








Strand 




Start 


424 








End 


984 


Name 


OJ990604 


12.9B05.C51 


.ol 


. tm 


Method 


TBLASTX: 


Start 


766 








End 


970 


GI 


none 








Score 


65 


Exons 


766. .822, 


771. .815, 


832 


. .969, 


845. .970 




Seq. No. 


25294 








Seq. ID 


OJ990604 


Gene No. 


52447 








Strand 




Start 


797 








End 


917 


Name 


OJ990604 


12.9B05.C52 


.ol 


.gs 


Method 


GENSCAN 


Start 


797 








End 


917 


GI 


none 








Score 


.57 


Exons 


797. .917 












Seq. No. 


25295 








Seq. ID 


OJ990604 


Gene No. 


52448 ■ 








Strand 




Start 


473 








End 


626 


Name 


OJ990604 


12.9B05.C53 


-ol 


. gs 


Method 


GENSCAN 


Start 


473 








End 


626 


GI 


none 








Score 


.82 


Exons 


473. .568, 


620. .626 











25338 




Seq. No. 


25296 


Seq. ID 


OJ990604 


_12 


9B05 


.C54 


Gene No. 


52449 


Strand 


+ 








Start 


O o o 

328 


End 


coo 

523 








Name 


OJ990604_12 . 9B05 .C54 . ol . qs 


Method 


XT TV XT 

GEN SCAN 








Start 


328 


End 


523 








GI 


none 


Score 


c o 

. 53 








Exons 


ooo coo 
J2d . . 02 j 












Seq. No. 


25296 


Seq. ID 


OJ990604_ 


_12 


9B05 


.C54 


Gene No . 


52450 


Strand 










Start 


1 O *7 O 

19 72 


End 


O 1 o o 

2139 








Name 


OJ99Q604 12 . 9BU5 . C54 . o2 . gs 


Method 


GEN SCAN 








Start 


1972 


End 


2139 








GI 


none 


Score 


. 0 








Exons 


1972 . . 2139 












Seq. No. 


o c o m 

25297 


Seq. ID 


/-\ t o n r\ r n a 

OJ990604 


1 o 

12 


yBUo 


Z"' c c 

. Coo 


oene ino . 


OZfi OX 


otiana 


X 
T 








Start 


1725 


End 


2600 








Name 


OJ990604 12. 9B05.C55.ol.np 


Method 


AAT/NAP 








Start 


1725 


End 


2600 








GI 


5922623 


Score 


203 








Exons 


1725.. 1809, 2203. .2357, 2525. 


.2600 










GI Descrip. 


(AP000492) hypothetical prote 


in [Oryza 


sativa] 









gi I 6016856 I dbj TBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


25297 




Seq. ID 


OJ990604_ 


12. 


9B05 


.C55 


Gene No. 


52452 




Strand 










Start 


415 




End 


2244 








Name 


OJ990604 


12. 9B05.C55.ol.gs 


Method 


GENSCAN 








Start 


415 




End 


2244 








GI 


none 




Score 


.86 








Exons 


■415. .579, 


1758. .1928, 2182. 


.2244 










Seq. No. 


25298 




Seq. ID 


OJ990604_ 


12. 


9B05 


.C56 


Gene No. 


52453 




Strand 


+ 








Start 


• 964 




End 


4348 








Name 


OJ990604 


12. 9B05.C56.ol.np 


Method 


AAT/NAP 








Start 


964 




End 


4348 








GI 


" 6815052 




Score 


266 








Exons 


964. .993, 


2646. .3069, 4231. 


.4348 










GI Descrip. 


(AP001080 


) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25298 




Seq. ID 


OJ990604_ 


12. 


9B05 


.C56 


Gene No. 


52453 




Strand 


+ 








Start 


964 




End 


4348 








Name 


OJ990604 


12.9B05.C56.ol.gs 


Method 


GENSCAN 








Start 


972 




End 


3007 








GI 


none 




Score 


.67 








Exons 


972. .984, 


2174. .2273, 2515. 


.2594, 2712 


.3007 








Seq. No. 


25298 




Seq. ID 


OJ990604_ 


12. 


9B05 


.C56 


Gene No. 


52454 




Strand 










Start 


4032 




End 


4148 








Name 


OJ990604 


12.9B05.C56.o2.gs 


Method 


GENSCAN 









25339 



Start 


4032 




End 


4148 




GI 


none 




Score 


. 65 




Exons 


4032 . .4148 










Seq. No. 


25299 




Seq. ID 


OJ990604 


12 . 9B05 . C57 


Gene No. 


52455 




Strand 






Start 


1 




End 


3173 




Name 


OJ990604 12 


.9B05.C57.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3173 




GI 


226689 




Score 


337 




Exons 


1..124, 1694. .2001, 3145. .3173 






GI Descrip. 


RNA polymerase beta [Oryza sativa] 






Seq. No. 


25299 




Seq. ID 


OJ990604 


12 . 9B05 . C57 


Gene No. 


52455 




Strand 






Start 


1 




End 


3173 




Name 


OJ990604 12 


. 9B05.C57.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1693 




End 


1986 




GI 


none 




Score 


52 




Exons 


1693. .1728, 


1694.. 1792, 1694. 


.1777, 1699. .1809, 


177 9 . .1850, 




1806. .1847, 


1850.. 1975, 1850. 


.1975, 1854.. 1976, 


1857 . . 1985, 




1864. .1986 


- 








Seq. No. 


25300 




Seq. ID 


OJ990604 


12 . 9B05 . C58 


Gene No. 


52456 




Strand 


+ 




Start 


1 




End 


4206 




Name 


OJ990604 12 


.9B05.C58.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


4119 




GI 


4680203 




Score 


3190 




Exons 


1..44, 821. 


.2482, 2636.. 2866, 


3143. .4119 




GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


25300 




Seq. ID 


OJ990604 


12 . 9B05 - C58 


Gene No. 


52456 




Strand 


+ 




Start 


1 




End 


4206 




Name 


OJ990604 12 


. 9B05.C58.ol.gs 


Method 


GENSCAN 




Start 


824 




End 


4206 




GI 


none 




Score 


.8 




Exons 


824. .1621, 


1757. .2098, 2144.. 


3316, 3322.. 4206 




Seq. No. 


25300 




Seq. ID 


OJ990604 


_12 . 9B05 .C58 


Gene No. 


52457 




Strand 






Start 


3759 




End 


4175 




Name 


OJ990604 12 


. 9B05.C58.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


1124 




End 


1516 




GI 


none 




Score 


97 




Exons 


1124. .1267, 


1146.. 1253, 1250. 


.1501, 1258. .1500, 


1259 . . 1516, 




1261. .1503, 


1269. .1511 








Seq. No. 


25300 




Seq. ID 


OJ990604 


12 . 9B05 . C58 


Gene No. 


52457 




Strand 






Start 


3759 




End 


4175 




Name 


OJ990604 12 


.9B05.C58.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1432 




End 


1861 




GI 


none 




Score 


103 




Exons 


1432. .1515, 


1433.. 1507, 1565. 


.1861, 1597. .1848 





25340 



Seq. No. 


25300 








Seq. ID 


OJ990604_12. 9B05.C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604_12 


. 9B05 


,C58 .o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1594 








End 


1942 


GI . 


none ^ 








Score 


285 


Expns . 


1594 . . 1668, 


1601 


. . 1942, 


1804. 


.1938 




Seq. No. 


25300 








Seq. ID 


OJ990604_12 . 9B05 .C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604 12 


. 9B05 


.C58.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1730 








End 


2199 


GI 


none 








Score 


73 


Exons 


1730. . 1786, 


1738 


. . 1782, 


1783. 


.1884, 1784. .1888, 1784. .1906, 




1892. . 1990, 


1897 


. . 1983, 


1900. 


.1992, 1970. .2194, 1990. .2199, 




1991. .2194, 


2038 


. .2199 








Seq. No. 


25300 








Seq. ID 


OJ990604_12 . 9B05 .C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604_12 


. 9B05 


.C58.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1775 








End 


2230 


GI 


none 








Score 


237 


Exons 


1775. .2029, 


1787 


. .2029, 


2039. 


.2230 




Seq. No. 


25300 








Seq. ID 


OJ990604_12.9B05.C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604 12 


. 9B05 


.C58.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2063 








End 


2305 


GI 


none 








Score 


194 


Exons 


2063. .2305 












Seq. No. 


25300 








Seq. ID 


OJ990604_12.9B05.C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604 12 


. 9B05 


.C58.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2338 








End 


2749 


GI 


none 








Score 


87 


Exons 


2338. .2388, 


2339 


. .2401, 


2387 . 


.2629, 2407. .2589, 2662. .2748, 




2663. .2749 












Seq. No. 


25300 








Seq. ID 


OJ990604_12.9B05.C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604 12 


. 9B05 


.C58 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2750 








End 


4065 


GI 


none 








Score 


626 


Exons 


2750. .3250, 


2753 


. .2929, 


2757 . 


.3194, 2818. .3294, 2957. .3310, 




3319. .3666, 


3330 


. .3650, 


3661 . 


.3705, 3665.. 3700, 3708. .3803, 




3712. .3771, 


3750 


. .3890, 


3751. 


.3891, 3904. .3984, 3973. .4065 


Seq. No. 


25300 








Seq. ID 


OJ990604_12.9B05.C58 


Gene No. 


52457 








Strand 




Start 


3759 








End 


4175 


Name 


OJ990604 12 


.9B05 


.C58.o2 


tm 


Method 


TBLASTX: Maize 



25341 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2792 End 3109 

none Score 303 

2792.. 3109, 2806.. 3078, 2876.. 3106 



25300 
52457 
3759 

OJ990604_12 . 9B05 . C58 . ol . tc 

3033 

none 



Seq. ID OJ990604_12.9B05.C58 
Strand 

End 4175 

Method TBLASTX: Cress 

End 3483 

. Scgre 99 



3033.. 3188, 3037.. 3192, 3037.. 3294, 3041.. 3250, 3047.. 3310, 
3319.. 3483, 3330.. 3479 



Seq. ID OJ990604_12.9B05.C58 
Strand 

4175 
AAT/GAP 
4175 * 
733 



25300 
52457 
3759 

OJ990604_12.9B05.C58.ol.gp 

3759 

LIB3431-028-P1-N1-A10 
3759. .4175 

M680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum' bicolor] ' 



End 

Method 

End 

Score 



Seq. No. 


25301 




Seq. ID 


OJ990604_12.9B05.C59 


Gene, No. 


52458 




Strand 


+ 


Start 


1891 




End 


3179 


Name 


OJ990604 12. 9B05.C59.o2. 


np 


Method 


AAT/NAP 


Start . 


1891 




End 


3179 


GI 


A C O (\ o n A 

4 DO OzU 4 




Score 


697 


Exons 


1891. .3179 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghi 


am bicolor] 


Seq. No. 


25301 




Seq. ID 


OJ990604_12.9B05.C59 


Gene No. 


52458 




Strand 


+ 


Start 


1891 




End 


■ 3179 


Name 


OJ990604 12.9B05.C59.ol. 


tw 


Method . 


TBLASTX: Wheat 


Start 


2536 




End 


2934 


GI 


none 




Score 


208 


Exons 


2536.. 2772, 2542.. 2730, 


2637. 


.2804, 2767. .2934, 2862. .2930 


Seq. No. 


25302 




Seq. ID 


OJ990604_12.9B05.C61 


Gene No. 


52459 




Strand 


+ 


Start 


105 




End 


656 


Name 


OJ990604 12.9B05.C61.ol. 


gs 


Method 


GEN SCAN 


Start 


105 




End 


656 


GI 


none 




Score 


.59 


Exons 


105. .159, 178. .253, 572. 


.656 






Seq. No. 


25303 




Seq. ID 


OJ990604_12.9B05.C63 


Gene No. 


52460 




Strand 


+ 


Start 


273 




End 


327 


Name 


OJ990604 12.9B05.C63.ol. 


gs 


Method - 


GEN SCAN 


Start 


273 




End 


327 


GI 


none 




Score 


.72 


Exons 


273. .327 








Seq. No. 


25304 




Seq. ID 


OJ990604_12.9B05.C64 



25342 



\ 



Gene No . 


dZh bl 






btrana 




Start 


1 






End 


217 


Name 


OJ990604_12 


.9B05.C64.ol 


.np 


Method 


AAT/NAP 




i 
i 






End 


9 1 "7 
ZL 1 




byu / uo y 






Score 


ODZ 


Exons 


i on 
1 . . ZL 1 










GI Descrip. 




hypothetical 


protein [Oryza 


sat i va ] 


beq. no. 


JU4 






Seq. ID 


uj y yubU4 


Gene No. 


52461 






Strand 




Start 


1 ' 






End 


217 


Name 


r\ tqq n £n yt i o 
ujyyubU4 iz 


. ybUj . Ub4 . oi 


.gs 


Method 




Start 


bo 






End 


lob 


GI 


none 






Score 




Exons 


bo ..lob 










beq. no. 


Z joUj 






Seq. ID 


uj y y u bu 4 










Strand 


+ 


Start 


1 






End 


4228 


Name 


OJ990604 12 


.9B05.C65.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


4228 


GI 


6498441 






Score 


5242 


Exons 


1..439, 503 


..876, 1060. 


.1194, 


1369. .1795, 1988. 



12. 9B05.C65 



.2284, 

2456.. 3853, 3947.. 4228 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum .bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 25305 Seq. ID OJ990604_12.9B05.C65 

Gene No. 52463 Strand + 

Start 4387 End 4847 

Name OJ990604_12 . 9B05 . C65 . ol . gp Method AAT/GAP 

Start 4387 End 4847 

GI 2428323 Score 675 

Exons 4387. .4847 

GI Descrip. 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25305 Seq. ID 

52464 Strand 

4855 End 
OJ990604_12 . 9B05 . C65 . o5 . tw Method 

13 End 

none Score 

13. .354, 57. .317, 67. .321, 6228. .6305 



OJ990604_12.9B05.C65 
6637 

TBLASTX: Wheat 

6305 

298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25305 Seq. ID 

52464 Strand 

4855 End 

OJ990604_12 . 9B05 . C65 . ol . tw Method 

510 End 

none Score 



OJ990604_12.9B05.C65 
6637 

TBLASTX: Wheat 

973 

224 



510. .953, 511. .966, 512. .973, 512. .967, 735. .968 



Seq. No. 
Gene No. 
Start 



25305 
52464 
4855 



Seq. ID OJ990604_12.9B05.C65 
Strand 

End 6637 



25343 




Name 


OJ990604 12 


. 9B05 


.C65.o2 


4- in 

. ts 


Method 


1 oLiAb 1 a . ooyjjean 




O x. _ „ j_ 

otart 


551 ■ 








hna 


QIC 

y lb 






none 








Score 


I lo 




Exons 


551. .775, 782. .916 










Seq. No. 


25305 








beq. iu 


ujyyuDUfi . yduo 


pec 


Gene .No. 


52464 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


. 9B05 


.C65.ol 




Method 


TOT Z\ C TV • Ma i -7 a 




btart 


641 








Lna 


yy / 




GI 


none 








Score 


Job 




Exons 


641.. 997, 676.. 987, 692 


. . yy / 








Seq. No. 


25305 








Seq. ID 


ujyyubu^ iz . yrsuo 


pre 


Gene No. 


52464 ' 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


. 9B05 


.C65.o3 


. tin 


ixietnoa 


1 D Litto 1 A . L v ia ize 




btart 


1024 








hjna 


1 A HQ 
1 4 Uo 




bl 


none 








Score 


"5 c. q 
jjo 




Exons 


1024. .1389, 


1025 


. .1408 










beq. no. 


25305 








beq. id 


r^TQQH^n^ 19 QT3n^ 

ujyyuou^ l^.yjDUD 




Gene No. 


52464 








"Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


.9B05 


.C65.o2 


. tw 


Y\A /-N l^i A /J 

jyietnoa 


T n T ft C TV • TaTH oaf 




Start 


1081 








hna 


1 cm 




GI 


none 








Score 


A Q Q 
4 O O 




Exons 


1081. .1494, 


1082 


. .1501 










Seq. No. 


25305 








Seq. ID 


r\ ~m a r\ c r\ a i o no a c 

ojyyuoU4 lz.yBUo 


. Coo 


Gene No. 


52464 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


.9B05 


.C65.ol 


ts 


Method 


lDiiAbiA: boyoean 




Start 


1160 








bna 








none 








Score 


9 7 G 

z / y 




Exons 


1160. .1531, 


1177 


. .1320 










Seq. No. 


25305 








beq. ID 


ujyyubu^ iz . ybuo 




Gene No. 


52464 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


.9B05 


.C65-.o4 


tw 


Method 


TBLASTX: Wheat 




otart 


2156 








End 


2590 




tjl 


none 








Score 


237 




Exons 


2156. .2407, 


2171 


. .2386, 


0001 


.2406, 2441. .2590, 2452. .2589 


Seq. No. 


25305 








Seq. ID 


OJ990604_12.9B05 


.C65 


Gene No. 


52464 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


.9B05 


.C65.o3 


zs 


Method 


TBLASTX : Soybean 






2279 








End 


2689 




bl 


none 








Score 


84 




Exons 


2279. .2377, 


2444 


. .2689 










Seq. No. 


25305 








Seq. ID 


OJ990604_12.9B05 


.C65 


Gene No. 


52464 








Strand 






Start 


4855 








End 


6637 




Name 


OJ990604 12 


. 9B05 


.C65.-o7. 


tw 


Method 


TBLASTX: Wheat 





'25344, 



Start 


2594 








End 


2905 






GI 


none 








Score 


190 






Exons 


2594 . .2905 
















Seq. No. 


25305 








Seq. ID 


OJ990604 


12 . 9B05 


.C65 


Gene No. 


52464 








Strand 








'Start 


4855 








End 


6637 






Name 


OJ990604_12 


. 9B05 


. C65 . o2 , 


. tm 


Method 


TBLASTX : 


Maize 




Start 


3098 








End 


3460 






GI 


none 








Score 


361^ 






Exons 


3098 . . 3421, 


3127 


. . 3408, 


3413. 


. 3460 








Seq. No. 


25305 








Seq. ID 


OJ990604 


12 . 9B05 


. C65 


Gene No. 


52464 








Strand 








Start 


4855 








End 


6637 






Name 


OJ990604 12 


. 9B05 


. C65 . o3 . 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


3235 








End 


3616 






GI 


none 








Score 


372 






Exons 


3235 . .3291, 


3236 


. .3616, 


3239 . 


.3577, 3337.. 3585 






Seq. No. 


25305 








Seq. ID 


OJ990604 


_12 . 9B05 


. C65 


Gene No. 


52464 








Strand 








Start 


4855 ' 








End 


6637 






Name 


V"i T A ^ A r A A ^ r\ 

OJ990604_12 


. 9B05 


,C65.o6, 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


3617 








End 


4219 






GI 


none 








Score 


262 






Exons 


3617 . . 3901, 


3619 


. . 3927, 


3622 . 


.3900, 4093. .4215, 


4094. .4219 


Seq. No. 


25305 








Seq. ID 


OJ990604 


JL2.9B05 


.C65 


Gene No. 


52464 








Strand 








Start 


4855 








End 


6637 






Name 


OJ990604_12 


. 9B05 


,C65.o4 , 


. tm 


Method 


TBLASTX: 


Maize 




Start . 


4088 








End 


4231 






GI 


none 








Score 


184 






Exons 


4088 . . 4231, 


4093 


. . 4227 












Seq. No. 


25305 








Seq. ID 


OJ990604 


_12.9B05 


.C65 


Gene No. 


52464 








Strand . 








Start 


4855 








End 


6:637 






Name 


OJ990604_12 


. 9B05 


. C65 . o2 . 


.gs 


Method 


GENSCAN 






Start 


4855 








End 


6568 






GI 


none 








Score 


.77 






Exons 


4855 . . 5199, 


5256 


. . 6568 












Seq. No. 


25305 








Seq. ID 


OJ990604 


_12.9B05 


.C65 


Gene No. 


52464 








■ Strand 








Start 


4855 








End 


6637 






Name 


OJ990604 12 


. 9B05 


.C65.o2, 


,np 


Method 


AAT/NAP 






Start 


4858 








End 


6637 






GI 


6907089 








Score 


2532 






Exons 


4858. .6637 


















(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


25306 








Seq. ID 


O.J990604 


_12.9B05 


.C66 


Gene No. 


52465 








Strand 








Start 


144 








End 


215 






Name 


OJ990604 12 


. 9B05 


.C66.0I. 


gs 


Method 


GENSCAN 







25345 



# 



Start 14 4 End 

GI none Score 

Exons 14 4.. 215 

Seq. No. 25307 Seq. ID 

Gene No. 524 66 Strand 

Start 101 , End 

Name OJ990604_12 . 9B05 .C67 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 271 

Seq. No. 25308 Seq. ID 

Gene No. 524 67 Strand 

Start 1627 End 

Name OJ990914_14 . 9B01 .CI . ol .gs Method 

Start 1627 ' End. 

GI none Score 

Exons 1627., 

5495. . 

7227. . 

10854, 

12008, 



215 
.78 



OJ990604_12 . 9B05 . C67 
+ 

271 

GENS CAN 

271 

.66 



OJ990914_14.9B01.C1 
+ 

12639 
GENSCAN 
12639 
.62 

2289, 4907. .4947, 5049. .5168, 
6203, 6385.-6498, 6703.. 6925, 
8631, 9650.. 9760, 10680 .. 10769, 
10934, 11021. .11089, 11213 11326, 11813 .. 11874 , 
12104, 12577. .12639 < 



1804, 1983.. 2151, 2223 
5826, 5840.. 5896, 6104 
7347, 8016.. 8116, 8502 



Seq. No. 25308 Seq. ID OJ990914_ 

Gene No. 52468 Strand + - 

Start' 17720 . End 19258 

Name OJ990914_14 . 9B01 .CI .o4 .np Method AAT/NAP 

Start 17720 End 19258 

GI 4835757 Score 91 

Exons 17720. .17808, 18813 .. 18894 , 19029.. 19258 

GI Descrip. (AC007202) EST gb|AA404917 comes from this gene, 
thaliana] 



14.9B01.C1 



[Arabidopsis 



Seq. No. - 25308 

Gene No. 524 69 

Start 12876 

Name OJ990914_14 . 9B01 . CI . o2 . ts 

Start 8067 

GI none 
Exons 



Seq. ID OJ990914_14.9B01.C1 
Strand 

End 17546 

Method TBLASTX : Soybean 

End ' 10468 

Score 77 



8067. .8126, 8486.-8632, 8492. .8584, 8499. .8642, 8499. .8621, 
8500. .8655, 8503. .8631, 10364. .10468 



Seq. No. 


25308 


Seq. ID 


OJ990914_14.9B01.C1 


Gene No. 


52469 


Strand 




Start 


12876 


End 


17546 


Name 


OJ990914 14 .9B01.Cl.ol.np 


Method 


AAT/NAP 


Start 


12876 


End 


15352 


GI 


3355308 


Score 


1056 


Exons 


12876. .14104, 14194. .14332, 


14419. .14706, 14764. .15352 


GI Descrip. 


(AJ009695) wall-associated 


kinase 4 [Arabidopsis thaliana] 


Seq. No. 


25308 


Seq. ID 


OJ990914_14.9B01.C1 


Gene No. 


52469 


Strand 




Start 


12876 


End 


17546 


Name 


OJ990914 14.9B01.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


13015 


End 


14014 



25346 



GI 


none 




Score 


247 


Exons 


13015 .. 13566/ 13016. 


. 13501, 


13600. .13902, 13616. .13795, 




1 —> o c i ~5 rt rt rt i -i rt ji rt 

13853.. 13900,. 13942. 


. 14013, 


13946. .14014 


Seq. No. 


Or OAO 

25308 




Seq. ID 


OJ990914_14.9B01 


Gene No. 


52469 




Strand 




Start 


12876 - 




End 


17546 


Name 


OJ990914_14.9B01.C1. 


ol.tc 


Method 


TBLASTX :'Cress 


Start 


1 o a o a 
13036 




End 


15286 


GI 


none 




Score 


259 


Exons 


13036 .. 13902, 13076. 


*\ rt c Ct 1 

. 13501, 


13598. .137 95, 13942. .13998, 




14420 .. 14515, 15212. 


. 15286 






Seq. No. 


rt C *3 f\ o 

25308 




Seq. ID 


OJ990914_14 .9B01 


Gene No. 


524 69 




Strand 




Start 


12876 




End 


17546 


Name 


OJ990914_14.9B01.C1. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


13192 




End 


13998 


GI 


none 




Score 


172 


Exons 


13192 13779, 13265. 


. 1348 6, 


13616. .13741, 13762. .13902, 




13942 . . 13998 








Seq. No. 


25308 




Seq. ID 


O'J990914_14.9B01 


Gene No. 


524 69 




Strand 




Start 


12876 




End 


17546 


Name 


OJ990914_14.9B01.C1. 


o2.tw 


Method 


TBLASTX: Wheat ■ 


Start 


13246 ' 




End 


13521 


GI 


none 




Score 


64 


Exons 


13246. .13389, 13261. 


. 13353, 


13271. .13384, 13390 .. 13521, 




1 ll/M 1 rt l - 1 rt 

13391 . . 13519 








Seq. No. 


25308 




Seq. ID 


OJ990914JL4.9B01 


Gene No. 


52469 




Strand 




Start 


12876 




End 


1754 6 


Name 


OJ990914 14.9B01.C1. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


1 rt C rt rt 

13522 




End 


13884 


GI 


none 




Score 


126 


Exons 


■ 1 O C O rt 1 O rt rt * "10/"rtT 

13522 . . 13884 , 13607. 


. 13789 






Seq. No. 


r> r- o rt o 
25308 




Seq. ID 


OJ990914_14.9B01 


Gene No. 


52469 




Strand 




Start 


12876 




End 


17546 


Name 


OJ990914 14.9B01.C1. 


o3.np 


Method 


AAT/NAP 


Start 


14138 




End 


17546 


GI 


6539588 




Score 


79 


Exons 


14138. .14182, 16551. 


.16766, 


17520.. 17546 


GI Descrip.- 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25309 




Seq. ID 


OJ990914_14.9B01 


Gene No. 


52470 




Strand 




Start 


1774 




End 


2088 


Name 


OJ990914 14.9B01.C2. 


o2 . gs 


Method 


GENSCAN 


Start 


1774 




End 


2088 


GI 


none 




Score 


.84 


Exons 


1774. .2088 








Seq. No. 


25310 




Seq. ID 


OJ990914_14.9B01 



25347 




Gene No. 


52471 


Strand 




Start 


290 


End 


750 


Name 


OJ990914_14 . 9B01 .C3.ol.gs 


Method 


GEN SCAN 


Start 


290 


End 


750 


GI 


none 


Score 


. 6 


Exons 


290 . . 474, 663 . . 750 






Seq. No. 


25311 


' Seq. ID 


OJ990914_14 . 9B01 .C4 


Gene No. 


52472 


Strand 


+ 


Start 


121 


End 


457 


Name 


OJ990914 14 . 9B01 .C4 . ol". gs 


Method 


GEN SCAN 


Start 


121 


End 


457 


GI 


none 


Score 


. 9 


Exons 


121 . .217, 298 . .457 






Seq. No. 


25312 


Seq. ID 


OJ990914_14 . 9B01 .C5 


Gene No. 


52473 


Strand 


+ 


Start 


206 


End 


295 


Name 


OJ990914 14.9B01.C5.ol.gp 


Method 


AAT/GAP 


Start 


206 


End 


295 


GI 


4715767 


Score 


130 


Exons 


206. .295 






GI Descrip. 


6006355/dbj | AP000559.1 IAP000559 1.0e-17 Oryza sativa genomic 




DNA, chromosome 6, clone : P04 93C11 




Seq. No. 


25312 


Seq. ID 


OJ990914_14 . 9B01 .C5 


Gene No. 


52474 


Strand 


— 


Start 


863 


End 


1483 


Name 


OJ990914 14.9B01.C5.ol.gs 


Method 


GEN SCAN 


Start 


863 


End 


1483 


GI 


none 


Score 


.8 


Exons 


863. .1157, 1259. .1483. 






Seq. No. 


25312 


Seq. ID 


OJ990914_14 .9B01.C5 


Gene No. 


52474 


Strand 




Start 


863 


End 


1483 


Name 


OJ990914 14.9B01.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


876 


End 


1214 


GI 


none 


Score 


108 


Exons 


876.. 1145, 916.. 1068, 1052. 


.1150, 1143 


.1214 


Seq. No. 


25312 


Seq. ID 


OJ990.914_14 . 9B01.C5 


Gene No. 


52474 


Strand 




Start 


863 


. End 


1483 


Name 


OJ990914 14.9B01.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


882 


End 


1133 


GI 


none 


Score 


68 


Exons 


882.. 1133, 916.. 1068 






Seq. No. 


25313 


Seq. ID 


OJ990914_14.9B01.C6 


Gene No. 


52475 


Strand 


+ 


Start 


614' 


End 


5367 


Name 


OJ990914 14.9B01.C6.ol.gs 


Method 


GENS CAN 


Start 


614 


End 


5088 


GI 


none 


Score 


.48 


Exons 


614. .707, 1161. .1400, 1604. 


.1625, 1780. 


.1895, 2613.. 2723, 



3337. .3355, 4025. .4171, 4613. .4672, 5028. .5088 



25348 



Seq. No. 25313 
Gene No. 52475 
Start 614 

Name OJ990914_14 . 9B01 . C6 . ol . gp 

Start 2899 
GI 12650_1.R1084 
Exons . 2.899. .3256 

GI Descrip. * 5803242/dbj | AP000399 . 1 | AP000399 2.0e-24 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. ID OJ990914_14.9B01.C6 

Strand + 

End 5367 

Method AAT/GAP 

End 3256 

Score 660 



Seq. No. 


25313 




Seq. ID 


OJ990914 


_14 . 9B01 ,C6 


Gene No. 


52475 




Strand 


+ 




Start 


614 




End 


5367 




Name 


OJ990914 14.9B01.C6 


. o2 . gp 


Method 


AAT/GAP 




Start 


3308 




End 


5367 




GI 


none 




Score 


1344 




Exons 


3308. .3356, 4010. .4171, 4559 


..4672, 4839. .4953, 


5028. .5367 


Seq. No. 


25313 




Seq. ID 


OJ990914 


_14.9B01.C6 


Gene No. 


52476 




Strand 


+ 




Start 


6447 




End 


6809 




Name 


•OJ990914 14.9B01.C6 


. o3.gp 


Method 


AAT/GAP 




Start 


6447 




End 


6809 




GI 


427721 




Score 


670 . 




Exons 


6447. .6809 










Seq. No. \ 


25313 




Seq. ID 


OJ990914 


_14.9B01.C6 


Gene No. 


52477 




Strand 






Start 


10515 




End 


13643 




Name 


OJ990914 14.9B01.C6 


.ol.np 


Method 


AAT/NAP 




Start 


9232 




End 


12616 




GI 


6665543 




Score 


783 




Exons . 


9232.. 9270, 10623.. 


11716, 12338.. 12433 


, .12525. . 


12616 


GI Des ; crip. 


(AC013289) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


25313 




Seq. ID 


OJ990914 


__14. 9B01. C6 


Gene No. 


52477 




Strand 






Start 


10515 




End 


13643 




Name 


OJ990914 14.9B01.C6 


. o3 . gs 


Method 


GENSCAN 




btart 


10515 




End 


13643 




GI 


none 




Score 


.55 




Exons 


10515. .11722, 12293 


. .12433, 


12525. .13323, 13452 


. .13643 


Seq. No. 


25313 




Seq. ID 


OJ990914 


_14.9B01.C6 


Gene No. 


52478 




Strand 






Start 


15717 




End 


20252 




Name 


OJ990914 14.9B01.C6 


. o4 .gs 


Method 


GENSCAN 




Start 


15717 




End 


20252 




GI 


none 




Score 


.75 




Exons 


15717. .15935, 15975 


. .16186, 


17590. . 18651, 18984 


. .19148, 




19304. .20252 










Seq. No. 


25313 




Seq. ID 


OJ990914 


_14 . 9B01.C6 


Gene No. 


52478 




Strand 






Start 


15717 




End 


20252 




Name 


OJ990914 14.9B01.C6 


. o2 . np 


Method 


AAT/NAP 





25349 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17492 End 20234 

3355308 Score - 1086 

17492. .18651, 18984 .. 19148, 19304 .. 19901, 19991.. 20234 

(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



25313 

52479" 

21841 

OJ990914_14 .9B01.C6.o2. tm 

4046 

none 

4046. .4084, 4050. .4085, 4092, 
4557. .4676 



OJ990914_14.9B01.C6 
21901 

TBLASTX: Maize 

4676 

43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4178, 4093. .4149, 4555. .4674, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25313 
52479 
21841 

OJ990914_14. 9B01.C6.ol.tc 

10818 

none 

10818. .11219, 10912. .11169, 
11562. .11708, 11563. .11715, 
12682. .12708, 13270 13350, 
17922. .18374, 18453 .. 18593, 
19461. .19577, 19659 .. 19694 , 



Seq. ID OJ990914_14.9B01.C6 
Strand 

End 21901 

Method TBLASTX: Cress 

End 20171 

Score 154 
11235. .11615, 11251. .11421, 
12309. .12368, 12526 .. 12621 , 
17624. .18568, 17627 .. 18163, 
18470. .18595, 19299 .. 19400 , 
20088. .20171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25313 
52479 
21841 

OJ990914_14. 9B01.C6.ol.tm 
10872 



OJ990914 14.9B01.C6 



none 
10872. 
11248. 
17775. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11213, 10873. .11160, 11228 .. 11521, 11229 .. 11639, 
11439, 11476. .11637, 17597 .. 18559, 17 604 .. 17 693, 
18149, 17884. .18156, 18131 .. 18307, 18201 .. 18380, 



21901 

TBLASTX: Maize 

18590 

164 



18441. .18476, 1844 9 .. 18589, 18522. .18590 



Seq. No. 25313 . Seq. ID 

Gene No. 52479 Strand 

Start 21841 End 

Name OJ990914_14 . 9B01 . C6 . ol . ts Method 

Start 10872 End 

GI none Score 

Exons 10872. .11222, 10891 .. 11001, 11053 11169, 11228 

11234. .11353, 11235. .11414, 11251 .. 11379, 11397 



OJ990914 14.9B01.C6 



21901 

TBLASTX: Soybean 
18574 
98 

,11395, 
11582, 



11406. .11552, 11533. .11616, 17782 .. 18111, 177 98 .. 18367 , 
17910. .18329, 18350. .18574, 18509.. 18574 



Seq. No. 25313 

Gene No. 52479 

Start 21841 

Name 0 J9 9 0 9 1 4_1 4 . 9B0 1 . C 6 . o2 . t w 

Start 10887 

GI none 
Exons 



Seq. ID OJ990914_14.9B01.C6 
Strand 

End 21901 

Method TBLASTX : Wheat 

End 18109 

Score 73 



10887. .11027, 10891. .11001, 11031 .. 11159, 11041 .. 11124, 
17858. .17977, 1797 9 .. 18107, 17993.. 18109 



25350 



Seq. No. 


25313 


Seq. ID 


OJ990914_14 . 9B01 .C6 


Gene No. 


52479 


Strand 




Start 


21841 


End 


21901 


Name 


OJ990914_14.9B01.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11160 


End 


18472 


GI 


none 


Score 


41 


Exons 


11160. .11216, 11160. .11219/ 


11223. .11585, 11224. .11442, 




11232. .11588, 114 97. .11586, 


18110. .18472, 18111.. 18377 


Seq. No. 


25313 


Seq. ID 


OJ990914_14.9B01.C6 


Gene No. 


52479 


Strand 




Start 


21841 


End 


21901 


Name 


OJ990914 14.9B01.C6.o4.gp 


Method 


AAT/GAP 


Start 


21841 


End 


21901 


GI 


LIB3431-030-P1-N1-G8 


Score 


83 


Exons 


21841. .21901 






GI Descrip. 


'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


25314 


Seq. ID 


OJ990914_14 .9B01.C7 


Gene No. 


52480 


Strand 


+ 


Start 


89 


End 


7523 


Name 


OJ990914 14.9B01.C7.ol.gs 


' Method 


GENS CAN 


Start 


89 


End 


7523 


GI 


none 


Score 


.41 


Exons 


89. .162, 759. .1136, 1560. .3146, 3631., 


3704,. 3780. -.4146, 




4232. .4454, 4527. .4645, 4726 


..5024, 5129. .5390, 5483. .5590, 




5637.. 5738, 6006.. 6375, 6439 


..6692, 7081. .7304, 7487. .7523 


Seq. No. 


25314 


Seq. ID 


OJ990914_14 .9B01.C7 


Gene No. 


52480 


Strand 


+ 


Start 


89 


End 


7523 


Name 


OJ990914 14.9B01.C7.ol.np 


Method 


AAT/NAP 


Start 


891 


End 


6389 


GI 


5441880 


Score 


2766 


Exons 


891. .1902, 2347. .2378, 2637. 


.2963, 3565.. 3704, 3813.. 4146, 




4726.. 5024, 5129.. 5385, 5941 


. .6389 





GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 





(AC003981) 


[Oryza sativa] 






Seq. No. 


25314 




Seq. ID 


OJ990914_14.9B01.C7 


Gene No. 


52480 . 




Strand 


+ 


Start 


89 




End 


7523 


Name 


OJ990914 14 


. -9B01.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1458 




End 


2054 


GI 


none 




Score 


375 


Exons 


1458. .1925, 


1463.. 1936, 1983. 


.2054 




Seq. No. 


25314 




Seq. ID 


OJ990914_14.9B01.C7 


Gene No. 


52480 




Strand 


+ 


Start 


89 




End 


7523 


Name 


OJ990914 14 


.9B01.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1752 




End 


2129 


GI 


none 




Score 


191 


Exons 


- 1752. .1901, 


1754.. 1906, 1755. 


.1931, 1955.. 2023, 1956.. 2129, 




1978. .2118 









25351 



Seq. No.. 25314 

Gene No. 52480 

Start 89 

Name OJ990914_14 . 9B01 . C7 . ol . gp 

Start 3819 . . 

GI LIB3433-020-P1-K1-A6 

Exons 3819.. 3869, 5688.. 6068 

GI Descrip. • 5670155/gb | AF161269 . 1 1 AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ99.0914_14.9B01.C7 

Strand + 

End 7523 

Method AAT/GAP 

End 6068 

Score 744 



Seq. No. 


25314 


Seq. ID 


OJ990914_14.9B01.C7 


Gene No. 


52480 


Strand 


+ 


Start 


89 


End 


7523 


Name 


OJ990914 14.9B01.C7.o2. 


tw. Method 


TBLASTX: Wheat 


Start 


3871 


End 


4300 


GI 


none 


Score 


92 


Exons 


3871.. 3924, 3885.-3935, 


3933. .4052, 3934. .4053, 4226. .4300 


Seq. No. 


25315 


Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52481 


Strand 


+ 


Start 


193 


End. 


259 


Name 


OJ990914 14.9B01.C8.ol. 


gp Method 


AAT/GAP 


Start 


193 


End 


259 


GI 


LIB3431-030-P1-N1-G8 


Score 


82 


Exons 


193. .259 






GI Descrip. 


'5670155/gb IAF161269.il 


AF161269 4.0e- 


8 6 Oryza sativa subsp 



japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


25315 


Seq. ID 


OJ990914 14.9B01.C8 


Gene No. 


52482 


Strand 


+ 


Start 


552 ■ 


End 


1651 


Name. 


OJ990914 14.9B01.C8. 


ol.gs Method 


GENSCAN 


Start 


552 


End 


1651 


GI 


none 


Score 


.44 


Exons 


552. .662, 726. .733, 


1287. .1651 




Seq. No. 


25315 


Seq. ID 


OJ990914_14. 9B01.C8 


Gene No. 


. 52483 


Strand 


+ 


Start 


8617 


End 


8822 


Name 


OJ990914 14.9B01.C8. 


o2.gp Method 


AAT/GAP 


Start 


8617 


End 


8822 


GI 


3766626 


Score 


267 


Exons 


8617. .8822 






GI Descrip. 


5257255/dbj IAP000364 


.1IAP000364 1.0e-51 


Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25315 
52484 
9134 

OJ990914_14. 9B01.C8.o4.gs 

9134 

none 



Seq. ID OJ990914_14 . 9B01.C8 

Strand + 

End 13861 

Method GENSCAN 

End 12959 

Score .52 



9134. .9220, 10142. .10245, 11116 .. 11290, 12447. .12959 



Seq. No. 
Gene No. 



25315 
52484 



Seq. ID OJ990914_14.9B01.C8 
Strand + ' 



25352 




Start 


9134 End 


13861 


Name 


OJ990914 14.9B01.C8.o4.gp Method 


AAT/GAP 


Start 


11965 End 


12159 


GI 


5667165 Score 


327 


Exons 


11965. .12159 




GI Descrip. 


5670155/gb|AF161269.1|AF161269 4.0e-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


Seq. No. 


25315 Seq. ID 


OJ990914 14.9B01.C8 


Gene No. 


52484 Strand 


+ 


Start 


9134 End 


138 61 


Name 


OJ990914 14.9B01.C8.o2.np Method 


AAT/NAP 


Start 


12245 End 


13861 


GI 


6907086 Score 


1201 


Exons 


12245. .12990, 13050 .. 13289, 13520 .. 13583, 13691. .13861 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25315 Seq. ID. 


OJ990914_14..9B01.C8 


Gene No . 


52484 Strand 


+ 


Start 


9134 End 


13861 


Name 


OJ990914"- 14 . 9B01 . C8 . o5 . gs Method 


GENS CAN 


Start 


13551 End 


13751 


GI 


none Score 


.73 


Exons 


13551. .13751 




Seq. No. 


25315 Seq. ID 


OJ990914_14.9B01.C8 


Gene No . 


52485 'Strand 




Start 


2175 End 


4898 


Name 


OJ990914 14.9B01.C8.o2.gs Method 


GENSCAN 


Start 


2175 'End 


4898 


GI 


none Score 


.76 


Exons 


2175. .3367, 3480. .3647, 3973. .4357, 4371. .4898 


Seq. No. 


25315 Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52485 Strand 




Start 


2175 End 


4898 


Name 


OJ990914 14.9B01.C8.ol.np Method 


AAT/NAP 


Start 


2196 End, 


4880 


GI 


3355308 Score 


1022 


Exons 


2196. .3389, 3496. .3647, 3973. .4488, 4531. .4880 


GI Descrip. 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


25315 Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 Strand 




Start 


10290 End 


10806 


Name 


OJ990914 14.9B01.C8.ol.tm Method 


TBLASTX: Maize 


Start 


2307 End 


3307 


GI 


none Score 


62 


Exons 


2307. .3194, 2308. .2409, 2515. .2808, 2835 .. 3017 , 2905 .. 3093, 




3084.. 3194, 3238.. 3306, 3239.. 3307 




Seq. No. 


25315 Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 Strand 




Start 


* 10290 End 


10806 


Name 


OJ990914 14.9B01.C8.ol.tc Method 


TBLASTX: Cress 


Start 


2328 End 


4859 


GI 


none Score 


51 



25353 




Exons 2328. .3194, 2350. .2397, 2485. .2808, 2898. .3020, 2908. .3090, 

3234. .3275, 3977. .4060, 3981. .4061, 4130. .4246, 4734. .4859 



Seq. No. 


25315 




Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 




Strand 




Start 


10290 




End 


10806 


Name 


OJ990914 14 . 9B01 .C8 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


2485 




End 


3275 


GI 


none 




Score 


193 


Exons 


2485. .2811,, 2501. .2815, 


2502. 


.3071, 2959. .3060, 3054. .3194, 




3234.;3275 








Seq. No. 


25315 




Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 




Strand 




Start ' 


10290 




End 


10806 


Name 


OJ990914_14 . 9B01.C8.o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2562 




End 


2813 


GI 


none 




Score ■ 


110 


Exons 


2562. .2681, 2563.-2676, 


2682. 


.2813, 2683. .2811 


Seq. No. 


25315 




Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 




Strand 




S.tart 


10290 




End 


1080*6 


Name 


OJ990914_14 . 9B01 .C8 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2814 




End 


3176 


GI 


none 




Score 


142 


Exons 


2814. .317 6, 2878. .3090, 


3101. 


.3157 - 




Seq. No. 


25315 




Seq. ID 


OJ990914_14.9B01.C8 


Gene No. 


52486 




Strand 




Start 


10290 




End 


10806 


Name 


- OJ990914 14.9B01.C8.o3. 


gp 


Method 


AAT/GAP 


Start 


10290 




End 


10806 


GI 


38782 1.R1084 




Score 


814 


Exons 


10290. .10806 








GI Descrip. 


1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


25316 








Seq. ID 


OJ990914 


_14. 


. 9B01 


.C9 


Gene No. 


52487 








Strand 


+ 








Start 


216 








End 


309 








Name 


OJ990914 14 


. 9B01 


.C9.ol. 


gs 


Method 


GENSCAN 








Start 


216 








End 


309 








GI 


none 








Score 


.46 








Exons 


216. .309 


















Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 , 


. 9B01 


.C10 


Gene No. 


52488 








Strand 


+ 








Start 


1108 








End 


6013 








Name 


OJ990914 14 


.9B01 


.ClO.ol 


.gs 


Method 


GENSCAN 








Start 


1108 








End 


5882 








GI 


none 








Score 


.84 








Exons 


1108. .2044, 


.4552. 


. .4719, 


4882. 


.5882 










Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 . 


.9B01 


.C10 


Gene No. 


52488 








Strand 


+ 








Start 


1108 








End 


6013 









25354 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990914_14 . 9B01 . CIO . ol . np Method AAT/NAP 

1132 . End 6013 

4826399 Score 1027 

1132. .2044, 45S2..4657, 4768. .6013 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 

25317 Seq.. ID OJ990914_14 . 9B01 . CIO 

52488 Strand + 

1108 End 6013 

OJ990914_14 . 9B01 . C10.. ol . gp Method AAT/GAP 

2244 V. End 2320 

90742_1.R1084 Score 96 

2244. .2320 

, 5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


25317 


Seq. ID 


OJ990914_14.9B01.C10 


Gene. No. 


52489 


Strand 


+ 


Start 


15529 


End 


17210 


Name 


OJ990914 14.9B01.C10.o4.gs 


Method 


GENSCAN 


Start 


15529 


End 


17210 


GI 


none 


Score 


.73 




15529. .16021, 17068.. 17210 






Seq. No. 


25317 


Seq. ID 


OJ990914_14.9B01.C10 


Gene No. 


52490 


Strand 


+ 


Start 


18013 


End 


19992 


Name 


OJ990914 14.9B01.C10.o5.gs 


Method 


GENSCAN 


Start 


18013 


End 


19992 


GI 


none 


Score 


.8 


Exons 


18013. .19992 






Seq. No. 


25317 


Seq. ID 


OJ990914_14.9B01.C10 , 


Gene No. 


52491 


Strand 




Start 


5820 


End 


12890 


Name 


OJ990914 14.9B01.C10.o2.np 


Method 


AAT/NAP 


Start 


5820 


End 


11700 


GI 


6069646 


Score 


1038 


Exons 


5820. .5884, 6385. .7295, 7591. 


.8397, 11624. .11700 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


25317 


Seq. ID 


OJ990914_14.9B01.C10 ■ 


Gene No. 


52491 


Strand 




Start 


5820 


End 


12890 


Name 


OJ990914 14.9B01.C10.o2.gs 


Method 


GENSCAN 


Start 


6341 


End 


8932 


GI 


none 


Score 


.57 


Exons 


6341. .6537, 7501. .7914, 8455. 


.8566, 8804. .8932 


Seq. No. 


25317 


Seq. ID 


OJ990914_14 . 9B01 . C10 


Gene No. 


52491 


Strand 




Start 


5820 


End 


12890 


Name 


OJ990914 14.9B01.C10.o3.gs 


Method 


GENSCAN 



25355 




Start 


9278 








End 


12890 




GI 


none 








Score 


.46 




Exons 


9278 . . 9639, 


10267. .104 95, 10675. .10835, 


10906. . 


10996, 




11275. . 1188^ 


', 12087. .12250, 


12467. .12706, 12813 


. . 12890 


Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 . 9B01 . C10 


Gene No. 


52492 








Strand 






Start 


20404 








End 


21935 




Name 


OJ990914_14. 


9B01. 


ClO.ol 


.tc 


Method 


TBLASTX : 


Cress 


.Start 


1150 








End 


5856 




GI 


none 








Score 


89 




Exons 


1150 . . 1281, 


1840. 


.1887, 


1945 


..2043, 4817. .5026, 


A O C A P A * O 

4854 . . 5042, 




4911 . . 5789, 


olUo . 






..5557, 5574. .5810, 


5800 . . 5856 


Seq. No. 


25317 








Seq. ID 


OJ990914 


14 . 9B01 . C10 


Gene No. 


52492 








Strand 






Start 


20404 








End 


21935 




Name 


OJ990914_14. 


9B01. 


C10.o2 


.tm 


Method 


TBLASTX : 


Maize 


Start 


4889 








-End 


5883 




GI 


none 








Score 


94 




Exons 


4889. .4957, 


A O A A 

4 yyu . 


. oUol , 


A A O A 


..5801, 5003. .5035, 


5099 . . 5290, 




5154 . .5810, 


5803. 


.5883, 


5803 


. .5880 






Seq. No. 


25317 








Seq. ID 


OJ990914 


14 . 9B01 . C10 


Gene No. 


52492 








Strand 






Start 


20404 








End 


21935 




Name 


OJ990914_14 . 


9B01. 


C10.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4905 








End 


5696 




GI 


none 








Score 


69 




Exons 


4905. .4970, 


4905. 


.5129, 


5112 


..5696, 5123. .5557, 


5514 . . 5690 


Seq. No. 


25317 








Seq. ID 


OJ990914 


14 . 9B01 . C10 


Gene No. 


, 52492 








Strand 






Start 


20404 








End 


21935 




Name 


OJ990914_14 . 


9B01. 


ClO.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


5007 








End 


5369 




GI 


none 








Score . 


385 




Exons 


5007 . . 5369, 


5102. 


.5359 










Seq. No. 


25317 








Seq. ID 


OJ990914 


14 . 9B01 . C10 


Gene No. 


52492 








Strand 






Start 


20404 








End 


21935 




Name 


OJ990914 14. 


9B01. 


C10.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


5370 








End 


5621 . 




GI 


none 








Score 


138 . 




Exons 


5370 . . 5501, 




c c a a 

. 5500, 


C C A O 

5502 


..5621, 5507. .5557 




Seq. No. 


25317 








Seq. ID 


OJ990914 


14 . 9B01 . C10 


Gene No. 


52492 








Strand * 






Start 


20404 








End 


21935 




Name 


OJ990914 14. 


9B01. 


C10.O5 


.tm 


Method 


TBLASTX: 


Maize 


C 4- a y-4- 










End 


6923 




GI 


none 








Score 


63 




Exons 


6392. .6583, 


6557. 


.6682, 


6564 


..6680, 6714. .6794, 


6718. .6792, 




6819. .6923 














Seq. No. 


25317 








Seq. ID 


OJ990914 


_14.9B01.C10 



25356 



Gene No. 


52492 








" Strand 








Start 


20404 








End 


21935 






Name 


OJ990914_14 


. 9B01 


..CIO.08 


. tm 


Method 


TBLASTX : 


Maize 




Start 


7032 








End 


7307 






GI 


none 








Score 


95 






Exons 


7032 . .7112, 


7125 


. .7307, 


7126. 


. 7299 








Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 . 9B01 . 


. C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Name 


OJ990914_14 


. 9B01 


.C10.o3 


. tm 


Method 


TBLASTX : 


Maize 




Start 


7403 








End 


8062 






GI 


none 








Score 


70 






Exons 


7403 . . 8062, 


7481 


. .7744, 


7854 . 


. 8027 








Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 . 9B01 . 


. C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Name 


OJ990914_14 


. 9B01 


.C10 . o3 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


7430 








End 


7735 






GI 


none 








Score 


104 






Exons 


7430 . .7735, 


7434 


. . 7733 












Seq. No. 


25317 








Seq. ID 


OJ990914 


_14 . 9B01 . 


, C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Name 


OJ990914_14 


.9B01 


.C10.o4 


. tm 


Method 


TBLASTX : 


Maize 




Start 


8063 








End 


8474 






GI 


none 








Score 


50 






Exons 


8063. .8164, 


8103 


. . 8144, 


8153. 


.8407, 8217. .8411, 


8400. .8450, 




8438 . .8473, 


8448 


. .8474 












Seq. No. 


25317 








Seq. ID 


OJ990914 


_14.9B01. 


,C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Name 


/-v T A A A A 1 A ■I A 

OJ990914_14 


. 9B01 


.C10. 06 


. tm 


Method 


TBLASTX: 


Maize 




Start 


8534 








End 


8968 






GI 


none 








Score 


75 






Exons 


8534 . . 8773, 


8652 


. . 8768, 


8831 . 


.8968 








Seq. No. 


25317 








Seq. ID 


OJ990914 


JL4.9B01. 


C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Name 


OJ990914_14 


. 9B01 


.C10.o5 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


8963 








End 


9352 






GI 


none 








Score 


60 






Exons 


8963. . 9352, 


9039 


. . 9167 












Seq. No. 


25317 








Seq. ID 


OJ990914 


_14.9B01. 


C10 


Gene No. 


52492 








Strand 








Start 


20404 








End 


21935 






Hqmo 
LNcLUlG 


O.TQQD Q1 A Id 


• _7I3U x 


PI 0 oQ 


• LIU 


Method 


TBLASTX: 


Maize 




Start 


9188 








End 


9427 






GI 


none 








Score 


129 






Exons 


9188. .9286, 


9290 


. .9427 












Seq. No. 


25317 








Seq. ID 


OJ990914 


_14.9B01. 


C10 



25357 



Gene No. 52492 

Start 20404 

Name OJ990914_14 . 9B01 . CIO . 06 . tw 

Start 12577 

GI none 

Exons 12577. .12711, 1274 9 12841, 21428 
21682. .21780, 21692. .21778 



Strand 
End 

Method 
End 
Score 



21935 

TBLASTX: Wheat 

21780 

63 



.21580, . 21441. .21476, 



Seq. No. 25317 Seq. ID 

Gene No. , 52492 Strand 

Start * 20404 End 

Name OJ990914_14 . 9B01 . C10 . o7 . tm Method 

Start 13662 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990914_14.9B01.C10 
21935 

TBLASTX: Maize 

17769 

112 



13662. 
13738. 



,13745, 13665, 
,13791, 17572, 



,13739, 13666. .13758, 13730 .. 13792, 
.17769, 17573. .17767 



25317 
52492 
20404 

OJ990914_14.9B01.C10.o3.ts 

13686 

none 



Seq. ID OJ990914_14.9B01.C10 
Strand 

End 21935 

Method TBLASTX : Soybean 

End 17760 

Score 102 . 



13686. .13739, 13739 .. 13792, 1757 6 17 662 , 17577 17693, 
17577. .17663, 17 637 .. 17747 , 17639 17743, 17641. .17760 



Seq. No. 25317 Seq. ID 

Gene No. 524 92 Strand 

Start 20404 End 

Name OJ990914_14 . 9B01 . C10 . ol . tm Method 

Start 20295 End 

GI none Score 
Exons 



OJ990914_14.9B01.C10 
21935 

TBLASTX: Maize 

21787 

43 



20295. .20375, 20428 .. 20583, 20429 .. 20569, 20439 .. 20582, 

20686. .20787, 20694 .. 21065, 20863 .. 21066, 21152 .. 21334, 

21161. .21202, 21198. .21335, - 21426. .21482, 21428 21583, 

21544. .21579, 21678 .. 21785, 21679 .. 21786, 21680. .21787 



Seq. No.. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25317 
52492 
20404 

OJ990914_14 .9B01.C10.o4 .np 

20402 

2960364 



Seq. ID OJ990914_14.9B01.C10 
Strand 

End 21935 
Method AAT/NAP 
End 21816 
Score 874 

20402. .20581, 20695 21047, 21152 .. 21337, 21428 .. 21582, 
21678. .21816 

(AJ224986) cinnamoyl CoA reductase [Populus balsamifera subsp. 
trichocarpa] 



Seq. No. 25317 

Gene No. 52492 

Start 20404 

Name OJ990914_14 . 9B01 . C10 . 06 . gs 

Start 20404 

GI none 
Exons 



Seq. ID OJ990914_14.9B01.C10 
Strand 

End 21935 

Method GENSCAN 

End 21825 

Score .87 



20404. .20581, 20713 .. 21047, 21152 .. 21334 , 21428 21582, 
21678.. 21825 



25358 




Seq. No. 


25317 






Seq. ID 


OJ990914_14 . 9B01. 


C10 


Gene No. 


52492 






Strand 






Start 


20404 






End 


21935 




Name 


OJ990914 14.9B01.C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


20437 






End 


21840 




GI 


none 






Score 


117 




Exons 


20437 


..20583, 20441. 


.205,66, 


20685. .21050, 21155. . 21337, 






21201 


. .21335/ 21428. 


.21580, 


•21441. .21479, 2167 9 2184 0, 






21680 


..21772, 21795. 


.21806 








Seq. No. 


25317 






Seq. ID 


OJ990914JL4.9B01. 


C10 


Gene No. 


52492 






Strand 






Start 


20404 






End 


21935 




Name 


OJ990914 14.9B01.C10 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20449 






End 


20915 




GI 


none 






Score 


97 




Exons 


20449 


..20583, 20450. 


.20566, 


20505. .20582, 20685 .. 207 68 , 






20686 


..20769, 20772. 


.20915 








Seq. No. 


25317 






Seq. ID 


OJ990914_14.9B01. 


C10 


Gene No. 


52492 






Strand 






Start 


20404 






End 


-21935 




Name 


OJ990914 14.9B01.C10 


.o2.tc 


Method-; 


TBLASTX: Cress 




Start 


21155 






End 


21775 




GI 


none 






Score 


104 




Exons 


21155 


.21337, 21204. 


.21329, 


21426. .21476, 21428 21580, 






21679 


.21774, 21680. 


.21775 








Seq. No. 


25317 






Seq. ID 


OJ990914JL4.9B01. 


C10 


Gene No . 


52492 






Strand 






Start 


20404 






End 


21935 




Name 


OJ990914 14.9B01.C10 


. o2 . gp 


Method 


AAT/GAP 




Start 


21489 






End 


21935 




GI 


none 






Score 


636 




Exons 


21489 


.21582, 21678. 


.21935 








Seq. No. 


25318 






Seq. ID 


OJ990914JL4.9B01. 


Cll 


Gene No. 


52493 






Strand 


+ 




Start 


1883 






End" 


2028 




Name 


OJ990914 14.9B01.Cll 


. ol . gs 


Method 


GENSCAN 




Start 


1883 






End 


2028 




GI 


none 






Score 


.82 




Exons 


1883. 


2028 










Seq. No. 


25319 






Seq. ID 


OJ990914_14.9B01. 


C12 


Gene No . 


52494 






Strand 


+ 




Start 


676 






End 


4074 




Name 


OJ990914 14.9B01.C12 


.ol.gs 


Method 


GENSCAN 




Start 


676 






End 


4074 




GI 


none 






Score 


.66 




Exons 


676.. 750, 1149.. 1258 


, 2939. 


.3012, 3729 


..3767, 4010. .4074 




Seq. No. 


25319 






Seq. ID 


OJ990914_14 .9B01. 


C12 


Gene No. 


52495 






Strand 


+ 




Start 


9257 






End . 


11250 




Name 


OJ990914 14.9B01.C12 


. o3.gs 


Method 


GENSCAN 




Start 


9257 






End 


10320 ' 





25359 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score . 61 



none 

9257.. 9379, 10024.. 10320 

25319 
52495 
9257 

OJ990914_14 . 9B01 . C12 . o2 . np 
9746 
6006367 
9746. .9886, 11219. .11250 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990914_14.9B01.C12 

Strand + 

End 11250 

Method AAT/NAP 

End 11250 

Score 56 



Seq. No. 25319 

Gene No. 52496 

Start 11717 

Name OJ990914_14 . 9B01 . C12 . o4 . gs 
Start ■ 11717 

GI none 
Exons 



Seq. ID OJ990914_14.9B01.C12 

Strand + 

End 17082 

Method GENS CAN 

End 17082 

Score .49 



11717. .11845, 11881. .11980, 13317 .. 13337 , 13772 .. 14150, 
14261. .14359, 14961 .. 15440, 16112 .. 16208 , 16843. .17082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25319 Seq. ID 

52497 Strand 
4273 * End 

OJ990914_14 . 9B01 . C12 . ol . np Method 

4273 . ' End 

4262226 Score 



OJ990914_14.9B01.C12 

6628 
AAT/NAP 
6628 
202 



4273.. 4320, 6082.. 6340, 6371.. 6628 

(AC006200) unknown protein [Arabidopsis thaliana] 



Seq. No. 


25319 








Seq. ID 


OJ990914 


_14. 


. 9B01 


.C12 


Gene .No. 


52498 








Strand 










Start 


14811 








End 


15148 








Name 


OJ990914 14.9B01 


.C12 


.ol. 


• gp 


Method 


AAT/GAP 








Start 


14811 








End 


15148 








GI 


3768970 








Score 


596 








Exons 


14811. .15148 


















Seq. No. 


25319 








Seq. ID 


OJ990914 


_14. 


.9B01 


.C12 


Gene No. 


52499 








Strand 










Start 


15477 








End 


15749 








Name 


OJ990914 14.9B01 


.C12 


. o2, 


• gp 


Method 


AAT/GAP 








Start 


15477 








End 


15749 








GI 


568625 








Score 


490 








Exons 


15477. .15749 



















Seq. ID OJ990914_14.9B01.C12 
Strand 

End 18301 

_ Method TBLASTX : Soybean 

End 6640 

Score 97 

6070, 6197.. 6232, 6353.. 6466, 6374.-6469, 6417.. 6476, 
6640, 6492.. 6638 



Seq. No. 25319 

Gene No. 52500 

Start 18140 

Name OJ990914JL4 . 9B01 . C12 . ol . ts 

Start 6017 

GI none 

Exons 6017 
6485 



Seq. No. 
Gene No. 



25319 
52500 



Seq. ID OJ990914_14.9B01.C12 
Strand 



25360 




Start 


18140 


End 


18301 


Name 


OJ990914_14.9B01.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


6044 


End 


6640 


GI 


none 


Score 


83 


Exons 


6044.. 6070, 6197.. 6307, 6374. 


.6478, 6374.. 6466, 6488.. 6640, 




6558.. 6635 






Seq. No. 


25319 


Seq. ID 


OJ990914_14.9B01.C12 ' 


Gone No . 


52500 


Strand 




Start 


18140 


End 


18301 


Name 


OJ990914 14. 9B01.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


6377 


End . 


6640 


GI 


none 


Score 


115 


Exons 


6377.. 6631, 6377.. 6640, 6540. 


. 6638 




Seq. No. 


25319 


Seq. ID 


OJ990914_14 . 9B01 .C12 


Gene No . 


52500 


Strand 




Start 


18140 


End 


18301 


Name 


OJ990914- 14. 9B01.C12.o5.gs 


Method 


GENSCAN 


Start 


18140 


End 


18301 


GI 


none 


Score 


.83 


Exons 


18140. . 18301 






Seq. No. 


25320 


Seq. ID 


OJ990914_14.9B01.C13 


Gene No. 


52501 


Strand 


+ 


Start 


5992 


End 


6142 


Name 


OJ990914 14.9B01.C13.ol.gp 


. Method 


AAT/GAP 


Start 


5992 


End 


6142 


GI 


286806 


Score 


244 


Exons 


5992. .6142 






GI Descrip. 


5441872/dbj IAP000366.il AP000366 2.0e-21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) 


Seq. No. 


25320 


Seq. ID 


OJ990914_14.9B01.C13 


Gene No. 


52502 


Strand 




Start 


135 


End 


1485 


Name 


OJ990914 14. 9B01.C13.ol.np 


Method 


AAT/NAP 


Start 


135 


End 


1485 


GI 


6907088 


Score 


840 


Exons 


135. .534, 935. .1172, 1348. .1485 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25321 


Seq. ID 


OJ990914_14.9B01.C14 


Gene No. 


52503 


Strand 


+ 


Start 


47 


End 


2690 


Name 


OJ990914 14. 9B01.C14.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


2683 


GI 


none 


Score 


.85 


Exons 


47. .159, 208. .622, 713. .962, 


1086. .1251 


, 1635. .1737, 2409. .2 


Seq. No. 


25321 


Seq. ID 


OJ990914_14.9B01.C14 


Gene No. 


' 52503 


Strand 


+ 


Start 


47 


End 


2690 


Name 


OJ990914 14. 9B01.C14.ol.ts 


Method 


TBLASTX : Soybean 


Start 


718 


End 


1165 


GI 


none 


Score 


352 



Exons 718.. 963, 719.. 964, 1085.. 1165 



25361 



Seq. No. 


25321 


Seq. ID 


OJ990914_14 . 9B01 .C14 


Gene No. 


52503 


Strand 


+ 


Start 


47 


End 


2690 


Name 


OJ990914_14 . 9B01.C14 -ol.tc 


Method 


TBLASTX: Cress 


Start 


1142 


End 


1934 . 


GI 


none 


Score 


100 


Exons 


1142.. 1252, 1638.. 1736, 1639 


..1737, 1832. .1933, 1833. .1934 


Seq. No. 


25321 


Seq. ID 


OJ990914_14.9B01.C14 


Gene No. 


52503 


Strand 


+ 


Start 


47 


End 


2690 


Name 


OJ990914_14.9B01.C14*.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1166 


End 


2207 


GI 


none 


Score 


90 


Exons 


1166.. 1252, 1189.. 1254, 1632 


..1736, 1633. .1737, 1633. .1737, 




1832.. 1930, 1833.. 1943, 1844 


..1933, 1846. .1938, 2119. .2205, 




2121.. 2207, 2121.. 2204 






Seq. No. 


25321 


Seq. ID 


OJ990914_14.9B01.C14 


Gene No. 


52503 


Strand 


+ 


Start 


47 


End 


2690 


Name 


OJ990914_14 . 9B01.C14 .o2.ts 


Method 


TBLASTX: Soybean 


Start 


2517 


End 


2690 


GI 


none 


Score 


257 


Exons 


2517.. 2690, 2519.. 2686, 2520 


. .2687 




Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52504 


Strand 


+ 


Start 


220 


End 


13964 


Name 


OJ990914 14.9B01.C15.ol.gs 


Method 


GEN SCAN 


Start 


220 


End 


10577 


GI 


none 


Score 


.69 


Exons 


220. .492, 1192. .1430, 2048.. 


2260, 2356.. 2433, 6161.. 6210, 




9096. .9476, 9719. .10010, 10129. .10577 




Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52504 


Strand 


+ 


Start 


220 


End 


13964 


Name 


OJ990914 14.9B01.C15.o2.np 


Method 


AAT/NAP 


Start 


9204 


End 


13964 


GI 


6524189 


Score 


1089 


Exons 


9204.. 9608, 9719.. 9910, 1008 9 .. 10293 , 


10324. .10532, 




11200. .11250, 11592. .11657, 


11789. .11918, 12024. .12164, 




12387. .12643, 12734 .. 12838, 


12922. .12966, 13055 .. 13207 , 




13293. .13574, 13656 .. 13792, 


13877. .13964 


GI Descrip. 


(AC011914) putative receptor protein 


[Arabidopsis thaliana] 


Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52504 


Strand 


+ 


o tar l 


220 


End 


13964 


Name 


OJ990914 14.9B01.C15.ol.gp 


Method 


AAT/GAP 


Start 


10458 


End 


12182 


GI 


702430 


Score 


762 


Exons 


10458. .10528, 11196 .. 11244 , 


11583. .11657, 11789. .11918, 




12024. .12182 






GI Descrip. 


5734704/gb|AAD4 9969.1|AC008075_2 4 . Oe- 


-27 (AC008075) Contains 



25362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana] 



25322 Seq. ID 

52504 Strand 

220 End 

OJ990914_14 . 9B01 . C15 . o2 . gs Method 

11182 End 

none Score 



OJ990914_14 . 9B01.C15 
+ 

13964 
GENSCAN 
13607 
. 63 



11182. .11244, 11583. .11657, 11789 11914 , 124 00 12672 , 
12707. .12838, 12922 .. 12966, 13055 .. 13207 , 13293. .13607 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_14, 
+ 

13964 
AAT/GAP 
13755 
1400 



9B01.C15 



25322 
52504 
220 

OJ990914_14 . 9B01 . C15 . o2 . gp 
12569 

23441_1.R1084 

12569. .12643, 12734 .. 12838, 
13293. .13574, .13656. . 13755 

, 5734704/gb|AAD49969.1|AC008075_2 4.0e-27 (AC008075) Contains 
similarity to gb_AF114753 polytropic murine leukamia virus 
receptor SYG1 from Mus musculus. EST gb_N96331 comes from this 
gene. [Arabidopsis thaliana]' 



12922. . 12966, 13055 .. 13207 , 



25322 



Seq. ID OJ990914_14.9B01.C15 



52505 . Strand 

13 End 663 

OJ990914_14 . 9B01.C15.ol.np Method AAT/NAP 
13 „ End 663 

6069646 Score 244 

13. .663 

(AP000616) similar to putative reverse transcriptase (AC005315).. 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to" 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative hon-LTR retroelement reverse\transcriptase. (ACO06248) 
[Oryza sativa] 



Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01 


.C15 


Gene No. 


52506 


Strand 






Start 


14582 


End 


15425 




Name 


OJ990914 14.9B01.C15.o4.tm 


Method 


TBLASTX: Maize 




Start 


135 


End 


606 




GI 


none 


Score 


76 




Exons 


135. .251, 255.-455, 297. .449 


, 532. .606 






Seq. No. 


25322 


Seq. ID 


OJ990914_14. 9B01 


.C15 


Gene No. 


52506 


Strand 






Start 


14582 


End 


15425 




Name 


OJ990914 14.9B01.C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


10125 


End 


10490 




GI 


none 


Score 


135 




Exons 


10125. .10229, 10308. .10490, 


10313. . 10486 




Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01 


.C15 


Gene No. 


52506 


Strand 







25363 



uLdl L 


14582 








End 


15425 




Name 


OJ990914 14.9B01.C15 


. o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


11580 








End 


11938 




GI 


none 








Score 


113 




Exons 


11580. 


.11687, 


11581. 


.11658, 


11582. . 11659, 11761 


. .11925, 




11777. 


.11938, 


11815. 


.11919 








Seq. No. 


25322 








Seq. ■ ID 


OJ990914 


_14.9B01 


Gene No. 


52506 








Strand 






Start 


14582 








End 


15425 




Name 


OJ990914 14.9B01.C15 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


12021 








End 


14244 




GI 


none 








Score 


38 




Exons 


12021. 


.12068, 


12043. 


.12144, 


12044. .12139, 12371 


■ ■ X iL. *i ' ^ / 




12394. 


.12498, 


12397. 


.12498, 


12398. .12502, 12486 


. .12635, 




12501. 


.12635, 


12515. 


.12637, 


12517. .12645, 12518 


. .12646, 




12725. 


.12853, 


12733. 


1 9ft fil 


12919. .12975, 12921 


. .12965, 




13052. 


.13207, 


13054. 


.13227, 


13088. .13231, 13262 


. .13573, 




13287. 


.13589, 


13290. 


.13577, 


13292. .13579, 13654 


. .13788, 




13656. 


.13793, 


13656. 


.13793, 


13729. .13794, 13874 


. .13975, 




13875. 


.13964, 


13879. 


.13965, 


13985. .14077, i4011 


. .14073, 




14118. 


.14138, 


14200. 


.14244 








Seq. No. 


25322 








Seq. ID 


OJ990914 


_14.9B01 




52506 








Strand 






Start . 


14582 








End 


. 15425 




Name 


OJ990914 14.9B01.C15 


.o3.tc 


Method 


TBLASTX: 


Cress 


Start * 


12394 








End 


12604 




GI 


none 








Score 


243 




Exons 


12394. 


.12603, 


12398. 


.12604 








Seq. No. 


25322 








Seq. ID 


OJ990914 


_14.9B01 


Gene No. 


52506 








Strand 






Qt- a r-t- 
uudl I 


14582 








End 


15425 




Name 


OJ990914 14.9B01.C15 


.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


12745 








End 


13364 




GI 


none 








Score 


130 




Exons . 


12745. 


.12861, 


12746. 


.12853, 


12919. .12975, 12919 


. .12975, 




13052. 


.13207, 


13054. 


.13227, 


13329. .13364, 13340 


. .133"63 


Seq. No. 


25322 








Seq. ID 


OJ990914 


J.4.9B01 


Gene No. 


52506 








Strand 






O LaL L 


14582 








End 


15425 




Name 


OJ990914 14.9B01.C15 


.ol . tw 


Method 


TBLASTX: Wheat 


Start 


13051 








End 


13496 




GI 


none 








Score 


110 




Exons 


13051. 


.13206, 


13092. 


.13199, 


13094. .13207, 13096 


. .13206, 




13284. 


.13316, 


13287. 


.13316, 


13313. .13495, 13314 


. .13496 


Seq. No. 


25322 








Seq. ID 


OJ990914 


_14.9B01 


Gene No. 


52506 








Strand 






Start 


14582 








End 


15425 




Name 


OJ990914 14.9B01.C15 


.ol.ts 


Method 


TBLASTX:, 


Soybean 


Start 


13349 








End 


13982 




GI 


none 








Score 


260 




Exons 


13349. 


.13576, 


13353. 


.13589, 


13656. .13793, 13683 


. .13793, 




13852. 


.13941, 


13874. 


.13966, 


13875. .13982 





.C15 



■ C15 



25364 



Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 






Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15,ol,tc 


Method 


TBLASTX: Cress 


Start 


13460 


End 


13961 


GI 


none 


Score 


180 


Exons 


13460. .13585, 13461 .. 13589, 


13659. .13793, 13769 .. 13810, 




13874. .13960, 13875.. 13961 






Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52506 


Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15.o4.gp 


Method 


AAT/GAP 


Start 


14407 


End 


15425 


GI 


22066 1.R1084 


Score 


1196 


Exons 


14407. .15113, 15371.. 15425 






GI Descrip. 


, 2244787/emb|CAB10210.1| 1. 


0e-44 (Z97335) hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


25322 


Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52506 v;^.. 


Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15.o3.gp 


Method 


AAT/GAP 


Start 


14412 


End 


15115 


GI 


22066 1.R1084 


Score 


1113 


Exons 


14412. .15115 






GI Descrip. 


f 2244787/emb|CAB10210.1| 1. 


Oe-44 (Z97335) hypothetical protein 




[Arabidopsis thaliana] 1 










Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52506 


Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


14560 


End 


14963 


GI 


none 


Score 


4 62 


Exons ■• 


14560. .14949, 14588 .. 14 962, 


14589. .14963 






Seq. ID 


OJ990914_14.9B01.C15 


Gene No. 


52506 


Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15.o3.gs 


Method 


GENSCAN 


Start 


14582 


End 


15113 


GI 


none 


Score 


.47 


Exons 


14582. .14811, 14941. .15113 






Seq. No. 


25322 


Seq. ID 


OJ990914_14 . 9B01 . C15 






Strand 




Start 


14582 


End 


15425 


Name 


OJ990914 14.9B01.C15.o6.tm 


Method 


.TBLASTX: Maize 


Start 


14963 


End 


15424 


GI 


none 


Score 


232 


Exons 


14963. .15115, 14964. .15116, 


14970. .15128, 15370. .15423, 




15371. .15424 






Seq. No. 


25323 


Seq. ID 


OJ990914_10.9B08.C1 


Gene No. 


-52507 


Strand 


+ 



25365 



Start 


4104 


End 


4887 




Name 


OJ990914 10.9B08.Cl.o2.gs 


Method 


GEN SCAN 




Start 


4104 


End 


4887 




GI 


none 


Score 


.47 




Exons 


4104. .4189, 4329. .4593, 4639 


. . 4887 






Seq. No". 


25323 


Seq. ID 


OJ990914_10. 


9B08.C1 




52508 


Strand 


+ 




Start 


5524 


End 


6123 




Name 


OJ990914 10.9B08.Cl.o3.gs 


Method 


GENSCAN 




Start 


5524 


End 


6123 




GI 


none 


Score 


.49 




Exons 


5524. .5631, 5887. .6123 








Seq. No. 


25323 


Seq. ID 


OJ990914_10. 


9B08.C1 


Gene No. 


52509 


Strand 


— 




Start 


1 


End 


2999 




Name 


OJ990914 10.9B08.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2706 




GI 


3128180 


Score 


440 




Exons 


1..19, 612. .685, 887. .1000, 


1484. .1549 


, 1652. .1717, 


2279. .2320, 




2498. .2563, 2656. .2706 








GI Descrip. 


(AC004521) citrate synthase 


[Arabidopsis thaliana] 




Seq. No. 


25323 


Seq. ID 


OJ990914_10. 


9B08.C1 


Gene No. 


52509 


Strand 






Start 


1 


End 


2999 




Name 


OJ990914 10. 9B08.Cl.ol.gs 


Method 


GENSCAN 




Start 


622 


End 


2706 




GI 


none 


Score 


.57 




Exons 


622. .685, 887. .1000, 1484. .1549, 2279. 


.2320, 2498.. 


2560, 




2656. .2706 








Seq. No. 


25323 


Seq. ID 


OJ990914_10. 


9B08.C1 


Gene No. 


52509 


Strand 






Start 


1 


End 


2999 




Name - 


OJ990914 .10.9B08.Cl.ol.gp 


Method 


AAT/GAP 




Start 


168*4 : ' • 


End 


2999 




GI " / ■ 


; uC-bsflM202097g08bl, . . 


Score 


644 V ~ 




Exons 


1684.. 1717, 2279.. '2320, 2498 


..2560, 2656. .2726, 2844. .2999 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



, 1420932/gb|U61383|ORU61383 7 . 0e-21 . Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



25323 
52510 
3347 

OJ990914_10 . 9B08 . CI . o2 . np 
3347 
5922634 
3347.. 3385, 5584.. 5708 

(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990914_10.9B08.C1 
Strand 

End 5708 

Method AAT/NAP 

End 5708 

Score 127 



25323 
52511 
6207 



Seq. ID OJ990914_10. 9B08.C1 
Strand 

End 6995 



25366 



Name 

Start 

GI 

Exons 



OJ990914_10 . 9B08 . CI . ol . tm Method TBLASTX : Maize 

612 End 2719 

none - Score 95 

612. .686, 619. .687, 623. .688, 624. .686, 646. .705, 885. .1001, 
885. .1001, 886. .1002, 941, .1003, 1483. .1551, 1484. .1549, 
1649. .1720, 1650. .1721, 2108. .2179, 2271. .2321, 2279. .2320, 
2496. .2609, 2498. .2560, 2656. .2715, 2656. .2709, 2657. .2719 



Seq. No. 25323 

Gene No. 52511 

Start 6207 

Name OJ990914_10 . 9B08 . CI . ol . tc 

Start 885 

GI none 
Exons 



Seq. ID OJ990914_10.9B08.C1 
Strand 

End 6995 

Method TBLASTX : Cress 

End 2706 

Score 50 . 



885. .917, 933. .974, 944. .976, 975. .1001, 977. .1003, 1483. .1551, 
1484. .1549, 1649. .1720, 1650. .1721, 2271. .2321, 2279. .2320, 
2498.-2557, 2626. .2706 



Seq. No. 25323 

Gene No. 52511 

Start 6207 

Name OJ990914_10 . 9B08 . CI . o4 . gs 

Start 6207 

GI none 

Exons 6207.. 6995 



Seq. ID OJ990914__10.9B08.C1 
Strand 

End . 6995 

M.efhod GENSCAN 

.End 6995 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25324 
52512 
1 

OJ990914_10. 9B08.C2.ol.np 
1 

4512689 
1..44, 369. .530 

(AC006931) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990914_10. 9B08.C2 
Strand 

End 575 

Method AAT/NAP 

End 530 

Score 76 



25324 
52512 
1 

OJ990914_10 . 9B08 . C2 . ol .gs 
10 

none 
10. .575 



Seq. ID OJ990914_10.9B08.C2 
Strand 

End 575 

Method GENSCAN 

End 575 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25324 
52512 
1 

OJ990914 10.9B08.C2.o2.np 



Seq. ID OJ990914_10.9B08.C2 
Strand 

End 575 

Method AAT/NAP 

End 554 

Score 65 



423 

5733869 
423. .554 

(AC007 932) Contains PF 10064 6 F-box domain. [Arabidopsis 
thaliana] 



Seq. No. 25324 

Gene No. 52513 - 

Start 2115 

Name OJ990914__10 . 9B08 . C2 . o3 . np 



Seq. ID OJ990914_10. 9B08.C2 
Strand 

End ■ 7258 

Method AAT/NAP 



25367 




Start 


2115 






End 


7258 


GI 


2244765 






Score 


78 


Exons 


2115. .2143, 


3321. .3528, 


3751. 


.3872, 4007.. 4194, 5387.. 5521 




7228. .7258 










GI Descrip. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


9^94 . 






JC^i X u 


o.TQQOQid in QRns r? 


(7dtSo Mo 


S 9 5 1 14 

*J «J -L *± 






O U X ClilVX 




Start 


7169- 






Xjl ivX 


1 94 4 Q 


Name 




QR n ft P9 rsl 


gs 


Mot - oo 1 

lit: 




Start 


7162 






End 


12449 


GI 


none 






Score 


.42 


Exons 


71 69 Q1 ft Q 


9430. .9648, 


10679 


. .10771, 


11692. .11773, 12427. 


Seq. No. 


9 S794 






Seq. ID 


OJ990914_10. 9B08.C2 


Gene No. 


R9M 4 






Strand 




Start 


716? 






End 


12449 


Name 




.9B08.C2.o4. 


np 


Method 


AAT/NAP 


Start 


8674 






End 


. 9174 


GI 


6017113 






Score 


65 


Exons . 


ftftRI 


9097. .9174 








GI Descrip. 




hypothetical protein [Arabidopsis thaliana] 


Seq. No." 








Seq. ID 


OJ990914_10.9B08.C2 


f^Qrio N7o 


^9^1 4 






Strand 




Start 


7 1 £9 






End 


12449 


Name 


OJ990914 10 


.9B08.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start' 


8898 






End 


9120 


GI 


none 






Score 


135 


Exons 




8899. .9000, 


8989. 


.9120, 90 


88. . 9120 


Seq. No. 








Seq. ID 


OJ990914_10.9B08.C2 


f Ann Mo 


R9M 4 
Jt. Jit 






Strand 




Start 


71 69 

/ X U *1 






End 


12449 


Name 


OJ990914 10 


. 9B08.C2.ol. 


tm 


Method ' 


TBLASTX: Maize 


Start 


9428 






End 


9630 


GI 


none 






Score . 


57 


Exons 


Q A 9 ft Q4 60 


9437. .9523, 


9472.. 


.9522, 9524.. .9628, 9526.. 9630 


Seq. No. 








Seq. ID 


OJ990914_10. 9B08.C3 


uCllC LN KJ ■ 


S9S1 R 






Strand 


+ 


Start 


99ft R 






End 


2770 


Name 


OJ990914 10 


. 9B08.C3.o2. 


gs 


Method 


GEN SCAN 


Start 


2285 






End 


2770 . 


GI 


none 






Score 


.98 


Exons 


2285. .2770 










Seq. No. 


25325 






Seq. ID 


OJ990914_10.9B08.C3 


(?ono Mo 
OCLltS LN<J . 


52516 






Strand 




Start 


219 






End 


3450 


Name 


OJ990914 10 


. 9B08.C3.ol. 


gs 


Method 


GENSCAN 


Start 


219 






End 


2086 


GI 


none 






Score 


.91 


Exons 


219. .678, 726. .2086 








Seq. No. 


25325 






Seq. ID 


OJ990914_10.9B08.C3 


Gene No. 


52516 






Strand 





25368 




Start 


219 


End 


3450 


Name 


OJ990914 10.9B08.C3.o2.np 


Method 


AAT/NAP 


Start 


1899 


End 


3450 


GI 


2244765 


Score 


63 


Exons 


1899. .2050, 3385. .3450 






GI Descrip.. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


25325 


Seq. ID 


OJ990914_10 . 9B08 . C3 


Gene No. 


52516 


Strand 




Start 


219 


End 


3450 


Name 


OJ990914 10. 9B08 .C3.o3.gs 


Method 


GENSCAN 


Start 


3004 


End 


3405 


GI 


none 


Score 


1 


Exons 


3004 . .3405 






Seq. No. 


25326 


Seq. ID 


OJ990914 10.9B08.C4 


Gene No. 


52517 


Strand 


+ 


Start 


13345 


End 


13756 


Name 


OJ990914_10. 9B08 .C4 .o3.gs 


Method 


GENSCAN 


Start 


13345 


End 


13756 


GI 


none 


Score 


. 82 


Exons 


13345. . 13456, 13668. . 13756 






Seq. No. 


25326 


Seq. ID 


OJ990914 10. 9B08 . C4 


Gene No. 


52518 


Strand 




Start 


8212 


End 


8513 


Name 


OJ990914 10.9B08.C4.ol.np 


Method 


AAT/NAP 


Start 


8212 


End . 


8513 


GI 


6539588 


Score 


310 


Exons 


8212. .8513 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat iva ] 


Seq. No. 


25326 


Seq. ID 


OJ990914 10 . 9B08 -C4 


Gene No. 


52519 


Strand 




Start 


14791 


End 


15848 


Name 


OJ990914 10.9B08..C4.o4.gs 


Method 


GENSCAN 


Start 


14791 


End 


15848 ' 


GI 


none 


Score 


.81 


Exons 


14791. .14970, 15819. .15848 






Seq. No. 


25327 


Seq. ID 


OJ990914 10. 9B08 .C5 


Gene No. 


52520 


Strand 


+ 


Start 


575 


End 


733 


Name 


OJ990914 10.9B08.C5.ol.gs 


Method 


GENSCAN 


Start 


575 


End 


733 


GI 


none 


Score 


.78 


Exons 


575. .733 






Seq. No. 


25328 


Seq. ID 


OJ990914_10.9B08.C9 


Gene No. 


52521 


Strand 




Start 


252 


End 


599 


Name 


OJ990914 10.9B08.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


246 


End 


584 


GI 


none 


Score 


122 


Exons 


246. .389, 247. .390, 247. .396, 


272. .397, 


478.-582, 480. .584, 



481. .582, 483..S84 



25369 




Seq. No. 


25328 




Seq. ID 


OJ990914_10. 


9B08 


.C9 




R9 ^91 












Start 


252 




End 


599 






Name 


OJ990914 10.9B08.C9.ol. 


gs 


Method 


GENSCAN 






Start 


252 




End 


599 






GI 


none 




Score 


.85 






Exons 


2S2..396, 483. .599 












Seq. No. 


25329 




Seq. ID 


OJ990914_10. 


9B08 


.C10 




R 9 S 9 9 




OLI a. i IKJL 








Start 


3889 




End 


4284 






Name 


OJ990914 10.9B08.C10.o2 


.gs 


Method 


GENSCAN 






Start 


3889 




End 


4284 






GI 


none 




Score 


.96 






Exons 


3889. .4208, 4266. .4284 












Seq. No. 


25329 




Seq. ID 


OJ990914_10. 


9B08 


.C10 








Of- ranH 








Start 


1379 




End 


2557 






Name 


OJ990914 10.9B08.C10.ol 


.gs 


Method 


GENSCAN 






Start 


1379 




End 


2557 






GI 


none . . - 




Score 


.42 






Exons 


1379. .1531,^2082^ $208,' 


2,484. 


'.2557- 








Seq. No. 


25329 




Seq. ID 


OJ990914_10. 


9B08 


.CIO 


Gene No. 


52524 




Strand 








O L Ct J. U 


3889 




End 


4209 






Name 


OJ990914 10.9B08.C10.ol 


.np 


Method 


AAT/NAP 






Start 


3889 




End 


4070 






GI 


5306245 




Score 


58 






Exons 


3889. .4070 












GI Descrip. 


(AC006438) unknown protein [Arabidopsis thaliana] 






Seq. No. 


25329 




Seq. ID 


OJ990914_10. 


9B08 


.C10 




52524 




Strand 








Start 


3889 




End 


4209 






Name 


OJ990914 10.9B08.C10.ol 


.tm 


Method 


TBLASTX: Maize 




Start" - . 


3904 




End 


4209 






GI 


none 




Score 


76 






Exons 


3904.. 4014, 3918.. 4013, 


4087. 


.4209, 4089. .4208 






Seq. No. 


25330 




Seq. ID 


OJ990914_10. 


9B08 


.Cll 


(?ono Ma 
VjCIlt? LN(J • 


52525 




Strand 


+ 






Start 


856 




End 


1129 






Name 


OJ990914 10.9B08.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


856 




End 


1129 






GI 


none 




Score 


.73 






Exons 


856. .930, 992. .1129 












Seq. No. 


25331 




Seq. ID 


OJ990914_10. 


9B08 


.C12 


Gene No. 


52526 




Strand 


+ 






Start 


1113 




End 


1769 






Name 


OJ990914 10.9B08.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1113 




End 


1769 






GI 


4996622 




Score 


345 






Exons 


1113. .1769 












GI Descrip. 


(AB024338) germin-like protein [Atriplex lentiformis] 





25370 



Qarv M/-\ 


Z JJJl ~ 




fl.TQQOQI A 10 QRfift 


C12 


Gene No. 


52527 


Strand 


+ _ 




Start 


4761 


End 


5231 




Name 


OJ990914 10.9B08.C12.ol.gp 


Method 


AAT/GAP 




Start 


4761 


End 


5231 




;gi 


none 


Score 


894 




Exons 


4761. .5231 








Seq. No. 


25331 


Seq. ID 


OJ990914_10.9B08. 


C12 


Gene No. 


52528 


Strand 


+ 




O U cl i. L, 


_7 *i £. c. 


End 


9904 




Name 


OJ990914 10.9B08.C12.o3.gp 


Method 


AAT/GAP 




Start 


9422 


End 


9904 




GI 


50129 1.R1084 


Score 


900 




Exons 


9422. .9904 








GI Descrip. 


'3242789 4.0e-48 (AF055357) 


respiratory burst oxidase protein 




[Arabidopsis thaliana] f 








Seq. No. 


25331 


Seq. ID 


OJ990914_10. 9B08. 


C12 




52529 


Strand 






Start 


5125 


End, 


11385 . 




Name ■ 


OJ9909T4 10 . 9B08 . C12 ...62 . tm . . . 


Method 


TBLASTX: Maize' 




Start 


'9 


End 


681 




GI 


none 


Score 


643 




Exons 


9. .467, 10..501-, 457. .504, 459 .. 515, 4 63 .. 501, 580. .645, 






•S84..634, 585. .638, 586. .645 


, 634. .681, 


638. . 679 




beq. NO. 


25331 


Seq. ID 


OJ990914_10. 9B08. 


pi o 
LIZ 


Gene No. 


52529 


Strand 






Start 


5125 


End 


11385 




Name 


OJ990914 10.9B08.C12.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10 


End 


182 




GI 


none 


Score 


206 




Exons 


10. .180, 15. .182 








C /-\ /~r NT r\ 
OcCJ. LN O . 


25331 


Seq. ID 


OJ990914_10. 9B08. 


C12 


Gene No. 


52529 


■ Strand . 






Start 


5125 


End 


11385 




Name 


OJ990914 10.9B08.C12.o4.ts 


Method 


TBLASTX : Soybean 




Start 


184 


End 


408 




GI 


none 


Score 


201 




Exons 


184. .408, 186. .386 








o c q • in o • 


25331 


Seq. ID 


OJ990914_10. 9B08. 


C12 


Gene No. 


52529 


Strand 






Start 


5125 


End 


11385 




Name 


OJ990914 10.9B08.C12.o3.tc 


Method 


TBLASTX: Cress . 




Start 


186 


End 


396 




GI 


none 


Score 


80 ■ 




Exons 


186. .248, 187. .246, 253. .396 


, 261. .386 






Seq. No. 


25331 


Seq. ID 


OJ990914_10. 9B08. 


C12 


Gene No. 


52529 


Strand 






Start 


5125 


. End 


11385 




Name 


OJ990914 10.9B08.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1179 


End . 


1715 





25371 




GI 


none 








Score 


40 




Exons 


1179 . . 1208, 


12 .42 . 


. 1715, 


1373 . 


. 1699 






Seq. No. 


25331 








Seq. ID 


OJ990914 


_10. 9B08.C12 


Gene No. 


52529 








Strand 






Start 


5125 








End : ,v;.\ 


11385 




Name. 


ojyyuyi4 10 . 


Anno 

9B0o . 


C12 . o2 


. tc 


' Method 


TBLASTX : 


Cress 


Start 


1182 








End . 


1715 




GI 


none 








Score 


231 




Exons 


1182 . . 1505, 


1 O *5 c 

1235 . 


. 1516, 


1521 . 


.1715, 1526/. 1675 




Seq. No. 


25331 








Seq. ID 


OJ990914 


_10. 9B08.C12 


Gene No. 


52529 








Strand 


- 




Start 


5125 








End 


11385 




Name 


OJ990914 10. 


9B08 . 


C12 . 06 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1 0 f n 

1269 








End 


1715 




GI 


none 








Score 


294 




Exons 


1269 . . 1715, 


1 0 0 a 
1280 . 


. 1636 










Seq. No. 


25331 








Seq. ID 


OJ990914 


10 . 9B08 . C12 


Gene No. 


52529 








Strand 






Start 


5125 








End 


11385 




Name 


0J99O914 10. 


An A 0 

9B08 . 


C12:. o4 


. tw 


Method 


TBLASTX:- 


Wheat, 


Start 


■1 "!> "i r\ 

1370 








End 


1715 




GI 


none 








Score 


68 




Exons 


1370 . . 1537, 


1370. 


. 1693, 


1377 . 


.1715 






Seq. No. 


25331 








Seq. ID 


OJ990914 


_10 . 9B08 .C12 


Gene No. 


52529 








Strand 






Start 


5125 








End 


11385 




Name 


OJ990914 10 . 


9B08 . 


C12 . o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4567 








End 


9597 




GI 


none 








Score 


57 




Exons 


a r~ / — j < r a a 

4567 . . 4590, 


9196 . 


. 9597, 


9215 . 


.9271, 9473.. 9586 




Seq. No. 


25331 








Seq. ID , 


OJ990914 


_10 . 9B08 .C12 


Gene No. 


52529 








Strand 






Start 


■ 5125 








End 


11385 




Name 


OJ990914_10 . 


An A O 

9B08 . 


C12 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5065 








End 


11362 




GI 


none 








Score 


95 




Exons 


5065 . . 5235, 


5126. 


.5242, 


5126. 


.5236, 6338.. 6649, 


6366 . . 6650, 




6716. .6856, 


6719. 


.6763, 


6750. 


.6854, 8195.. 8245, 


8442. .8579, 




84.49. .8553, 


8800. 


.9066, 


8851. 


.9024, 8855.. 9067, 


9155. .9271, 




9163 . . 9420, 


9341. 


.9418, 


9400. 


.9918, 9425.. 9775, 


9914 . . 9973, 




a n i c r\ r\ c a 

9925 . . 9954 , 


10099 


..10218, 10700. .10753, 


10885. . 


11028, 




"1 A A A C i *i n it a 

10885 . . 11052 


, 11121. .11162, 11123. .11164, 11162 


. . 11209, 




"I 1 1 T A "1 1 A 1 A 

11178 . . 11210 


, 11225. .11362, 11229.. 11270 




Seq. No. 


25331 








Seq. ID 


OJ990914 


_10. 9B08.C12 


Gene No. 


52529 








Strand 






o cart; 










End ■ 


11385 




Name 


OJ990914 10. 


9B08. 


C12.ol, 


. tm 


Method 


TBLASTX:: 


Maize 


Start 


5103 








End 


6842 




GI 


none 








Score 


79 




Exons 


5103. .5231, 


5110. 


.5232, 


5119. 


.5235, 5120.. 5236, 


5120. .5236, 




6332. .6391,. 


6338-. 


.6655, 


6366. 


.6668, 6710.. 6763, 


6711. .6839, 



25372 



6713. .6841, 6747. .6842 

Seq. No. 25331 

Gene No. 52529 

Start 5125 

Name OJ990914_10 . 9B08 . C12 . ol . ts 

Start 5122 

GI none 

Exons 5122.. 5235, 5126.. 5242, 6338, 
6750. .6860, 8451. .8579, 8452, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 10.9B08.C12 



11385 

TBLASTX : Soybean 
11185 ... 
84 

6649, 6366. .6644, 6713. .6853, 
8553, 8466. .8555, 8800. .9066, 
8851. .9033, 8855. .9067, 9155. .9271, 9163. .9273, 9316. .9924, 
9341. .9925, 9914. .9982, 10096 10218 , 10098 10217 , 
10700. .10753, 10885. .11028, 11123. .11185 



Seq. No. 25331 Seq. ID 

Gene No. 52529 Strand 

Start 5125 End 

Name OJ990914_10 . 9B08 . C12 . o2 . gs Method 

Start 5125 End 

GI none Score 
Exons 



OJ990914_10.9B08.C12 

11385 
GENSCAN 
11338 
.87 



5125. .5234,. 5840. .5959, 6340. .6857, 8163. .8242, 8451. .8553, 
8855.. .9066, 9163.. 9981, 10102 .. 10215, 10706 .. 10754 , 
10886. .11042, 11125. .11338 . 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



25331 
52529 
5125 

OJ990914 10.9B08.C12.o2.np 



OJ990914 10.9B08.C12 



Seq. ID _ 
Strand 

End 11385 
Method AAT/NAP 
End 11385 
Score 2675 
6340.. 6857, 8172.. 8242, 8451., 8553, 8855.. 9066, 
10102. .10215, 10706. .10754, 1088 6 11042 , 



5128 
3242789 
5128. .5234, 
9163. .9981, 
11119. .11385 

(AF055357) respiratory burst oxidase protein D [Arabidopsis 
thaliana] 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25331 

52529 - " ■ 
5125 

0 J990 91 4_1 0 . 9B08 . C12 . o2 . gp 
6641 

49626_1.R1084 

6641.. 6857, 8163.. 8242, 8451. 
'3242789 1.0e-lll (AF055357) 
[Arabidopsis thaliana] * 

25331 
52529 
5125 

OJ990914_10. 9B08.C12.o3.tm 

8162 

none 

8162. .8245, 8442. .8579, 8443. 
8855.. 8986, 8998.. 9066, 9023. 
9341. .9529 



Seq. ID 
Strand- 
End 

Method 
End 
Score 



OJ990914 10.9B08.C12 



11385 
AAT/GAP 
9411 
1605 

.8553, 8855. .9066, 9163. .9411 
respiratory burst oxidase protein D 



Seq. ID OJ990914_10.9B08.C12 
Strand 

End 11385 
Method TBLASTX: Maize 
End 9537 
Score 123 

.8592, 8800. .8985, 8851. .8973, 
.9067, 9155. .9271, 9163. .9537, 



Seq. No. 



25331 



Seq. ID OJ990914_10.9B08.C12 



25373 



Gene No. 52529 

Start 5125 

Name OJ990914_10 . 9B08 . C12 . ol . tw 

Start 8469 

GI none 

Exons 8469.-8552, 8470.. 8553, 8800. 
9077. .9103 



Strand 
End 

Method 

End 

Score 



11385 

TBLASTX: Wheat 

9103 

131 



.9066, 8851. .9033, 8855. .9067, 



Seq. No. 25331 

Gene No. 52529 

Start 5125 

Name OJ990914_10 . 9B08 . C12 .o5. tm 

Start 9541 

GI none 

Exons 9541.. 9906, 9542.. 9775, 9634, 



Seq. ID OJ990914_10.9B08.C12 
Strand 

End 11385 

Method TBLASTX : Mai ze 

End 9906 

Score 196 
.9804 



Seq. No. 25331 
Gene No. 52529 
Start 5125 

Name OJ990914_10 . 9B08 . C12 . o3 . tw 

Start 9954 

GI none 

•Exons- . '9954. .9983, 9956. .9982, 10096 .. 10140, 10103 .. 1014 1 , 

10104. .10139, 10162. .10218, 10164 .. 10217 , 10667 .. 10753, 
10885. .11043, 10885. .11043, 10886 .. 11044 , 11121 .. Ill 62 , 
11123.. 11161 



Seq. ID OJ990914_10.9B08.C12 
Strand 

11385 

TBLASTX : Wheat 
11162 
44 



End 

Method 

End 

Score 



Seq. No. 25331 

Gene No. 52529 

Start 5125 

Name OJ990914_10 . 9B08 . C12 . o4 . tm 

Start 10700 

GI none 
Exons 



Seq. ID OJ990914_10.9B08.C12 
Strand 

End 11385 

Method TBLASTX : Maize 

End 11384 

Score 223 



10700. .10753, 10707. .10766, 10885 .. 11043, 10885 .. 1104 3, 
10886. .11044, 11121. .11273, 11123 .. 11287 , 11306 11383, 
11334.. 11384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25332 
52530 
148 

OJ990914_10. 9B08.C13.ol.gs 

148 

none 



Seq. ID OJ990914_10.9B08.C13 

Strand + 

End 1232 

Method GENSCAN 

End 1232 

Score .56 



148. .377, 933. .1006, 1222. .1232 



25332 
52531 
1 

OJ990914_10. 9B08.C13.ol.gp 
1 

47305_1.R1084 
1. .311 

, 1420932/gb|U61383|ORU61383 7.0e"-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. ID OJ990914_10.9B08.C13 
Strand 

311 

AAT/GAP 
311 
602 



End 

Method 

End 

Score 



25332 
52532 



Seq. ID OJ990914_10.9B08.C13 
Strand 



25374 



Start 1722 End 

Name OJ990914_10 . 9B08 . C13 . o2 . gs Method 

Start 1722 End 

GI none Score 

Exons 1722.. 1820, 2087.. 2119 

Seq. No. . 25333 Seq. ID 

Gene No. 52533 Strand 

Start 929 End 

Name OJ990914_10 . 9B08 . C14 . ol . gs Method 

Start' 929 End 

GI none Score 

Exons 929.. 1045, 1469.. 1585 

Seq. No. 25334 Seq. ID 

Gene No. 52534 Strand 

Start 23 End 

Name OJ990914_10 . 9B08 . C17 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 222 



2119 
GENSCAN 
2119 
.55 



OJ990914_10.9B08.C14- 

1585 
GENSCAN 
1585 
.6 



OJ990914_10.9B08.C17 
+ 

222 

GENSCAN 

222 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25335 
52535 
274 

OJ990914_10.9B08.C18.ol.np 
274 

5441880 



OJ990914 10.9B08.C18 



Seq. ID 
Strand 

End 4385 
Method AAT/NAP 
End 3932 
Score 3275 

274. .508, 624. .755, 1002. .1099, 1344. .1602, 1679. .1977, 
2563. .3932 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 25335 Seq. ID 

Gene No. 52535 Strand 

Start 274 End 

Name OJ990914_10 . 9B08 . C18 . ol . gs Method 

Start 306 End 

GI none Score 
Exons 



OJ990914_10.9B08.C18 

4385 
GENSCAN 
4385 
.45 



306. .508, 513. .560, 624. .661, 671. .755, 856. .911, 1069. .1251, 



1344. .1602, 1679. .1755, 2074, 
3111. .3281, 3464. .4385 



.2478, 2563. .2754, 2950. .3029, 



Seq. No. 25335 Seq. ID OJ990914_10.9B08.C18 

Gene No. 52535 Strand 

Start 274 End 4385 

Name OJ990914_10 . 9B08 . C18 . ol . gp Method AAT/GAP 

Start 1352 End 1851 

GI LIB3475-007-P1-K1-G8 Score 789 

Exons 1352.. 1602, 1679.. 1851 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 
Gene No. 



25335 
52535 



Seq. ID 
Strand 



OJ990914 10.9B08.C18 



25375 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



274 



End 

Method 
End 
Score 



4385 
AAT/GAP 
3329 
793 



OJ990914_10.9B08.C18.o2.gp 
2898 
5701669 
2898. .3329 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



25335 Seq. ID 

52535 Strand 

274 End 

OJ990914_10-9B08.C18.ol.tm Method 

2923 End 

none Score 



OJ990914_10 . 9B08 . C18 
4385 

TBLASTX: Maize 

3372 

149 



2923.. 3210, 2987.. 3193, 3244.. 3372, 3266.. 3364 



25336 
52536 
189 

OJ990914_10. 9B08.G19.ol.gs 

18 9 

none 



Seq. ID .OJ990914_10.9B08.C19 



Strand 
End 

Method 

End 

Score 



+ 

4189 
GENSCAN 
4189 
.76 



189. .270, 2202. 
4111. .4189 



.2440, 2845. .3024, 3145. .3188, 3333. .3505, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



25336 * Seq. ID OJ990914_10.9B08.C19 

52537 Strand + 

5142 End 6262 

OJ990914._10.9B08.C19.ol.gp Method AAT/GAP 

4568 End 4995 

94945_1.R1084 Score 661 

4568.. 4995 

1 4 521194/dbj | AB013613 . 1 | ABO 13 61 3 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11 1 



25336 . Seq. ID 

52537 Strand 
5142 End 
OJ990914_10. 9B08 .C19.o2.gs Method 
5142 End 
none Score 
5142. .5250, 6198. .6262 

25336 Seq. ID 

52538 Strand 
8859 End' 
OJ990914_10. 9B08 .C19.o4 .gs Method 
8859 End 
none Score 
8859.. 9173, 9255.. 9391, 9438.. 9513 

25336 Seq. ID 

52539 Strand 
13079 End 
OJ990 914__10 . 9B08 . CI 9 . o7 . gs Method 
13079 End 



OJ990914_10.9B08.C19 
+ 

6262 
GENSCAN 
6262 
.51 



OJ990914_10.9B08.C19 
+ 

9513 
GENSCAN 
9513 
.92 



OJ990914_10.9B08.C19 
+ 

14648 

GENSCAN 

14648 



25376 




GI 


none 


Score 


.59 






Exons 


13079. .13091, 13963.. 14648 










Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


Gene No . 












Start 


6854 


End 


8633 






Name 


OJ990914 10. 9B08.C19.o3.gs 


Method 


GENSCAN 






Start 


6854 


End 


8132 






GI 


none 


Score 


.57 






Exons 


6854. .6933, 7353.. 7511, 810 


8. .8132 








Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


Gene No. 


52540 


Strand 








Of 2 


D004 




Q C *3 Q 
OOjj 






Name 


OJ990914 10.9B08.C19.ol.np 


Method 


AAT/NAP 






Start 


7208 


End 


8633 






GI 


5852084 


Score 


78 






Exons 


7208.. 7403, 8558.. 8633 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


Gene No. 


52541 


Strand 








Start 


8628 ' 


■ End 


11687 






Name 


OJ990914 10.9B08.C19.o2.gp 


Method 


AAT/GAP 






Start 


8628 


End 


11687 






GI 


19926 1.R1084 


Score 


2373 






Exons 


8628. .9351, 11086 .. 11279, 11375.. 11687 








GI Descrip. 


' 1885310/emb|CAA62847| 1 . Oe 


-155 (X91659) Endoxyloglucan 






transferase (EXT) [Hordeum 


vulgare] 1 








Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


Gene No. 


■ 52541 


Strand 








oi,ari_ 


8628 


End 


11687 






Name 


OJ990914 10.9B08.C19.o2.np 


Method 


AAT/NAP 






Start, 


8955 


End 


11665 






GI 


1885310 


Score 


1379 






Exons 


8955.. 9351, 11086 .. 11279, 11375, .11665 








GI Descrip . 


(X91659) Endoxyloglucan transferase (EXT) [Hordeum- 


vulgare] 


Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


bene no . 


52541 


Strand 








Start 


8628 


End 


11687 






Name 


OJ990914 10.9B08.C19.o5.gs 


Method 


GENSCAN 






Start 


10175 


End 


10405 






GI 


none 


Score 


.82 






Exons 


10175. .10405 










Seq. No. 


25336 


Seq. ID 


OJ990914JL0. 


9B08. 


C19 


bene djo . 


52541 


Strand 








Start' 


8628 


End 


11687 






Name 


OJ990914 10.9B08.C19.o6.gs 


Method 


GENSCAN 






Start 


10965 


End 


11668 






GI 


none 


Score 


.82 






Exons 


10965. .11267, 11375.. 11668 










Seq. No. 


25336 


Seq. ID 


OJ990914_10. 


9B08. 


C19 


Gene No. 


52542 


Strand 









25377 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13958 End 

OJ990914_10.9B08.C19.o3.np Method 

13958 End 

6016874 * Score 



16954 
AAT/NAP 
16954 
70 



13958. .14103, 14313. .14517, 16815.. 16954 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



25336 
52543 
18256 

OJ990914_10.9B08.C19.ol.ts 

8926 

none 



Seq. ID OJ990914_10.9B08.C19 
Strand 

End 18336 

Method TBLASTX : Soybean 

End 11602 

Score 34 4 



8926. .9345, 8958 9350, 9230 .. 9349, 9267. .9350, 9299. .9403, 
11082. .11279, 11128. .11286, 11372 .. 11602,. 11376 .. 11486 



25336 
52543 
18256 

OJ990914_10.9B08.C19.ol.tc 

8952 - . • ' 
none 



Seq. ID ' OJ990914_10.9B08.C19 
Strand 

End 18336 
Method TBLASTX : Cress 
End 11602 
Score 51 



8952. .9350, 8956. .9045, 9097. .9351, 9202. .9354, 11082 11279, 
• 11101. .11277, 11372. .11602, 11376. .11594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25336 
52543 
18256 

OJ990914_10.9B08.C19.ol.tm 

8952 

none 



Seq. ID OJ990914_10.9B08.C19 
Strand 

End. 18336 

Method TBLASTX : Maize 

End 11684 

Score 4 3 



8952. .8987, 8952. .8990, 8979. .9311, 8980. .9312, 9190. .9318, 
9309.. 9350, 9312.. 9365, 11082 .. 1127 9, 11086. . 11277, 
11327. .11602, 11376.. 11684 



25336 
52543 
18256 

OJ990914_10.9B08.C19.o8.gs" 

18256 

none 

18256.. 18336 



Seq. ID OJ990914_10.9B08.C19 
Strand 

End 18336 

Method GEN SCAN 

End 18336 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25337 
52544 
376 

OJ990914_10.9B08 .C20.ol.gp 
376 

2312838 
376. .435 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ990914_10.9B08.C20 
Strand 

435 

AAT/GAP 
435 
70 



End 

Method 

End 

Score 



25338 
52545 



Seq. ID OJ990914_10.9B08.C21 
Strand + 



25378 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38 End 1126 

OJ990914_10 . 9B08 . C21 . ol .-gs Method GEN SCAN 

38 . End 1126 

none Score . 7 
38. .161, 959. .1126 



Seq. ID OJ990914_10.9B08.C22 
Strand + 
End 5250 
Method AAT/GAP 
End 643 
Score 344 
613. .643 

.Oe-25 (AP000367) ESTs 
C96653(C10531) ,C96654 (C10531) ,C28571 (C61641) correspond to a 
region of the predicted gene.; Similar to citrate synthetase 
(AC004521) [Oryza sativa] 1 



25339 
52546 
1 

OJ990914_10.9B08.C22.ol.gp 
1 

22228_1.R1084 

1..45, 283. .390, 477. .527, 
f 5441892/dbj IBAA82390.il 4, 



25339 . Seq. ID 

52546 Strand 

1 End 
OJ990914_10 . 9B08 . C22 . ol . np Method 

1 .End 

5441892 Score 

1..45, 283. .390, 477. .527, 613. .686, 



OJ990914_10.9B08.C22 
+ 

5250 
AAT/NAP 
1035 
572 

806. .857, 943. .1035 



(AP000367) ESTs C96653 (C10531 ) , C96654 (C10531 ) , C2857 1 (C6164 1 ) 
correspond to a region of the predicted gene.; Similar to 
citrate synthetase. (AC004521) [Oryza sativa] 



25339 
52546 
1 

OJ990914_10 . 9B08 . C22 . ol . gs 

283 

none 



Seq. ID OJ990914_10.9B08.C22 



Strand 
End 

Method 

End 

Score 



+ 

5250 ' 
GEN SCAN 
5250 
.7 



283. .390, 477. .527, 613. .686, 2414. .4200, 5168. .5250 



'25339 
52546 
1 

OJ990914_10 . 9B08 . C22 . o2 . gp 
643 

3758955 . 

643. .686, 806. .857, 943. 
5441892/dbj |BAA82390.1| 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1396 

4. Oe-25 (AP000367) ESTs 
C96653(C10531) ,C96654 (C10531) ,C28571 (C61641) correspond to a 
region of the predicted gene.; Similar to citrate synthetase 
(AC004521) [Oryza sativa] 



OJ990914 
+ 

5250 
AAT/GAP 
1396 
1014 



10.9B08.C22 



25339 
52547 
6005 . 

OJ990914_10 . 9B08 . C22 . ol . tm 

280 

none 



Seq. ID OJ990914_10.9B08.C22 
Strand 

End. 6836 

Method TBLASTX: Maize 

End 1053 

Score 131 



280. .393, 281. .391, 283. .396, 475.-528, 476. .532, 477. .530, 
610. .690, 612. .689, 804. .860, 806. .853, 936. .1043, 940. .1053 



25379 




942. .1040 



Seq. No. 


25339 


Seq. ID 


OJ990914_10.9B08 


.C22 


Gene No. 


52547 


Strand 






Start 


6005 


End 


6836 




Name 


OJ990914 10.9B08.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


280 


End; 


1011 




GI 


none 


Score 


113 




Exons 


280. .393, 281. .391, 282. .392, 


283. .396, 


476.-532, 477.. 


530, 




610. .690, 610. .666, 612. .683, 


807 . .860, 


809. . 850, 940 . . 


1011 




942. .1010 








Seq. No. 


25339 


Seq. ID 


OJ990914_10.9B08 


.C22 


Gene No. 


52547 


Strand 






Start 


6005 


End 


6836 




Name 


OJ990914 10. 9B08 .C22 .ol . tc 


Method 


TBLASTX: Cress 




Start 


283 


End 


1035 




GI 


none 


Score 


184 




Exons 


283. .396, 309. .392, 476. .529, 


477. .530, 


.609. .689, 610.. 


690, 




803. .853, 804. .860, 936. .1025 


, 940. .1035, 942. .1028 




Seq. No. 


25339 


Seq. ID 


OJ990914 10.9B08 


.C22 


Gene No. 


. 52547 ■ 


Strand 






Start 


6005 


End 


6836 




Name 


OJ990914 10.9B08.C22.o2.gs 


Method 


GENSCAN 




Start 


6005 


End 


6821 




GI 


none 


Score 


.83 




Exons 


6005.. 6484, 6570.. 6654, 6673. 


.6821 






Seq. No. 


25339 


Seq. ID 


OJ990914_10.9B08 


.C22 


Gene No. 


52547 


Strand 






Start 


6005 


End 


6836 




Name 


OJ990914 10.9B08.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


6443 


End 


6836 




GI 


none 


Score 


227 




Exons 


6443. .6484, 6570. .6836 








Seq. No. 


25340 


Seq. ID 


OJ990914_12.9B05 


.CI 


Gene No. 


'52548 


Strand 


+ 




Start 


842 


End 


1119 




Name 


OJ990914 12. 9B05.Cl.ol.gs 


Method 


GENSCAN 




Start 


842 


End 


1119 




GI. 


none 


Score 


.63 




Exons 


842. . 992, 1078. . 1119 








Seq. No. 


25341 


Seq. ID 


OJ990914_12.9B05 


.C6 


Gene No. 


52549 


Strand 


-f 




Start 


11301 


End 


16085 




Name 


OJ990914 12.9B05.C6.o4.gs 


Method 


GENSCAN 




o tart 


11301 


End 


16085 




GI 


none 


Score 


. 6 




Exons 


• 11301. .11422, 12601. .12622, 12970 .. 13156, 15847.. 16085 




Seq. No. 


25341 


Seq. ID 


OJ990914_12.9B05 


.C6 


Gene No. 


52550 


Strand 






Start 


1 


End 


471 




Name 


OJ990914 12. 9B05.C6.ol.np 


Method 


AAT/NAP 





25380 




Start 


1 




End 


471 






GI 


6689616 




Score 


289 






Exons 


1..195, 306. .471 












GI Descrip. 


(AJ012301) proline-rich protein [Zea 


mays] 






Seq. No. 


9 S^4 1 

L JJ41 






OJ990914 


_12. 9B05. 


C6 


fnnn Mo 

LjcXIc LNv_> . 














Start 


1 

± 






471 






Name 




yp 


Mo +• hnH 


AAT/GAP 






Start 


24 




End 


448 






GI 


2431531 




Score 


435 






Exons 


94 1 ^fifi 44fi 












Seq. No. 


9S^4 1 




OC^. X U 


OJ990914 


_12.9B05. 


C6 


bene lnq . 


S9 ssn 




jui diiu 








Start 


1 




End 


471 






Name 




gs 


Mot" hoH 


GENS CAN 






Start 


14^ ~~ 

X 4 O 




End 


471 






GI 


none 




Score 


.89 






Exons 


143. .195, 306. .471 












Seq. No. 


9 ^ "}4 1 




Seq. ID 


OJ990914 


_12.9B05. 


C6 


Gene No. 


COCCI 

Jjl 




Strand 








C -j- a r-4- 


9*^n^i 




End 


17151 






Name 


nTQQHQI/1 19 QnOR r\0 

uj yyuyi4 x^ . jdud .lo.o^ . 


gs 


Method . 


GENS CAN 






Start 






End 


6483 






GI 


none 




Score 


.66 






Exons 


2303. .2370, 3029. .3049, 


3939 


..4016, 4055. .4191, 


4725. .4851, 




6118.. 6218, 6298.. 6369, 


6449 


. .6483 








Seq. No. 


25341 




Seq. ID 


OJ990914 


_12.9B05. 


C6 


Gene No. 


52551 




Strand 








Start 


2303 




End 


17151 






Name 


OJ990914 12.9B05.C6.o2. 


np 


Method 


AAT/NAP 






Start 


3676 




End 


17,127 






GI 


6689616 




Score 


438 






Exons 


3676..3S27, 4273.. 4400, 


4740 


. .5061, 8 


230. .8294, 


8702. .8881, 




15227. .15258, 16445 .. 16858 , 


16962. .17127 






GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 






Seq. No. 


25341 




Seq. ID 


OJ990914 


_12. 9B05. 


C6 




52551 




Strand 








Start 


2303 




End 


17151 






Name 


OJ990914 12.9B05.C6.o3. 


gs 


Method 


GENSCAN 






Start 


8610 




End 


9386 






GI 


none 




Score 


.63 






Exons 


8610. .9118, 9221. .9386 












Seq. No. 


. 25341 




Seq. ID 


OJ9909U 


_12. 9B05. 


C6 


Gene No. 


52551 




Strand 








Start 


2303 




End 


17151 






Name • 


OJ990914 12.9B05.C6.o2. 


gp 


Method 


AAT/GAP 






Start 


8704 


End 


9450 






GI ' 


25600 5.R1084 




Score 


676 






Exons 


8704. .8878, 8901. .9118, 


9221 


. .9450 








GI Descrip. 


, 4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 



[Arabidopsis thaliana] 1 



25381 



Seq. No. 25341 Seq. ID 

Gene No. 52551 Strand 

Start 2303 End 

Name OJ990914_12 . 9B05 . C6 . o5 . gs Method 

Start 16350 End 

GI ' none Score 

Exons 16350... 16858,,. 16962.. 17151 



OJ990914_12.9B05.C6 

17151 
GENSCAN 
17151 
.89 



Seq. No. 25341 Seq. ID 

Gene No. 52551 Strand 

Start 2303 End 

Name OJ990914_12 . 9B05 . C6 . o3 . gp Method 

Start 16687 End 

GI 2431531 Score 

Exons 16687. .16858, 16962.. 17111 



OJ990914_12.9B05.C6 

17151 
AAT/GAP 
17111 
412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25341 
52552 
20242 

OJ990914_12.9B05.C6.ol.tm 
2 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 12.9B05.C6 



23265 

TBLASTX: Maize 
17073 

93 ; 

2. .73, 3. '..74, 89. .196, 90. .197, 304 . .444, 304..366, 8787. .8831 
8854. .8880, 88 93 .. 8997 , 8904 .. 8996, 9012. .9119, 9013. .9120, 
9204. .9281, 9220. .9273, 16527 16571, 1664 4 .. 16736, 
16645. .16737, 16752 .. 16859, 16753 .. 168 60, 16948 .. 17022 , 
16960. .17073 



Seq. No. 25341 Seq. ID 

Gene No. 52552 Strand 

Start 20242 . End 

Name OJ990914_12 . 9B05 . C6 . ol . tw Method 

Start 2 End 

GI none Score 

Exons 2. .73, 3 . . 74 , 89 ; . 190, 90. .188, 304 



OJ990914_12. 9B05.C6 
23265 

TBLASTX: Wheat 
17049 
67 

366, 8892. .8996, 



8896. .8997, 9012. .9113, 9013 .. 9111,. . 9219 .. 9281, 9220. .9273, 



16635. .16736, 16636 .. 16737, 
16960. .17049, 16960.. 17022 



16752. .16853, 16753 .. 16851 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25341 Seq. ID OJ990914_12 . 9B05 . C6 

52552 Strand 

20242 End 23265 

OJ990914_12 . 9B05 . C6 . o4 . gp Method AAT/GAP 

19497 . End 19663 

6756_1.R1084 Score 240 " 

19497. .19663 

, 1351357/sp|P48502|UCR6_SOLTU 2.0e-24 UBIQUINOL-CYTOCHROME C 
REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_633681_emb_CAA558 63 
(X79276) ubiquinol--cytochrome c reductase [Solanum tuberosum] 



25341 ■ Seq. ID 

52552 Strand 

20242 End 

OJ990914_12. 9B05.C6.o6.gs Method 

20242 End 

none Score 



OJ990914_12. 9B05-C6 

23265 
GENSCAN 
23265 . 
.69 



25382 



Exons 20242. .20436, 20906. . 21034, 21140 .. 21502, 21818 .. 21918 , 

21999. .22134, 23072.. 23265 



Seq. No. 


25342 




Seq. ID 


OJ990914 


_12. 


. 9B05 


.C7 


Gene No. 


52553 




Strand 


+ 








Start 


3453 




End 


6250 








Name 


OJ990914 12.9B05.C7.o2. 


gs 


Method 


GENS CAN 








Start 


3453 




End 


6250 








GI 


none 




Score 


.55 








£jJ\.\JLLO 


3453 3506 3860 3924 


5017 


..5119, 6131. .6250 




.'."■> 




Seq. No. 


25342 




Seq. ID 


OJ990914 


_12. 


. 9B05 


.C7 


Gene No. 


52554 




Strand 










Start 


2058 




End ' 


2342 








Name 


OJ990914 12.9B05.C7.ol. 


gs 


Method 


GENSCAN 








Start - 


2058 




End 


2342 








GI 


none 




Score 


. 98 








Exons 


2058. .2342 














Seq. No. 


25342 




Seq. ID 


OJ990914 


_12. 


. 9B05 


.C7 


Gene No. 


52555 




Strand 










Start 


4668 




End.- 


7643 








Name 


OJ990914 12.9B05.C7.ol. 


np 


Method 


' AAT/NAP 








Start 


4668 




End 


7563 








GI 


6689616 




Score 


285 








Exons 


4668.. 4720, 6933.. 7295, 


7392 


..7563 












(AJ012301) proline-rich protein [Zea mays] 








Seq. No. 


25342 




Seq. ID 


OJ990914 


_12. 


.9B05 


.C7 


Gene No. 


52555 




Strand 










Start 


4668 




End 


7643 








Name 


OJ990914 12.9B05.C7.o3. 


gs 


Method 


GENSCAN 








Start 


6847 




End 


7563 








GI 


none 




Score 


.93 








Exons 


6847.. 7295, 7392. .7563- 














Sea No 


25342 




Seq. ID 


OJ990914 


_12. 


■ 9B05 


.C7 


Gene No. 


52555 




Strand . 










Start 


4668 




End 


7643 








Name 


OJ990914 12.9B05.C7.o2. 


gp 


Method 


AAT/GAP 








Start 


6989 




End 


7643 








GI 


25600 5.R1084 




Score 


520 








Exons 


6989..729S, 7392. .7643 














GI Descrip. 


■4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 














Seq. No. 


25342 




Seq. ID 


OJ990914_ 


_12. 


, 9B05 


.C7 


Gene No. 


52555 




Strand 










Start 


4668 




End 


7643 








Name 


OJ990914 12.9B05.C7.ol. 


gp 


Method 


AAT/GAP 








Start 


7124 




End 


7548 








GI 


2431531 




Score 


500 








Exons 


7124. .7295, 7392. .7548 














Seq. No. 


25342 




Seq. ID 


OJ990914 


JL2. 


9B05 


.C7 


Gene No. 


52556 




Strand 










Start 


8801 




•End 


8902 









25383 



Name 

Start 

GI 

Exons 



OJ990914_12. 9B05.C7 .ol. tm Method TBLASTX : Maize 

6985 End 7464 

none Score 37 

6985. .7014, 6989. .7015, 7031. .7057, 7081. .7173, 7097. .7174, 
7189. .7296, 7190. .7297, 7381. .7443, 7390. .7464 



Seq. No. • 25342 

Gene No. 52556 

Start 8801 

Name OJ990914_12 . 9B05 . C7 . ol . tw 

Start 7072 

GI none 
Exons 



Seq. ID OJ990914_12.. 9B05.C7 
Strand 

End 8902 

Method TBLASTX : Wheat 

End 7461 

Score 86 

7072. .7173, 7073. .7174, 7189. .7290, 7190. .7288, 7373. .7444, 
7390. .7461, 7390. .7443 



Seq. No. 25342 
Gene No. 52556 
Start 8801 

Name . OJ990914_12 . 9B05 . C7 . o3 . gp 

Start 8801 

GI LIB3477-003-P1-K1-E9 
Exons 8801.. 8902 

GI- Descrip. 1 2498586/sp | Q40638 | MPOl^ORYSA -2 . Oe-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557. (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990914_12. 9B05.C7 
Strand 

End 8902 

Method AAT/GAP 

End 8902 

Score 137 



Seq. No. 


25343 






Seq. ID 


OJ990914 


_12 


9B05 


.C8 


Gene No. 


52557 • 






Strand 


+ 








Start 


552 






End 


692 








Name 


OJ990914 12 


.9B05.C8.ol. 


gs 


Method 


GENSCAN 








Start 


552 






End 


692 








GI 


none 






Score 


.45 








Exons 


.552. .692 
















Seq. No. 


25343 






Seq. ID 


OJ990914 


_12 


9B05 


.C8 


Gene No. 


52558 






Strand 


+ 








Start 


3301 






End 


10091 








Name 


OJ990914 12 


.9B05.C8.ol. 


gp 


Method 


AAT/GAP 








Start 


3271 






End 


3747 








GI 


2431531 






Score 


625 








Exons 


3271. .3472, 


3576. .3747 














Seq. No. 


25343 






Seq. ID 


OJ990914 


_12 


9B05 


.C8 


Gene No. 


52558 






Strand 


+ 








Start 


3301 






End 


10091 . 








Name 


OJ990914 12 


.9B05.C8.ol. 


np 


Method 


AAT/NAP 








Start 


3301 






End 


6226 








GI 


6689616 






Score 


316 








Exons 


3301. .3472, 


3576. .3950, 


5445. 


.5536, 6201.. 6226 








GI Descrip. 


(AJ012301) proline-rich 


protein [Zea mays] 








Seq. No. 


25343 






Seq. ID 


OJ990914_ 


_12. 


9B05 


.C8 


Gene No. 


52558 






Strand 


+ 








Start 


3301 






End 


10091 








Name 


OJ990914 12 


.9B05.C8.o2. 


gs 


Method 


GENSCAN 








Start 


3301 






End 


7098 








GI 


none 






Score 


.•69 









25384 



Exons 



3301.. 3472, 3576.. 3962, 4895.. 5019, 5209.. 5385, 5841.. 5963, 
7009. .7098 



Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 


Gene No. 


52558 


Strand 


+ 


Start 


3301 


End 


10091 


Name 


OJ990914 12.9B05.C8.o2.np 


Method 


AAT/NAP 


Start 


4655 


End 


10091 


GI 


6714394 


Score 


208 


Exons 


" 4655. .477.5, 7824. .8117, 10017 


. .10091 




kjI uescrip. 


(AC012393) unknown protein [Arabidopsis thaliana] 


Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 


Gene No. 


52558 


Strand 


+ 


Start 


3301 


End 


10091 


Name 


OJ990914 12.9B05.C8.o3.gs 


Method 


GENSCAN 


Start 


7715 


End 


8223 


GI 


none ... 


Score 


.79 


Exons 


7715. .78797 7971. .8117, 8164. 


.8223 




Seq. No. 


25343 


Seq. ID 


OJ990914_12. 9B05. 


Gene No. 


52559 


Strand 




Start 


'8772 


End 


13588 


Name 


OJ990914 12.9B05.C8.o3.np 


Method 


AAT/NAP 


Start 


8772 


End 


.13551 


GI 


6689616 


Score 


454 


Exons 


8772. .8803, 11925 .. 124 11, 13386. .13551 




GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 


Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 


Gene No. 


52559 


Strand 




Start 


8772 


End 


13588 


Name 


OJ990914 12.9B05.C8.o4.gs 


Method 


GENSCAN 


Start 


11966 


End 


13530 


GI 


none 


Score 


.99 


Exons 


11966. .12411, 13386.. 13530 






Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 


Gene No. 


52559 


Strand . 




Start 


8772- 


End 


13588 


Name 


OJ990914 12.9B05.C8.o2.gp 


Method 


AAT/GAP 


Start - 


12339 


End 


13588 


GI 


570201 


Score 


472 


Exons 


12339. .12411, 13386.. 13588 






Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 


bene wo . 


52560 


Strand 




Start 


15668 


End 


17654 


Name 


OJ990914 12.9B05.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


3420 


End 


12412 


GI 


none 


Score 


135 


Exons 


3420.. 3473, 3574.. 3681, 3575. 


.3682, 3697. .3789, 3698. .37 




3814. .3840, 3856.-3882, 3857. 


.3886, 12099. .12242, 12099. 




12125. .12265, 12254 .. 12379, 12270 .. 1232 6, 12383 .. 12412, 




12388. .12411 






Seq. No. 


25343 


Seq. ID 


OJ990914_12.9B05. 



25385 




Gene No. 


52560 


Strand 


_ 


Start 


15668 


End 


17654 


Name 


OJ990914 12. 9B05.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3420 


End 


13473 


GI 


none 


Score 


62 


Exons 


3420. .3473, 3433. .3474, 3581 


..3682, 35E 


J3..3681, 3697. .3798, 




3698. .3799, 12161 .. 12220, 12197 .. 1226?, 


12198. .12245, 




12254. .12370, 12270 .. 12326, 


12284" :.12343, 12383. .12406, 




13385. .13468, 13385 .. 13426, 


13417. .13473 


Seq. No. 


25343 


Seq. ID 


OJ990914_12. 9B05.C8 


Gene No. 


52560 


Strand 




Start 


15668 


End 


17654 


Name 


OJyy(J9l4 1Z . 9B0o . Co . oz . tm 


Method 


TBLASTX: Maize 


Start 


7797 


End 


10115 


GI 


none 


Score 


82 


Exons 


7797.. 7877, 7798.. 7875, 7965 


..8114, 7965. .8117, 9998. .10108, 




10010. .10108, 10017.. 10115 






Seq. No. 


25343 


Seq. ID 


OJ990914_12. 9B05.C8 


Gene No. 


52560 


Strand 




Start 


15668 


End, 


17654 


Name 


OJ990914 - .12 . 9B05 . C8 . o5 . gs ; 


Method 


GENSCAN ' 


Start 


15668 


End 


17654 


GI 


none 


Score 


.74 


Exons 


15668. .15844, 16447 . .16585, 


17183. .17314, 17635. .17654 


Seq. No. 


25344 


Seq. ID 


OJ990914_12. 9B05.C9 


Gene No. 


52561 


Strand 


+ 


Start 


846 


End 


3094 


Name 


OJ990914_12. 9B05.C9.ol.gs 


Method 


GENSCAN 


Start 


O A C 

o 4 D 


End 


3094 


GI 


none 


Score 


.42 


Exons 


846. .945, 2504. .2515, 2961.. 


3094 




Seq. No. 


25345 


Seq. ID 


OJ990914_12. 9B05.C10 


Gene No. 


52562 


Strand 


+ 


Start 


175 


End 


1236- 


Name 


OJ990914 12.9B05.C10.ol.gp 


Method 


AAT/GAP 


Start 


175 


End 


1236 


GI 


25600_2.R1084 


Score 


1300 


Exons 


i *7 c nil i ATI i od/" 

1/5. .91/, 1032. .1236 






GI " Descrip. 


, 3402282/emb|CAA04449| 8 . Oe- 


12 (AJ000997) proline-rich protein 




[Solanum tuberosum] 1 






Seq. No. 


25345 


Seq. ID 


OJ990914_12. 9B05.C10 


Gene No. 


52563 


Strand 


+ 


Start 


4238 


End 


6679 


Name 


OJ990914 12. 9B05.C10.o3.gp 


Method 


AAT/GAP 


Start 


4225 


End 


5361 


GI 


25600 4.R1084 


Score 


1877 


Exons 


4225. .4391, 4540.. 5361 






GI Descrip. 


, 3402282/emb|CAA04449| 2.0e- 


13 (AJ000997) proline-rich protein 




[Solanum tuberosum] 1 






Seq. No. 


25345 


Seq. ID 


OJ990914_12. 9B05.C10 


Gene No. 


52563 


Strand 


+ 



25386 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4238 End 6679 

OJ990914_12 . 9B05 . CIO . o2 . np Method AAT/NAP 
4235 End 6679 

6689616 Score 633 

4235. .4391, 4540. .5058, 6619. .6679 
(AJ012301) proline-rich protein [Zea mays] 



25345 „ Seq. ID 

52563 Strand 

4238 . End 
OJ990914_12. 9B05.C10.o3.gs Method 

4238 End 

none Score 

4238. .4391, 4540. .5075 



OJ990914_12. 9B05.C10 
+ 

6679 
GENS CAN 
5075 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , J 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25345 Seq. ID 

52564 Strand 

1 End . 5093 

OJ990914_12 . 9B05 . C10 . ol . np Method AAT/NAP 

1 End 1190 

6689616 Score 606 
1. .29, 411. .919, i034. .1190 
(AJ012301) proline-rich protein [Zea mays] 



OJ990914 12.9B05.C10 



25345 Seq. ID OJ990914_12 . 9B05 . C10 

52564 Strand 

1 End 5093 

OJ990914_12.9B05.C10.o2.gp Method AAT/GAP ■ 

159 End 1251 

25600_1.R1084 Score 1242 

159. .332, 378. .919, 1034. .1251 

*3402282/emb|CAA04449| 1.0e-ll (AJ000997) proline-rich protein 
[Solanum tuberosum] ' 



Seq. No. 25345 Seq. ID 

Gene No. 52564 Strand 

Start 1 End 
Name ' OJ990914_12 . 9B05 . C10 . ol . gs ' Method 

Start 399 End 

GI none Score 

Exons 399.. 919, 1034.. 1187 



OJ990914_12. 9B05.C10 
5093 

GENSCAN - 

1187 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



25345 
52564 
1 

OJ990914_12 . 9B05 . C10 . ol . tm 

412 

none 

412. .516, 615. .725, 616. .726, 
1026. .1127, 1035. .1085, 4283. 
4541. .4735, 4542. .4736, 4542. 
4734. .4844, 4993. .5049, 4993. 

25345 
52564 
1 

OJ990914 12.9B05.C10.ol.tw 



Seq. ID OJ990914_12.9B05.C10 
Strand 
End 

Method 
End 
Score 
723. .917, 



5093 

TBLASTX: Maize 

5093 

67 

723. .917, 724, 



4396, 4309.. 4389, 4540. 
4736, 4651. .4752, 4730, 
5055, 5058.. 5093 



.918, 
4593, 
4843, 



Seq. ID OJ990914_12.9B05.C10 
Strand 

End 5093 

Method TBLASTX : Wheat 



25387 




Start 


678 


End 


4782 


GI 


none 


Score 


45 


Exons 


678. .737, 714. .779, 716. .772, 


768. .914, 


775. .912, 1023. .111 




1035.. 1085, 4283.. 4390, 4294. 


.4389, 4545. .4691, 4546. .4593, 




4547. .4684, 4548. .4688, 4672. 


.4782, 4682. .4744, 4686. .4781 


Seq. No. 


25346 


Seq. ID 


OJ990914_12.9B05.C11 


Gene No. 


52565 


Strand 


+ 


Start 


264 


End 


3171 


Name 


OJ990914 12.9B05.Cll.ol.gp 


Method 


AAT/GAP 


Start 


203 


End 


1603 


GI 


25600 1.R1084 


Score 


1878 


Exons 


203. .417, 770. .1603 






GI Descrip. 


'3402282/emb|CAA04449| 1.0e-ll (AJ000997)- proline-rich prot< 




[Solanum tuberosum] 1 






Seq. No. 


25346 


Seq. ID 


OJ990914_12.9B05.C11 


Gene No. 


52565 


Strand 


+ 




264 ' 


End 


3171 


Name 


OJ990914 12.9B05.Cll.ol.np 


Method 


AAT/NAP 


Start 


261 


End 


3171 


GI 


6689616 ' 


Score 


631 


Exons 


261. .417, 770. .1369, 2989. .3171 




GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 


Seq. No. 


25346 


Seq. ID 


ojyyuyi4 iz.yBUo.cn 


Gene No. 


52565 


Strand 


_1_ 

T 


Start 


264 


End 


3171 


Name 


OJ990914 12.9B05.Cll.ol.gs 


Method 


GENS CAN 


Start 


264 


End 


1305 


GI 


none 


Score 


.97 


Exons 


264. .417, 770. .1305 






Seq. No. 


25346 


Seq. -/ ID 


OJ990914_12.9B05.C11 


Gene No. 


52566 


Strand 




o tar l. 


4142 


End 


7893 


Name 


OJ990914 12.9B05.Cll.ol.tm- 


Method 


TBLASTX: Maize 


Start 


288 


End 


1074 


GI 


none 


Score 


45 


Exons 


288. .317, 309. .425, 366. .416, 


763. . 921, 


771. .920, 772. .924, 




909. .1073, 910. .1074, 912. .1073 




Seq. No. 


25346 


Seq. ID 


OJ990914_12.9B05.C11 


otrlie LNO . 


52566 


Strand 




Start 


4142 


End' 


7893 


Name 


OJ990914 12.9B05.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


336 


End 


987 


GI 


none 


Score 


83 


Exons 


336. .425, 366. .416, 775. .915, 


777. .914, 


910. .987, 912. .986 


Seq. No. 


25346 


Seq. ID 


OJ990914_12.9B05.C11 


Gene No. 


52566 


Strand 




Start 


4142 


End 


7893 


Name 


OJ990914 12.9B05.Cll.o2.np 


Method 


AAT/NAP 


Start 


4142 


End 


7893 


GI 


6630696 


Score 


1806 


Exons 


4142.. 4257, 6251.. 7893 







25388 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus'- related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



25346 
52566 
4142 

OJ990914_12. 9B05.Cll.ol.tw 
6554 
none 

6554.. 6646, 6554.. 6652, 
6687. .6821, 6881. .7159, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6558.. 6653, 6658 
6884.. 7081, 6895 



OJ990914 12.9B05.C11 



7893 

TBLASTX: Wheat 
7321 
44 

6837, 6659.. 6751, 
7116, 6897.. 7157, 



7100. .7246, 7149. .7268, 7159. .7314, 7247. .7321, 7248. .7289 



25347.. Seq. ID 

52567 Strand 

3167 End 

OJ990914_12 .9B05.C12.ol.gp Method 

3109 " . End 

25600_1.R1084 Score 
3109. .3320, 3436. .4195 

, 3402282/emb|CAA04449| 1.0e-ll (AJ000997) proline-rich protein 
[Solanum tuberosum] ' 



OJ990914_12.9B05.C12 
+ 

4195 
AAT/GAP 
4195 
1322 



25347 . Seq. ID OJ990914 

52567 Strand + 

3167 End 4195 

OJ990914_12 . 9B05 . 012 . o3 . np Method AAT/NAP 

3164 End 3956 

6689616 Score 620 
3164.. 3320, 3436.. 3956 

(AJ012301) proline-rich . protein [Zea mays] 



12. 9B05.C12 



25347 
52567 
3167 

OJ990914_12 . 9B05 . 012 . o2 . gs 

3167 

none 

3167.. 3320, 3436. .3971 



Seq. ID OJ990914_12.9B05.C12 

Strand + 

End 4195 

Method GEN SCAN 

End 3971 

Score 1 



OJ990914 12.9B05.C12 



25347 Seq. ID 

52568 Strand 
1 End 2176 

OJ990914_12 . 9B05 . 012 . ol .np Method AAT/NAP 
1 End 800 

6630696 Score 766 

1. .800 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



25347 Seq. ID 

52568 Strand 

1 End 

OJ990914_12 . 9B05 . 012 . o2 . np Method 

508 End 



OJ990914_12.9B05.C12 

2176 

AAT/NAP 

2176 



25389 




GI 


6539588 




Score 


198 


Exons 


508. .572, 1876. .2176 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25347 






OJ990914_12.9B05.C12 








C Li d 1 1 n. 




Start 


3729 




Hil ILi 


4173 • 


Name 


OJ990914 12.9B05.C12.o2. 


Lill 


L JC L L LKJ\JL 


TBLASTX: Maize 


Start 


455 




Fnrl 


757 


GI 


none 




Score 


80 


Exons 


455. .757, 490. .636, 525. 


.752 






Seq. No. 


25347 




QpfT TD 
OC^ . 1U 


OJ990914_12.9B05.C12 


OtJllC 1NL* . 


*J Z. *J U _7 




O Li Ql ILi 




Start 


3729 




FnH 

HjI 1LA 


4173 


Name 


OJ990914 12.9B05.C12.o2. 


L W 


Mf^ t" hnH 

L JC L11L>LI 


TBLASTX: Wheat 


Start 


511 




Hii in. 


899 


GI 


none 




Score 


88 


Exons 


511. .642, 511. .642, 515. 


.682, 


5i5. .757 


, 525. .758, 768..899 


Seq. No. 


25347 




Seq. ID 


OJ990914_12.9B05.C12 


Gene No. 


52569 




Strand 




OLdl L 


^ 7 9 Q 




End 


4173 


Name 


OJ990914 12.9B05.C12.ol. 


LIU 


Method 


TBLASTX: Maize 


Start 


3268 




End 


3865 


GI 


none 




Score 


83 


Exons 


3268.. 3318, 3269.. 3319, 


0 f± ^ u . 


.3632, 3437.. 3631, 3629.-3739, 




3630.. 3740, 3818.. 3835, 


3839. 


.3865 




Seq. No. 


25347 




Seq. ID 


OJ990914_12.9B05.C12 


Gene No. 


52569 




Strand 




Of a r f 
O Lai L. 






End 


4173 


Name 


OJ990914 12.9B05.C12.ol. 


L W 


Method 


TBLASTX: Wheat 


Start 


3268 




End 


3669 


GI 


none 




Score 


83 


Exons 


3268. .3318, 3269. .3319, 


3287. 


.3331, 3441. .3587, 3442. .3489, 




3443. .3580, 3578. .3640, 


3579. 


.3653, 35 


83. .3669 


Seq. No. 


25347 




Seq. ID 


OJ990914_12.9B05.C12 




*J £. sJ \J .7 




Strand 




Start 


3729 




End 


4173 


Name 


OJ990914 12.9B05.C12.o2. 




Method 


AAT/GAP 


Start 


3729 




End 


4173 


GI 


none 




Score 


781 


Exons 


3729.. 4173 








Seq. No. 


25348 




Seq. ID 


OJ990914_12.9B05.C13 


UCllC ViVJ • 


S9 sin 




Strand 




Start 


586 




End 


802 


Name 


OJ990914 12.9B05.C13.ol. 


gs 


Method 


GENSCAN 


Start 


586 




End 


802 


GI 


none 




Score 


.92 


Exons 


586. .802 








Seq. No. 


25349 




Seq. ID 


OJ990914_12.9B05.C14 


Gene No. 


52571 




Strand 


+ - 


Start 


52 




End 


610 



25390 



Name OJ990914_12 . 9B05 . C14 . ol . gs 

Start 52 

GI none 

Exons 52. .203, 511. .610 

Seq. No. 25349 

Gene No. ^52572 

Start 3601 

Name OJ990914_12 . 9B05 . C14 . o2 . gs 

Start 3601 

GI none 

Exons 3601^.3664 



Method 

End 

Score 



GENS CAN 

610 

.6 



Seq. ID OJ990914_12.9B05.C14 
Strand 

End * 3664 
Method GEN SCAN 
End 3664 
Score .66 



Seq. No. 25350 

Gene No. 52573 

Start 205 

Name OJ990914_12 . 9B05 . C17 . ol . gs 

Start 205 

GI none 

Exons 205.. 360, 467.. 598 

Seq. No. 25350 ■ 

Gene No. 52574 

Start 3849 

Name OJ990914_12 . 9B05 . C17 . o3 . gs 

Start 3849 

GI none 

Exons 3849.. 3908, 4024.. 4359, 4710. 
7572. .7670 



Seq. ID OJ990914_12.9B05.C17 

Strand + 

End 598 

Method GEN SCAN 

End 598 

Score . 64 . 



Seq. ID OJ990914_12.9B05.C17 

Strand- ' + . 

End 7670 

Method GENSCAN 

End 7670 

Score .43 

.4846, 5530. .5753, 7197. .7342, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25350 
52575 
752 

OJ990914_12 . 9B05 . C17 . o2 . gs 

752 

none 

752. .1123, 1150. .1344, 1724.. 
2410. .2535, 2721. .3110 > . 

25350 
52575 
752 

OJ990914_12.9B05.C17 .ol.np 

2294 

5902445 

2294. .3338, 4417. .4473 
(AB030283) GAG-POL precursor 

25350 
52576 
9159 

OJ990914_12 . 9B05.C17.ol.tw 

2557 

none 

2557. .2859, 2568.-2933 



Seq. ID OJ990914_12.9B05.C17 
Strand 

End 4473 

Method GENSCAN 

End 3110 

Score .61 
1792, 1933.. 2156, 2298.. 2334, 



Seq. ID OJ990914_12.9B05.C17 
Strand 

End 4473 

Method AAT/NAP 

End 4473 

Score 947 

[Oryza sativa] 

Seq. ID OJ990914_12.9B05.C17 
Strand 

End 9476 

Method TBLASTX : Wheat 

End 2933 

Score 221 



Seq. No. 



25350 



Seq. ID OJ990914_12.9B05.C17 



25391 




Gene No. 


52576 






Strand 






Start 


9159 






End 


9476 




Name 


OJ990914 12 


.9B05. 


C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2574 






End 


2903 




GI 


none 






Score 


72 




Exons 


2574. .2903, 


2719. 


.2865 








Seq. No. 


25350 






Seq. ID 


OJ990914_12.9B05 


.C17 


Gene No. 


52576 






Strand 






Start 


9159 






End 


9476 




Name 


OJ990914 12 


.9B05. 


C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


2628 






End 


3011 




GI 


none 






Score 


96 




Exoris 


2628. .3011, 


2635. 


.2862, 2901. 


.2972 






Seq. No. 


25350 






Seq. ID 


OJ990914_12. 9B05 


-C17 


Gene No. 


52576 






Strand 






Start 


9159 






End 


9476 




Name 


OJ990914 12 


.9B05. 


C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


3042 






End 


3347 ~ 




GI 


none 






Score 


144 




Exons 


3042. .3326, 


3052. 


.3321, 3204. 


.3347 






Seq. No. 


25350 






Seq. ID 


OJ990914_12.9B05 


.C17 


Gene No. 


52576 






Strand 






Start 


9159 






End 


9476 




Name 


OJ990914 12 


.9B05. 


C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3084 






End 


3372 




GI 


none 






Score 


98 




Exons 


3084. .3326, 


3087. 


.3329, 3127. 


.3372 






Seq. No. 


25350 






Seq. ID 


OJ990914_12.9B05 


.C17 


Gene No. 


52576 






Strand 






Start 


9159 






End 


9476 




Name 


OJ990914 12 


. 9B05. 


C17 .o4 .gs 


Method 


GEN SCAN 




Start 


. 9159 






End 


9476 




GI 


none 






Score 


.81 




Exons 


9159. . 9476 












Seq. No. 


25351 






Seq. ID 


OJ990824JL5.9B01 


.CI 


Gene No. 


52577 






Strand 






Start 


1 






End 


706 




Name 


OJ990824 15 


.9B01. 


Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


623 




GI 


uC-osflcypl55h09bl 


Score 


288 




Exons 


1. .40,. 465. 


.623 










GI Descrip. 


, 642357/emb 


1X83834 | TA28SRRNA 


5.0e-25 T 


.aralioides 28S rRNA gene 




(partial) ' 












Seq. No. 


25351 






Seq. ID 


OJ990824_15. 9B01 


.CI 


Gene No. 


52577 






Strand 






Start 


1 






End 


706 




Name 


OJ990824 15 


. 9B01. 


CI . ol . gs 


Method 


GEN SCAN 




Start 


27 






End 


706 




GI 


none 






Score 


.47 




Exons 


27.. 67, 276 


. .340, 


504. .706 









25392 




Seq. No. 


25352 








Seq. ID 


OJ990824_15. 9B01.C2 


Gene No. 


52578 . 








Strand 


- 


Start 


1408 








End 


1534 


Name 




.9B01 


.C2.ol. 


gp 


L iC L11UU 


AAT /HAP 


Start 


1408 








End 


1534 


GI 


5005533 








Score 


254 


Exons 


1408. -.1534 












GI Descrip. 


642357/embl 


X83834 | TA28SRRNA 


5.0e-25 T , 


aralioides 28S rRNA < 




(partial) 












Seq. No. 


25353 








Seq. ID 


OJ990824_15.9B01.C3 


Gene No. 


52579 








Strand 




Start 


679 








End 


5950 


Name 


n TQQDft 94 1 S 


-9B01 


.C3.ol. 


np 


Method 


AAT /NAP 


Start 


679 








End 


5146 


GI 


2459431 








Score 


352 


Exons 


679. .1625, 


2395. 


.2684, 


3477. 


.3538, 3704.. 3778, 3888.. 3967, 




5043. .5146 












GI Descrip. 


(AC002332) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


25353 








Seq. ID 


OJ990824_15. 9B01.C3 


Gene No. 


52579 








Strand 




Start 


679 








End 


5950 


Name 


r\ TQQHft 9 4 1 ^ 


.9B01 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


692 








End 


5950 


GI 


none 








Score 


.8 


Exons 


692. .1622, 


i y do . 


. ZUz 1 , 




.2684, 2757. .2964, 3050. .3078, 




3477. .3538, 


J / Ul 


. . J / / o , 


Jooo 


..3960, 4660. .4783, 5243. .5360 




5780. .5950 












Seq. No. 


25353 








Seq. ID 


OJ990824_15. 9B01.C3 


Gene No. 


52579 








Strand 




o tar l 


£"7 Q 

o / y 








End 


5950 


Name 


OJ990824 15 


.9B01 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1968 








End 


2696 


GI 


none 








Score 


142 


Exons 


1968. .2018, 


2433 


• .2582, 


2451 


..2582, 2526.. 2690, 2526.. 2696. 




2605. .2691 












Seq. No. 


25353 








Seq. ID 


OJ990824_15.9B01.C3 


Gene No. 


52579 








Strand 




Start 


679 








End 


5950 


Name 


n to on q oa i r 


.9B01 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2430 








End 


3539 


GI 


none 








Score 


67 


Exons 


2430. .2579, 


2456 


. .2581, 


2526 


..2690, 2553.. 2687, 2754.. 2966 




2758. .2967, 


3047 


. .3094, 


3049 


..3111, 3257.. 3343, 3283.. 3351 




3468.-3539 












Seq. No. 


25353 








Seq. ID 


OJ990824_15.9B01.C3 


Gene No. 


52579 








Strand 




Start 


679 








End 


5950 


Name 


OJ990824 15 


.9B01 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2481 








End 


2906 


GI 


none 








Score 


70 


Exons 


2481. .2531, 


2559 


. .2687, 


2754 


..2906, 2776.. 2901 



25393 



Seq. No. 


25353 


Seq. ID 


OJ990824_15.9B01.C3 


Gene No. 


52579 


Strand 




O +- -> v- 4- 

otart 


679 


End 


5950 


Name 


OJ990824 15.9B01.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


2505 


End 


3082 


GI 


none 


Score 


61 


Exons 


2505.. 2534, 2574. .2687, 2605.. 2685, 2754.. 2966, 2761.. 2964, 




3047.. 3082, 3049. .3081 






Seq. No. 


25353 


Seq. ID 


OJ990824_15.9B01.C3 


Gene No. 


52579 


Strand 


- 


Start 


679 


End 


5950 


Name 


OJ990824 15.9B01.C3.ol.gp 


Method 


AAT/GAP 


Start 


4810 


End 


■J X \J X 


GI 


3761679 


Score 


285 


Exons 


4810. .4892, 4984. .5101 






GI Descrip. 


5042437/gb|AC00778 9.1|AC00778 9 1.0e-29 


Oryza sativa BAC T4! 




genomic sequence, complete 


sequence 




Seq. No. 


25354 


Seq. ID 


OJ990824_15. 9B01.C4 


bene no . 


52580 


Strand 


+ 


Start 


5014 


■End 


5640 


Name 


OJ990824 15.9B01.C4.o2.gs 


Method 


GENSCAN 


Start 


5014 


End 


5640 


GI 


none 


Score 


.81 


Exons 


5014. .5640 






Seq. No. 


25354 


Seq. ID 


OJ990824_15.9B01.C4 


Gene No. 


52581 


Strand 


+ 


Start 


7371 


End 


7516 


Name 


OJ990824 15.9B01.C4.o2.gp 


Method 


AAT/GAP 


Start 


7371 


End 


7516 


GI 


uC-osflM202069b02al 


Score 


292 


Exons 


7371. .7516 






GI Descrip. 


M895179/gb|AAD32766.1|AC007661_3 3.0e- 


-47 (AC007661) 



hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


25354 " . 




Seq. ID 


OJ990824 


_15 


. 9B01 


.C4 


Gene No. 


52582 




Strand 










Start 


6073 




End 


7516 • 








Name 


OJ990824 15.9B01.C4.ol. 


np 


Method 


AAT/NAP 








Start 


6073 




End 


7516 








GI 


6815052 




Score 


383 








Exons 


6073. .6194, 6475. .6547, 


6629. 


.6793, 7490.. 7516 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


25354 




Seq. ID 


OJ990824 


_15 


.9B01 


.C4 


Gene No. 


52582 




Strand 










Start 


6073 




End 


7516 








Name 


OJ990824 15.9B01.C4.o3; 


gs 


Method 


GENSCAN 








Start 


6134 




End 


6784 








GI 


none 




Score 


.54 








Exons 


6134. .6194, 6459. .6784 














Seq. No. 


25355 




Seq. ID 


OJ990824_ 


_15 


. 9B01 


.C6 


Gene No. 


52583 




Strand 


+ 








Start 


2741 




End 


7268 









25394 




Name 


OJ990824 15 


.9B01.C6.ol.np 


Method 


AAT/NAP 




Start 


2741 




End 


5604 




GI 


6498436 




Score 


277 ] 




Exons 


2741. .2853, 


5002. .5274, 5481. 


.5604 






GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


25355 




Seq. ID 


OJ990824_15. 9B01 


-C6 


Gene No. 


52583 




Strand 


+ 




Start 


2741 




End 


7268 




Name 


OJ990824 15 


.9B01.C6.o2.np 


Method 


AAT/NAP 




Start 


4576 




End 


7268" 




GI 


6691193 




Score 


74 




Exons 


4576. .4624, 


5788.. 6070, 7206. 


.7268 






GI Descrip. 


(AC007534) 


F7F22.17 [Arabidopsis thaliana] 




Seq. No. 


25355 




Seq. ID 


OJ990824 15.9B01 


.C6 


Gene No . 


52584 




Strand 






Start 


512 




End 


765 




Name 


OJ990824 15 


. 9B01.C6.ol.gs 


Method 


GENSCAN 




Start 


'512 




End 


765 




GI 


none 




Score 


.55 




Exons ' 


512. .765 










Seq. No. 


25355 




Qprr TD 

JC^ • XL/ 


OJ990824 15 9B01 


.C6 


G@n@ No. 


52585 










Start 


.2823 




End 


5807 




Name 


OJ990824 15 


.9B01.C6.o2.gs 


Method 


GENSCAN 




Start 


2823 




End 


5807 




GI 


none 




Score 


.48 




Exons 


2823. .3122, 


3300.. 3355, 5741. 


.5807 






Seq. No. 


25356 




Seq. ID 


OJ990824_15.9B01 


.C7 


Gene No . 


52586 




Strand 






Start 


1961 




End 


2584 




Name 


OJ990824 15 


. 9B01.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


621 




End 


999 




GI 


none 




Score 


71 




Exons 


621. .902, 877. .999 ■* 








Seq. No. 


25356 




Seq. ID 


OJ990824_15.9B01 


.C7 


Gene No . 


52586 




Strand 






Start 


1961 




End 


2584 




Name 


OJ990824 15 


. 9B01.C7 .o2.tm 


Method 


TBLASTX: Maize 




Start 


1186 




End 


1569 




GI 


none 




Score 


56 




Exons 


1186. .1302, 


1220. .1297, 1306. 


.1359,. 1366. .1569, 1376.. 1498 


Seq. No. 


25356 




Seq. ID 


OJ990824_15.9B01 


.C7 


Gene No. 


52586 




Strand 






Start 


1961 




End 


2584 




Name 


OJ990824 15 


. 9B01.C7 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


1243 




End 


1534 




GI 


none 




Score 


172 




Exons 


1243. .1527, 


1244. .1534 








Seq. No. 


25356 




Seq. ID 


OJ990824_15.9B01 


.C7 


Gene No. 


52586 




Strand 







25395 




Start 


1961 


End 


2584 


Name 


OJ990824 15.9B01.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1570 


End 


2488 


GI 


none 


Score 


70 


Exons 


1570. .1689, 1709. .1891, 1892. 


.2017, 2066.. 2488, 2067.. 2150 


Seq. No. 


25356 


oeq . i v 


r\TQQC\QOA 1 ^ Qnni r**7 


Gene No . 




oLianci 




Start 


1961 


ill 11 {J. 


ZJO't 


Name 


OJ990824 15.9B01.C7.ol.gs 




r TT M Q C A M 


Start 


1961 


End 


2584 


GI 


none 


Score 


.5 


Exons 


1961. .2452, 2498. .2584 






Seq. No. 


25356 


Seq. ID 




Gene No. 


52586 


Strand 




otart 


1961 


End 


Z 3 O 


Name 


OJ990824 15. 9B01 . C7 . ol . np 


Method 


a AT /NAP 


Start 


2120 


End 


O^O A 
Z 3 Z ^ 


GI 


2462640 


Score 


3 1 3 


Exons 


2120. .2524 






GI Descrip. - 


(Y13370) reverse transcriptase [Oryza 


sativa] 


Seq. No. 


25357 


Seq. ID 




Gene No. 


COCOl ■ 

DZDo I 


Strand 


+ 


Start 


1 1 

11 3D 


End 


1 3 3 1 


Name 


ujyyuoz4 lo . yBUi . Co . ol . gp 


Method 




Start 


lloo 


End 


13 3 1 


GI 


uC-osrlcypl55n09bl 


Score 


/ID 


Exons 


1135. .1551 






GI Descrip. 


' 642357/emb 1X83834 ITA28SRRNA 


5.0e-25 T 


.aralioides 28S rRNA 




(partial) ' 






Seq. No. 


25357 


Seq. ID 


OJ990824_15.9B01.C8 


Gene. No. 


52588 


Strand 




Start 


1 


End 


1549 


Name 


OJ990824 15.9B01.C8.ol.np 


Method 


AAT/NAP 


Start 


i . 


End 


1501 


GI 


5734761 


Score 


783 


Exons 


1. .1501 






GI Descrip. 


(AC007651) Similar to disease 


resistance proteins [Arabidof 




thaliana] 






Seq. No. 


25357 


Seq. ID 


OJ990824_15.9B01.C8 


Gene No. 


52588 


Strand 




Of a v+- 


1 


End 


1549 


Name 


OJ990824 15.9B01.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10 


End 


874 


GI 


none 


Score 


51 


Exons 


10.. 132, 251.. 442, 257.. 391, 


446. .715, 


447. .713, 605. .823, 




715. .822, 718. .861, 731. .874 






Seq. No. 


25357 


Seq. ID 


OJ990824_15.9B01.C8 


Gene No. 


52588 


Strand 




Start 


1 


End 


1549 


Name 


OJ990824 15.9B01.C8.ol.tc • 


Method 


TBLASTX: Cress 


Start 


257 


End 


915 



25396 



GI 

Exons 



m 



none 



Score 



142 



257. .487, 263. .451, 458. .655, 497. .637, 709. .876, 715. .861, 
724. .915 



Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. NoV 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25357 
52588 
1 

OJ990824_15 . 9B01 . C8 . ol . tm 

263 

none 



Seq. ID OJ990824_15.9B01.C8 
Strand 

End 1549 

Method TBLASTX : Mai ze 

End 1008 

Score 148 



263. .628, 270. .545, 437. .622, 476. .655, 709. .939, 742. .849, 
775. .870, 880. .1008 



25357 
52588 
1 

OJ990824_15 . 9B01 . C8 . ol . ts 

308 

none 



Seq. ID OJ990824_15.9B01.C8 
Strand 

End 154 9 

Method TBLASTX : Soybean 

End 849 

Score 80 



308. .430, 458. .691, 458. .550, 518. .637, 518. .622, 590. .658, 
700. .849, 727. .834, 727. .822, 736. .849 



25357 
52588 
1 

OJ990824_15 . 9B01 . C8 . ol . gs 
376 
none 

376. .617, 801. .823, 1003. .1549 



Seq. ID OJ990824_15.9B01.C8 
Strand 

End 154 9 



Method GEN SCAN 
End 1549 



Score 



.52 



Seq. ID OJ990824_15.9B01.C9 
Strand 

782 



25358 
52589 

'57 End 
OJ990824_15 . 9B01 . C9 . ol . gp Method AAT/GAP 

57 End 701 

2574_1.R1084 Score 804 

57. .423, 530. .701 

, 310732/gb|L08786|SYNBLSKMV 2.0e-13 BlueScribe SK Minus' cloning 
vector' 



Seq. No. 25358 

Gene No. 52589 

Start 57 

Name OJ990824_15 . 9B01 . C9 . ol . tm 

Start 252 

GI none 
Exons 



Seq. ID OJ990824_15.9B01.C9 

Strand 

End .782 

Method TBLASTX: Maize . 
End 693 
Score 183 



252. .422, 256. .423, 257. .424, 517. .612, 530. .616, 604. .693, 
604. .690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25358 
52589 
57 

OJ990824JL5.9B01.C9.ol.tw 

528 

none 



Seq. ID OJ990824_15. 9B01.C9 

Strand 

End 782 

Method TBLASTX : Wheat 

End 782 

Score 91 



528. .596, 529. .630, 530. .631, 619. .780, 654. .782, 707. .778 



25397 




Seq. No. 


25359 




Seq. ID 


' OJ990824_15. 9B01.C10 








C 4- >~ -a n f\ 
Oil CLIUJL 




Start 


17 




End 


538 


Name 


OJ990824 15.9B01.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


17 




End 


538 


GI 


none 




Score 


91 


Exons 


17-. .100, 18.. 119, 143.. 


271, 


144. .449, 


347. .448, 494. .538 


Seq. No. 


25359 




Seq. ID 


OJ990824_15.9B01.C10 


Gene No. 


52591 




Strand 




04-arf 
OLdI L 


yj *1 O 




End 


971 


Name 


OJ990824 15.9B01.C10.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


548 




End 


971 


GI 


none 




Score 


269 


Exons 


548. .796, 549. .797, 558 


..797, 780. .860, 797. .850, 854. .943, 




861. . 971 








Seq. No. 


25359 




Seq. ID 


OJ990824_15.9B01.C10 


OC11C L*\J • 


52591 




Strand 




Start 


548 




End 


971 


Name 


OJ990824 15.9B01.C10.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


620 




End 


971 


GI 


none 




Score 


324 


Exons 


620.. 901, 633.. 914, 918 


. .971 






Seq. No. 


25359 




Seq. ID 


OJ990824_15. 9B01.C10 


UCilC IN (J • 






Strand 




Start 


1203 




End 


1514 


Name 


OJ990824 15.9B01.C10.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


1203 




End 


1514 


GI 


none 




Score 


187 


Exons 


1203. .1514 








Seq. No. 


25360 




Seq. ID 


OJ990824_15.9B01.C11 


flpno Mo 


*j *j j j 




Strand 


+ 


Start 


322 




End 


378 


Name 


OJ990824 15.9B01.Cll.ol 


.gs 


Method 


GEN SCAN 


Start • 


322 




End 


378 


GI 


none 




Score 


.56 


Exons 


322. .378 








Seq. No. 


25360 




Seq. ID 


OJ990824_15.9B01.C11 




S2B94 




: Strand 




Start 


1584 




End 


1650 


Name 


OJ990824 15.9B01.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


1584 




End 


1650 


GI 


none 




Score 


.8 


Exons 


1584.. 1650 








Seq. No. 


25361 




Seq. ID 


OJ990824_15.9B01.C12 


Gene No. 


52595 




Strand 


+ 


Start 


703 




End 


8737 


Name 


OJ990824 15.9B01.C12.ol 


.gs 


Method 


GENSCAN 


Start 


703 




End 


8737 


GI 


none 




Score 


.65 


Exons 


703. .778, 1869. .2014, 4195.. 


4441, 4965 


..5149, 5325. .5580, 




7410. .7473, 7735. .7777, 


8322 


. .8737 





25398 




Seq. No. 


25361 


Seq. ID 


OJ990824 


_15.9B01.C12 


Gene No. 


52595 


Strand 


+ 








End 


8737 




Name 


OJ990824 15.9B01.C12.ol.np 


Method 


AAT/NAP 




Start. 


1932 


End 


8328 




GI 


.6069667 - . 


Score 


917 




Exons 


1932. .2079, 2578. .2685, 3043. 


.3152, 4088.. 4285, 


4376. .4581, 




5203. .5252, 8201. .8328 








GI Descrip. 


(AP000616) similar to UMP/CMP 


kinase 


(AF000147) 


[Oryza sativa] 


Seq. No. 


25361 


Seq. ID 


OJ990824 


_15.9B01.C12 




52596 


Strand 


+ 




Start 


8674 


End . 


8790 




Name 


OJ990824 15.9B01.C12.o2.np 


Method 


AAT/NAP 




Start 


8674 


End 


8790 




GI 


5777617 


Score 


86 




Exons 


8674. .8790 








GI-^'De scrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


25361 


Seq. ID 


OJ990824 


_15.9B01.C12 


Gene No. 


52597 


Strand 


+ 




Start 


13267 • 


End 


13477 




Name 


OJ990824 ' 15 . 9B01 . C12 . o3 . gp . 


Method 


AAT/GAP 




Start 


13267 


End 


13477 




GI 


' LIB3432-057-P1-K1-C2 


Score 


148 




Exons 


13267. .13379, 1344 9 13477" 








GI Descrip. 


'2499551/sp|Q55535|Y328 SYNY3 


1.0e-10 


PUTATIVE 


LOW MOLECULAR 



WEIGHT PROTEIN-TYROS INE-PHOSPHATASE >gi_10014 08_dbj_BAA10030 
(D63999) low molecular weight phosphotyrosine protein 
phosphatase [Synechocystis sp.] 1 



Seq. No. 25361 Seq. ID OJ990824 

Gene No. 52598 Strand + 

Start 15685 End 16095 

Name OJ990824_15 . 9B01 . C12 . o5 . gp Method AAT/GAP' 

Start 15685 End 16095 

GI none Score 806 

Exons 15685.. 16095 



15.9B01.C12 



Seq. No. 25361 Seq. ID 

Gene No. 52599 Strand 

Start 8833 End 

Name OJ990824_15 . 9B01 . C12 . o2 . gs Method 

Start 8833 End 

GI none Score 

Exons 8833.. 9594 



OJ990824_15.9B01.C12 

9594 
GENSCAN 
9594 
.57 



Seq. No. 25361 
Gene No. 52600 
Start 10018 

Name OJ990824_15.9B0L.C12.o3.gs 
Start 10018 
GI none 
Exons 10018, 

12001, 

15951, 



,10303, 10524. .10742, 
12208, 12317. .12452, 
16568 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11476 

12706 



OJ990824 15.9B01.C12 



16568 
GENSCAN 
16568 
.58 

11659, 11723. .11905, 
12975, 14135. .14853, 



25399 



Seq. No. 






Seq. ID 


OJyyuoz4 15.9B01. 


Cl^ 


Gene No. 


52600 




Strand 






Start 


10018 




End 


16568 




Name 


OJ990824 15.9B01.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start . 


10213 




End 


11831 




GI 


none 




Score 


264 




Exons 


10213. .10305, 10388. 


.10528, 


11412.'. 118 


31 * 




Seq. No. 


25361 




Seq. ID 


OJ990824_15.9B01. 


C12 


Gene No. 


52600 




Strand 






Start 


lUUlo 




End 


16568 




Name 


OJ990824 15.9B01.C12 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10560 




End 


11604 




GI 


none 




Score 


171 




Exons 


10560. .10757, 10560. 


.10679, 


10562. .10753, 10824. .11114, 






10825. .11118, 10826. 


.11125, 


11114. .11152, 11146. .11328, 






11150. .11326, 11154. 


.11381, 


11154. .11603, 11164. .11604 




Seq. No. 


25361 




Seq. ID 


OJ990824_15. 9B01. 


C12 


Gene No . 


52600 




Strand 






Start 


.10018 ■ 




End 


16568 




Name 


OJ990824 15.9B01.C12 


.o4 .np 


Method 


AAT/NAP 




Start 


11051 




End 


12062 




GI 


4538624 




Score 


285 




Exons 


11051. .11366, 11400. 


.11905, 


12001. .12062 




GI Descrip. 


(AJ133502) hypothetical protein [Nicotiana tabacum] 




Seq. No. 


25361 




Seq. ID 


OJ990824_15.9B01. 


C12 


Gene No. 


52600 




Strand 






Start 


10018 




End 


16568 




Name 


OJ990824 15.9B01.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12049 




End 


12388 




GI 


none 




Score 


133 




Exons 


12049. .12216, 12054. 


.12323, 


12054. .12218, 12056. .12322, 






12317. .12388, 12320. 


.12388 








Seq. No. 


25362 




Seq. ID 


OJ990824_15. 9B01. 


Clo 


Gene No. 


52601 




Strand 






Start 


139 




End 


2414 




Name 


OJ990824 15.9B01.C13 


. ol .gs 


Method 


GENSCAN 




Start 


139 




End 


2414 




GI 


none 




Score 


.61 




Exons 


139. .228, 267. .355, 


1879. .1968, 2007.. 


2057, 2179.. 2414 




beq. No. 


25363 




Seq. ID 


OJ990824_15.9B01. 


C14 


Gene No. 


52602 




Strand 






Start 


813 




" End 


5451 




Name 


OJ990824 15.9B01.C14 


.ol.gp 


Method 


AAT/GAP 




Start 


813 




End 


3647 




GI 


5005370 




Score 


1203 




Exons 


813.. 932, 1017.. 1187 


, 1635.. 


.1724, 3280 


..3372, 3472. .3647 




Seq. No.' 


25363 




Seq. ID 


OJ990824_15. 9B01. 


C14 


Gene No. 


52602 




Strand 






Start 


813 




End 


5451 




Name 


OJ990824 15.9B01.C14 


.ol . gs 


Method 


GENSCAN 





25400 



Start 
GI 

Exons 



813 End 5167 

none Score . 66 

813. .932, 1*017.. 1187, 1635. .1724, 3280. .3372, 3472. .3686, 

4973. .5167 



Seq. No. 

'Gene No. 

Start 

Name 

Start 

GI 

Exons 



25363 
52602 
813 

OJ990824_15.9B01.C14.ol.tw 

4996 

none 



Seq. ID OJ990824_15.9B01.C14 

Strand - 

End 5451 

Method TBLASTX : Wheat 

End 5375 

Score 353 



4996. .5373, 5006. .5107, 5010. .5375 



Seq. No. 


25363 




Seq. ID 


OJ990824 


_15.9B01 


.C14 


Gene No. 


52602 




Strand 








Start 


813 




End 


5451 






Name 


OJ990824 15 


. 9B01.C14 .ol.np 


Method 


AAT/NAP 






Start 


5010 




End 


5451 






GI 


6705984 




Score 


652 






Exons 


5010. .5451 












GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


25363 




vSeq^ ID 


OJ990824 


_15.9B01 


.C14 


Gene No. 


52602 




Strand 








Start 


813 




End 


5451 






Name 


OJ990824 15 


. 9B01.C14 .ol. tm 


Method 


TBLASTX: 


Maize 




Start 


5010 




End 


5210 






GI 


none 




Score 


182 






Exons 


5010. .5210, 


5011. .5208 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25364 Seq. ID 

52603 Strand 

1 End 1817 

OJ990824_15 . 9B01 .C15.ol.np Method AAT/NAP 

1 End 1817 

6705984 Score 2791 
1..1817 

(AB033235) • gag-pol polyprotein [Oryza sativa] 



OJ990824 15.9B01.C15 



25364 
52603 
1 

OJ990824_15. 9B01 . C15 . ol . tw 
13 

none 

13. .264, 24. .263, 29..265 



Seq. ID OJ990824_15.9B01.C15 
Strand 

End 1817 

Method TBLASTX : Wheat 

End 265 

Score 219 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



25364 Seq. ID 

52603 * Strand 

1 End 

OJ990824_15 . 9B01 . C15 . ol . gs Method ' 

30 End 

none Score 



OJ990824_15.9B01.C15 

1817 
GENSCAN 
1750 
.5 



30. .522, 571. .1042, 1169. .1344, 1452. .1750 



Seq. No. 
Gene No. 



25364 
52603 



Seq. ID 
Strand 



OJ990824 15.9B01.C15 



25401 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 End 

OJ990824_15.9B01.C15.ol.tm Method 

160 End 

none Score 
160. .705, 284. .664 

25364 Seq. ID 

52603 Strand 

1 End 

OJ990824_15 . 9B01 . C15 . ol . ts Method 

185 ' End 

none Score 
185. .415, 185. .373, 187. .441 

25364 Seq. ID 

52603 Strand 

1 End 

OJ990824_15.9B01.C15.o3.tw Method . 

352 End 

none Score 
352. .753, 452. .706 

25364 Seq. ID 

52603 Strand 

1 End 

OJ990824_15 . 9B01 . C15 . o2 . ts Method 

4 67 End 

none "Score 
467. .706, 475. .825, 737. .820 

25364 Seq. ID 

52603 Strand 

1 End 

OJ990824_15 . 9B01 . C15 . o2 . tm Method 

748 End 

none Score 
748. .1113, 791. .1111 

25364 Seq. ID 

52603 Strand 

1 End 

OJ990824_15 . 9B01 .C15 . o2 . tw Method 

802 End 

none Score 
802. .1116, 830. .1117, 1120. .1275 



25364 
52603 
1 

OJ990824_15. 9B01 . C15 . o4 . tm 

1231 

none 

1231. .1383, 1232.. 1396 

25364 
52603 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End > 



1817 

TBLASTX: Maize 

705 

114 



OJ990824_15.9B01.C15 
1817 

TBLASTX : Soybean 

441 

203 



OJ990824_15;9B01.C15 
1817 

TBLASTX: Wheat 

753 

99 



OJ990824_15.9B01.C15 
1817 

TBLASTX: Soybean 

825 

104 



OJ990824_15.9B01.C15 
1817 

TBLASTX: Maize 

1113 

118 



OJ990824_15.9B01.C15 
1817 

TBLASTX: Wheat 

1275 

144 



OJ990824_15 . 9B01 .C15 
1817 

TBLASTX: Maize 

1396 

187 



OJ990824_15.9B01.C15 
1817 



25402 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990824_15. 9B01.C15.o4 ,tw Method TBLASTX: Wheat 

1321 End 1739 

none Score 111 

1321. .1449, 1321. .1437, 1389. .1448, 1449. .1529, 1539. .1598, 
1545. .1583, 1575. .1739 

25364 Seq. ID OJ990824_15.9B01.C15 

52603 Strand 

1 End 1817 

OJ990824_15 . 9B01 . C15 . o3 . tm Method TBLASTX : Maize 

1590 End 1817 

none Score 85 

1590. .1817, 1638. .1811, 1741. .1815 

25364 Seq. ID OJ990824_15.9B01.C15 

52603 Strand 

1 End 1817 

OJ990824_15 . 9B01 . C15 . o3 . ts Method TBLASTX : Soybean 

1608 End 1817 

none Score 80 
1608. .1817, 1653. .1811, 1741. .1815 

25365 - Seq. ID OJ990824_15.9B01.C16 

52604 Strand 

1 End 2692 

OJ990824_15.9B01.C16.ol.np Method AAT/NAP 

1 fc End 2692 

6705984 Score 1872 
1..399, 1850. .2692 

(AB033235) gag-pol polyprotein [Oryza sativa] 



25365 
52604 
1 

OJ990824_15. 9B01 . CI 6 . ol . gs 
128 
none 

128.. 238, 499.. 501 

25365 
52604 
1 

OJ990824 15.9B01.C16.ol.tw Method TBLASTX : Wheat 



Seq. ID OJ990824_15.9B01.C16 
Strand 

End 2692 

Method GENSCAN 

End 501 

Score .51 



Seq. ID OJ990824_15.9B01.C16 
Strand 

End 2692 



213 
none 



End 
Score 



2251 
154 



213. .389, 226. .402, 227. .427, 1856. .2044, 1856. .2035, 
1857. .2054, 1875. .2039, 2045. .2251, 2063. .2209, 2070. .2234 

25365 Seq. ID OJ990824_15.9B01.C16 

52604 Strand 

1 End 2692 

OJ990824_15 . 9B01 . C16 . ol . ts Method TBLASTX : Soybean 

1850 End 2230 

none Score 64 

1850. .2029, 1911. .2030, 2063. .2230 



Seq. No. 



25365 



Seq. ID OJ990824_15.9B01.C16 



25403 




Gene No . 




Strand 




Start 


1 


End 


2692 


Name 


OJ990824 15.9B01.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


2012 


End 


2257 


GI 


none 


Score 


165 


Exons 


2Q12..2257, 2025.. 2246 






Seq. No. 


25366 


Seq. ID 


OJ990824_15.9B01.C17 


Gene No . 


ozbUo 


Strand 




Start 


18 


End 


994- 


Name 


OJ990824 15.9B01.C17.ol.gs 


Method 


GEN SCAN 


Start 


18 


End 


994 


GI 


none 


Score 


.56 


Exons 


18. .286, 314. .455, 928. .994 






Seq. No. 


25367 


Seq. ID 


OJ990824_15.9B01.C18 


Gene No. 


52606 


Strand 


+ 


btart 


3467 


End 




Name 


OJ990824 15.9B01.C18.ol.np 


Method 


AAT/NAP 


Start 


3467 


End 


3690 


GI 


4680186 


Score 


165 


Exons 


3467.. 3690 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


25367 


Seq. ID 


OJ990824_15.9B01.C18 


Gene No . 


52607 


Strand 




Start 


8 


End 


3496 


Name 


OJ990824 15. 9B01 . C18 . ol . gs 


Method 


GENSCAN 


Start 


8 


End 


3496 


GI 


none 


Score 


.6 


Exons 


8. .365, 431. .719, 854. .1042, 


3406. .3496 


Seq. No. 


25367 


Seq. ID 


OJ990824_15.9B01.C18 


Gene No . 


52608 


Strand 




Start 


4498 


End 


5.322 


Name 


OJ990824 15-9B01.C18.ol.tw-." 


Method. 


TBLASTX: Wheat. 


Start 


1916 -'V }:'- 


End 


2449 - " - 


GI 


none - 


Score 


171 


Exons '-. 


1916.. 2008, 2092.. 2250, 2225. 


. 2449 




Seq. No. 


25367 


Seq. ID 


OJ990824_15.9B01.C18 


Gene No. 


52608 


Strand 




Start 


4498" 


End 


5322 


Name 


OJ990824 15.9B01.C18.o2.np 


Method 


AAT/NAP 


O 4- -i _« 4- 

otart 


4079 


End 


5322 


GI 


6907087 


Score 


344 


Exons 


4079. .4180, 4731. .5322 






GI Descrip. 


(AP001129) ESTs C72771(E2215) 


,AU082313( 


E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


25367 


Seq. ID . 


OJ990824_15.9B01.C18 


Gene No. 


52608 


Strand 




Start 


4498 


End 


5322 


Name 


OJ990824 15.9B01.C18.o2.gs 


Method 


GENSCAN 


Start 


4498 


End 


5261 


GI 


none 


Score 


.68 



25404 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4498. .4918, 4920. .5261 

25368 Seq. ID OJ990824_15.9B01.C19 

52609 Strand + 

1 End 1124 

OJ990824_15 . 9B01 . C19 . ol . np Method AAT/NAP 

1 End 1124 

6513927 Score 538 

1..81, 248. .328, 443. .643, 745. .840, 950. .1124 

(AC011664) hypothetical protein [Arabidopsis thaliana] 



25368 
52609 
1 

OJ990824_15.9B01.C19.ol.tm 
16 

none 



Seq. ID OJ990824_15.9B01.C19 

Strand + 

End 1124 

Method TBLASTX: Maize 

End 1124 

Score 111 



16. .81, 19. .81, 21. .86, 247. .330, 248 331, 249 .. 350, 440. .646, 
446.-646, 740. .841, 742. .873, 742. .840, 744. -.842, 944. .1051, 
950. .1063, 985. .1059, 1059. .1124, 1060. .1122 



Seq. No. 25368 Seq. ID OJ990824_15.9B01.C19 

Gene No. 52609 Strand + 

Start 1 End 1124 

Name OJ990824_15 . 9B01 . CI 9 . ol . ts Method TBLASTX : Soybean 

Start 16 End 628 

GI none Score 101 

Exons 16. .93, 21. .77, 455.-628, 469. .564, 470. .628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25368 r Seq. ID OJ990824_15.9B01.C19 

52609 Strand + 

1 End 1124 

OJ990824_15 . 9B01 . C19 . ol . gs Method GENSCAN 

248 End 1054 

none Score .87 

248..328, 4 43. .643,, 745. .840/ .950, .1054 . 



25368 , 

52609 

1 

OJ990824_15.9B01.C19.ol.tc 

266 

none 



Seq. ID ' OJ9908'24_15. 9B01.C19 

Strand + 

End 1124 

Method TBLASTX : Cress 

End 1053 

Score 7,9 



266. .331, 445. .561, 446. .646, 455.-628, 763. .873, 771. .890, 
950. .1051, 976. .1053 

25368 Seq. ID OJ990824_15.9B01.C19 

52609 Strand + 

1 End 1124 

OJ990824_15 . 9B01 . CI 9 . ol . gp Method AAT/GAP 

551 - End 1124 

16263_11R1084 Score 645 

551. .643, 745. .840, 950. .1124 

'2132388/pir | IS62011 3.0e-22 PH085 protein - yeast 
(Saccharomyces cerevisiae) >gi_1163103 (U43503) Lphl6p 
[Saccharomyces cerevisiae] ' 



25405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25368 
52609 
1 

OJ990824_15. 9B01 . C19 . o2 . ts 

950 

none 



Seq. ID OJ990824_15.9B01.C19 

Strand + 

End 1124 

Method TBLASTX : Soybean 

End 1122 

Score 154 



950.. 1063, 954.. 1076, 956.. 1024, 976.. 1059, 1060.. 1122 



25369 
52610 . 
745 

OJ990824_15 . 9B01 . C20 . ol . gs 

745 

none 

745. . 950 



Seq. ID OJ990824_15.9B01.C20 

Strand + 

End 950 

Method GEN SCAN 

End 950 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25370 
52611 
3223 

OJ990824_15.9B01.C21.o2.gs 

3223 

none. 



Seq. ID OJ990824_15.9B01.C21 



Strand 
End 

Method 

End 

Score 



+ 

8766 
GEN SCAN 
8766 
.83 



3223. .3515, 3600. .3643, 3652.* .'4253, 4339. .4455, 5000. .5138, 
5322.. 5417, 6535.. 6609, 6677. .6732, 6833.. 6877, 6972.. 7223, 
7334. .7428, 7862. .7952, 8104. .8214, 8304. .8498, 8575. .8766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25370 Seq. ID 

52611 Strand 

3223 End 

OJ990824_15 . 9B01 . C21 . ol .np Method 

6535 End 

4455214 Score 



OJ990824_15.9B01.C21 
+ 

8766 
AAT/NAP 
8763 
1005 



6535.. 6609, 6677.. 6732, 6833. .6934, 6972.. 7223, 7334.. 7428, 
7862. .7952, 8104. .8214, 8304. .8498, 8575. .8763 
(AL035440) putative dihydrolipoamide succinyltransf erase 
[Arabidopsis thaliana} 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25370 ' 

52612 

625 

OJ990824_15. 9B01 . C21 . ol . gs 

625 

none 

625. .704, 2097. .2646 



25370 
52612 
625 

OJ990824_15. 
2140 



none 

2140. 

6674. 

6969. 

7179. 

7850. 

8098. 



,2187, 
,6733, 
,7181, 
,7226, 
,7948, 
,8214, 



9B01.C21.ol.tm 



6386.. 6451, 6533. 

6676. .6741, 6678. 

6969.. 7055, 6977. 

7331.. 7429, 7333. 

7863. .7952, 7871. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_15.9B01.C21 

8782 
GENSCAN 
2646 
.41 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6607, 6534 
.6737, 6830 
.7084, 7062 
.7428, 7334 
.7954, 7873 



OJ990824 15.9B01.C21 



8782 

TBLASTX: Maize 
8782 
65 

6608, 6551. .6610, 

6889, 6832. .6888, 

7226, 7118. .7177, 

7429, 7359. .7451, 

7953, 8095. .8214, 



8103.. 8216, 8281.. 8496, 8301.. 8507, 8303.. 8509, 



25406 





8304. .8498, 


8568. 


.8774, 


8574. 


.8765, 8575.-8775, 


8581. .8775, 




8591. .8782, 


8591. 


.8782 










Seq. No. 


25370 








Seq. ID 


OJ990824 


_15.9B01.C21 


Gene No. 


52612 








Strand 






Start 


625 








End 


8782 




Name 


OJ990824 15 


.9B01. 


C21.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6533 








End 


8768 




GI 


none 








Score 


106 




Exons 


6533. .6607, 


6534. 


.6608, 


6537. 


.6626, 6676. .6741, 


6676. .6735, 




6678. .6737, 


6830. 


.6877, 


6832. 


.6870, 6969. .7130, 


6971. .7039, 




7179. .7226, 


7331. 


.7429, 


7333. 


.7428, 7340. .7429, 


7850. .7969, 




7863. .7952, 


8095. 


.8223, 


8098. 


.8214, 8303. .8494, 


8304. .8498, 




8574. .8765, 


8575. 


.8766, 


8589. 


.8768 






Seq. No. 


25370 








Seq. ID 


OJ990824 


_15.9B01.C21 


Gene No. 


52612 








Strand 






Start 


625 








End 


8782 




Name 


OJ990824 15 


.9B01. 


C21.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6569 








End 


8766 




GI 


none 








Score 


53 




Exons 


6569. .6610, 


.6570. 


;6608, 


6678. 


.6737, 6679. .6741, 


6830. . 6880, 




6832. .6879, 


697-7. 


.7039, 


7065. 


.7226, 7331.. 7429, 


7333. .7428, 




7850. .7948, 


7862. 


.7951, 


7863. 


.7952, 8098. .8214, 


. 8103. .8207, 




8303. .8485, 


8303. 


.8494, 


8304. 


.8498, 8! 


573. .8764, 


8573. .8764, 




8574. .8765, 


8575. 


.8766 










Seq. No. 


25370" 








Seq. ID 


OJ990824 


_15.9B01.C21 


Gene No. 


52612 








Strand 






Start 


625 








End 


8782 




Name 


OJ990824 15 


.9B01. 


C21.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8095 








End 


8771 




"GI 


none 








Score 


154 




Exons 


8095. .8214, 


8101. 


.8214, 


8301. 


.8498, 8303. .8485, 


8303. .8509, 




8304. .8498, 


8574. 


.8765, 


8575. 


.8766, 8589. .8771 




Seq. No. 


25371 








Seq. ID 


OJ99.0824 


_15.9B01.C22 


Gene No. 


' 52613 








Strand 






Start 


115 








End 


1527 




Name 


OJ990824 15 


.9B01. 


C22.ol. 


gs 


Method 


GENSCAN 




Start 


115 








End 


1527 




GI 


none 








Score 


.84 




Exons 


115.. 252, 803.. 971, 1086 


;..1227, 1407. 


.1527 




Seq. No. 


25371 








Seq. ID 


OJ990824 


_15.9B01.C22 


Gene No. 


52613 








Strand 






Start 


115 








End 


1527 




Name 


OJ990824 15 


.9B01. 


C22.ol. 


np 


Method 


AAT/NAP 




Start 


919 








End 


1224 




GI 


295932 








Score 


131 




Exons 


919. .1224 














GI Descrip. 


(Y00867) PH085 [Saccharomyces 


cerevisiae] 




Seq. No. 


25371 








Seq. ID 


OJ990824 


_15.9B01.C22 


Gene No. 


52614 








Strand 






Start 


3043 








End 


3476 




Name 


OJ990824 15 


.9B01. 


C22.ol. 


tm 


Method 


TBLASTX: 


Maize 



25407 




Start 


124 




End 


472 


GI 


none 




Score 


82 


Exons 


124.. 252, 137.. 253, 332 


...472 


, 333.-455 




Seq. No. 


25371 




Seq. ID 


OJ990824_15.9B01.C22 


Gene No. 


52614 




Strand . 




Start 


3043 




End 


3476 


Name 


OJ990824 15.9B01.C22.o2 


.gs 


Method 


GENSCAN 


Start 


3043 




End 


3476 


GI 


none 




Score 


.98 


Exons 


3043. .3476 








Seq. No. 


25371 




Seq. ID 


OJ990824_15.9B01.C22 


Gene No. 


52614 




Strand 




Start 


3043 




bna 


j4 / D 


Name 


OJ990824 15.9B01.C22.o2 


. np 


Method 


AAT/NAP 


Start 


3133 




End 


3450 


GI 


3135543 




Score 


101 


Exons 


3133.. 3450 








GI Descrip. 


(AF062393) aquaporin [Oryza 


sativa] 




Seq. No. 


25372 




Seq. ID 


OJ990824_15.9B01.C25 


Gene. No. 


52615 




Strand 




Start 


211 




End 


986 


Name 


OJ990824 15.9B01.C25.ol 


.gs ■ 


Method 


GENSCAN 


Start 


211 




End 


968 ■ s 


GI 


none 




Score 


.88 


Exons 


211. .415, 612. .736, 822 


. . 968 






Seq. No. 


25372 




Seq. ID 


OJ990824_15.9B01.C25 


Gene No. 


OZbLO 




Strand 




Start 


211 




End 


986 


Name 


OJ990824 15.9B01.C25.ol 


• gp 


Method 


AAT/GAP 


Start 


218 




End 


388 


GI 


LIB3434-056-P1-K1-E3 




Score 


299 


Exons 


218. .388 








GI Descrip. 


' 1621495/dbj J BAA12903 | 


4.0e- 


35 (D85877)' reverse, transcriptase 


[Oryza sativa] ' 








Seq. No. 


25372 




Seq. ID 


OJ990824_15.9B01.C25 


Gene No. 


52615 




Strand 




Start 


211 




End 


986 


Name 


OJ990824 15.9B01.C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


223 




End 


384 


GI 


none 




Score 


192 


Exons 


223. .384, 233. .382 








Seq. No. 


25372 




Seq. ID 


OJ990824_15.9B01.C25 


Gene No. 


52615 




Strand 




Start 


211 




End 


986 


Name 


OJ990824 15.9B01.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


597 




End 


986 


GI 


none 




Score 


147 


Exons 


597. .734, 605. .736, 610 


. .738 


, 611. .739, 


819. .935, 822. .947, 




823.. 942, 939.. 986, 939 


. .974 






Seq. No. 


25373 




Seq. ID 


OJ990824_15.9B01.C28 



25408 



Gene No. 52616 Strand 

Start 1 End 4900 

Name OJ990824_15 . 9B01 . C28 . ol . np Method AAT/NAP 

Start 1 End 4900 

GI 4432866 Score 325 

Exons 1..26, 747. .1863, 4726. .4900 

GI Descrip. • (AC006300) putative non-LTR retroelement reverse transcriptase 
[Ar.abidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25373 
52616 
1 

OJ990824_15. 9B01.C28 .ol. tm 

645 

none 



Seq. ID OJ990824_15.9B01.C28 
Strand 

End 4 900 

Method TBLASTX : Mai ze 

End 1335 

Score 95 



645. .803, 849. .1013, 922. .1005, 1015. .1335, 1016. .1297 



25373 
52616 
1 

OJ990824_15.9B01.C28.o2.tw 

660 

none 



Seq. ID OJ990824_15.9B01.C28 
Strand 

End 4900 

Method TBLASTX: Wheat 

End 999 

Score 92 



660. .719, 729. .803, 870. .998, 871. .999 



25373 
52616 
1 

OJ990824_15 . 9B01 . C28 . ol . tw 

1009 

none 

1009. .1341, 1079. .1252 



Seq. ID OJ990824_15.9B01.C28 
Strand 

End 4 900 

Method TBLASTX : Wheat 

End 1341 

Score 117 



25373 
52616 
1 

OJ990824_15 . 9B01 . C28 . o2. np 
2753 
6587861 
2753. .2784, 3945. .4128 

(AC012680) putative transporter [Arabidopsis thaliana] 



Seq. ID OJ990824_15.9B01.C28 
Strand 

End 4900 

Method AAT/NAP 

End 4128 1 '" 

Score 45 



Seq. ID OJ990824_15.9B01.C29 

Strand + 

End 3533 

Method AAT/GAP 

End 903 

Score 228 



25374 
52617 
770 

OJ990824_15.9B01.C29.ol.gp 
770 

LIB347 4-009-P1-K1-F11 
770. .903 

, 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 25374 

Gene No. 52617 

Start 770 

Name OJ990824_15 . 9B01 . C29 . ol . gs 

Start 785 



Seq. ID OJ990824_15.9B01.C29 
Strand + 
End . ■ 3533 
Method GENSCAN 
End 3517 



25409 




GI 


none 




Score 


.84 


Exons 


785. .799, 2063... 2272, 2638.. 


2811, 3111 


. .3222, 3306. .3517 


Seq. No. 


25374 




Seq. ID 


OJ990824_15.9B01.C29 


Gene No. 


52617 




Strand 


+ 


Start 


770 




End 


3533 


Name 


OJ990824_15. 9B01 .C29.ol 


. np 


Method 


AAT/NAP 


Start 


3060 / 




End 


3533 


GI 


6513927 




Score 


131 


Exons 


3060.. 3155, 3371.. 3533 








GI Descrip. 


(AC011664 ) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


25374 




Seq. ID 


OJ990824._15.9B01.C29 


Gene No. 


52618 




Strand 




Start 


1691 




End 


1762 


Name 


OJ990824 15.9B01.C29.o2 


.gp 


Method 


AAT/GAP 


Start 


1691 




End 


1762 


GI 


LIB3477-003-P1-K1-E9 




Score 


90 


Exons 


1691. .1762 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


25374 




Seq. ID 


OJ990824_15.9B01.C29 


Gene No. 


52619 




Strand 




Start 


3102 




End 


3550 . 


Name 


OJ990824 15.9B01.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3102 




End 


3526 


GI 


none 




Score 


72 


Exons 


3102.. 3212, 3119.. 3205, 


3371 


..3526, 3373. .3489, 3374. .3517 


Seq. No. 


25374 




Seq. ID 


OJ990824_15.9B01.C29 


Gene No. 


52619 




Strand 




Start 


3102 




End 


3550 


Name 


OJ990824 15.9B01.C29.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3371 




End 


3550 


GI 


none 




Score 


193 


Exons 


3371.. 3550, 3373.. 3489, 


3374 


. .3532 




Seq. No. 


25374 




Seq. ID 


OJ990824_15.9B01.C29 


Gene No. 


52619 




Strand 




Start 


3102 




End 


3550 


Name 


OJ990824 15.9B01.C29.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3373 




End 


3550 


GI 


none 




Score 


190 


Exons 


3373.. 3549, 3374.. 3550 








Seq. No. 


25375 




Seq. ID 


OJ990824_15.9B01.C31 


Gene No. 


52620 




Strand 




Start 


628 




End 


942 


Name 


OJ990824 15.9B01.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


628 




End 


942 


GI 


none 




Score 


205 


Exons 


628. .942 








Seq. No. 


25376 




Seq. ID 


OJ990824_15.9B01.C32 


Gene No. 


52621 




Strand 


+ 



25410 




Start 


11 


End 


1233 


Name 


OJ990824 15.9B01.C32.ol.gs 


Method 


GENSCAN 


Start 


11 


End 


958 


GI 


none 


Score 


.41 


Exons 


11. .159, 919. .958 






Seq. No. 


25376 


Seq. ID 


OJ990824_15.9B01.C32 


Gene No. 


52621 


Strand 


+ 


Start 


11 


End 


1233 


Name 


OJ990824 15.9B01.C32.ol.gp 


Method 


AAT/GAP 


Start 


166 


End 


1233 


GI 


53621 1.R1084 


Score 


596 


Exbns 


166.. 266, 919.. 1096, 1182. .1233 




GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


25377 


Seq. ID 


OJ990824_15.9B01.C33 


Gene No. 


52622 


Strand 






2 


End 


603 


Name 


OJ990824 15.9B01.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


603 


GI 


none 


Score 


87 


Exons' 


2. .43, 28. .147, 30. .143, 213. 


.455, 214 


..504, 215. .508, 216. 




504. .542, 544. .603, 554. .598 






Seq. No. 


25378 


Seq. ID 


OJ990824_15.9B01.C34 


Gene No. 


52623 


Strand 


+ 


Start 


250 


End 


322 


Name 


OJ990824 15.9B01.C34.ol.gp 


Method 


AAT/GAP 


Start 


250 


End 


322 


GI 


LIB3477-003-P1-K1-E9 


Score 


95 


Exons 


250. .322 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S'l) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


25379 . 


Seq. ID 


OJ990824_15.9B01.C39 


(aene no . 


52624 


■ Strand 




Start 


264 


End 


374 


Name 


OJ990824 15.9B01.C39.ol.gs 


Method 


GENSCAN 


Start 


264 


End 


374 


GI 


none 


Score- 


.92 


Exons 


264. .374 






Seq. No. 


25380 


Seq. ID 


OJ990824__14.9B08.C2 


Gene No . 


52625 


Strand 


+ 


Start 


418 


End 


693 


Name 


OJ990824 14.9B08.C2.ol.gp 


Method 


AAT/GAP 


Start 


418 


End 


693 


GI- 


2280831 


Score 


404 


Exons 


418. .693 






Seq. No. 


25380 


Seq. ID 


OJ990824_14.9B08.C2 


Gene No. 


52626 


Strand 




Start 


1 


End 


2251 


Name 


OJ990824 14.9B08.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End . 


2251 



25411 



# 



GI 4378066 Score 82 

Exons 1..41, 2102.. 2251 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb| AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 25381 - 

Gene No. 52627 
Start 1 

Name OJ990824_14 . 9B08 . C3 . ol . np 

Start 1 
GI 4378066 
Exons 1..1845 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi I 4680208 |gb|AAD27571. 1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990824_14.9B08.C3 

Strand + 

End 2271 

Method AAT/NAP 

End 1845 ' 

Score 1275 



Seq. No. 


25381 . . 


Seq. ID 


OJ990824_14 . 9B08 


.C3 


Gene No. 


52627 


Strand 


+ 




Start 


1 


End 


2271 




Name 


OJ990824 14.9B08.C3.ol.gs 


Method 


GEN SCAN 




Start 


54 


End 


2271 




GI 


none 


Score 


.54 




Exons 


54. .828, 1078. .1371, 2207. 


.2271 






Seq. No. 


25381 


Seq. ID 


OJ990824 14.9B08 


. C3 


Gene No. 


52628 


Strand 






Start ■ 


2532 


End 


7991 




Name 


OJ990824 14.9B08.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6 


End 


419 




GI 


none 


Score 


287 




Exons 


6..419, 38. .103 








Seq. No. 


25381 


Seq. ID 


OJ990824_14.9B08 


.C3 


Gene No. 


52628 


Strand 






Start 


2532 


End 


7991 




Name 


OJ990824 14.9B08.C3.o2.tm 


Method 


TBLASTX: Maize. 




Start 


618 


' ^ End 


899' ' 




GI 


none 


Score 


231 




Exons 


618. .899, 747. .896 








Seq. No. 


25381 


Seq. ID 


OJ990824_14.9B08 


.C3 


Gene No. 


52628 


Strand 






Start 


2532 


End 


7991 




Name 


OJ990824 14.9B08.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


729 


End 


1118 




GI 


none 


Score 


234 




Exons 


729. .1118, 978. .1109 








Seq. No. 


25381 


Seq. ID 


OJ990824_14. 9B08 


.C3 


Gene No. 


52628 


Strand 






Start 


2532 


End 


7991 




Name 


OJ990824 14.9B08.C3.ol.ts 


Method 


TBLASTX -.Soybean 




Start 


891 


End 


1265 




GI 


none 


Score 


91 




Exons 


891. .1034, 1041. .1265 









25412 




Seq. No. 


25381 








Seq. ID 


OJ990824_14.9B08.C3 


Gene No . 










0 Tirana 




Start 


2532 








End 


7991 


Name 


OJ990824 14 


.9B08 


.C3.ol, 


tm 


Method 


TBLASTX: Maize 


Start 


912 








End 


1250 


GI 


none 








Score 


359 


Exons 


912'. .1250, 


980. . 


1249 








Seq. No. 


25381 








Seq. ID 


OJ990824_14.9B08.C3 


Gene No. 


52628 








Strand 




Start 










End 


7991 


Name 


OJ990824 14 


.9B08 


.C3.o2. 


gs 


Method 


GENS CAN 


Start 


2532 








End 


7991 


GI - 


none 








Score 


.45 


Exons 


2532. .2543, 


2573 


. .2869, 


3370. 


.3935, 4204.. 5091, 5179. .5309 




5439. .5605, 


5615 


. .6061, 


6507. 


.6559, 7437.. 7530, 7902. .7991 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


f\ TQQHQ O A 1 A 


.9B08 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1766 ■ 








End 


5126 


GI 


4388818 








Score 


2363 


Exons 


1766. .5126 












GI Descrip. 


(AC006528) 


putative retroelement pol polyprotein [Arabidop; 




thaliana] 












Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No . 










Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1771 








End 


2197 


GI 


none 








Score 


132 


Exons 


1771. .2016, 


1773 


. .2195, 


1773. 


.1874, 1775. .2197 


Seq. No. 


25382 








Seq. ID 


- OJ990824_14.9B08.C4 


Gene No . 










Strand 




Start * 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1775 








End 


2173 


GI 


none 








Score 


50 


Exons 


1775. .1888, 


1776 


. .1874, 


1890. 


.2171, 1898. .2173 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No . 


jZdz y 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08 


.C4 -o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1799 








End 


2234 


GI 


none 








Score 


60 


Exons 


1799. .1993, 


1823 


. .1990, 


2018. 


.2221, 2043.. 2234 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08 


:C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1868 








End 


2386 


GI 


none 








Score 


58 



25413 




Exons 


1868. .1984, 


2000. 


.2146, 


2147. 


.2227, 2246.. 2386 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2253 








End 


2700 


GI 


none 








Score 


195 


Exons 


2253. .2549, 


2258. 


.2569, 

- 


2547. 


.2699, 2608.. 2700 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52,629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


. 9B08. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2348 








End 


2970 


GI 


none 








Score 


40 


Exons 


2348. .2572, 


2498. 


.2554, 


2529. 


.2780, 2593.. 2727, 2820.. 2969 




2824. .2970 












Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


. 9B08. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2703 








End 


3141 


GI 


none 








Score 


161 


Exons 


2703. .3131, 


2836. 


.3141 








Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


2730 








End 


2972 


GI 


1621494 








Score 


422 


Exons 


2730. .2972 












GI Descrip. 


1621495/dbj 


IBAA12903I 4 


.0e-35 


(D85877) 


reverse transcripta 




[Oryza sativa] 










Seq. No. 


25382 








Seq. ID 


OJ990824_14.'9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


. 9B08. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start. 


2753 . 








End 


3107 


GI 


none 








Score 


72 


Exons 


2753. .3013, 


2756. 


.3013, 


2763. 


.3107, 2812.. 3087 


Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. . 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2925 








End 


3131 


GI 


none 








Score - 


76 


Exons 


2925. .3128, 


2925. 


.3131 








Seq. No. 


25382 








Seq. ID 


OJ990824_14.9B08.C4 


Gene No. 


52629 








Strand 




Start 


1766 








End 


5126 


Name 


OJ990824 14 


.9B08. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 



25414 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



2971 End 3408 

none Score 420 

2971. .3387, 2972. .3346, 2973.-3398, 3154. .3408 



25382 
52629 
1766 

OJ990824_14. 9B08.C4 .ol.tc 

3588 

none 



Seq. ID OJ990824_14.9B08.C4 
Strand 

End 5126 

Method TBLASTX: Cress 

End 3980 

Score 83 



3588. .3755, 3631. .3747, 3762. .3980 



25382 
52629 
1766 

OJ990824_14 . 9B08 . C4 . o3 . ts 

3621 

none 



Seq. ID OJ990824_14.9B08.C4 
Strand 

End 5126 

Method TBLASTX : Soybean 

End 4074 

Score 73 



3621. .3758, 3744 .. 3974 , ;3814 .. 3969, 3976. .4074 



25382 . . 

52629 

1766 

OJ990824_14 . 9B08 . C4 . o4 . tm 

3684 

none 



Seq. ID OJ990824_14 . 9B08.C4 
Strand 

End 5126 

Method TBLASTX : Mai ze 

End 4 08 9 

Score 70 



3684. .3749, 3765. .3980, 3769. .3924, 3964. .4089, 4007. .4087 



25382. 
52629 
1766 

OJ990824_14 . 9B08 ,C4 . o4 . tw 

3684 

none 



Seq. ID OJ990824_14.9B08.C4 
Strand 

End 5126 

Method TBLASTX : Wheat 

End 4218 

Score 61 



3684. .3746, 3843. .3974, 3976. .4218, 3977. .4186 



25383 
52630 
1 

OJ990824_14 . 9B08 .C6 . ol .np 
1 

5852182 
1. .127 

(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ990824_14.9B08.C6 
Strand + 

4345 
AAT/NAP 
127 
109 



End 

Method 
End 
Score 



25383 
52630 
1 

OJ990824_14 . 9B08 .C6 . o2 . np 
1 

4680203 



Seq. ID OJ990824_14 . 9B08.C6 

Strand + 

End 4345 

Method AAT/NAP 

End * 3106 

Score 2897 



1..1471, 1625. .1855, 2131. .3106 

(AF114171) TNP2-like protein [Sorghum bicolor] 



25383 
52630 
1 



Seq. ID OJ990824_14 . 9B08.C6 
Strand + 
End 4 34 5 



25415 




Name 


OJ990824 


14.9B08.C6 


.ol .gs 


Method 


GENSCAN 




Start 


35 




End 


4345 




GI 


none 






Score 


.62 




Exons 


35. .523, 


746. .1087, 


1133. 


.1685, 2036.. 


2153, 2659.. 3076, 






3860. .3941, 4011. .4345 








Seq. No. 








Seq. ID 


OJ990824_14.9B08 


.C6 


Gene No. 








Strand 


+ 






S4 94 






End 


8793 




Name 


O.TQQDfl 9 4 


1 4 QROfi Cf> 




Method 


TBLASTX: Wheat 




Start 


113 






End 


500 




GI 


none 






Score 


97 




Exons 


11? 9S6 


13S 249 


239 


490, 247. .489, 248. .490, 250.. 


492, 




9Sfi SOD 












Seq. No. 








Seq. ID 


OJ990824JL4.9B08 


.C6 


bene ino . 


JtOJl 






Strand 


+ 




Start 


^4 94 

«J *i *i 






End 


8793 




Name • 


OJ990824 


14.9B08.C6 


.ol .ts 


Method 


TBLASTX: Soybean 




Start 


421 






End 


850 




GI 








Score 


103 




Exons • 


491 ^04 


499 4Qfi 


^4 


850, 586. .837 






Seq. No. 


Z J JO J 






Seq. ID 


OJ990824_14.9B08 


.C6 


C** r-\ /-\ M j-\ 

uene iNo . 


R9 6^1 






Strand 


+ 




Start 


3 4 ^ 4 






End 


8793 




Name 






. OZ . LC 


Method 


TBLASTX: Cress 




Start 


583 






End 


931 




GI r * 


none 






Score 


285 




Exons 


JOj. . Dj / f 


RQD Q?1 




927 






Seq. No. 








Seq. ID 


OJ990824_14.9B08 


.C6 


Gene No. 








■ Strand 


+ 






^494 

D 4 ^ *1 






. End 


8793 




Name 


O.TQQflft 94 


1 4 QROft Cf> 


n9 1-tAi 


Method 


TBLASTX: Wheat 1 




Start 


719 






End 


1188 




GI 


none 






Score 


73 




Exons 


71 9 77S 


727. .771, 


772/. 


873#773. .877 


, 773. .895, 881.. 


979, 




fiRfi Q79 


88'$ .'.981, 


959. . 


1183/' 979. .1188, 980.. 1183, 1027.. 


Seq. No. 








Seq. ID 


OJ990824_14.9B08 


.C6 


ucllc LNU ■ 








Strand 


+ 




Start 


S4 94 






End 


8793 




Name 


OJ990824 


14.9B08.C6 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


764 






End 


1219 




GI 


none 






Score 


237 




Exons 


764. .1018 


, 776. .1018, 1028. .1219 






Seq. No. - 


25383 






Seq. ID 


OJ990824_14.9B08 


.C6 


bene ino . 


52631 






Strand 


+ 




Start 


5424 






End 


8793 




Name. 


OJ990824 


14.9B08.C6 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1052 






End 


1294 




GI 


none 






Score 


194 




Exons 


1052. .1294 










Seq. No. 


25383 






Seq. ID 


OJ990824_14 . 9B08 


.C6 



25416 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52631 
5424 

OJ990824_14 . 9B08 . C6 . o3 . tw 

1327 

none 

1327. .1377, 1328.. 1390, 1376. 
1651. .1731, 1652. .1732 

25383 
52631 
5424 

OJ990824_14.9B08.C6.o2.tm 

1652 

none 

1652. .2017, 2017. .2127 

25383 
52631 
5424 

OJ990824_14. 9B08 . C6 . ol . tw 

1737 

none 

1737. .1919, 1738. .2010, 1739. 
2025.. 2216, 2036.. 2173, 2216. 
2648.. 2692, 2695.. 2790, 2699. 
2768.'. 2869, 2806.. 2886, 2883. 
2986. .3051 



Strand 
End 

Method 

End 

Score 



+ 

8793 

TBLASTX: Wheat 

1732 

87 



,1618, 1391.. 1618, 1648. .1731,,. 



Seq. ID OJ990824_14.9B08.C6 

Strand + 

End 87 93 

Method TBLASTX: Maize . 

End 2127 

Score 183 



Seq. ID OJ990824_14.9B08.C6 

Strand + 

End 8793 

Method TBLASTX: Wheat . 

End 3052 

Score 62 

.2029, 1739.. 2011, 2020.. 2157, 
.2653, 2218.. 2637, 2628.-2693, 
.2758, 2737..2862, 2738.-2884, 
.2954, 2891.. 2971, 2960.. 3052, 



Seq. No. 25383 

Gene No. 52631 

Start 5424 

Name OJ99082 4_14 . 9B08 . C6 . ol . tc 

Start 2025 

GI none 
Exons 



Seq. ID OJ990824_14 . 9B08 .C6 

Strand + 

End 87 93 

Method TBLASTX : Cress 

End 2470 

Score 169 



2025.. 2216, 2029.. 2157, 2063.. 2167, 2216.. 2470, 2218.. 2466, 
2321. .2470 



Seq. No. 25383 Seq. ID 

Gene No. 52631 Strand - 

Start 5424 End 

Name OJ990824_14 . 9B08 . C6 . o3 . np Method 

Start 5424 End 

GI 4680204 ' Score- 

Exons - 5424.. 6713, 6805.. 7400, 8750.. 8793 
GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ990824_14.9B08.C6 
+ 

8793 
AAT/NAP 
8793 
597 



Seq. No. 


25384 


Seq. ID 


OJ990824 


Gene No. 


52632 


Strand 




Start 


1058 


End 


1129 


Name 


OJ990824 14.9B08.C9.ol.gs 


Method 


GENS CAN 


Start 


1058 


End 


1129 


GI 


none 


Score 


.83 


Exons 


1058. .1129 






Seq. No. 


25385 


Seq. ID 


OJ990824 


Gene No. 


52633 


Strand 


+ 


Start 


513 


End 


638 



25417 



Name 

Start 

GI 

Exons 



OJ990824_14 . 9B08 . C13 . ol . gs 

513 

none 

513. .638 



Method GEN SCAN 1 
End 638 
Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI ' Descrip. 



25386 . Seq. ID 

52634 J-l'y ■ Strand - • - 

1'^'" „ - ■ End 2235 ' 

OJ990824_14 . 9B08 . C14 . ol . np Method AAT/NAP 

1 End 2235 

6815052 Score 261 
1..19, 130. .55.3, 2205. .2235 

(AP001080) hypothetical protein [Oryza sativa] 



OJ990824 14.9B08.C14 



25387 
52635 
2221 

OJ990824__14 . 9B08 . C15 . o3 . tw 

2210 

none 

2210. .2245, 2370. .2417, 2424, 
2505. .2762 

25387 
52635 
2221 - ' 

OJ990824_14 . 9B08 . C15> ol . np 

2221 

6498441 

2221.. 3285, 3616.. 4078, 4142, 



Seq. ID OJ990824_14.9B08.C15 

Strand + 

End 5210 

Method TBLASTX : Wheat 

End 2762 

Score 34 

.2522, 2429. .2521, 2489. .2728, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4515, 



OJ990824_ 
+ 

5210 
AAT/NAP 
5210 
3119 
4699. .5210 



14.9B08.C15 



(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No'. 


25387 








Seq. ID 


OJ990824_14.9B08 


.C15 


Gene No. 


52635 








Strand 


+ 




Start 


2221 








• End 


5210 




Name 


OJ990824 14, 


. 9B08 


.C15.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


2412 








End 


2660 




GI 


none 








Score 


185 




Exons 


2412. .2660, 


2414 


. .2659 










Seq. No. 


25387 








Seq. ID 


OJ990824_14.9B08 


.C15 


Gene No. 


52635 








Strand 


+ 




Start 


2221 








End 


5210 




Name 


OJ990824 14, 


.9B08 


.C15.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3501 








End 


3989 




GI 


none 








Score 


405 




Exons 


3501. .3989, 


3512 


. .3673, 


3695. 


.3955 






Seq. No. 


25387 








Seq. ID 


OJ990824_14.9B0'8 


.C15 


Gene No. 


52635 








Strand 


+ 




Start 


2221 








End 


5210 




Name 


OJ990824 14. 


. 9B08 


.CIS.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


4149 








End 


4612 




GI 


none 








Score 


224 




Exons 


4149. .4592, 


4150 


. .4605, 


4151. 


.4612, 4151. .4606 





25418 



OtrLJ . ViU • 


9 ^ ^ ft 7- 
^ J JO / 




oeq. iu 


Ci TQQHft 94 


1 4 QRfift 




Gene No. 


52635 




Strand 


+ 






Start 


2221 




End 


5210 






Name 


OJ990824 14. 


9B08.C15.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


4190 




End 


4555- . 






.GI 


none - 




■' Score '.- 


118 






Exons, 


4190. .4414, . 


4421.". 4555 . : 










o e q ■ in u . 


t jjO / 






O.TQQDft 94 

KJU -7 -7 U O c. 4 


1 4 QRDft 

14 . 3DUO 




Gene No. 


52635 




Strand 


+ 






Start 


2221 




End 


5210 






Name 


OJ990824 14. 


9B08.C15.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4280 




End 


4636 






GI 


none 




Score 


386 






Exons 


4280. .4636, 


4315.. 4626, 4331 


. .4636 








Qorr Ma 


6.J JO / 






O.TQQOft 94 

\J U _7 _7 VJ O ^ *± 


1 4 QROft 




Gene No. 


52635 




Strand 


+ 






Start 


2221 




End 


5210 






Name 


OJ990824 14. 


9B08.C15.o4.tw 


Method 


TBLASTX: 


Wheat 




Start 


4613 




End j ; 


4852 






GI 


none 




Score 


260 






Exons 


4613. .4852, 


4621. .4851 










oeq. lno . 






Qorr T H 

oeq • X u - 


n'TQQflP 9 A 


1 A QRHP 


PI R 


Gene No. 


52635 




Strand 


+ 






Start 


2221 




End 


5210 






Name 


OJ990824 14. 


9B08.C15.o3.tm 


Method 


TBLASTX : 


Maize 




Start 


4663 




End 


4849 






GI 


none 




Score 


180 






Exons 


4663. .4848, 


4664. .4849 










Seq. No. 


25388 




Seq. ID 


OJ990824 


_14.9B08 


-C18 


Gene No. 


52636 




Strand 


+ 






Start 


2774 




End 


20639 






Name 


OJ990824 14. 


9B08.C18.o2.gs 


Method 


GENSCAN 






Start 


2774 




End 


20639 






rir 
\j a. 


none 




Score 


.54 






Exons 


2774. .2885, 


2887.. 3049, 3569 


..3605, 4276. .4466, 


4810. .4975, 




5171. .5425, 


6185.. 6308, 8037 


..8141, 8454..8645, 


8680. .8746, 




9166. .9248, 


13174. .13422, 13534.. 13667 


, 13779.. 


13926, 






15876. .15903 


, 16515. .16569, 


16614. .16734, 16763 


. .17094, 






17235. .17647 


, 17730. .17852, 


17985. . 18431, 18997 


. .19238, 






19263. . 19794 


, 19910. .20133, 


20146. .20639 






Seq. No. 


25388 




Seq. ID 


OJ990824 


_14 . 9B08 


.C18 


Gene No. 


52636 




Strand 


+ 






Start 


2774 




End 


20639 






Name 


OJ990824 14. 


9B08.C18.ol.np 


Method 


AAT/NAP 






Start 


16689 




End 


20633 






GI 


4378066 




Score 


1426 






Exons 


16689. .17052 


, 17555.. 20633 











GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 | gb | AAD27571 . 1 | AF114171JL2 (AF114171) polyprotein 
[Sorghum bicolor] 



25419 




Seq. No. 


25388 






Seq. ID 


OJ990824_14.9B08 


.C18 


Gene No. 


52637 






Strand 






Start 


568 






End 


1934 




Name 


OJ990824 14.9B08.C18 


.ol.gs 


Method 


GENSCAN 




Start 


568 






End 


1934 




G I . 


none 






Score 


.78 > : 




Exons 


568.. 729, 1764.. 1934 






■ : 




Seq. No. 


25388 






Seq. ID 


OJ990824_14.9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End 


22263 




Name 


OJ990824 14.9B08.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14244 






End 


14615 




GI 


none 






Score 


226 




Exons 


14244. 


.14615, 14297. 


.14515 








Seq. No. 


25388 






Seq. ID 


OJ990824_14. 9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End 


22263 




Name 


OJ990824 14.9B08.C18 


. oS.tw 


Method 


TBLASTX: Wheat 




Start 


17731 






End 


18021 




GI 


none 






Score 


178 




Exons 


17731. 


.18021 










Seq.. No. 


25388 






Seq. ID 


OJ990824_14.9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End . 


22263 




Name 


OJ990824 14.9B08.C18 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18891 






End 


21559 




GI 


none 






Score 


76 




Exons 


18891. 


.19016, 19055. 


.19243, 


19135. .19239, 21482.. 21559 




Seq. No. 


25388 






Seq. ID 


OJ990824_14.9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End 


22263 




Name 


OJ990824 14.9B08.C18 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


19436 






End. 


19781 




GI 


none 






Score 


237 




Exons 


19436. 


.19717, 19519. 


.19704, 


19716. .19781 




Seq. No. 


25388 






Seq. ID 


OJ990824_14.9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End 


22263 




Name 


OJ990824 14.9B08.C18 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19565 






End 


19913 




GI 


none 






Score 


151 




Exons 


19565. 


.19717, 19570. 


.19713, 


19619. .19717, 19650. .19718, 






19699. 


.19770, 19716. 


.19913, 


19716. .19859, 19718. .19912 




Seq. No. 


25388 






Seq. ID 


OJ990824_14 . 9B08 


.C18 


Gene No. 


52638 






Strand 






Start 


21391 






End 


22263 




Name 


OJ990824 14.9B08.C18 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


19782 






End 


20201 




GI 


none 






Score 


432 




Exons 


19782. 


.20201, 19784. 


.19951 









25420 




Seq. No. 


25388 




Seq. ID 


OJ990824 


_14.9B08 


.C18 


Gene No. 


Oz Djo 




Strand 








Start . 


21391 




End 


22263 






Name 


OJ990824 14.9B08.C18. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


19941 




End 


20324 






• GI 


none 




Score 


377 






Exons 


19941. .20324, 19962. . 


20?-19,. 


20051. ''20311 






Seq. No. 


25388 




o ^ . J. u 


uu y z> \J o ^. i 


_14.9B08 


.C18 


bene no. 


CO C. QO 




Strand 








Start 


21391 




End 


22263 






Name 


OJ990824 14.9B08.C18. 


ol. ts 




X DlinO J. £\ ■ 


Soybean 




Start 


20043 






\J *i *i *i 






GI 


none 






97D 






Exons 


20043. .20444 












Seq. No. 


25388 








_14.9B08 


.C18 


Gene No . 


jZDjO 




Strand 








Start 


21391 




End 


22263 






Name 


OJ990824 14.9B08.C18. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


20202 




End 


20417 






GI 


none 




Score 


217 






Exons 


20202. .20417 












Seq. No. 


25388 




Seq. ID 


OJ990824 


_14.9B08 


.C18 


Gene No . 


JZDJO 




Strand 








Start 


21391 




End 


22263 






Name 


OJ990824 14.9B08.C18. 


o3.gs 


Method 


GENSCAN 






Start 


21391 




End 


22263 






GI 


none 




• Score 


.4 






Exons 


21391. .21414, 21764.. 


21878, 


22061. .22263 






Seq. No. 


25389 




Seq. ID 


OJ990824 


_14.9B08 


.C21 


Gene No. 


52639 




Strand 


+ 






^fa rt- 
o Lai u 


1 




End 


1909 . 






Name 


OJ990824 14.9B08.C21. 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1885 






GI 


5902445 




Score 


600 ' 






Exons 


1..394, 597. .929, 96S 


>. .1885 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


25389 




Seq. ID 


OJ990824 


_14.9B08 


.C21 


bene lmo . 


52639 




Strand 


+ 






Start 


1 




End 


1909 






Name 


OJ990824 14.9B08.C21. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


615 




End 


1055 






GI 


none * 




Score 


183 






Exons 


615. .923, 981. .1055 












Seq. No. 


25389 




Seq. ID 


OJ990824 


_14.9B08 


.C21 


Gene No. 


52639 




Strand 


+ 






Start 


1 . 




End 


1909 






Name 


OJ990824 14.9B08.C21. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


984 




End 


1304 






GI 


none 




Score 


220 






Exons 


984. .1187, 993. .1304, 


1010. . 


1204 









25421 



r/ 



Seq. No. 25389 Seq. ID 

Gene No. 52639 Strand 

Start 1 End 

Name OJ990824_14 . 9B08 .C21 .ol . tw Method 

Start 1454 End 

GI none >.* Score 

V-Exons 1454.. 1594, 1646 ... 187.0 " 



OJ990824_14 . 9B08 . C21 
+ 

1909 

TBLASTX: Wheat 

1870 

93 



Seq. No. 25389 

Gene No. 52639 

Start 1 

Name OJ990824_14 . 9B08 .C21 .ol . ts 

Start 1646 

GI none 

Exons 1646.. 1891, 1690.. 1776, 1846. 

Seq. No. 25389 

Gene No. 52639 

Start 1 

Name OJ990824_14 . 9B08 . C21 . o2 . tm 

Start 1664 

GI ■ none 

Exons 1664.. 1741, 1727.. 1795, 1793. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1887 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.1903, 1811. .1909 



OJ990824_14.9B08.C21 
+ 

1909 

TBLASTX : Soybean 
1891 
249 



OJ990824_14.9B08.C21 
+ 

1909 

TBLASTX: Maize 
1909 
97 



Seq. No. 25390 Seq. ID 

Gene No. 52640 Strand 

Start 10089 End 

Name OJ990824_14 . 9B08 .C22 . ol . gp Method 

Start 10089 End 

GI none Score 

Exons 10089. . 10171 



OJ990824_14.9B08.C22 
+ 

10171 
AAT/GAP 
10171 
86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
• Start 
Name 
Start 
GI 



25390 Seq. ID OJ990824_14.9B08.C22 

52641 '"'V Strand + 

11093 End 11921 

OJ990824_14.9B08.C22.o2.np Method AAT/NAP 

11093 End 11921 

6967112 Score 305 

11093. .11225/ 11290.. 11921 

(AL138 652) putative protein [Arabidopsis thaliana] 



25390 Seq. ID 

52642 Strand 

12097 End 

OJ990824_14 . 9B08 .C22 .o3 . gp Method 

12097 End 

25857_1.R1084 * Score 
12097. .12210, 12290.. 12483 

? 1621495/dbj IBAA12903I 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] ' 



OJ990824_14.9B08.C22 
+ 

12483 
AAT/GAP 
12483 
537 



25390 Seq. ID 

52643 Strand 

3222 End • 

OJ990824_14 . 9B08 . C22 . ol . np Method 

3222 End 

6630696 Score 



OJ990824_14 . 9B08 . C22 

8603 
AAT/NAP 
8603 
621 



25422 



Exons 3222.-3253, 5495.. 6304, 8575.. 8603 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 





region of the predicted gene 


. ; Similar 


to retrovirus-related 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


25390. 


.Seq. ID 


OJ990824_14 ..9B08 . C22 


Gene No. 


52644 * 


■ .Strand 




Start 


11781 


End 


12039 


Name 


OJ990824 14.9B08.C22.o2.gp 


Method 


AAT/GAP 


Start 


11781 


End 


12039 


GI 


LIB3479-011-Q6-K1-B8 


Score 


428 


Exons 


11781.. 12039 






GI Descrip. 


'5441872/dbj | AP000366 . 1 | AP000366 6.0e- 


34 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) 1 


Seq. No. 


25390 


Seq. ID 


OJ990824_14.9B08.C22 


Gene No. 


52645 


Strand 




Start 


14271 


End 


16440 


Name 


OJ990824 14. 9B08 . C22 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


54 96 


End 


6124 


GI 


none 


Score 


49 


Exons 


5496. .5537, 5522. .5587, 5542 


..5595, 5602. .5637, 5649. .5741, 




5652. .5765, 5828. .5953, 5833 


..5949, 5858.-5953, 5954. .6100, 




5954.. 6103, 5985.. 6104, 6089 


. .6124 




Seq. No. 


25390 


Seq. ID 


OJ990824_14.9B08.C22 


Gene No. 


52645 


.Strand 




Start 


14271 


End 


16440 


Name 


OJ990824 14 . 9B08 .C22.o3.tm 


- Method 


TBLASTX: Maize 


Start 


10097 


End 


12446 


GI 


none 


Score 


85 


Exons 


10097 .. 10159, 10103 .. 10171, 


10104. .10172, 10164. .10199, 




12096. .12206, 12096.. 12203, 


12288. .12443, 12289 .. 12444 , 




12309. . 12446 






Seq. No. 


25390 


Seq. ID 


OJ990824_14.9B08.C22 


Gene No. 


52645 


Strand 




Start 


14271 


End 


16440 


Name 


OJ990824 14.9B08.C22.o6.tm 


Method 


TBLASTX: Maize 


Start 


10707 


End 


10890 


GI 


none 


Score 


69 


Exons 


10707. .10772, 10749. .10889, 


10752. .10889, 10753.. 10890 


Seq. No. 


25390 


Seq. ID 


OJ990824_14.9B08.C22 


Gene No. 


52645 


Strand 




Start 


14271 


End 


16440 


Name 


OJ990824 14.9B08.C22.o2.tm 


Method 


TBLASTX: Maize 


Start 


10902 


End 


11184 


GI 


none 


Score 


335 


Exons 


10902. .11183, 10904. .11179, 


10917. .11183, 10918. .11184 


Seq. No. 


25390 


Seq. ID 


OJ990824_14 . 9B08 . C22 


Gene No. 


52645 


■Strand 




Start 


14271 


End 


16440 


Name 


OJ990824 14.9B08.C22.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11260 


End 


11619 


GI 


none 


Score 


166 



25423 



Exons 



11260. .11457, 11458.. 11619 



Seq. No. 


o c n O A 

25390 




Seq. ID 


OJ990824 


_14 . 9B08 


. C22 


Gene No. 


52645 




Strand 








Start 


14271 




End 


16440 






Name 


OJ990824 _14.9B08.C22 


.ol. tm 


Method 


.-TBLASTX : 


Maize 




Start 


11287 




End 


11628* 






GI 


none 




Score 


215 






Exons 


11287. .11448, 11292. 


.11459, 


11293. .11457, 11457 


. .11627, 






11457. .11627, 11458. 


.11628 










Seq. No. 


25390 




Seq. ID 


OJ990824 


1/1 C\ r\ r\ ft 

_14 . 9B08 


. C22 


Gene No. 


52645 




Strand 








Start 


14271' 




End 


16440 






Name 


OJ990824 14.9B08.C22 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


11337 




End 


11706 






GI 


none 




Score 


129 






Exons 


11337. .11453, 11341. 


.11457, 


11457. .11678, 11457 


. .11678, 




r 


11458. .11706, 11461. 


.11679 










Seq. No. 


25390 




Seq. ID 


OJ990824 


_14. 9B08 


.C22 


Gene No. 


52645 




Strand 








Start 


14271 




End 


16440 






Name 


OJ990824 14.9B08.C22 


. o5. tm 


Method 


TBLASTX : 


Maize 




Start 


11652 




End 


11904 






GI 


none 




Score 


148 






Exons 


11652. .11843:," 11652. 


.11804, 


11653. .11868, 11653 


. .11904 




Seq. No. 


25390 




Seq. ID 


OJ990824 


_14 . 9B08 


.C22 


Gene No . 


52645 




Strand 








Start 


14271 




End 


16440 






Name 


OJ990824 14.9B08.C22 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


12451 




End 


16440 






GI 


none 




Score 


103 






Exons 


12451. .12549, 12525. 


.12590, 


12670. .12753, 12687 


. .12734, 






12845. .12868, 15958. 


.16206, 


16033. .16155, 16225 


. .16440, 






16266.. 16430 












Seq. No. 






Seq. ID 


OJ990824 


14 . 9B0o 


. CZZ 


Gene No. 


52645 




Strand 








Start 


14271 




End 


16440 






Name 


OJ990824 14.9B08.C22 


. o3.np 


Method 


AAT/NAP 






Start 


14271 




End 


15170 






GI 


5852178 




Score 


444 






Exons 


14271. .14373, 14737. 


.14833, 


14865. .15170 






GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 








Seq. No. 


25391 




Seq. ID 


OJ990824 


_14.9B08 


.C23 


Gene No. 


52646 




Strand 








Start 


477 




End 


704 






Name 


OJ990824 14.9B08.C23 


. ol . gs 


Method 


GENSCAN 






Start 


477 




End 


704 






GI 


none 




Score 


.81 






Exons 


477. .704 












Seq. No. 


25392 




Seq. ID 


OJ990824 


_14.9B08 


.C24 


Gene No. 


52647 




Strand 


+ 







25424 




Start 


401 


End 


669 


Name 


OJ990824 14.9B08.C24.ol.np 


Method 


AAT/NAP 


Start 


401 


End 


669 


GI 


1419125 


Score 


144 


Exons 


401. .669 






GI Descrip . 


(Z75515) reverse transcriptase [Oryza 


sativa] 


Seq. No . 


25392 


Seq. ID 


OJ990824_1*4'. 9B08.C24 


Gene No. 


52647 


Strand 


+ 


Start ' 


401 


End 


669 


Name 


OJ990824 14.9B08.C24.ol.gp 


Method " 


AAT/GAP 


Start 


557 


End 


654 


GI 


1621494 


Score 


- 149 


Exons 


557. . 654 






GI Descrip. 


16214 95/dbj | BAA12903 | 4 .0e-35 


(D85877) 


reverse transcriptase 




[Oryza sativa] 






Seq. No. 


25393 


Seq. ID 


OJ990824_16.9B01.C2 


Gene No. 


52648 


Strand 


+ 


Start 


417 


End 


700 


Name 


OJ990824 16.9B01.C2.ol.gs 


Method 


..GENSCAN 


Start 


417. 


End . 


700 


GI 


none 


Score 


.66 


Exons 


417. .700 






Seq. No. 


25394 


Seq. ID 


OJ990824_16.9B01.C4 


Gene No. 


52649 


Strand 


+ 


Start 


77 


End 


1061 


Name 


OJ990824 16.9B01.C4.ol.gs 


Method 


GENSCAN 


Start 


77 


End 


1061 


GI 


none 


Score 


.56 


Exons 


77. ..182, 231. .370, 998. .1061 






Seq. No. 


25394 


Seq. ID 


OJ990824_16. 9B01.C4 


Gene No. 


52650 


Strand 


+ 


Start 


8400 


End 


9643 


Name 


OJ990824 16.9B01.C4.o3.np 


Method 


AAT/NAP 


Start 


8400 


End 


9643 


GI 


6466937 


Score 


658 


Exons 


8400.. 8978, 9125.. 9643 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


25394 


Seq. ID 


OJ990824_16.9B01.C4 


Gene No. 


52651 


Strand 




Start 


1675 


End 


5737 ■ 


Name 


OJ990824 16.9B01.C4.o2.gs 


Method 


GENSCAN 


Start 


1675 


End 


2799 


GI 


none 


Score 


.86 


Exons 


1675. .2799 






Seq. No. 


25394 


Seq. ID 


OJ990824_16.9B01.C4 


Gene No. 


52651 


Strand 




Start 


1675 


End 


5737 


Name 


OJ990824 16.9B01.C4.ol.np 


Method 


AAT/NAP 


Start 


1678 


End 


5737 


GI 


4206306 


Score 


2959 



25425 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



.5601/ 5692. 
[Zea mays] 



C4 . o3.gs 
.3814, 3967, 

C4.o8.tm 
.1888 

C4 .o7 .tm 



1678. .3177, 3218. 
(AF049110) prpol 

25394 
52651 
1675 

OJ990824_16. 9B0L. 

3233 

none 

3233.. 3498, 3680. 

25394 
52652 
5677 

OJ990824_16.9B01. 

1729 

none 

1729. .1989, 1754. 

25394 
52652 
5677 

OJ990824_16.9B01. 

1996 

none 

1996. .2232 



25394 
52652 
5677 

OJ990824_16 . 9B01 .C4 . o5 . tw 

2167 

none 

2167.. 2361, 2353.-2568 

25394 
52652 
•5677 

OJ990824_1 6 . 9B01 . C4 . o3 . ts 

2254 

none 

2254. .2478, 2261. .2479, 2485. 



25394 
52652 
5677 

OJ990824_16.9B01. 

2269 

none 

2269.. 2631, 2270, 



.5737 



Seq. ID OJ990824_16.9B01.C4 
Strand 

End 5737 

Method " GENSCAN 

End 5542 

Score .83 

.4238, 4281. .4795, 4829.-5542 

Seq. ID OJ990824_16.9B01.C4 
Strand 

End 8304 

Method TBLASTX: Maize 

End 1989 

Score 81 



Seq. ID OJ990824_16.9B01.C4 
Strand 

End 8304 

Method TBLASTX : Mai ze 

End. 2232 

Score 201 



Seq. ID OJ990824_16.9B01.C4 

Strand - ' 

End 8304 

Method TBLASTX : Wheat 

End 2568 

Score 158 



Seq. ID -OJ990824_16.9B01.C4 
Strand 

8304 

TBLASTX: Soybean 
2628 
70 



End 

Method 
End 
Score 
.2628 



C4.o3.tm 



.2533 



25394 
52652 
5677 

OJ990824_16.9B01.C4 .oS.tm 

2632 

none 



Seq. ID OJ990824_16.9B01.C4 
Strand 

End 8304 

Method TBLASTX : Mai ze 

End 2631 

Score 243 



Seq.'" ID OJ990824_16.9B01.C4 
Strand 

End . 8304 

Method TBLASTX : Mai ze 
End 2898 
Score 99 



25426 




Exons 


2632. .2898, 


2633 


. .2854 










Seq. No. 


25394 








Seq. ID 


OJ99Q824_16.9B01 


.C4 


bene no. 










btranu 






Start 


5677 








End 


8304 




Name 


OJ990824 16. 


9B01 


C4.o9. 


tm' 


Method 


TBLASTX: Maize 




Staft 


2929 








' End 


3165 




GI 


none 








Score 


' 183 




Exons 


2929.. 3165 














Seq. No. 


25394 








Seq. ID 


OJ990824_16.9B01 


.C4 


Gene No. 


52652 








Strand • 






Start 


5677 








End 


8304 




Name 


OJ990824 16. 


9B01 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3291 








End 


3682 




GI 


none 








Score 


62 




Exons 


3291. .3431, 


3296 


.3436, 


3432. 


.3644, 3473.. 3682 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25394 
52652 
5677 

OJ990824_16. 

3890 

none 

3890. .4222, 

25394 
52652 
5677 

OJ990824_16. 
3890 ' 
none 

3890. .4267, 

25394 
52652 
5677 

OJ990824JL6. 

3941 

none 

3941. .4324, 

25394 
52652 
5677 

OJ990824_16. 

4352 

none 

4352. .4708, 

25394 
52652 
5677 

OJ990824_16. 

4382 

none 

4382. .4810, 



9B01.C4.o2.ts 
4029.. 4172 

9B01.C4.o2.tw 
3954. .4214 

9B01.C4.o2.tm 
3954. .4214 

9B01.C4.ol.tm 
4353. .4709 

9B01.C4.ol.tw 
4383. .4787 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_16.9B01.C4 
8304 

TBLASTX : Soybean 

4222 

66 



OJ990824_16.9B01.C4 
8304 

TBLASTX: Wheat 

4267 

171 



OJ990824_16.9B01.C4 
8304 

TBLASTX: Maize 

4324 

169 



OJ990824_16.9B01.C4 
8304 

TBLASTX: Maize 

4709 

257 



OJ990824_16.9B01.C4 
8304 

TBLASTX: Wheat 

4810 

283 



25427 




064. IN O • 


Z DO -7 t 








oeq • ±u 


\J\J ¥ .7 U 0 C. *i 1Q . ?DU J- • 


Gene No. 


52652 








Strand 




Start 


5677 








End 


8304 


Name 


OJ990824 16 


.9B01 


.C4 ,o7. 


tw 


Method 


TBLASTX: Wheat 


Start. 


5042 








End 


5422 


•GI . ■ . ■ 


none 








Score 


67 


Exons 


5042. .5242, 


5315 


. .5422 








Seq. No. 


25394 








Seq. ID 


OJ990824_16.9B01.C4 


(~2. nno K7 c\ 

bene jno . 


JZ OjZ 








Strand 




Start 


5677 








End 


8304 


Name 


OJ990824 16 


.9B01 


.C4.o4. 


gs 


Method 


GENSCAN 


Start 


5677 








End 


8304 


GI 


none 








Score 


.46 


Exons 


5677. .6016, 


6100 


. .6284, 


' 6447. 


.6958, 7098. .7331, 7557. .7796 




8238. .8304 












Q /~T M/-\ 

oeq . 1N0 ■ 


9R^Q4 ' 








Seq. ID 


OJ990824_16.9B01-.C4 


Gene No. 


52653 








Strand 




Start 


8322 








End 


9638 


Name 


' OJ990824 16 


.9B01 


.C4.o3. 


tw " : 


Method 


TBLASTX: Wheat 


Start 


8322 








End 


8716 


GI 


none 








Score 


263 


Exons 


8322. .8663, 


8402 


. . 8 668 , 


8672. 


.8716 




Seq. No. 


25394 








Seq. ID 


OJ990824_16.9B01.C4 


bene djo . 


DJJ 








Strand 




Start 


8322 








End 


9638 


Name 


OJ990824 16 


.9B01 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8550 








End 


9329 


GI 


none 








Score 


75 


Exons 


8550. .8663, 


8672 


. .8764, 


8727. 


.8978, 8734. .8979, 9126. .9329 




9164. .9328 












oeq . LNO ■ 










Seq. ID 


OJ990824_16.9B01.C4 


Gene No. 


52653 








Strand 




Start 


8322 








End 


9638 


Name 


' OJ990824 16 


.9B01 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean- 


Start 


8687 








End 


8952 


GI 


none 








Score 


58 


Exons 


8687. .8719, 


8724 


. .8945, 


. 8728. 


.8952 




octj. IN O . 










Seq. ID 


OJ990824_16. 9B01.C4 


Gene No. 


52653 








Strand 




Start 


8322 








End 


9638 


Name 


OJ990824 16 


.9B01 


.C4 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


9180 








End 


9560 


GI 


none 








Score 


184 


Exons 


9180. .9380, 


9423 


. .9560 








Seq. No. 


25394 








Seq. ID 


OJ990824_16. 9B01.C4 


Gene No. 


52653 








Strand 




Start 


8322 








End 


9638 


Name 


OJ990824 16 


.9B01 


.C4.o6. 


tm 


Method 


TBLASTX: Maize ■ 


Start 


9393 








End 


9638 


GI 


, none 








Score 


215 



25428 



Exons 


9393.-9638 














Seq. No. 


25395 








Seq. ID 


OJ990824 


_16.9B01.C5 


Gene No. 


52654 








Strand 


+ 




Start 


440 








End 


528 




Name ~-y - - 


OJ990824 16. 


9B01. 


C5.ol 


. gs 


Method 


GENS CAN 




Start- 


' 440 






End 1 : 


528 , 




GI 


none 








Score 


.68 




Exons 


440. .528 














Seq. No. 


25396 








Seq. ID 


OJ990824 


_16. 9B01.C6 


Gene No. 


52655 








Strand 


+ 




Start 


505 








End 


703 




Name 


OJ990824 16. 


9B01. 


C6.ol 


.gp 


Method 


AAT/GAP 




Start 


505 








End 


703 




GI 


2311321 








Score 


360 




Exons 


505. .703 














Seq. No. 


25396 








Seq. ID 


OJ990824 


_16.9B01.C6 


Gene No. 


52656 








Strand 






Start 


316 








End 


557 




Name 


OJ990824 16. 


9B01. 


C6..ql 


.gs 


Method 


GEN SCAN 




Start 


316 








End 


557 




GI 


none 








Score 


.7 < 




Exons 


316. .557 














Seq. No. 


25397 








■ Seq. ID 


OJ990824 


_16. 9B01.C7 


Gene No. 


52657 








Strand 






Start 


2139 








End 


2327 




Name 


OJ990824 16. 


9B01. 


C7.o2 


.gs 


Method 


GENSCAN 




Start 


2139 








End 


2327 




GI 


none 








Score 


.86 




Exons 


2139. .2327 














Seq. No. 


25398 








Seq. ID 


OJ990824 


_16. 9B01.C8 


Gene No. 


52658 








Strand 


+ 




Start 


9 








End 


1994 




Name 


OJ990824 16. 


9B01. 


C8.ol 


.gs 


Method 


GENSCAN 




Start 


9 








End 


1994 




GI 


none 








Score 


.43 




Exons 


9. .75, 881.. 


963, 


1073. 


.1184, 


1624. .1803, 1864.. 


1994 


Seq. No. 


25398 








Seq. ID 


OJ990824 


_16. 9B01.C8 


Gene No. 


52659 








Strand 


+ 




Start 


2532 








End 


6969 




Name 


OJ990824 16. 


9B01. 


C8.o2 


.gs 


Method 


GENSCAN 




Start 


2532 








End 


6837 




GI 


none 








Score 


.45 




Exons 


2S32..2679, 


2881. 


.3264 


, 3380 


.3516, 4672.. 5343, 


5736. .6088, 




6113. .6290, 


6387. 


.6837 










Seq. No. 


25398 ■ 








Seq. ID 


OJ990824 


_16.9B01.C8 


Gene No. 


52659 








Strand 


+ 




Start 


2532 








End 


6969 




Name 


OJ990824 16. 


9B01. 


C8.ol 


.gp 


Method 


AAT/GAP 




Start 


3958 








End 


4054 




GI 


LIB3433-026- 


Pl-Kl 


-CI 




Score 


133 





25429 




Exons 3958. .4054 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 f 



Seq. No. 


25398 Seq. ID 


OJ990824 16. 9B01.C8 


Gene No . 


52659 Strand 


+ — 


Start, 


2532 End - 


6969 . 


Name 


OJ990824 16. 9B01 . C8 . o2 . np Method 


AAT/NAP 


Start 


4672 End 


5468 


GI 


4512231 Score 


1289 


Exons 


4672. .5468 




GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


25398 Seq. ID 


OJ990824_16. 9B01.C8 


Gene No . 


52659 Strand 


+ 


Start 


2532 End 


6969 


Name 


OJ990824 16. 9B01 .C8 . o3 . hp Method 


AAT/NAP 


Start 


5691 End 


6969 


GI " 


4680179 Score 


988 


Exons 


5691.. 6752, 6780.. 6969 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


25398 v Seq. ID 


OJ990824_16.9B01.C8 


O Gene No. 


52660 Strand 




:.i Start 


532 End 


6101 


rrs Name 


OJ990824 16.9B01.C8.ol.np Method 


AAT/NAP 


Start 


532 End 


6057 


It GI 


4680179 Score 


2287 


Exons 


532. .2006, 3082. .3148, 5963. .6057 




u\3 GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


j S ;s Seq. No. 


25398 Seq. ID 


OJ990824_16.9B01.C8 


Gene No . 


52660 Strand 




* S!> Start 


532 End 


6101 


Name 


OJ990824 16. 9B01 . C8 . o3 . tw Method 


TBLASTX: Wheat 


St " Start 


589 End 


910 


^ GI 


none Score 


93 


=1 Exons 


589. .909, 631. .882, 695. .910 




:~ Seq. No. 


25398 Seq. ID 


OJ990824_16.9B01.C8 


==? Gene No. 


52660 Strand 




Start 


532 End 


6101 


Name 


OJ990824 16. 9B01 . C8 . ol . tm Method 


TBLASTX: Maize 


Start 


757 End 


1340 


GI* 


none Score 


163 


Exons 


757. .1035, 770. .1030, 1011. .1184, 1129. 


.1182, 1182. .1340, 




1189. .1335 




Seq. No. 


25398 Seq. ID 


OJ990824_16..9B01.C8 


Gene No. 


52660 Strand 




Start 


532 End 


6101 


' Name 


OJ990824 16. 9B01 . C8 . ol . tw Method 


TBLASTX: Wheat 


Start 


910 End 


1523 


GI 


none Score 


68 


Exons- 


910.. 1035, 911.. 1033, 1038.. 1523, 1089. 


.1376, 1129. .1518 


Seq. No. 


25398 Seq. ID 


OJ990824__16.9B01vO8 



25430 




Gene No. 


52660 








Strand 




Start 


532 








End 


6101 


Name 


OJ990824 16. 


9B01. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1392 ~ 








End 


1683 


GI 


none 








Score 


85 


Exons 


1392. . 1682, 


1394. 


.1681, 


1396. 


.1683 




Seq. No. 


25398 








Seq. ID 


OJ990824_16. 9B01 


Gene No. 


52660 








Strand 




Start 


532 








End 


6101 


Name 


OJ990824 16. 


9B01. 


C8 -ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


1482 








End 


1742 


GI 


none 








Score 


132 


Exons 


1482. . 1742, 


1483. 


.1737 








Seq. No. 


25398 








Seq. ID 


OJ990824__16.9B01 


Gene No. 


52660 








Strand 




Start 


532 








End 


6101 


Name 


OJ990824 16. 


9B01 . 


C8 . o2 . 


tw 


Method 


1 TBLASTX: Wheat 


Start 


1530 ~ 








End 


2006 


GI 


none 








Score 


284 


Exons 


■ 1530. .2006, 


1531. 


.1911 








Seq. No. 


25398 








Seq. ID 


OJ990824_16. 9B01 


Gene No. 


52660 








Strand 




Start 


532 








End 


6101 


Name 


OJ990824 16 


9B01 . 


C8 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5903 "~ 








End 


6101 


GI 


none 








Score 


198 


Exons 


5903. . 6100, 


5919. 


. 6101 








Seq. No. 


25398 








Seq. ID 


OJ990824_16. 9B01 


Gene No. 


52661 








Strand 




Start 


6150 








End 


6503 


Name 


OJ990824 16. 


9B01. 


C8 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6150 ~ 








End 


6503 


GI 


none 








Score 


306 


Exons 


6150. .6398,. 


6153. 


. 6503 








Seq. No. 


25398 








Seq. ID 


OJ990824_16. 9B01 


Gene No. 


52661 








Strand 




Start 


6150 








End 


6503' 


Name 


OJ990824 16. 


9B01. 


C8 . o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6153 ~~ 








End 


6491 


GI 


none 








Score 


235 


Exons 


6153. . 6491, 


6153. 


.6398 








Seq. No. 


25398 








Seq. ID 


OJ990824JL6. 9B01 


Gene No. 


52662 








Strand 




Start 


6669 








End 


6920 


Name 


OJ990824 16. 


9B01. 


C8 . 06 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6669 








End 


6920 


GI 


none 








Score 


85 


Exons 


6669. .6791, 


6683. 


.6724, 


6777. 


.6920, 6824. .6919 


Seq. No. 


25399 








Seq. ID 


OJ990824_16.9B01 


Gene No. 


52663 








Strand 


+ 



25431 





i 
1 




jlo / 


Name 


OJ990824 16.9B01.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3187 


GI 


4680179 


Score 


4590 


Exons 


1. .3187 






GI Descrip. 


(AF111709) polyprotein [Oryza 


satiya 


subsp. indica] 


Seq. No. 


25399 


Seq. ID 


OJ990824 16.9B01.C9 


Gene No. 


52664 


Strand 


+ 


Start 


3520 


End 


10860 


Name 


r\TQQAOO;l 1 d CkO?Sl r*Q /"iR t^v^ 

ujyyuo^4 lb . ybui . . oo . np 


Method 


AAT/NAP 


Start 


3520 


End 


10860 


GI 


5852180 


Score 


581 


Exons 


3520.. 3633, 8312.. 8364, 9355. 


.9471, 9S23..9878, 10043 10096, 




10798. .10860 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01.C9 


Gene No. 


52664 


Strand 


+ 


Of _ —4- 

o tar z 


3520 


End 


10860 


Name 


OJ990824 16.9B01.C9.o2.np 


Method 


AAT/NAP 


Start 


3885 


End 


4801 


GI 


5852178 


Score 


439 


Exons 


3885. .4188, 4220. .4332, 4707. 


.4801 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 




Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01.C9 


Gene No. 


52664 


Strand 


4- 


Start 


3520 


End 


10860 


Name 


OJ990824 16.9B01.C9.ol.gp 


Method 


• AAT/GAP 


Start 


4909 


End 


5288 


GI 


2427387 


Score 


501 


Exons 


4909. .5288 






GI Descrip. 


58521-70/emb|AL117265.1 IOST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone:tl7804 


Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01.C9 ' 


Gene No. 


52664 


Strand 


+ 


Start 


3520 


End 


10860 


Name 


OJ990824 16.9B01.C9.o2.gp 


Method 


AAT/GAP 


Start 


5913 


End 


6088 


GI 


LIB3433-026-P1-K1-C1 


Score 


248 


Exons 


5913. .6088 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



? 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ990824_16. 9B01.C9 

Strand + 

End 10860 

Method AAT/NAP 

End 9246 

Score 84 



25399 
52664 
3520 

OJ990824_16.9B01.C9.o4.np 
7184 
6721561 
7184. .7290, 9188. .9246 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



25432 



protein [Oryza sativa] 



Seq. No. 


25399 


Seq. ID 


OJ990824 16.9B01 


-C9 


Gene No. 


52665 


Strand 


+ 




Start 


11120 


End 


11209 




Name 


OJ990824 16.9B01.C9.o5.gp 


Method 


AAT/GAP 




Start 


11120 . 


*' "End 


11209 




GI 


uC-osflcyp088bl2bl 


Score 


135 




Exons 


11120.. 11209 








GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand* 






Start 


3955 


End 


14160 




Name 


OJ990824_16. 9B01 .C9. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


41 


End 


346 




GI 


none 


Score 


129 




Exons 


41. .253, 100.. 168, 260.. 346, 


268. .345 






Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


* Strand 


* — 




Start 


3955 


End 


14160 




Name 


OJ990824 16. 9B01 . C9 . 06 . tm 


Method 


TBLASTX: Maize 




Start 


221 


End 


412- 




GI 


none 


Score 


185 




Exons 


221. .412, 2S9..366 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand 


_ 




Start 


3955 


End 


14160 




Name 


OJ990824_16. 9B01 .C9.o4 . tw 


Method 


TBLASTX: Wheat 




Start ■ 


349 


End 


832 




GI 


none 


Score 


524 




Exons 


349. .789, 350. .832, 374. .829 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No . 


52666 


Strand 


_ 




Start 


3955 


End 


14160 




Name 


OJ990824 16. 9B01 . C9.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


386 


End 


700 




GI 


none 


Score 


187 




Exons . 


386. .700 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


-C9 


Gene No. 


52666 


Strand 






Start 


3955 


End 


14160 




Name 


OJ990824 16.9B01.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


415 


End 


862 




GI 


none 


Score 


362 




Exons 


415. .657, 419. .862 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand 






Start 


3955 ' 


End 


14160 




Name 


OJ990824 16.9B01.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


773 


End 


12019 





25433 



GI 


none 


Score 


57 




Exons 


773.. 805, 773.. 805, 809.. 862, 


811. .852, 917. .1168, 925. 


.1158, 




11915. .12019, 11916. .12017 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No . 




Strand 






Start 


3955 


End 


14160 ' 




Name 


OJ990824 16.9B01.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


917 


End 


12049 




GI 


none 


Score 


309 




Exons 


917. .1249, 970. .1248, 11828.. 


12049, 11835. .11864, 11931 


. .12020 


Seq. No. 


25399 


Seq. ID 


OJ99082.4_16.9B01 


-C9 


Gene No . 




Strand 






Start 


3955 


End 


14160 




Name 


OJ990824. 16.9B01.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


920 


End 


12023 




GI 


none 


Score 


373 




Exons 


920.. 1183, 922.. 1182, 11900.. 


12019, 11901. .12020, 11931 


. .12023 


Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


- Strand 






o car l 


. jyoD 


End 


14160 




Name 


OJ990824 16.9B01.C9.o3.tw' 


Method 


TBLASTX: Wheat 




Start 


1184 


End 


11899 




GI 


none 


Score 


591 




Exons 


1184. .1609, 1186. .1602, 1259. 


.1609, 11474. .11821, 11474 


. .11899, 




• 11481.. 11861 








Seq. No. 


25399 


Seq.' ID 


OJ990824_16. 9B01 


.C9 


Gene No . 


c; o c a c. 


Strand 






Start 


3955 


End 


14160 




Name 


OJ990824 16.9B01.C9.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1190 


End 


11890 




GI 


none 


Score 


207 




Exons 


1190. .1438, 11648. .11890 








Seq. No. • 


■25399 - ■ 


Seq. ID 


OJ990824JL6. 9B01 


.C9 


Gene No. 


52666 


Strand 






o tar x. 




End 


14160 




Name 


OJ990824 16.9B01.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


1256 


End 


11827 




GI 


none 


Score 


456 




Exons 


1256.. 1609, 1261.. 1602, 11464 


. .11775, 


11469. .11822, 






11474. .11827, 11481.. 11825 








Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No * 


jZDDD 


Strand 






Start 


3955 


End 


14160 




Name 


OJ990824 16.9B01.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1637 . 


End 


2176 




GI 


none 


Score 


610 




Exons 


1637. .2176, 1678. .2172, 1895. 


.2176 






Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand 






Start 


3955 


End 


14160 





25434 




Name 


OJ990824 16 


.9B01 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1874 








End 


2200 


GI 


none 








Score 


90 


Exons 


1874. .2056, 


1904 


. .2056, 


2057. 


.2200, 2059. .2199 


Seq. No. 


25399 








Seq. ID 


ujyyuo^4 id. ybULuy. 


Gene No. 


52666 .;- . 








btrana ■ 




Start 


3955 










X ft X DU 


Name 


OJ990824 16 


.9B01 


.C9.o2. 


ts 


Method 


i tsLiAo i a . boyoean 


Start 


1964 








. End 


2224 


GI 


none 








Score 


301 


Exons 


1964. .2224, 


1975 


. .2223 








Seq. No. 


25399 








beq. iu 


ujyyuozft iD.yr5ui.uy 


Gene No. 


c o a tz ei 

52666 








C 4- v* j*i 

btrana , 




Start 


3955 










i4i £n 

X *i X DU 


Name 


OJ990824 16 


. 9B01 


.C9.o3. 


tm 


Method 


i dXjAo i a . Fjai ze 


Start 


2023 








End 


2314 


GI 


none 








Score 


402 


Exons 


2023. .2310, 


2024 


. .2314, 


2156. 


.2311 




Seq. No. 


25399 








Seq. ID 


OJ990824_16.9B01.C9 


Gene No. 


52666 








Strand 




Start 


3955 








End 


14160 


Name 


OJ990824 16 


.9B01 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2183 








End 


2809 


GI 


none 








Score 


708 


Exons 


2183. .2809, 


2185 


. . 2 68 8 , 


2186. 


.2800, 2749. .2808 


Seq. No. 


25399 








Seq. ID 


OJ990824_16.9B01.C9 


Gene No. 


52666 








Strand 




Start 


3955 








End 


14160 


Name 


OJ990824 16 


.9B01 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2362 








End 


2947 


GI 


none 








Score 


223 


Exons 


2362. .2517, 


2363 


. .2524, 


2521. 


.2682, 2522.. 2947, 2684.. 2926, 




2749. .2946 












Seq. No. 


25399 








Seq. ID 


OJ990824_16. 9B01.C9 


Gene No. 


52666 








Strand 




Start 


3955 








End 


14160 


Name 


. OJ990824 16 


.9B01 


.C9.o6. 


tw 


Method 


TBLASTX -.Wheat 


Start 


2809 








End 


3142' 


GI 


none 








Score 


310 


Exons 


. 2809.. 3024, 


2810 


. .3142 








Seq. No. 


25399 








Seq. ID 


OJ990824_16. 9B01.C9 


Gene No. 


52666 








Strand 




Start 


3955 








End 


14160 


Name 


OJ990824 16 


.9B01 


.C9.o2. 


gs 


Method 


GEN SCAN 


Start 


3955 








End 


11773 


GI 


none 








Score 


.68 


Exons 


3955. .4081, 


4101 


. .4478, 


5587. 


.5710, 6161.. 6366, 7106.. 7419, 




9065. .9121, 


9376 


. .9515, 


9679. 


.10134, 10439. .10467, 11385.. 1 


Seq. No. 


25399 








Seq. ID 


OJ990824_16.9B01.C9' 


Gene No. 


52666 








Strand 





25435 



Start 3955 End 14160 

Name OJ990824_16. 9B01 .C9.o3.np Method AAT/NAP 

Start 7062 End 11112 

GI 4680183 Score 132 

Exons 7062.. 7183, 11088.. 11112 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp.. indica] 



Seq. No. 25399 Seq. ID OJ990824_16 . 9B01 .C9 

Gene No. 52666 Strand 

Start 3955 End 14160 . 

Name OJ990824_16 . 9B01 .C9 . o3 . gp Method AAT/GAP 

Start 8214 End 8599 

GI uC-osflcyp033a04bl Score 637 

Exons 8214.. 8599 

GI- Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1/ clone : P0711E10 ' 



Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand 






Start 


3955 


End 


14160 




Name 


OJ990824 16.9B01.C9.o6.np 


Method 


AAT/NAP 




Start 


11337 


End 


14160 




GI 


4680179 


Score 


1032 




Exons 


1133.7. .12071, 14113.. 14160 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


25399 


Seq. ID 


OJ990824_16.9B01 


.C9 


Gene No. 


52666 


Strand 






Start 


3955 


End 


14160 




Name 


OJ990824 16.9B01.C9.o8.np 


Method 


AAT/NAP 




Start 


12123 


End 


14160 




GI 


6721561 


Score 


113 




Exons 


12123. .12439, 14072. .14160 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi I 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 25399 Seq. ID 

Gene No. 52666 Strand 

Start 3955 End 

Name OJ990824_16 . 9B01 ,C9 . o3 . gs Method 

Start 12138 End 

GI none Score 

Exons 12138. .13100 



OJ990824_16.9B01.C9 

14160 
GENSCAN 
13100 
.87 



Seq. No. 25399 Seq. ID OJ990824_16 . 9B01 .C9 

Gene No. 52666 Strand 

Start 3955 End 14160 

Name OJ990824_16. 9B01 .C9 . o7 .np Method AAT/NAP 

Start 12141 End 13034 

GI 5042448 Score 913 

Exons 12141. .12448, 12479.. 13034 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon. [Oryza sativa] 



25436 




Seq. No. 


25400 








Seq. ID 


OJ990824_16. 


9B01 


.C10 


Gene No. 


52667 








Strand 








Start 


2106 








End 


3803 






Name 


OJ990824 16. 


9B01. 


ClO.ol 


.gs 


Method 


GENSCAN 






Start 


2106 








End 


3803 






GI 


none 








Score 


.64 






Exons 


2106. .3359, 


3738. 


.3803 












Seq. No. 


25401 








Seq. ID 


OJ990824_16. 


9B01 


.C12 


Gene No. 


52668 . 








Strand 








Start 


339 








End 


449 






Name 


OJ990824 16. 


9B01. 


C12.ol 


.gs 


Method 


GENSCAN 






Start 


339 








End 


449 






GI 


none 








Score 


.47 






Exons 


339. .449 
















Seq. No. 


25402 








Seq. ID 


OJ990824JL6. 


9B01 


.C14 


Gene No. 


52669 








Strand 








Start 


1 








bna 








Name 


OJ990824 16. 


9B01. 


C14.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


439 






GI 


4206306 








Score 


378 






Exons 


' 1. .439 
















GI Descrip. 


(AF049110) prpol 


[Zea mays] 










Seq. No. 


25402 








Seq. ID 


OJ990824_16. 


9B01 


.C14 


Gene No. 


52669 








Strand 








Start 


1 








End 


439 






Name 


OJ990824 16. 


9B01. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


43 








End 


432 






GI 


none 








Score 


54 






Exons 


43.-225, 52. 


.183, 


268. . 


432 










Seq. No. 


25402 








Seq. ID 


OJ990824_16. 


9B01 


.C14 


Gene No. 


52669 








Strand 








Start 


1 








End 


439 






Name 


OJ990824 16. 


9B01. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


82 








End 


438 






GI 


none 








Score 


44 






Exons 


82. .438, 83. 


.175, 


265. . 


414 










Seq. No. 


25403 








Seq. ID 


OJ990824_16. 


9B01 


.C15 


Gene No. 


52670 








Strand 


+ 






Start 


40 








End 


94 






Name 


OJ990824 16. 


9B01. 


CIS.ol 


.gs 


Method 


GENSCAN 






Start 


40 








End 


94 






GI 


none 








Score 


.79 






Exons 


40. .94 
















Seq. No. 


25404 








Seq. ID 


OJ990824_16. 


9B01 


.C16 


Gene No. 


52671 








Strand 


+ 






Start 


110 








End 


125 






Name 


OJ990824 16. 


9B01. 


C16.ol 


.gs 


Method 


GENSCAN 






Start 


110 








End 


125 






GI 


none 








Score 


.68 






Exons 


110. .125 

















25437 



Seq. No. 


25405 


Seq. ID 


OJ990824JL6. 


9B01.C18 


Gene No. 


52672 


Strand 






Start 


82 


End 


396 




Name 


OJ990824 16.9B01.C18.ol.gs 


Method 


GENS CAN 




Start 


82 


End 


396 




GI 


none 


Score 


.65 




Exons 


82; .274, 367. .396 








Seq. No. 


25406 


Seq. ID 


OJ990824_16. 


9B01.C20 


Gene No . . 


bZb 73 


Strand 


+ 




Start 


1140 


End 


1200 




Name 


OJ990824 16.9B01.C20.ol.gs 


Method 


GENSCAN 




Start 


1140 


End 


1200 




GI 


none 


Score 


.62 




Exons 


1140. .1200 








Seq. No. 


25406 


Seq. ID 


OJ990824_16. 


9B01.C20 


Gene No. 


52674 


Strand 






Start 


796 


End 


1180 




Name 


OJ990824 16.9B01.C20.ol.gp 


Method 


AAT/GAP 




Start 


796 


End 


1180 




GI 


uC-osflcyp033a04bl - 


Score 


678 




Exons 


796. .1180 








GI Descrip. 


•6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


25407 


Seq. ID 


OJ990824JL6. 


9B01.C21 


Gene No. 


52675 


Strand 


+ 




Start 


1947 


End. 


5313 




Name 


OJ990824 16.9B01.C21.ol.gs 


Method 


GENSCAN 




Start 


1947 


End 


5313 




GI 


none 


Score 


.69 




Exons 


1947. .2026, 5210. .5313 








Seq. No. 


25407 


Seq. ID 


OJ990824_16. 


9B01.C21 


Gene No. 


52675 


Strand 


+ 




Start 


1947 


End 


5313 




Name 


OJ990824 16 . 9B01 . C21 . ol . gp 


Method 


AAT/G^P 




Start 


3251 


End 


3506 ' 




GI 


61605 3.R1084 


Score 


374 




Exons 


3251. .3506 








GI Descrip. 


, 1402920/emb| CAA66965 | 2.0e- 


20 (X98321) peroxidase 


[Arabidops 




thaliana] ' 








Seq. No. 


25407 


Seq. ID 


OJ990824JL6. 


9B01.C21 


Gene No. 


52676 


Strand' 






Start 


3897 


End 


5363 




Name 


OJ990824 16.9B01.C21.o2.np 


Method 


AAT/NAP 




Start 


3897 


End 


5363 




GI 


6063554 


Score 


123 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 



3897. .4068, 5280. .5363 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



25407 
52676 



Seq. ID OJ990824_16.9B01.C21 
Strand 



25438 



Start 3897 End 5363 

Name OJ990824_16 . 9B01 . C21 . o3 . np Method AAT/NAP 

Start 5252 End 5363 

GI 5922636 Score 109 

Exons 5252.-5363 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene'.; hypothetical protein [Oryza 
sativa] gi | 6016869 |dbj [BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25408 Seq. ID OJ990824_16.9B01.C22 

52677 Strand 

1 End 423 

OJ990824_16.9B01.C22.ol.np Method AAT/NAP 

1 End 320 

5922636 Score 279 

1. .320 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 |dbj I BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 25408 Seq. ID 

Gene No. 52677 Strand 

Start 1 ~ End 

Name OJ?90824_1 6 . 9B01 . C22 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3. .143, 241.. 387, 412.. 423 



OJ990824_16.9B01.C22 
423 

GEN SCAN 

423 

.72 



Seq. No. 25409 Seq. ID 

Gene No. 52678 Strand 

Start 21 End 

Name OJ990824_16 . 9B01 .C23 . ol . gs Method 

Start 21 End 

GI none ' Score . 

Exons 



OJ990824_16.9B01.C23 

8457 
GEN SCAN 
8457 
.45 



21. .343, 433. .508, 581 .. 843, 2616 .. 2727 , 2772. .2863, 2956. .3079, 
4031. .4288, 4457. .4584, 4681 .. 7023, 7261 7541, 7659. .7948, 
8059.. 8457 



Seq. No. 


25409 




Seq. ID 


OJ990824_16.9B01 


.C23 


Gene No. 


52678 




Strand 






Start 


21 




End 


8457 




Name 


OJ990824 16.9B01.C23.ol 


.np 


Method 


AAT/NAP 




Start 


3896 




End 


8457 




GI 


4680179 




Score 


7713 




Exons 


3896. .8457 










GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




A *■ 

Seq. No. 


25409 




Seq. ID 


OJ990824_16. 9B01 


.C23 


Gene No. 


52679 




Strand 






Start 


8708 - 




End 


10386 




Name 


OJ990824 16.9B01.C23.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


126 




End 


5386 




GI 


none 




Score 


206 





25439 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



126. .212, 4907. .5386, 4908. .5162, 5017. .5163, 5021. .5353 



25409 
52679 
8708 

OJ990824_16.9B01.C23.o6.tw 

3906 

none 



Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

■ Method TBLASTX : Wheat 

End 4274 

Score 36 



3906. .3959, 3941. .4273, 3962. .4123, 4065. .4181, 4166. .4246, 
4203. .4274 



Seq. No. 25409 

Gene No. 52679 

Start 8708 

Name OJ990824_1 6 . 9B01 . C23 . 06 . tm 

Start 3920 

GI none 

Exons 3920. .4117 



Seq. ID OJ990824__16.9B01.C23 
Strand 

End 10386 

Method TBLASTX : Mai ze 

End 4117 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25409 
52679 
8708 

OJ990824_16. 9B01 . C23 . ol . tm 
4121 
none 

4121. .4561, 4134. .4559,- 4559. .4720, 4566. .4712 



Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

Method TBLASTX: Maize 

End 4720 

Score . 243 



Seq. No. 25409 

Gene No. 52679 

Start 8708 

Name OJ990824_16 . 9B01 . C23 . ol . tw- 

Start 4274 

GI none 

Exons 4274.. 4900, 4275., 4898 



Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

Method TBLASTX: Wheat 

End 4 900 

Score 334 



Seq. No. 25409 

Gene No. 52679 

Start 8708 

Name OJ990824_16 . 9B01 . C23 . o4 . tm 

Start 4769 

GI none 

Exons 4769.. 5059, 4773.. 5036 

Seq. No. 25409 

Gene No. 52679 

Start 8708 

Name OJ990824_16 . 9B01 . C23 . o2 . ts 

Start 4859 

GI none 

Exons 4859.. 5119, 4860.. 5114 



Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

Method TBLASTX : Maize 

End 5059 

Score 216 

) 

Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

Method TBLASTX : Soybean 

End " 5119 

Score 137 



Seq. No. 25409 

Gene No. 52679 

Start 8708 

Name OJ990824_16. 9B01 .C23 .ol . tc 

Start 4883 

GI none 



Seq. ID OJ990824_16.9B01.C23 
Strand 

End 10386 

Method TBLASTX : Cress 

End 5200 

Score 7 9 



25440 




Exons 


4883. .5026, 


4884 


. .5024, 


5027. 


.5200 




Seq. No. 


23409 








Seq. ID 


OJ990824_16.9B01.C23 


bene ino . 


COCl Q 
jZD / 7 








OLidilU 




Start 


8708 








End 


10386 


Name 


OJ990824 16. 


9B01._C23.o2 


.tw ■ 


Method 


TBLASTX :!Wheat 


Start 


5390 








End. 


5899 


GI 


none 








Score 


239 


Exons 


5390. .5899, 


5474 


. .5821, 


5556. 


.5867 




Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01.C23 




D c. o / y 








Strand 




Start 


8708 






- 


End 


10386 


Name 


OJ990824 16. 


QR01 




. tm 


Method 


TBLASTX: Maize 


Start 


5462 








End 


5827 


GI 


none 








Score 


157 


Exons 


5462. .5773, 


5469 


. .5666, 


5474. 


.5827, 5559.. 5825 


Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01.C23 


bene lno . 










Cf r anH 
DLI dliU 




Start ■ 


8708 








Hi 1 1 Li. 


J. \J O O D 


Name 


OJ99082.4 16. 


QRfil 

J. 


. b^ o • yj 


-ts 


Mot - Vi z^sH 


T RT . C! T Y ^ o xr'ht n 
IDLinulA* ouyjJcaii 


Start 


5648 








XLilLKJL 


J O -7 J 


GI 


none 










202 


Exons 


5648. .5893 












Seq. No. 


25409 ' 








Seq. ID 


OJ990824_16.9B01.C23 


Gene No . 


jZD / y 








Strand 




Start 


8708 








End 


10386 


Name 


OJ990824 16. 


QRO 1 


. bZ J . Oj 


.tm 


Method 


TBLASTX: Maize 


Start 


5864 








End 


6364 


GI 


none 








Score 


43 


Exons 


5864. .6199, 


5907 


. .5957, 


5982. 


.6113, 611 


35. . 6364 


Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01.C23 


bene ino. 


O O / ./ 








Strand 




Start 


8708 








End 


10386 


Name 


OJ990824.16. 






.tw 


Method 


TBLASTX: Wheat . 


Start 


590.0 








End 


6202 


GI 


none 








Score 


236 


Exons 


5900. .6202, 


5901 


. .6170, 


6100. 


.6201 




Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01.C23 


belle LNO . 


o / y 








Strand 




Start 


8708 








End 


10386 


Name 


OJ990824 16. 


9B01 


.C23.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5915 








End 


6310 


GI 


none 








Score 


165 


Exons 


5915. .6274, 


5916 


. .6170, 


6194. 


.6274, 6266.. 6310, 6278.. 6310 


Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01.C23 


Gene No. 


. 52679 








Strand 




Start 


8708 








End 


10386 


Name 


OJ990824 16. 


9B01 


.C23.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


6251 








End 


6733 


GI 


none 








Score 


176 


Exons 


6251. .6733, 


6260 


. .6622, 


6294 . 


.6629 





25441 




Seq. No. 


25409 








Seq. ID 


OJ990824_16. 9B01 


.C23 


Gene. No. 


52679 








Strand 






Start 


8708 








End 


10386 




Name 


OJ990824 16. 


9B01. 


C23.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6434 








End 


6721 




GI 


none 








Score 


154 




Exons 


6434. .6721, 


6435. 


.6623 










Seq. No. 


25409 


- 






Seq. ID 


OJ990824_16.9B01 


. C23 


Gene No. 


52679 








Strand 






Start 


8708 








End 


10386 




Name 


OJ990824 16. 


9B01. 


C23.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


6896 








End 


7312 




GI 


none 








Score 


99 




Exons 


6896. .7078, 


6897. 


.7052, 


7118. 


.7312, 7164. .7262 




Seq. No. 


25409 








Seq. ID 


OJ990824_16.9B01 


. C23 


Gene No. 


52679 








Strand 






Start 


8708 








End 


1038 6 




Name 


OJ990824 16. 


9B01. 


C23.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


6995 








End 


7315 




GI 


none 








Score 


75 




Exons 


6995. .7315, 


7170. 


.7262 










Seq. No. 


25409 








Seq. ID 


OJ990824JL6.9B01 


.C23 


Gene No. 


- 52679 








Strand 






Start 


8708 








End 


10386. 




Name 


OJ990824 16. 


9B01. 


C23.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


7832 








End 


8190 




GI 


none 








Score 


48 




Exons 


7832. .7909, 


7833. 


.7895, 


7894. 


.8187, 7894. .8190 




Seq. No. 


25409 








Seq. ID 


OJ990824_1"6.9B01 


. C23 


Gene No. 


52679 








Strand 






Start 


8708 








End 


10386 




Name 


OJ990824 16. 


9B01. 


C23.o2. 


gs 


Method 


GENSCAN 




Start 


8708 








End 


10386 




GI 


none 








Score 


.73 




Exons 


8708. .9673, 


10306 


i. .1038 6 








Seq. No. 


25409 








Seq. ID 


OJ990824JL6.9B01 


.C23 


Gene No. 


52679 








Strand 






Start 


8708 








End 


10386 




Name 


OJ990824 16. 


9B01. 


C23.o2. 


np 


Method 


AAT/NAP 




Start 


8711 








End 


9607 




GI 


5042448 








Score 


1329 




Exons 


8711. .8997, 


9037. 


.9607 











GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 

Seq. No. 25410 Seq. ID OJ990824_16.9B01.C24 

Gene No. 52680 Strand + 

Start 1952 End 5908 

Name OJ990824JL6. 9B01 .C24 .o2 .np Method AAT/NAP 

Start - 1952 End 5908 

GI ,6063554 Score 611 



25442 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start. 
Name 
Start ..■ 
GI 

Exons 

GI Descrip. 



1952. .2052, 4234. .4438, 4557. .4760, 5697. .5908 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25410 
52681 
6278 

OJ990824_16. 9B01.C24 .o2.gp 
6278 

61605_3.R1084 
6278. .6525 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ990824_ 
+ 

6525 
AAT/GAP 
6525 
401 



16.9B01.C24 



Seq. No. 25410 

Gene No. 52682 

Start 1 

Name OJ990824_16. 9B01 . C24 . ol . np 

Start 1 

GI 6466937 

Exons 1.. 29, 935.-3476, 5204.. 5253 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990824_16.9B01.C24 
Strand 

End 9072 

Method AAT/NAP 

End 5253 

Score 979 



Seq. No. 25410 

Gene No. 52682 

Start 1 

Name OJ990824_16. 9B01 .C24 .ol .gs 

Start 351 

GI none 
Exons 



Seq. ID OJ990824_16.-9B01.C24 
Strand 

End ^9072 

Method GENS CAN 

End 9072 

Score . 4 



351. .403, 527. .766, 863. .988, 1073. .1358, 2151. .2356, 
2631. .2970, 4422. .4838, 5635. .5717, 6567. .6989, 7104. .7152, 
7619. .7721, 8855. . 9072 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25410 
52682 
1 

OJ990824_16. 9B01 . C24 . ol . tm 

957 

none 



Seq. ID OJ990824_16.9B01.C24 
Strand 

End 9072 

Method TBLASTX: Maize 

End 7760 

Score 270 

957. .1445, 958. .1446, 7404. .7463, 7468. .7602, 7469. .7597, 
7605.. 7760, 7606.. 7707 



25410 
52682 
1 

OJ990824_16. 9B01.C24 .o2.tw 

1281 

none 

1281. .1547, 1549. .1629 



Seq. ID OJ990824_16.9B01.C24 
Strand 

End 9072 

Method TBLASTX: Wheat. 

End 1629 

Score 69 



Seq. No. 25410 

Gene No. 52682 

Start 1 

Name OJ990824_16. 9B01 .C24 .ol .ts 

Start 1392 



Seq. ID OJ990824_16.9B01.C24 
Strand 

End 9072 

Method TBLASTX : Soybean 

End 1735 



25443 




GI none Score 70 

Exons 1392.. 1547, 1402.. 1545, 1549.. 1629, 1661.. 1735 



Seq. No. 


25410 




Seq. ID 


OJ990824_16.9B01 


.C24 


Gene No. 


52682 




Strand 






Start 


1 




End 


9072 




Name 


OJ990824 16 


.9B01.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


,1664 




End 


2124 




GI 


none 




Score 


123 




Exons 


1664. .1753, 


1732.. 1923, 1739. 


.1912, 1916. .1993, 1983. .2117, 




1 QQ7 91 OA 










Seq. No. 


25410 




Seq. ID 


OJ990824_16. 9B01 


.C24 


Gene No. 


52682 




Strand 


- 




Start 


1 




End 


9072 




Name 


OJ990824 16 


.9B01.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1762 




End 


2165 




GI 


none 




Score 


79 




Exons 


J. / dz . . x y x / , 


1 77ff 1 QO A T Qft ^ 

X / / 0 • .X.7Z4, XZ700. 


.2165 






Seq. No. 


25411 




Seq. ID 


OJ990824JL6.9B01 


.C26 


Gene No. 


52683 




Strand 


+ 




Start 


2483 




• Encf " 


3336 * 




Name 


OJ990824 16 


.9B01.C26.ol.gs 


Method 


GEN SCAN 




Start 


2483 




End 


3336 




GI 


none 




Score 


.72, 




Exons 


2483. .2534, 


2896.. 3003, 3173. 


.3336 






Seq. No. 


25411 ■ 




Seq. ID 


OJ990824_16. 9B01 


.C26 


Gene No. 


52684 




Strand 






olaii 


1150 




End 


5510 




Name 


OJ990824 16 


. 9B01.C26.ol.np 


Method 


AAT/NAP 




Start 


1150 




End 


5510 




GI 


6016874 




Score 


1596 




Exons 


1150. .1170, 


3084.. 3317, 3774. 


.4136, 4254. .4433, 4827. .4986, 




5377. .5510 










GI Descrip. 


(AP000570) ESTs C19143 {E10020 ) , D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase 


. (P03010) [Oryza 


sativa] 






Seq. No. 


25411 




Seq. ID 


OJ990824_16:9B01 


.C26 


Gene No. 


52684 




Strand 






Start 


1150 




End 


5510 




Name 


OJ990824 16 


.9B01.C26.o2.gs 


Method 


GENSCAN 




Start 


3793 




End 


4944 




GI 


none 




Score 


.43 




Exons 


3793. .4944 










Seq. No. 


25411 




Seq. ID 


OJ990824_16.9B01 


.C26 


Gene No. 


52684 




Strand 






Start 


1150 




End 


5510 




Name 


OJ990824 16 


. 9B01.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


3859 




End 


4102 




GI 


none 




Score 


97 




Exons 


3859. .4092, 


3944. .4102 








Seq; No. 


25411 




Seq. ID 


OJ990824_16.9B01 


.C26 



25444 



Gene No. 


52684 


Strand 






Start 


1150 


End 


5510 




Name 


OJ990824 16.9B01.C26.o4.tm 


Method 


TBLASTX: Maize 




Start 


4214 


End 


4566 




GI 


none 


Score 


136 




Exons 


4214... 4555, 4285.. 4566 








Seq. No. 


25411 • 


Seq. ID 


OJ990824_16.9B01 


.C26 


Gene No. 


52684 


Strand 






Start 


1150 


End . 


5510 




Name 


OJ990824 16.9B01.C26.o3.tm 


Method 


TBLASTX: Maize 




Start 


4771 


End 


5085 




GI 


none 


Score 


104 




Exons 


4771. .4998, 4772. .4990, 4867.. 


4995, 5011.. 5085 




Seq. No. 


25411 


Seq. ID 


OJ990824_16. 9B01 


.C26 


Gene No. 


52684 


Strand 






Start 


1150 


End 


5510 




Name 


OJ990824 16.9B01.C26.ol.gp 


Method 


AAT/GAP 




Start 


4776 


End 


5284 




GI 


uOosflcypllOc07bl 


Score 


958 • 




Exons 


4776. .5284 








GI Descrip. 


, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes' 




Seq. No. 


25411 


Seq. ID 


OJ990824_16. 9B01 


.C26 


Gene No. 


52684 


Strand 






Start 


1150 


End 


5510 




Name 


OJ990824 16.9B01.C26.o2.tm 


Method 


TBLASTX: Maize 




Start 


5092 


End " 


5373 




GI 


none 


Score 


263 




Exons 


5092.. 5373 








Seq. No. 


25412 


Seq. ID 


OJ990824_16.9B01 


.C27 


Gene No. 


52685 


Strand 


+ 




Start 


101 


End 


3923 




Name 


- OJ990824 16.9B01.C27.ol.gs 


Method 


GEN SCAN 




Start 


101 


End 


3830 




GI 


none 


Score 


.47 




Exons 


101. .258, 274. .361, 898. .1092, 


1764. .1 


823, 2241. .2343, 






-2466.-2624, 2909. .3258, 3630.. 


3830 






Seq. No. 


25412 


Seq. ID 


OJ990824_16. 9B01 


.C27 


Gene No. 


52685 


Strand 


+ 




Start 


101 


End 


3923 




Name 


OJ990824 16.9B01.C27.o2.np ' 


Method 


AAT/NAP 




Start 


2420 


End 


3923 




GI 


5669654 


Score 


103 




Exons 


2420.. 2665, 3892. .3923 








GI Descripl 


(AF096262) ER6 protein [Lycopersicon esculentum] 




Seq. No. 


25412 


Seq. ID 


OJ990824_16. 9B01 


.C27 


Gene No. 


52686 


Strand 






Start 


1 


End 


382 




Name 


OJ990824 16.9B01.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


382 





25445 



GI 6016874 Score 343 

Exons 1..220, 304.. 382 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ■ No. 


25412 










'SeqV : ID 


OJ990824_16. 


9B01 


.C27 


Gene No. 


52687 










Strand 








Start 


3964 










End 


4167 






Name 


r\ TQQnQ OA 1C 


ODD 1 

. you l . 


C27. 


ol 


. till 


ixiennoa 


TBLASTX: Maize 




Start 


2510 










End 


2626 






GI 


none 










Score 


185 






Exons 


2510. .2620, 


2516. 


.2626 












Seq. No. 


25412 










Seq. ID 


OJ990824_16. 


9B01 


.C27 


Gene No. 


52687 










Strand 


- 






Start 


3964 










End 


4167 






Name 




QT30 1 


Cz / . 




. gs 


jxie tnoa 


GENSCAN 






Start 


3964 










End 


4167 






GI 


none 










Score 


.97 






Exons 


3964. .4167 


















Seq. No. 


25413 










Seq. ID 


uj yyuo^4 lb. 


Qtan i 
you l 


.C28 


Gene No. 


52688 










Strand 


'+ _ 






Start 


446 










End 


648 






Name 


OJ990824JL6 


. 9B01. 


C28. 


Ol 


. gs 


Method 


GENSCAN 






Start^ ' 


a a a 










End 


648 






GI 


none 










Score 


.42 






Exons 


446. .648 


















Seq. No. 


25413 










Seq. ID 


OJ990824_16. 


9B01 


.C28 


Gene No. 


52689 










Strand 








Start 


1 










End 


763 






Name 


OJ990824 16 


.9B01. 


C28. 


ol 


.np 


Method 


AAT/NAP 






Start 


1 










End 


763 






bl 


bUU b 3D y 










Score 


74 






Exons 


. 1. .72, 609. 


.7 63 
















GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] V- 






Seq. No. 


25414 










Seq. ID 


OJ990824_16. 


9B01 


.C30 


Gene No. 


52690 










Strand 


+ 






Start 


1 










End 


838 






Name 


OJ990824_16 


. 9B01. 


C30. 


ol 


.np 


Method 


AAT/NAP 






Start 


1 










End 


832 






GI 


5921647 










Score 


729 






Exons 


1..19, 194. 


.832 
















GI Descrip. 


(AF155332) 


flavonoid 


3 f 


-hydroxylase [Petunia x hybrida] 




Seq. No. 


25414 










Seq. ID 


OJ990824_16. 


9B01 


.C30 


Gene No. 


52690 










Strand 


+ 






Start 


1 










End 


838 






Name 


OJ990824 16 


.9B01. 


C30. 


ol 


.gs 


Method 


GENSCAN 






Start 


188 










End 


838 






GI 


none 










Score 


.4 






Exons 


188. .838 


















Seq. No. 


25414 










Seq. ID 


OJ990824_16. 


9B01 


.C30 



25446 



Gene No. 52691 Strand 

Start 187 End 1159 

Name OJ990824_16. 9B01 . C30 . ol .gp Method AAT/GAP 

Start 187 End 1159 

GI 27772JL.R1084 Score 1761 

Exons • 187. .1159 

GI Descrip. ' 5921647/gb | AAD56282 . 1 1 AF155332_1 - 1 . 0e-77 (AF155332) flavonoid 
3 ' ' -hydroxylase [Petunia x hybrida] 1 



Seq. No. 25414 

Gene No. 52691 

Start 187 

Name OJ990824_16. 9B01 . C30 . ol . ts 

Start 187 

GI none 
Exons 



Seq. ID OJ990824_16.9B01.C30 
Strand 
End 

Method 
End 
Score 



1159 

TBLASTX: Soybean 

810 

361 



187. .285, 191. .556, 233. .556, 571. .810, 575. .763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25414 



Seq. ID OJ990824 16.9B01.C30 



52691 - Strand 

187 End 

OJ990824_16 . 9B01 . C30 . ol . tw Method 

193 End 

none Score 
193. .285, 194. .493, 373. .492 



25414 
52691 
187 

OJ990824_16 . 9B01 . C30 . ol . tc 

194 

none 



1159 

TBLASTX: Wheat 

493 

264 



Seq. ID OJ990824_16.9B01.C30 
Strand - - 
End 

Method 
End 
Score 



1159 

TBLASTX: Cress 

715 

338 



194. .556, 334. .555, 574. .714, 575. .715 



Seq. No. 


25414 






Seq. ID 


OJ990824_16.9B01 


.C30 


Gene No. 


52691 






Strand 






Start 


187 






End 


1159 




Name : 


OJ990824 


16.9B01,C3Q..ol 


. tm 


Method 


TBLASTX: Maize 




Start ' 








End 


754 . 




GI 


'none 






Score 


384 




Exons 


194. .556, 


205. .267, 215 


. .538, 


364 . .555 


, 372. .572, 575.. 


754, 




575". .706, 


580. .750 










Seq. No. 


25414 






Seq. ID 


OJ990824__16. 9B01 


.C30 


Gene No. 


52691 






Strand 






Start 


187 






End 


1159 




Name 


OJ990824 


16.9B01.C30.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


496 






End 


733 




GI 


none 






Score 


215 




Exons 


496. .714, 


497. .733 










Seq. No. 


25415 






Seq. ID 


OJ990824_16. 9B01 


.C32 


Gene No. 


52692 






Strand 


+ 




Start 


537 






End 


784 




Name 


OJ990824 


16.9B01.C32.ol 


.gp 


Method 


AAT/GAP 




Start 


537 






End 


784 




GI 


3761181 






Score 


451 




Exons 


537. .784 













25447 



GI Descrip. 4521193/dbj I AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 





similar sequence to Pib 


gene 








Seq. No. 


25416 




Seq. ID 


OJ990824 16.9B01 


. C33 


Gene No. 


52693 




Strand 


+ 




Start 


403 




End 


755 




Name 


OJ990824 16.9B01.C33.ol 


. gs 


Method 


GENSCAN 




Start 


403 




End 


755 




GI 


none 




Score 


.65 




Exons 


.403.. 533, 590.. 755 










Seq. No. 


25416 




Seq. ID 


OJ990824_16.9B01 


.C33 


Gene No. 


52694 




Strand 






Start 


249 




End 


2253 




Name 


OJ990824 16.9B01.C33.ol 


. np 


Method 


AAT/NAP 




Start 


249 




End 


2253 




GI 


5091513 




Score 


1091 




Exons 


249. .440, 1420. .2253 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


• 25416 




Seq. ID 


OJ990824_16. 9B01 


. C33 


Gene No.- 


52694 




Strand 






Start 


249 




End 


2253 




Name 


OJ990824 16.9B01.C33.o2 


. gs 


Method 


GENSCAN 




Start 


896 




End 


2201 




GI 


none 




Score 


.82 




Exons 


896. .1224, 1487. .2201 










Seq. No. 


25417 




Seq. ID 


OJ990824_16.9B01 


.C34 


Gene No. 


52695 




Strand 






Start 


1 




End 


1896 




Name 


OJ990824 16.9B01.C34.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1896 




GI 


5091513 




Score 


1046 




Exons 


1..253, 1007. .1896 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


25417' 




Seq. ID 


OJ990824_16.9B01 


.C34 


Gene No. 


52696 




Strand 






Start 


2219 




End 


2467 




Name 


OJ990824. 16.9B01.C34.o2 


.gp 


Method 


AAT/GAP 




Start 


2219 




End 


2467 




GI 


3761181 




Score 


416 




Exons 


2219. ,2467 










GI Descrip. 


4521193/dbj |AB013450.1| 


AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 








Seq. No. 


25418 




Seq. ID 


OJ990824_16.9B01 


.C35 


Gene No. 


52697 




Strand 


+ 




Start 


58 




End 


2500 




Name 


OJ990824 16.9B01.C35.ol 


. gs 


Method 


GENSCAN 




Start 


58 




End 


2500 




GI 


none 




Score 


.72 




Exons 


58. .114, 447. .567, 625. 


.632, 


802. .840, 


950.. 1034, 1833. 


.2007, 




2100. .2164, 2460. .2500 










Seq. No. 


25418 




Seq. ID 


OJ990824_16.9B01 


.C35 






25448 









Gene No. 52698 Strand 

Start 759 End 1953 

Name OJ990824_16 . 9B01 .C35 . ol . np Method AAT/NAP 

Start 759 End 1953 

GI 6721559 Score 148 
Exons, 759. .997, 1602. .1953. 

GI De'scrip. (AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

- Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25418 Seq. ID 

52699 Strand. 

1984 . End 
OJ990824_16. 9B01.C35.o2.np Method 
1984 End 
4680183 Score 



OJ990824_16.9B01.C35 

3186 
AAT/NAP 
3186 
45 



1984. .2073, 2455..2S23, 3160. .3186 

(AF111709) ga.g-pol protein [Oryza sativa subsp. indica] 



25419 
52700 
1 

OJ990824_16. 9B01 . C36 . ol . np 
1 

5042447 
1. .515 

(AC007789) putative polyprotein [Oryza • sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824 16.9B01.C36 



.515 

AAT/NAP 
515 
891 



25419 Seq. ID 

52700 Strand 

1 End 

OJ990824_1 6 . 9B01 . C36 . ol . tm Method 

3 End 

none Score 
3. .485, 31. .168, 108. .392, 208. .474 

25419 Seq. ID 

52700 Strand 

1 ' End 

OJ990824_1 6 . 9B0 1 . C36 . ol . tw Method 

105 End 

none Score 
105. .503, 106. .501 



OJ990824_16.9B01.C36 
515 

TBLASTX: Maize 

485 

52 



OJ990824_16.9B01-.C36 
515 

TBLASTX: Wheat 

503 

274 



Seq. No. 25419 

Gene No. 52700 

Start 1 

Name OJ990824_16 . 9B01 . C36 . ol . gs 

Start 120 

GI none 

Exons 120.. 397 



Seq. ID OJ990824_16.9B01.C36 
Strand 

End 515 • 

Method GENSCAN 

End 397 

Score .59 



Seq. No. 25419 

Gene No. 52700 

Start 1 

Name OJ990824_16 . 9B01 . C36 . ol . ts 

Start 219 



Seq. ID OJ990824_16.9B01.C36 
Strand 

End 515 

Method TBLASTX : Soybean 

End 515 " 



25449 




GI 


none 




Score 


199 






Exons 


219. .515, 220. .513 












Seq. No. 


25420 




Seq. ID 


OJ990824_16. 


9B01. 


C37 


Gene No. 


52701 




Strand 








Start 


7 




End 


79 . 






Name 


OJ990824" i6.9B01.C37.ol 


. gs 


Method 


GEN SCAN 






Start 


7 




End 


79 






GI 


none 




Score 


.4 






Exons 


7. .79 " 












Seq. No. 


25421 




Seq. ID 


OJ990824_16. 


9B01. 


C41 


Gene No. 


52702 




Strand 


+ 






Start 


743 




End 


1652 






Name 


OJ990824 16.9B01.C41.ol 


. gs 


Method 


GEN SCAN 






Start 


743 




End 


1652 






GI 


none 




Score 


.48 






Exons 


743. .980, 1585.-1652 












Seq. No. 


25421 




Seq. ID 


OJ990824_16. 


9B01. 


C41 


Gene No. 


52703 




Strand 








Start 


3767 


^ ■ . 


End 


4191 ■'' 






Name 


OJ990824 16.9B01.C41.o2 


. gs 


Method 


GENS CAN 






Start 


3767 




End 


4191 






GI 


none 




Score 


.83 






Exons. 


3767.. 3913, 3930.. 4191 












Seq. No. ' 


25422 




Seq. ID 


OJ990914_19. 


9B01. 


CI 


Gene No. 


52704 




Strand 


+ 






Start 


239 




End 


1396 






Name 


OJ990914 19.9B01.Cl.ol. 


gs 


Method 


GENSCAN 






Start 


239 




End 


1396 






GI 


none 




Score 


.46 






Exons 


239. .375, 1387. .1396 












Seq. No. 


25422 




Seq. ID 


OJ990914_19. 


9B01. 


CI- 


Gene No. 


52705 




Strand 








Start 


2983 




End 


4809 






Name 


OJ990914 19. 9B01.Cl.ol. 


gp 


Method 


AAT/GAP 






Start 


2727 




End 


3174 






GI 


4715625 




Score 


856 






Exons 


2727. .3174 












GI Descrip. 


41644 08/emb|CAA10608.1 1 


8.0e- 


14 .(AJ132228) amino acid carrier 




[Ricinus communis] 












Seq. No. 


25422 




Seq. ID 


OJ990914_19. 


9B01. 


CI- 


Gene No. 


52705 




Strand 








Start 


2983 




End 


4809 






Name 


OJ990914 19.9B01.Cl.o2. 


gs 


Method 


GENSCAN 






Start 


2983 




End 


4713 






GI 


none 




Score 


.89 






Exons 


2983. .4015, 4099. .4192, 


4269. 


.4502, 4584. .4713 






Seq. No. 


25422 




Seq. ID 


OJ990914_19. 


9B01. 


CI 


Gene No. 


52705 




Strand 








Start 


2983 




End 


4809 






Name 


OJ990914 19.9B01.Cl.ol. 


np 


Method 


AAT/NAP 







25450 



Start 2986 End 4713 

GI 3293031 Score 1728 

Exons 2986. .4015, 4099. .4192, 4269. .4502, 4584. .4713 

GI Descrip. (AJ007574) amino acid carrier [Ricinus communis] 



Seq. No. 25422 

Gene No. 52705 

Start 2983 

Name OJ990914_19 . 9B01 . CI . o2 . gp 

Start 4322 

GI 4715624 

Exons 4322.. 4502, 4584.. 4809 

GI Descrip. 4 164 408/emb | CAA10608 . 1 | 1. 
[Ricinus communis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_19.9B01.C1 

4809 
AAT/GAP 
4809 
752 



0e-19 (AJ132228) amino acid carrier 



Seq. No. 25422 Seq. ID 

Gene No. 52706 - Strand 

Start 9539 End 

Name OJ990914_19 . 9B01 . CI ; ol . tc Method 

Start 2983 End 

GI none Score 
Exons 



OJ990914_19. 9B01.C1 
10088 

TBLASTX: Cress 

4656 

297 



2983.-3294, 2999. .3289, 3334. .3642, 3338.-3643, 3631. .4014, 
3632. .4024, 4098. .4193, 4102. .4194, 4270. .4503, 4283. .4504, 
4582. .4656 



Seq. No. 25422 
Gene No. 52706 
Start 9539 

Name OJ990914_19 . 9B01 . CI . ol . ts 

Start 2998 
GI none 

Exons 2998.. 3297, 3014.. 3292, 3358. 

3638.. 3757, 3754.. 3789, 3793. 
4098.. 4193, 4270.. 4503, 4283. 



Seq. ID OJ990914_19.9B01.C1 
Strand 

End 10088 

Method TBLASTX : Soybean 

End 4 62 6 

Score 180 

.3582, 3374.. 3586, 3637.. 3753, 
.4014, 3830. .4000, 4093. .4194, 
.4504, 4582. .4626 



Seq. No. 25422 Seq. ID 

Gene No. 52706 Strand 

Start 9539 End';-' - 

Name * OJ990914_19 . 9B01 . CI . o3 . tm ■ Method 

Start 2998 End 

GI none Score 

Exons 2998.. 3240, 2999.. 3241 



OJ990914_19.9B01.C1 
10088 

TBLASTX: Maize 

3241 

302 



Seq. No. 25422 

Gene No. 52706 

Start 9539 

Name OJ990914_19 . 9B01 . CI . ol . tw 

Start 3112 

GI none 

Exons 3112.. 3297, 3125.. 3295, 3352. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3519, 3368.. 3514 



OJ990914_19. 9B01.C1 
10088 

TBLASTX: Wheat 
3519 
172 



Seq. No. 
Gene No, 
Start 
Name 
Start 
GI * 



25422 
52706 
9539 

OJ990914 

3241 

none 



19.9B01.Cl.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_19.9B01.C1 
10088 

TBLASTX: Maize 

3411 

69 



25451 




Exons 


3241.. 3303, 32.42.. 3301, 


3328. 


.3411, 3335.. 3409 


Seq. No. . 


25422 




Seq. ID 


OJ990914_19.9B01.C1 


Gene No. 


52706 




Strand 




Start 


9539 




End 


10088 


Name 


OJ990914 19.9B01.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3412 




End 


3921 


GI 


none 




Score 


468 


Exons 


3412. .3918, 3413. .3778, 


3709. 


. 3921 




'Seq. No. 


25422 




Seq. ID 


OJ990914_19.9B01.C1 


Gene No. 


52706 




Strand 




Start 


9539 




End 


10088 


Name 


OJ990914 19.9B01.Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3962 




End 


4674 


GI 


none 




Score 


62 


Exons 


3962. .4015, 3964. .4014, 


4098. 


.4190, 4099. .4191, 4150. .4194, 




4265. .4312, 4267. .4503, 


4268. 


.4537, 4558. .4674, 4582. .4668 


Seq. No. 


25422 




Seq. ID 


OJ990914_19.9B01.C1 


Gene No. 


52706 




Strand 




Start ■ 


9539 




End 


10088 


Name 


OJ990914 19.9B01.Cl.o2. 


np 


Method 


AAT/NAP 


Start 


9539 




End 


10088 


GI 


5091519 




Score 


185 


Exons 


9539.. 9901, 10063.. 10088 






GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25423 




Seq. ID 


OJ990914_19.9B01.C2 


Gene No. 


52707 




Strand 


+ 


Start 


121 




End 


7446 


Name 


OJ990914 19.9B01.C2.ol. 


gs 


Method 


GENSCAN 


Start 


121 




End 


7446 


GI 


none 




Score 


.77 


Exons 


121. .194, 438..496, 1038. .1223, 1285.. 


1412, 1417.. 1523, 




1646. .1734, 4290. .4469, 


4559. 


.4875, 5142. .5216, 5321:. 5526, 




6501. .6683, 7265. .7446 








Seq. No. 


25423 




Seq. ID 


OJ990914 19.9B01.C2 


Gene No. 


52708 




Strand 


.+ 


Start 


9436 




End 


11370 


Name 


OJ990914 19.9B01.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


9365 




End 


9915 


GI 


uC-osflcypl71cl0bl 




Score 


282 , 


Exons 


9365..9S22, 9890.. 9915 








GI Descrip. 


, 1350680/sp|P4 9691|RLl_ 


ARATH 


3.0e-36 60S RIBOSOMAL PROTEIN 


Seq. No. 


25423 




Seq. ID 


OJ990914_19. 9B01.C2 


Gene No. 


52708 




Strand 


+ 


Start 


9436 




- End 


11370 


Name 


OJ990914 19.9B01.C2.o2. 


gs 


Method 


GENSCAN 


Start 


9436 




End 


11370 


GI 


none 




Score 


.86 


Exons 


9436.. 11370 








Seq. No. 


25423 




Seq. ID 


OJ990914_19.9B01.C2 


Gene No. 


52708 




Strand 


+ 



25452 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9436 End 11370 

OJ990914_19 . 9B01 . C2 . ol . np Method AAT/NAP 

9463 End 11367 

1931642 Score 1310 

9463.. 11367 

(U95973) Ser/Thr protein kinase isolog [Arabidopsis thaliana] 



25423 
52709 
37336 

OJ990914_19 . 9B01 . C2 . o4 . np 

37336 

5263311 



Seq. ID OJ990914_19.9B01.C2 

Strand ■+ 

End 41018 

Method AAT/NAP 

End 40692 

Score 285 

,40394, 



37336. .37409, 38143 38300, 39456 39734 , 40318, 
40634. .40692 

(AC007727) ESTs gb|T42839 and gb|AA395192 come from this gene 
[Arabidopsis thaliana] 



Seq. No. 


25423 




Seq. ID 


OJ990914_ 


19.9B01, 


.C-2 


Gene No. 


52709 




Strand 


+ 






Start 


37336 




End 


41018 






Name 


ojyyuyi4 ly.yBui.c^ 


. o9 . gs 


Method 


GENSCAN 






Start 


38213 




End 


41018 






GI 


none 




Score 


.96 






Exons 


38213. .38311, 39461 


. 139538, 


39642. .39734, 40318. 


.40394, 






40634. .41018 












Seq. No. 


25423 




Seq. ID 


OJ990914_ 


19.9B01. 


,C2 


Gene No. 


52710 




Strand 








Start 


11103 




End 


18242 






Name 


OJ990914 19.9B01.C2 


. o2 . gp 


Method 


AAT/GAP 






otan 


11103 




End 


13992 






GI 


1054 1.R1084 




Score 


3033 






Exons 


11103. .12089, 12730 


. .12774, 


12887. .12916, 13044. 


.13143, 






13310. .13371, 13468 


. .13534, 


13686. .13992 






GI Descrip. 


. '2961437 1.0e-119 ( 


L37527) 


MADS box protein [Oryza sativa] 1 


Seq. No. 


25423 




Seq. ID 


OJ990914_ 


19.9B01, 


.C2 


Gene No. 


. 52710 




Strand 








Start 


11103 




End 


18242 






Name 


OJ990914 19.9B01.C2 


. o3.gs 


Method 


GENSCAN 






Start 


11949 




End 


15787 






GI 


none 




Score 


.74 






Exons 


11949. .12089, 12730 


. .12774, 


13044. .13109, 13468. 


.13534, 






13686. .13978, 14207 


. .14293, 


15662. .15787 






Seq. No. 


25423 




Seq. ID 


OJ990914_ 


19.9B01. 


.C2 


Gene No. 


52710 




Strand 








Start 


11103 




End 


18242 






Name 


OJ990914 19.9B01.C2 


. o2 . np 


Method 


AAT/NAP 






Start 


11952 




End 


13873 






GI 


2961437 




Score 


896 






Exons 


11952. .12089, 12730 


. .12774, 


12887. .12916, 13044. 


.13143, 






13310. .13371, 13468 


. .13534, 


13686. .13873 






GI Descrip. 


(L37527) MADS box protein [Oryza sativa] 






Seq. No. 


25423 




Seq. ID 


OJ990914_ 


19.9B01. 


■ C2 



25453 



Gene No. 


52710 


Strand 






O Lai L. 


11103 


End 


18242 




Name 


OJ990914 19.9B01.C2.o3.np 


Method 


AAT/NAP 




Start 


14244 


End 


18242 




GI 


6721516 


Score 


598 




Exons 


14244. .14331, 15436 15869, 


16280. .16521, 18207.. 18242 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


9 R4 9^ 


Seq. ID 


OJ990914_19.9B01. 


C2 


Gene No. 


R97 1 1 


Strand 






Q 4- -a -—4- 


21129 


End 


24994 




Name 


OJ990914 19. 9B01.C2.p5.gs 


Method 


GEN SCAN 




Start 


91 1 9Q 


End 


24994 




GI 


none 


Score 


.48 




Exons 


9119Q 919R4 91744 91R9*} 


22401. .22632, 22716 .. 234 65, 






94^16 94R71 94QR4 94QQ4 








Seq. No. 


9 R 4 9 ^ 
Z j4lj 


Seq. ID 


OJ9.90914_19.9B01. 


C2 


kjsnc iNo . 


52712 


Strand 






Start 


25631 


End 


26404 




Name 


nTQQfiQ14 1Q QRD1 P9 o£ rt<z 


Method 


GENSCAN 




Start 




End 


26404 




GI 


none 


Score 


.87 




Exons 


oc^oi 9^10^ OCOQQ 9£4Pi4 








Seq. No. 




Seq. ID 


OJ990914_19. 9B01. 


C2 


Gene No . 


52713 


Strand 






Start 


30797 


End 


37990 




Name 


^TQQflQI /I 1 Q QQ01 P9 /-\9 4- /-. 


Method 


TBLASTX: Cress 




Start 


i4 9 7 1 


End 


4651 




GI 


none 


Score 


274 




Exons 


4971 44QR 4979 4^0°, 4RD7 


..4644, 4508.. 4651 




Seq. No. 


Zj4Zj 


Seq. ID 


OJ990914_19.9B01. 


C2 


oene jno. 


52713 


Strand 






Start 


30797 


End 


37990 




Name 


OJ990914 19. 9B01.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


4475 


End 


4651 




GI 


none 


Score 


227 




Exons 


4475. .4651, 4504. .4650 








Seq. No. 


25423 


Seq. ID 


OJ990914_19.9B01. 


C2 


Gene No. 


52713 


Strand 






Start 


30797 


End 


37990 




Name 


OJ990914 19. 9B01.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9476 


End 


10140 




GI 


none 


Score 


36 




Exons 


9476. .9487, 9532. .9594, 9622 


..9753, 977 


8. .9879, 9973. .10140 



Seq. No. 
Gene No. 
, Start 
Name 
Start 
GI 

Exons 



25423 
52713 
30797 

OJ990914_19. 9B01.C2.o3.tm 

9780 

none 



Seq. ID OJ990914_19.9B01.C2 
Strand 

End 37990 

Method TBLASTX: Maize 

End 10214 

Score 148 



9780.. 9932, 9781.. 9933, 9868.-9993, 9912.. 9950, 9988 .'. 10203, 
10041. .10214 



25454 



Seq. No. 


25423 






bene ino . 


52713 






Start 


30797 






Name 


OJ990914 19.9B01.C2 


.ol.tc 


Start 


.9937 






GI 


none 






Exons 


9937. . 


10155, 10300. 


.10476, 




10696. 


.10848, 10710 


. .11099, 


Seq. No. 


25423 






bene lno . 


52713 






Start 


30797 . 






Name 


OJ990914 19.9B01.C2 


. ol. tm 


Start 


10312 






GI 


none 






Exons 


10312. 


.10479, 10362 


. .10472, 




10690. 


.11064, 10710 


. .11096, 


Seq. No. 


25423' 






bene ino . 


52713 






Start 


30797 






Name 


OJ990914 19.9B01.C2 


.ol ,ts 


Start 


10339 






GI 


none 






Exons 


10339. 


.10581, 1037-4 


. .10475, 




10701. 


.10973 




o e q . in o . 


25423 






Gene No. 


52713 






Start 


30797 






Name 


OJ990914 19.9B01.C2 


.o2. tw 


Start 


10660 






GI 


none 






Exons 


10660. 


.11016, 10695 


. .10748, 


Seq. No. 


25423 






Gene No. 


52713 




- 


Start 


30797 






Name 


OJ990914 19.9B01.C2 


* o4 * tm 


Start 


11873 






GI 


none 






Exons 


11873. 


.11902, 11943 


. .12035, 




12042. 


.12089, 13041 


. .13145, 




13309. 


.13374, 13310 


. .13372, 




13469. 


.13534, 13685 


. .13873, 


Seq. No. 


25423 






Gene No. 


52713 






Start 


30797 






Name 


OJ990914 19.9B01.C2 


. o3.tw 


Start 


13041 






GI 


none 






Exons 


13041. 


.13145, 13051 


. .13146, 




13463. 


.13558, 13468 


. .13524, 




13689. 


.13838 





Seq. ID OJ990914_19. 9B01.C2 
Strand 

End 37990 

Method TBLASTX : Cress 

End 11235 

Score 68 



Seq. ID OJ990914_19. 9B01.C2 
Strand 

End 37990 

Method TBLASTX : Mai ze 

End 11235 

Score 115 



Seq. ID OJ990914_19. 9B01.C2 
Strand 

End 37990 

Method TBLASTX : Soybean 

End 11004 

Score 185 



Seq. ID OJ990914_19.9B01.C2 
Strand 

End 37990 

Method TBLASTX : Wheat 

End 11016 

Score 294 



Seq. ID OJ990914_19. 9B01.C2 
Strand 

End 37990 

Method TBLASTX : Maize 

End 13873 

Score 68 



Seq. ID 
Strand 
End 

Method 
End 
Score 



13524, 



OJ990914 19.9B01.C2 



37990 

TBLASTX: Wheat 
13873 
62 

13374, 13310. .13372V 
13534, 13685. .13873, 



25455 



Seq. No. 


25423 






Seq. ID 


OJ990914_19.9B01 


.C2 




52713 












Start 


30797 






End 


37990 




Name 


OJ990914 19.9B01.C2. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


13683 






End 


13876 




GI 


none 






Score 


85 




Exons 


13683. . 


13838, 13685. 


.13876 








Seq. No. 


25423 






Seq. ID 


OJ990914_19. 9B01 


.C2 


otrllc LNU • 


52713 












Start 


30797 






End 


37990 




Name 


OJ990914 19.9B01.C2. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


13697 






End 


13876 




GI 


none 






Score 


102 




Exons 


13697. . 


13876, 13704. 


.13835 








Seq. No. 


25423 






Seq. ID 


OJ990914_19.9B01 


.C2 


Gene No. 


52713 






Strand 






Start 


30797 






End 


37990 




Name 


OJ990914 19.9B01.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


21762 






End 


23161 






none 






Score 


61 




Exons 


21762. . 


21830, 21763. 


.21825, 


22400. .22429, 22401 .. 224 30 , 






22402. . 


22431, 22416. 


.22580, 


22423. .22608, 22425 .. 22616, 






22438. . 


22608, 22439. 


.22624, 


22677. .22811, 22716 .. 228 11 , 






- 22721.. 


22822, 22936. 


.23097, 


22937. .23077, 22938 .. 23099, 






23081. . 


23161, 23086. 


.23160 








Seq. No. 


25423 






Seq. ID 


OJ990914_19.9B01 


,C2 


Gene No. 


52713 






Strand 






Start 


30797 






End 


37990 




Name 


OJ990914 19.9B01.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


22563 






End 


23088 




GI 


none 






Score 


70 . 




Exons 


22563. . 


22631, 22564. 


.22629, 


22677. .22928, 22710 .. 22910, 






22715. . 


22915, 22920. 


.23051, 


22920. .23081, 22921 .. 23088 , 






22921. . 


23088 










Seq. No. 


25423 






Seq. ID 


OJ990914_19.9B01 


.C2 


Gene No. 


52713 






Strand 






Start 


30797 






End 


37990 




Name 


OJ990914 19.9B01.C2. 


08 . gs 


Method 


GEN SCAN 




Start 


30797 






End 


37990 




GI 


none 






Score 


.71 




Exons 


30797. . 


30890, 31165. 


.31356, 


31426. .31655, 32557 32639, 






32912. . 


32920, 34994. 


.35597, 


35968. .36090, 364 63 36613, 






36619. . 


36723, 36744. 


.37293, 


37864. .37990 




Seq. No. 


25424 






Seq. ID 


OJ990914_19.9B01 


.C3 


Gene No. 


52714 






Strand 


+ 




Start 


1 






^ End 


9160 




Name 


OJ990914 19.9B01.C3. 


ol .np 


Method 


AAT/NAP 




Start 


1 






End 


5901 




GI 


5263311 




Score 


142 




Exons 


1. .33, 


615.. 7.40, 866 


. .1009, 


1350. .1397, 


2156. .2281, 5665.. 



GI Descrip. (AC007727) ESTs gb|T42839 and gb|AA395192 come from this gene. 
[Arabidopsis thaliana] 



25456 




Seq. No. 


25424 








Seq. ID 


OJ990914 


_19. 9B01.C3 


Gene No. 


52714 








Strand 


+ 




Start 


1 








End 


9160 




Name 


OJ990914 19. 


9B01. 


C3.ol. 


gs 


Method 


GENS CAN 




Start 


624 








End 


2843 




GI. 


none 








Score 


.68 




Exons 


624. .740, 869. .1009, 1350. .1380, 1907. 


.1989, 2397..2843 


Seq. No. 


O C A O A 

2o424 








Seq. ID 


OJ990914 


i y . yBui . Ij 


Gene No. 


52714 








Strand 


+ 




Start 


1 








End 


9160 




Name 


ujyyuyi4 iy. 


ynUi . 


LJ . Ol . 


gp 


Method 


AAT/GAP 




Start 


21ol 








End 


2760 




GI 


none 








Score 


806 




Exons 


2 Ibl . . 223 f , 


2 4 2/. 


. 2 / ou 










Seq. No. 


O C A O A 








Seq. ID 


OJ990914 


i y . yBui . Co 


Gene No. 


C O "7 1 A 

52714 








Strand 


+ 




Start 


1 








End 


9160 




Name 


OJ990914 19. 


9B01. 


C3.o3. 


gs 


Method 


GENSCAN 




Start - 


5423 








End 


9054 




GI 


none 








. Score 


.91 




Exons 


5423. .7049, 


7110. 


.7234, 


7335. 


.7362, 7625.. 7680, 


7797. .8072, 




8684. .8803, 


8926. 


.9054 










Seq. No. 


25424 








Seq. ID 


.OJ990914 


_19. 9B01.C3 


Gene No. 


52714 








Strand 


+ 




Start 


1 








End 


9160 




Name 


OJ990914 19. 


9B01. 


C3.o2. 


np 


Method 


AAT/NAP 




Start 


5456 








End 


9160 




GI 


5263316 








Score 


841 




Exons 


5456. .6976, 


7016. 


.7049, 


7625. 


.7680, 7797.. 8072, 


8314. .8550, 




8684. .8803, 


8926. 


.9160 











GI Descrip. (AC007727) Contains PF| 00097 Zinc finger C3HC4 type and 4 WD40 
PF | 00400 (G beta) domains. [Arabidopsis thaliana] 



Seq. No. 


25424 








Seq. ID 


OJ990914_19. 9B01 


-C3 


Gene No. 


52715 








Strand 






Start 


3752 








End 


4790 




Name 


OJ990914 19. 


9B01. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


3752 








End ■ 


4790 




GI 


none 








Score 


.53 




Exons 


3752. .4229, 


4323. 


.4426, 


4543. 


.4619, 4736. .4790 




Seq. No. 


25424 








Seq. ID 


OJ990914_19.9B01 


.C3 


Gene No. 


52716 








Strand 






Start 


6008 








End 


6292 




Name 


OJ990914 19. 


9B01. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6008 








End 


6292 




GI 


none 








Score 


329 




Exons 


6008. .6289, 


6009. 


.6290, 


6044. 


.6292, 6183.. 6290 " 




Seq. No. 


25424 








Seq. ID 


OJ990914_19.9B01 


.C3 


Gene No. 


52717 








Strand 






Start 


6985 








End 


7937 




Name 


OJ990914 19. 


9B01. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 





25457 



Start 
GI 

Exons 



6985 End 7937 

none Score 100 

6985. .7050, 6986. .7051, 7612. .7680, 7623. .7688, 7624. .7671, 

7783.-7923, 7784. .7924, 7793. .7927, 7794. .7937, 7794. .7928 



Seq. No. 25425 .Seq. ID 

Gene No. 52718 Strand' 

Start 116 End 

Name OJ990914_19 . 9B01 . C4 . ol . gs Method 

Start 116 . End 

GI none - Score 

Exons 116.. 257 



OJ990914_19.9B01.C4 
257 

GENSCAN 

257 

.'95 



Seq. No. 25426 

Gene No. 52719 

Start 217 

Name OJ990914_19 . 9B01 .C5.ol.gp 

Start 217 

GI 38012_1.R1084 

Exons 217.. 297 

GI Descrip. T 4097947/gb | U72255 I OSU72255 7 
beta-1, 3-glucanase precursor 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_ 
+ 

297 

AAT/GAP 

297 

100 



19.9B01.C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25426 
52720 
416 

OJ990914_19 . 9B01 .C5.ol.gs 

416 

none 

416. .494, 1107. .1168 

25426 
52721 
14577 

OJ990914_19 . 9B01 . C5 . o4 . gs 

.14577 

none 

14577. .14762, 
16705. .16762, 
18583. .19300 



14972... 15213, 
17045. .17192, 



.Oe-23 Oryza sativa 

(Gns9) gene, complete cdsV 

Seq. ID OJ990914_19.9B01.C5 

Strand + 

End 1168 

Method GENSCAN 

End . 1168 

Score .83 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16185. .16285, 
17237. .17415, 



OJ990914_ 
+ 

19300 
GENSCAN 
19300 
.59 

16433. 
17649. 



19.9B01.C5 



16574, 
17722, 



Seq. No. 25426 Seq. ID OJ990914_19 . 9B01 . C5 

Gene No. 52722 Strand 

Start 7154 End 9001 

Name OJ990914_19 . 9B01 . C5 . o2 . gp Method AAT/GAP 

Start '7154 End 7625 

GI 17561_1.R1084 Score 889 

Exons 7154.. 7625 

GI Descrip. ' 584861/sp | P37118 | C712_SOLME 3.0e-15 CYTOCHROME P450 71A2 

(CYPLXXIA2) (P-450EG4) >gi_480396_pir S36806 cytochrome P450 

71A2 - eggplant >gi_408140_emb_CAA50645_ (X71654) P450 
hydroxylase [Solanum melongena] >gi_4 41185_dbj_BAA03635_ 
(D14990) Cytochrome P-450EG4 [Solanum melongena] ' 



Seq. No. 
Gene No. 
Start 



25426 
52722 
7154 



Seq. ID 

Strand 

End 



OJ990914 19.9B01.C5 



9001 



25458 



• 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990914_19 . 9B01 .C5.ol.np Method 
7400 End 
550436 Score 
7400.. 9001 

(X81827) cytochrome P450 [Zea mays] 



AAT/NAP 

9001 

850 



OJ990914 19.9B01.C5 



25.426 Seq. ID 

52722 Strand 
7154 End 9001 

OJ990914_19. 9B01.C5.o3.gp Method AAT/GAP 

7805 End 8426 

29500_1.R1084 Score 1184 

7805.. 8426 

'5921189/sp|Q43257|C7C4_MAIZE 8.0e-43 CYTOCHROME P450 71C4 
>gi_550542_emb_CAA57425_ (X81831) cytochrome P450 [Zea mays] 
>gi_1850903_emb_CAA72196_ (Y11368) cytochrome p450 [Zea mays] 1 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990914 19.9B01.C5 



25426 
52722 
7154 

OJ990914_19. 9B01.C5.o4 .gp 
8443 

28233JL.R1084 
8443.. 8974 

'5915838/spl 081971 |C7D9_SOYBN 2.0e-13 CYTOCHROME P450 71D9 (P450 
CP3) >gi_3334661_emb_CAA71514_ (Y10490) putative cytochrome P450 
[Glycine max] 1 



9001 
AAT/GAP 
8974 
999 



Seq. No. 


25426 


Seq. ID 


OJ990914_19. 9B01.C5 


Gene No. 


52723 


Strand 




Start 


10949 


End 


14222 


Name 


OJ990914 19.9B01.C5.o3.gs 


Method 


GENSCAN 


Start 


10949 


End 


13535 


GI 


none 


Score 


.74 


Exons 


10949. .10956, 11701 11952, 


13439.. 13535 


Seq. No. 


25426 


Seq. ID 


OJ990914_19. 9B01.C5 


Gene No. 


52723 


Strand 




Start 


10949 


End 


14222 


Name 


OJ990914 19.9B01.C5.o2.np 


Method 


AAT/NAP 


Start 


11861 


End 


14222 


GI 


5922634 


Score 


92 


Exons 


11861. .11922, 14115. .14222 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 60168 67 |dbj | BAA85210.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


25426 


Seq. ID 


OJ990914_19. 9B01.C5 


Gene No. 


52724 


Strand 




Start 


21250 


End 


25448 


Name 


OJ990914 19.9B01.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


7415 


End 


8716 


GI 


none 


Score 


91 


Exons 


7415. .7477, 7487. .7663, 7497 


..7664, 7652. .7786, 7653.-7724, 




7895. .8065, 7911 .. 8042, 84 65 


. .8716 




Seq. No. 


25426 


Seq. ID 


OJ990914JL9. 9B01.C5 



25459 




Gene No. 


52724 








Strand 




Start 


21250 








End 


25448 


Name 


OJ990914 19 


9B01 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7415 








End 


7736 


GI 


none 








Score 


130 


Exons 


7415. .7477, 


7469 


.7642, 


7497. 


.7643, 7629. .7736, 7631. .7735 


Seq. No. 


25426 








Seq. ID 


OJ990914__19.9B01.C5 


Gene No. 


52724 








Strand 




Start 


21250 








End 


25448 


Name 


OJ990914 19 


9B01 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7469 








End 


8341 


GI 


none 








Score 


122 


Exons 


7469. .7621, 


7487 


.7642, 


7497. 


.7643, 7643. .7774, 7644. .7736, 




7835. .7861, 


7892 


.8041, 


7899. 


.8033, 8063.. 8113, 8153.. 8341, 



8231. .8341 



Seq. No. 


25426 


Seq. ID- 


OJ990914_19.9B01.C5- 


Gene No. 


52724 


Strand 




Start 


21250 


End ■ 


25448 


Name 


OJ990914 19.9B01.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7487 


End 


8806 


GI 


none 


Score 


97 


Exons 


7487. .7663, 7497. .7664, 7649 


..7786, 7835. .7864, 7883. .8089, 




8153. .8230, 8237. .8389, 8465 


..8716, 8783.. 8806 


Seq. No.' 


25426 


Seq. ID 


OJ990914_19.9B01.C5 


Gene No. 


52724 


Strand 




Start 


21250 


End 


25448 


Name 


OJ990914 19. 9B01.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


18910 


End 


19228 


GI 


none 


Score 


169 


Exons 


18910. .18990, 18911. .19036, 


19115. .19201, 19130.. 19228 


Seq. No. 


25426 


Seq. ID 


OJ990914_19.9B01.C5 


Gene No. 


52724 


Strand 




Start 


21250 


End 


25448 


Name 


OJ990914 19. 9B01.C5.o5.gs 


Method 


. GEN SCAN 


Start 


21250 


End ' ^ 


25407 


GI 


none 


Score 


.63 


Exons 


21250. .21380, 22111 .. 22387, 


23274. .23366, 23519 .. 23656, 




23758. .23885, 23995 .. 24155, 


24276.-24366, 25287. .25407 



Seq. No. 25426 

Gene No. 52724 

Start 21250 

Name OJ990914_19 . 9B01 . C5 . o3 . np 

Start 21402 

GI 5916446 

Exons 21402. .21483, 22282 .. 22401, 
23984. .24126, 24262 .. 24366, 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_19.9B01.C5 

25448 
AAT/NAP 
25448 
750 



22451. .22571, 23519 .. 23732, 
24459. .24515, 25287. .25448 



(AC007633) similarity to several hypothetical proteins- 
Arabidopsis thaliana 



Seq. No. 
Gene No. 
Start 



25426 
52724 
21250 



Seq. ID 

Strand 

End 



OJ990914 19.9B01.C5 



25448 



25460 



Name 

Start 

GI 

Exons 



OJ990914_19 . 9B01 . C5 . o5 . gp Method 

21860 End 

3767710 Score 
21860. .22387, 22466.. 22596 



AAT/GAP 

22596 

1093 



Seq. No. 25426 Seq. ID 

Gene No, 52724 Strand 

Start 21250 End 

Name OJ990914_19 . 9B01 . C5 . o3 . tm Method 

Start 22205 End 

GI none -Score 

Exons 22205. .22390, 22221 .. 22394 , 

22458. .22571, 22462.. 22572 



OJ990914_19.9B01.C5 
25448 

TBLASTX: Maize 
22572 
183 

22222.-22389, 224 4 6 .. 22571 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
k Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



25426 
52724 
21250 

OJ990914_19 . 9B01 . C5 . o3 . ts 

22332 

none 

22332..22388, 224 61 .. 22574 , 
23272. .23367, 23274 .. 23369, 

25426 
52724 
21250 

OJ990914_19 . 9B01 . C5 . ol . tm 

23268 

none 

23268. .23375, 23269.-23367, 
23755. .23829, 23758 .. 23889, 
23997. .24158, 23997 .. 24164 , 
24278..24367, 24278.-24373, 
24466. .24516, 25286 .. 25339, 

25426 
52724 
21250 

OJ990914_19.9B01.C5.o3.tc 

23272 

none 

23272. .23367, 23277.-23369, 
23519. .23656, 23755.-23832, 

25426 
52724 
21250 

OJ990914_19 . 9B01 . C5 . o2 . ts 

23589 

none 

23589. .23657, 23591 .. 23656, 
23984. .24160, 23988.. 24158 

25426 
52724 
21250 

OJ990914 19.9B01.C5.o2.tw 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22463. .22585, 
23274. .23375, 



OJ990914 19.9B01.C5 



25448 

TBLASTX : Soybean 
23587 
113 

22465. .22572, 
23519. .23587 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23502 

23987 



OJ990914 19.9B01.C5 



25448 

TBLASTX: Maize 
25417 
95 

23657, 23519. .23656, 
24157, 23996. .24154, 



24276. .24311, 2427 6 .. 24 368 , 
24286. .24369, 24 4 55 .. 24532, 
25345. .25416, 25346. .25417 

Seq.- ID OJ990914_19.9B01.C5 
Strand 

End 25448 

Method TBLASTX: Cress 

End 23889 

Score 88 
23277. .23375, 23502. .23657, 
23767. .23889 

Seq. ID OJ990914_19. 9B01.C5 
Strand 

End 25448 

Method TBLASTX : Soybean 

End 24160 

Score 69 
23755. .23829, 23758 .. 23892, 



Seq. ID OJ990914_19. 9B01.C5 
Strand 

End 25448 

Method TBLASTX : Wheat 



25461 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23603 End 24373 

none Score 63 

23603. .23656, 23755.-23823, 23756 .. 23890, 23987 .. 24157 , 

23994. .24152, 24231 .. 24368 , .24278 .. 24367 , 24278. .24373 



25427 . Seq. ID 

52725 * Strand 

102 End 

OJ990914_19 . 9B01 . C6 . ol . gs Method 

102 End - 

none Score 

102. .162, 1188. .1561 



25427 Seq. ID 

52726 • Strand 
4864 End 8041 

OJ990914_19.9B01.C6.ol.np . Method AAT/NAP 
4860 End 8041 

5263327 Score 819 

4860. .5638, 6185. .6408, 6714. .6931, 7221. .7911, 
(AC007727) EST gb|T2064 9 comes from this gene, 
thaliana] 



OJ990914_19.9B01.C6 
+ 

1561 
GEN SCAN 
1561 
-.76 



OJ990914 19.9B01.C6 



7963. .8041 
[Arabidopsis 



Seq. No. 25427 

Gene No. 52726 

Start 4864 

Name OJ990914_19.9B01.C6.o2.gs 

Start 4864 

GI none 
Exons 



Seq. ID OJ990914_19.9B01.C6 
Strand 

End 8041 

Method GEN SCAN 

End 7956 

Score .45 



4864. .5638, 6185. .6408, 6714. .6979, 7257. .7956 



Seq. No. 25427 Seq. ID 

Gene No. 52726 Strand 

Start 4864 End 

Name OJ990914_19 . 9B01 . C6 . ol . tc Method 

Start 4888 End 

GI none Score 
Exons 



OJ990914_19.9B01.C6 
8041 

TBLASTX: Cress 

5460 . . 

98 



4888.. 5082, 5194.. 5460, 5246.. 5437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25427 
52726 
4864 

OJ990914JL9. 9B01.C6.o2.np 
5153 
5263327 



8041 
AAT/NAP 
8041 
709 

5153. .5638, 6185. .6408, 6714. .6931, 7221. .7911, 
(AC007727) EST gb|T20649 comes from this gene, 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 19.9B01.C6 



7963. .8041 
[Arabidopsis 



25427 Seq. ID 

52726 Strand 

4864 End 

OJ990914JL9 . 9B01 . C6 . ol . tm Method 

5266 End 

none Score 



OJ990914_19.9B01.C6 
8041 

TBLASTX: Maize 

6363 

117 



5266.. 5496, 5266.. 5511, .5569.. 5637, 5572.. 5649, 6160.. 6363 



25462 



Seq. No. 


25427 


Seq. ID 


OJ990914_19. 


. 9B01.C6 


Gene No. 


. 52726 


Strand 






Start 


4864 


End 


8041 




Name 


OJ990914 19.9B01.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5281 


.End 


6411 




GI 


none %vL- 


Score 


92 




Exons 


5281.. 5550, 5290.. 5508, 5569., 


.5637, 61 


84. .6411, 61E 


5 ft . . 04 UO 


Seq. No. 


25428 


Seq. ID 


OJ990914_19. 


.9B01.C7 


Gene No. 


52727 


Strand 


+ 




Start 


6093 ■ 


End 


8566 




Name 


OJ990914 19.9B01.C7.ol.np 


Method 


AAT/NAP 




Start 


6093 


End 


8566 




GI 


6069657 


Score 


250 




Exons 


6093.. 6335, 6814.. 6893, 7882., 


.8037, 8541. .8566 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25428 ■ 


Seq. ID 


OJ990914_19. 


.9B01.C7 


Gene No. 


52727 


Strand 


+ 




Start 


6093 


End 


8566 




Name 


OJ990914 19.9B01.C7.o2.np 


Method 


AAT/NAP 




Start 


7373 


End 


7665 




GI ' 


5777617 


Score 


104 




Exons 


7373. .7665 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


25428 


Seq. ID 


OJ990914_19. 




Gene No. 


52728 


Strand 


+ 




Start 


10084 


End 


11428 




Name 


OJ990914 19.9B01.C7.o3.np 


Method 


AAT/NAP 




Start 


10084 


End 


11428 




GI 


6630699 


Score 


92 




Exons 


10084. .10184, 11351. .11428 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi 16721536 | db j | BAA89566.il (AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


25428 


Seq.^ID 


OJ990914_19. 


.9B01.C7 


Gene No. 


52729 


Strahd 


+ 




otart 


11555 


End 


11845 




Name 


OJ990914 19.9B01.C7.o4.np 


Method 


AAT/NAP 




Start 


11555 


End 


11845 




GI 


6539570 


Score 


212 




Exons 


11555. .11845 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25428 


Seq. ID 


OJ990914_19. 


, 9B01.C7 


Gene No. 


52730 


Strand 






Start 


11345 


End 


11770 




Name 


OJ990914 19.9B01.C7.ol.gp 


Method 


AAT/GAP 




Start 


11345 


End 


11770 




GI 


LIB3479-006-Q6-K1-B11 


Score 


644 




Exons 


■ 11345. .11770 








GI Descrip. 


f 5734 616/dbj | AP000391 . 1 1 AP000391 1 . Oe- 


110 Oryza sativa genomic 



Seq. No. 



DNA, chromosome 6, clone : P0538C01 1 
25429 Seq. 



ID OJ990914 19. 9B01.C8 



25463 




Gene No. 


52731 


Strand 




Start 


2555 


End 


6244 


Name 


OJ990914 19.9B01.C8.o2.gs 


Method 


GENSCAN 


Start 


2555 


End 


6244 


GI 


none 


Score 


.68 


Exons 


2555.. 2690, 2773.. 2943, 2995. 


.3275, 3644. .3907, 3995. .4441, 




4520.. 5239, 5750.. 6244 






Seq. No. 


25430 


Seq. ID 


OJ990914_19.9B01.C9 


Gene No. 


52732 


Strand 


- 


Start 


491 


End 


2858 


Name 


OJ990914 19.9B01.C9.ol.np 


Method 


AAT/NAP 


Start 


465 


End 


2858 


GI 


4680203 


Score 


1425 


Exons 


465. .1402, 1679. .1908, 2068.. 


2858 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


25430 


Seq. ID 


OJ990914_19.9B01.C9 


Gene No. 


52732 


Strand 


- 


Start . 


491 


End 


2858 


Name 


OJ990914 19.9B01.C9.ol.gs 


Method 


GENSCAN 


Start 


491 


End 


2399 


GI 


none 


Score 


.78 


Exons 


491. .1677, 1903. .2399 






Seq. No. 


25430 


Seq. ID 


OJ990914_19.9B01.C9 


Gene No. 


52732 


Strand 




Start 


491 


End 


2858 


Name 


OJ990914 19.9B01.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


545 


End 


1795 


GI 


none 


Score 


41 


Exons 


545. .664, 597. .665, 665. .769, 


666. .770, 788. .841, 841. .885, 




842. .892, 908. .1036, 909. .1034, 1034.. 


1246, 1251. .1751, 




1253. .1795 






Seq. No. 


25430 


'Seq.. ID 


OJ990914_19.9B01.C9 


Gene No. 


52732 


Strand 




Start 


491 


End 


2858. 


Name 


OJ990914 19.9B01.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


608 


End 


856 


GI 


none 


Score 


95 


Exons 


608.. 856, 672.. 854 






Seq, No. 


25430 


Seq. ID 


OJ990914_19^9B01.C9 


Gene No. 


52732 


Strand 




Start 


4 91 


End 


2858 


Name 


OJ990914 19.9B01.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1082 


End 


1508 


GI 


none 


Score 


155 


Exons 


1082.. 1246, 1251.. 1508, 1253. 


.1504 




Seq. No. 


25430 


Seq. ID 


OJ990914_19.9B01.C9 


Gene No. 


52732 


Strand 




Start 


491 


End 


2858 


Name 


OJ990914 19.9B01.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1439 


End 


1753 


GI - 


none 


Score 


140 



25464 



Exons 


1439. .1753, 


1458 


. .1667 










Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


.C9.o2. 


ts. 


Method 


TBLASTX : Soybean 




Start 


1451 








- End 


1838 




GI 


none 








Score 


71 




Exons 


1451. .1696, 


1452 


. .1577, 


1706. 


.1834, 1707. .1838 




Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1931 








End 


2146 




GI 


none 








Score 


95 




Exons 


1931. .2122, 


1946 


. .2146 










Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1943 








End 


2126 




GI 


none 








Score 


47 




Exons 


1943". .2005, 


1953 


. .1994, 


2006. 


.2125, 2009. .2125, 2010. .2126 


Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


. OJ990914 19. 


9B01 


-C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2237 








End 


2468 




GI 


none 








Score 


62 




Exons 


2237. .2419, 


224 6 


. .2419, 


2421. 


.2468 






Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


'52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2306 








End 


2732 




GI 


none. 








Score 


38 




Exons 


2306. .2410, 


2415 


. .2498, 


2415. 


.2498, 2425.-2523, 2505. .2732, 




2521. .2694, 


2535 


. .2729 










Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2505 








End 


2733 




GI 


none 








Score 


149 




Exons 


2505. .2732, 


2509 


. .2733, 


2524. 


.2733 






Seq. No. 


25430 








Seq. ID 


OJ990914_19.9B01 


.C9 


Gene No. 


52732 








Strand 






Start 


491 








End 


2858 




Name 


OJ990914 19. 


9B01 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2592 








End - 


2851 




GI 


none 








Score 


87 





25465 



Exons 


2592. .2732, 2593.. 2733, 


2771. 


.2851, 2793.. 2849 




Seq. No. 


25431 




Seq. ID 


OJ990914_19.9B01 


.C10 


Gene No. 


52733 




Strand 






Start 


1 




End 


425 




Name 




. gp 


Method 


AAT/GAP 




Start 


1 




End 


388 




GI 


427962 




Score 


382 




Exons 


1..70, 223. .388 










GI Descrip. 


4200122/emb|CAA08749. 1 | 


6.0e- 


33. (AJ009555) hypothetical 


protein 




[Arabidopsis thaliana] 










Seq. No. 


25431 




Seq. ID 


OJ990914_19.9B01 


.C10 


Gene No. 


52733 




Strand 






b tar z 


i 




End • 


425 




Name 


OJ990914 19.9B01.C10.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


425 




GI 


4200122 




Score 


245 




Exons 


1..70, 223. .425 










GI Descrip. 


(AJ009555) hypothetical 


protein [Arabidopsis thaliana] 




S.eq. No. 


25431 




Seq. ID • 


OJ990914_19.9B01 


.C10 


Gene No. 


52733 




Strand 






Start 


1 




End 


425 




Name 


OJ990914 19.9B01.C10.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


361 




GI 


none 




Score 


61 




Exons 


2. .79, 6. .71, 8. .73, 206. .361, 223. .360 




Seq. No. 


25431 




Seq. ID 


OJ990914_19.9B01 


.C10 


Gene No. 


52733 




Strand 






Start 


1 




End 


425 




Name 


OJ990914 19.9B01.C10.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


337 




GI 


none 




Score 


68 




Exons 


2. .79, 3. .71, 14. .79, 206. .337, 223. .333 




Seq. No. 


25431 




Seq. ID 


OJ990914_19.9B01 


.C10 


Gene No. 


52733 




Strand 






Start 


1 




End 


425 




Name 


OJ990914 19.9B01.C10.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


2 




End 


361 




GI 


none 




Score 


94 




Exons 


2. .79, 3. .71, 206. .250, 


221. . 


250, 223.. 


270, 250. .360, 251. .361, 




251. .361 










Seq. No. 


25431 




Seq. ID 


OJ990914_19. 9B01 


.C10 


Gene No. 


52733 




Strand 






Start 


1 




End 


425 




Name 


OJ990914 19.9B01.C10.ol 


. gs 


Method 


GEN SCAN 




Start 


223 




End 


360 




GI 


none 




Score 


.73 




Exons 


223. .360 










Seq. No. 


25432 




Seq. ID 


OJ990914_19.9B01 


.Cll 


Gene No. 


52734 




Strand 


+ 




Start 


461 




End 


1321 • 





25466 



Name OJ990914_19 . 9B01 . Cll . ol . gs Method 

Start 461 End 

GI none Score 

Exons 461.. 588, 1168.. 1321 

Seq. No. 25432 Seq. ID 

Gene No. . 52735 ' Strand 

Start 585 End 

Name OJ990914_19 . 9B01 .Cll . ol . gp Method 

Start 585 End 

'GI none Score 

Exons 585.. 614, 726.. 1034 

Seq. No. 25433 Seq. ID 

Gene No. 52736 Strand 

Start 569 End 

Name OJ990914_19 . 9B01 .C12 .ol . gs Method 

Start 569 End 

GI none " Score 

Exons 569.. 581, 683.. 1125 

Seq. No. 25434 Seq. ID 

Gene No. 52737 . Strand 

Start 1 End 

Name OJ990914__15 . 9B19 .CI . ol .np Method 

Start 1 End 

GI " 3063700 Score 

Exons 1..85, 927.. 955 
GI Descrip. (AL022537) putative protein 

Seq. No. 25434 Seq. ID 

Gene No. 52737 Strand 

Start 1 End 

Name OJ990914_15 . 9B19 .CI . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5 . . 85 



GENSCAN 

1321 

.72 



OJ990914 19.9B01.C11 



1034 
AAT/GAP 
1034 
558 



OJ990914_19.9B01.C12 
+ 

1125 
GENSCAN 
1125 
.8 



OJ990914_15-. 9B19.C1 
+ 

955 

AAT/NAP^ 

955 

91 



[Arabidopsis thaliana] 



OJ990914_15.9B19.C1 
+ 

955 

GENSCAN 

85 

.84 



Seq. No. ' 25435 Seq. ID 

Gene No. 52738 Strand 

Start 30 End 

Name OJ990 914_15 . 9B19 . C2 . ol . gs Method 

Start 30 End 

GI none Score 

Exons 30.. 69 



OJ990914_15.9B19.C2 
+ 

69 

GENSCAN 

69 

.89 



Seq. No. 25436 

Gene No. 52739 

Start 107 

Name * OJ990914_15 . 9B19 .C3 . ol . gp 

Start 107 

GI none 

Exons 107.. 523 



Seq. ID OJ990914_15.9B19.C3 

Strand , + 

End ■ 523 

Method AAT/GAP 

End 523 

Score 771 



Seq. No. 
Gene No. 
Start 



25436 
52740 
529 



Seq. ID OJ990914_15.9B19.C3 
Strand 

End 1061 



25467 



Name 


OJ990914 15.9B19.C3.o2.gp 


Method 


AAT/GAP 






Start 


529 


End 


1061 






GI 


none 


Score 


1050 






Exons 


529. .1061 










Seq. No. 


25437 


Seq. ID 


OJ990914_15 


. 9B19 


.C4 


Gene No. 


52741 


Strand 








Q+- -j r-+- 
OtaL U 


1 


End 


6532 






Name 


OJ990914 15.9B19.C4 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


6532 






GI 


6691191 


Score 


1404 






Exons 


1..43, 2586. .3863, 6500. .6532 










GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 






Seq. No. 


25437 


Seq. ID 


OJ990914_15 


. 9B19 


.C4 


Gene No. 


52741 


Strand 


+ 








1 


End 


6532 






Name 


OJ990914 15.9B19.C4.ol.gs 


Method 


GEN SCAN . 






Start 


1203 


End 


5976 






GI ''■ 


none 


Score 


.45 






Exons 


1203.. 1532, 2650.. 3264, 3379. 


.3820, 3885. .4121, 4181. .4302, 




5549.. 5804, 5810.. 5976 










Seq. No. 


25437 


Seq. ID 


OJ990914_15 


.9B19 


.C4 


Gene No. 


52742 


Strand 


+ 








7774 


End . 


8705 






Name 


OJ990914 15.9B19.C4.o4.np 


Method 


AAT/NAP 






Start 


7774 


End 


8705 






GI 


6539577 


Score 


187 






Exons 


7774. .8032, 8449. .8705 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25437 


Seq. ID 


OJ990914_15 


. 9B19 


.C4 


Gene No. 


52743 


Strand 








Start 


4756 


End 


5402 






Name 


OJ990914 15.9B19.C4.o2.np 


Method 


AAT/NAP 






OLqI C 


4756 


End 


5402 






GI , ; , 


6721559- • 


Score 


432 






Exons 


4756.. 4900, 4929.. 5402 










GI Descrip". 


(AP001073) hypothetical protein [Oryza 


sativa] 








gi | '6815084 | db j | BAA90370.il (AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


25437 


Seq. ID 


OJ990914_15 


.9B19 


.C4 


Gene No . 


52744 


Strand 








Start 


6933 


End 


8327 






Name 


OJ990914 15.9B19.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2734 


End 


3160 






GI 


none 


Score 


333 






Exons 


2734. .3159, 2814. .3158, 2821. 


.3159, 3026.. 3160 






Seq. No. 


25437 


Seq. ID 


OJ990914_15 


.9B19 


.C4 


Gene No. 


52744 


Strand 








Start 


6933 


End 


8327 






Name 


OJ990914 15.9B19.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2734 . . 


End 


3138 






GI 


none 


Score 


352 







25468 




Exons 


2734. .3138, 


2814 


. .3029 










Seq. No. 


25437 








Seq. ID 


OJ990914_15.9B19 


.C4 


Gene No. 


oZ /44 








Strand 






Start 


6933 . 








End 


8327 




Name 


OJ990914 15 


-9B19 


.C4 ,o2. 


tm 


Method 


TBLASTX: Maize. 




Start 


3022 






End 


3363 




GI 


none 








Score 


211 




Exons 


3022. .3363 














Seq. No. 


25437 








Seq. ID 


OJ990914_15.9B19 


.C4 


Gene No . 


OZ / 4 4 








otrana 






Start 


6933 








End 


8327 




Name 


OJ990914 15 


.9B19 


,C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3235 








End 


3666 




GI 


none 








Score 


518 




Exons 


3235. .3666, 


3252 


. .3515, 


3256. 


.3666 






Seq. _ No. 


25437 








Seq. ID 


OJ990914JL5.9B19 


.C4 


Gene No . 


C O -7 / A 

DZ 1 4 4 








Strand 






Start 


6933 








End 


8327 




Name 


OJ990914 15 


-9B19 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


. 3400 ' 








End 


3813 




GI 


none 








Score 


268 




.Exons 


3400. .3813 














Seq. No. 


25437 - 








Seq. ID 


OJ990914_15.9B19 


.C4 


Gene No. 


C O T A A 

02/44 








Strand 






Start 


6933 








End 


8327 




Name 


OJ990914 15 


. 9B19 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3526 








End 


3861 




GI 


none 








Score 


63 




Exons 


3526. .3591, 


3592 


. .3861, 


3603. 


.3860 






Seq. No. 


25437 








Seq. ID 


OJ990914_15.9B19 


.C4 


Gene No . 


con A A 
DZ /44 








Strand 






Start 


6933 








End 


8327 




Name 


OJ990914. 15 


.9B19 


.C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3666 








End 


3861 




GI 


none 








Score 


247 




Exons 


3666. .3857, 


3670 


. .3861 










Seq. No. 


25437 








Seq. ID 


OJ990914_15.9B19 


,C4 


Gene No. 


52744 








Strand 






otari 


D17JJ 








End 


8327 




Name 


OJ990914 15 


.9B19 


.C4.o3. 


np. 


Method 


AAT/NAP 




Start 


6681 








End 


7438 




GI 


4680183 








Score 


139 




Exons 


6681. .6770, 


7379 


. .7438 










GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


25437 








Seq. ID 


OJ990914_15.9B19 


.C4 


Gene No. 


52744 








Strand 






Start 


6933 








End 


8327 




Name 


OJ990914 15 


-9B19 


,C4 .o2. 


gs 


Method 


GENSCAN 




Start 


6933 








End 


8327 




GI 


none 








Score 


.5 





25469 




Exons 6933.. 7038, 8154.. 8327 



Seq. No. 


25438 


Seq. ID 


OJ990914_15 . 9B19 


. C5 


Gene No. 


52745 


Strand 


+ 




Start 


1 


End 


1201 




Name 


OJ990914 15.9B19.C5.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1201 




GI 


2462134 


Score 


371 




Exons 


1. .1201 








GI Descrip. - 


(Y13368) reverse transcriptase [Beta 


vulgaris] ■ 




Seq. No. 


25438 


Seq. ID 


OJ990914_15.9B19 


.C5 


Gene No. 


52745 


Strand 


+ 




Start 


1 


End 


1201 




Name 


OJ990914 15.9B19.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


41 


End 


454 




GI 


none 


Score 


363 




Exons 


41. .187, 46. .357, 59. .454 








Seq. No. 


25439 


Seq. ID 


OJ990914_15.9B19 


.Co 


Gene No. 


52746 


Strand 


+ 




Start 


1 


End 


1975 




Name 


OJ990914 15.9B19.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1975 




GI 


3063700 


Score 


283 




Exons 


1..221, 1711. .1975 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25439 


Seq. ID 


OJ990914_15.9B19 


.C6 


Gene No . 


52747 


Strand 






Start 


1707 


End 


174 7 




Name 


OJ990914 15. 9B19.C6.ol.gs 


Method 


GEN SCAN 




Start 


1707 


End 


1747 




GI 


none 


Score 


.41 




Exons 


1707. .1747 








Seq. No. 


25440 


Seq. ID 


OJ990914_15.9B19 


.C7 


Gene No. 


52748 


Strand 


+ 




Start 


135 


' End 


2590 




Name 


OJ990914 15. 9B19.C7.ol.np 


Method 


AAT/NAP 




Start 


135 


End 


2590 




GI 


3063700 


Score 


1380 




Exons 


135. .296, 386. .625, 977. .1189, 1328.. 


1500, 1582.. 1678, 






1751.. 1903, 2359.. 2590 








GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25440 


Seq. ID 


OJ990914_15.9B19 


.C7 


Gene No. 


52748 


Strand 


+ 




Start 


135 


End 


2590 




Name 


OJ990914 15. 9B19.C7.ol.gs 


Method 


GENSCAN 




Start 


154 


End 


2568 




GI 


none 


Score 


.81 




Exons 


154. .296, 386. .625, 977. .1189, 1328.. 


1678, 1751.. 1903, 






2359. .2568 








Seq. No. 


25440 


Seq. ID 


OJ990914_15.9B19 


.C7 


Gene No. 


52748 


Strand ' 


+ 





25470 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



135 End 

OJ990914_15.9B19.C7.ol.tm Method 

1459 End 

none Score 



2590 

TBLASTX: Maize 

1837 

359 



1459. .1680, 1460. .1681, 1750. .1836, 1751. .1837 



25441 Seq. ID 

52749 Strand 

84 End 

OJ990914_15 .9B19.C8.ol. gs Method 

84 End 

none Score 
84 . .839 



OJ990914_15. 9B19.C8 
+ 

934 

GENSCAN 

839 

.75 



25441 
52749 
84 

OJ990914_15.9B19.C8.ol.np 
296 

3063700 
296. .839, 906. .934 

(AL022537) putative protein-' [Arabidopsis thaliana] 



Seq. ID OJ990914_15.9B19.C8 
Strand + 

934 

AAT/NAP 
934. 
246 



End 

Method 

End 

Score 



25442 Seq. ID 

52750 Strand 

1 End 

OJ990914_15. 9B19.C9.ol.np Method 

1 End 

3063700 Score 
1..157, 231. .582, 1558. .1670, 1754. .2178, 4215. .4323, 
4403. .4552, 4685. .4800 

(AL022537) putative protein [Arabidopsis thaliana] 



OJ990914_15. 9B19.C9 
+ 

7493 
AAT/NAP 
4800 
1130 



25442 
52750 
1 

OJ990914_15. 9B19.C9.ol.gs 

1253 . 

none 



Seq. ID OJ990914_15.9B19.C9 

Strand + 

End 7493 

Method GENSCAN 

End, 7493 

Score .78 



1253. .1442, 1754. .2106, 4215. .4323, 4403. .4552, 4685. .4781, 
7345. .7493 



OJ990914_15.9B19.C9 
+ 

8608 
AAT/GAP 
8608 
1179 



Seq-. No. 25442 . - Seq. ID 

Gene No. 52751 'Strand 

Start 7 625 End 

Name OJ990914_15 . 9B19 . C9 . o2 . gp Method 

Start 7565 End 

GI 606_8.R1084 Score 

Exons 7565. .7756, 7868. .8608 

GI Descrip. 1 81885/pir | | S20508 5.0e-13 ribulose-bisphosphate carboxylase (EC 
4.1.1.39) small chain precursor - kidney bean 
>gi_21050_emb_CAA42618_ (X60000) ribulose bisphosphate 
carboxylase [Phaseolus vulgaris] >gi_21053_emb_CAA40339_ 
(X57022) small subunit of ribulose 1, 5-bisphosphate 
carboxylase/oxygenase [Phaseolus vulgaris] 1 



Seq. No. 



25442 



Seq. ID OJ990914_15.9B19.C9 



25471 



Gene No. 52751 Strand + 

Start 7625 End 8608 

Name OJ990914_15 . 9B19 . C9 . o3 . gp Method AAT/GAP 

Start 7566 End 8608 

GI 606_8.R1084 * Score 1179 

Exons 75.66.-7756, 7868.. 8608 

GI Descrip. 1 81885/pir | | S20508 5.0e-13 ribulose-bisphosphate carboxylase (EC 
4.1.1.39) small chain precursor - kidney bean 
>gi_21050_emb_CAA42 618_ (X60000) ribulose bisphosphate 
carboxylase [Phaseolus vulgaris] >gi_21053_emb_CAA4 0339_ 
• (X57022) small subunit of ribulose 1, 5-bisphosphate 
carboxylase/oxygenase [Phaseolus vulgaris] ' 



Seq. ID OJ990914_15. 9B19.C9 
Strand + 
End 8608 
Method AAT/NAP 
End 8245 
Score 892 

7868. .8245 

RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN A PRECURSOR 
(RUBISCO SMALL SUBUNIT A) gi | 68095 | pir | | RKRZS6 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) 
precursor, (clone pOSSS2106) - rice gi | 218210 I dbj | BAA00539 | 
(D00644) small subunit of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] 



Seq. No. 25442 

Gene No. 52751 

Start 7625 

Name OJ990914_15 . 9B19 . C9 . o2 . np 

Start 7610 

GI 132096 

Exons 7610.. 7756, 
GI Descrip. 



small chain 



Seq. No. 


25442 


Seq. ID 


OJ990914_15.9B19.C9 


Gene No. 


52751 


Strand 


+ 


Start 


7625 


End 


8608 


Name 


OJ990914 15.9B19.C9.o2.gs 


Method 


GENSCAN 


Start 


7625 


End 


8248 


GI 


none 


Score 


.75 


Exons 


7625. .7756, 7868.-8248 






Seq. No. 


25442 


Seq. ID 


OJ990914_15. 9B19.C9 


Gene No. 


52751 


Strand 


+ 


Start 


7625 


End 


" 8608 


Name 


OJ990914 15.9B19.C9.ol.gp 


Method 


AAT/GAP 


Start 


7710 


End 


8015 


GI 


606 3.R1084 


Score 


348 


Exons 


7710. .7756, 7868. .8015 






GI Descrip. 


'2275i99 1.0e-12 (AC002337) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


25442 


Seq. ID 


OJ990914_15.9B19.C9 


Gene No. 


52752 


Strand 


+ 


Start 


10648 


End 


10837 


Name 


OJ990914 15.9B19.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


338 


End 


1353 


GI 


none 


Score 


178 


Exons 


338. .490, 360. .491, 396. .494, 1250. .1351, 1251. .1352, 




1252.. 1353, 1252.. 1353 






Seq. No. 


25442 


- Seq. ID 


OJ990914_15. 9B19.C9 


Gene No. • . 


52752 


Strand 


+ 


Start 


10648 


End 


10837 



25472 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990914_15 . 9B19 . C9 . o2 . tm Method 
1964 End 
none Score 
1964. .2122, 1972. .2121, 1974. .2171 



TBLASTX: Maize 

2171 

215 



Seq. No. 25442 Seq. ID 

Gene No. 52752 Strand 

Start 10648 End 

Name OJ990914_15 . 9B19 . C9 . ol . tm Method 

Start 7526 End 

GI none Score 

Exons 7526. .7645, 7622. .7711, 7624. .7731, 7624 

7697. .7786, 7712. .7759, 7852. .8229, 7862 



OJ.990914_1-5.9B19.C9 
+ 

10837 

TBLASTX: Maize 
10837 
42 

7704, 7675. .7761, 
8230, 8159. .8233, 



8327. .8401, 10657. .10749, 10662 .. 10745, 10734 .. 10796, 
10735. .10797, 10775.. 10837 



25442 

52752 

10648 

OJ990 

7526 

none 

7526. 

7697. 

8327. 

10735 



914 15.9B19.C9.ol.ts 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

7645, 7622. .7711, 7624. .7731, 7 
7786, 7712.. 7759, 7852.. 8229-, 7 
8401, 10657. .10749, 10662. .1074 
.10797, 10775. .10837 



OJ990914_15.9B19.C9 
+ 

10837 

TBLASTX : Soybean 

10837 

42 

624. .7704, 7675. .7761, 
862.. 8230, 8159.. 8233, 
5, 10734. .10796, 



25442 
52752 
10648 

OJ990914_15. 9B19.C9.ol.tc 
7603 
none 
7603. 
7862. 
10723 

25442 
52752 - 
10648 

0 J990914_15 . 9B1 9 . C9 . ol . tw 

7606 
none 



7692, 7604.. 7705, 7612, 
8119, 7862. .8089, 7867. 
.10797, 10734.. 10796 



Seq. ID OJ990914_15.9B19.C9 

Strand + 

End 10837 

Method TBLASTX : Cress 

End 10797 

Score 133 

.7716, 7685. .7768, 7712. .7759, 
.8091, 10641. .10730, 10642 .. 10743, 



Seq. ID OJ990914_15. 9B19.C9 



Strand 
End 

Method 

End 

Score 



+ 

10837 

TBLASTX: Wheat 

10797 

224 



7606. .7704, 7607. .7768, 7712. .7759, 7858. .8235, 7862. .8239, 
7862. .8089, 7867. .8238, 10644 .. 10736, 10647 .. 10796, 10648. .10797 

25442 Seq. ID OJ990914_15 . 9B19 . C9 

52752 Strand + 

10648 End 10837 

OJ990914_15 .9B19.C9.o3. np Method AAT/NAP 

10648 - End 10796 

2407281 Score 183 

10648. .10796 

(AF017363) ribulose 1, 5-bisphosphate carboxylase small subunit 
[Oryza sativa] 



Seq. No. 



25443 



Seq. ID OJ990914_15. 9B19.C10 



25473 



Gene No. 52753 Strand + 

Start 31 End 280 

Name OJ990914_15 . 9B19 .CIO . ol . gs Method GEN SCAN 

Start 31 End 280 

GI none Score .88 

Exons 31., 135, 167.. 280 



Seq. No. 25443 

Gene No. 52754 

Start 7892 

Name OJ990914_15 . 9B19 .CIO . ol . tm 

Start 2 

GI none 
Exons ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2. .106, 3. .107, 9554. .9637, 9556. .9621, 9629. .9691, 9793. .10029, 
9801. .10067, 9802. .10167, 9803. .10177, 10093 .. 10167 , 
10094. .10174, 10098.. 10175 



OJ990914_15.9B19.C10 
+ 

10539 

TBLASTX: Maize 

10177 

130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25443 
52754 
7892 

OJ990914_15.9B19.C10.ol.ts 
2 

none 



Seq. ID OJ990914_15.9B19.C10 

Strand + 

End 10539 

Method TBLASTX: Soybean 

End 10171 

Score 131 



2. .106, 3. .107, 9509. .9634, 9556. .9621, 9629. .9691, 9793. .10167, 
9803.. 10168, 10094. .10171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25443 
52754 
7892 

OJ990914_15. 9B19.C10.ol.tw 
2 

none 



Seq. ID OJ990914JL5. 9B19.C10 



Strand 
End 

Method 

End 

Score 



+ 

10539 

TBLASTX: Wheat 

10187 

141 



2. .106, 3. .107, 203. .238, 9538. .9621, 9539. .9691, 9665. .9691, 
9802. .10176, 9803. .10177, 10091 10177 , 10095. .10187 



Seq. No. 25443 Seq. ID 

Gene No. 52754 Strand 

Start 7892 End 

Name OJ990914_15. 9B19.C10.o2 .tc Method 

Start 2164 End 

GI none Score 

Exons 2164. .2451 



OJ990914_15. 9B19.C10 
+ 

10539 

TBLASTX: Cress 

2451 

188 



Seq. No. 


25443 








Seq. ID 


OJ990914_15.9B19 


.C10 


Gene No. 


52754 








Strand 


+ 




Start 


7892 








End 


10539 




Name 


OJ990914 15. 


9B19 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2191 








End 


2598 




GI 


none 








Score . 


101 




Exons 


2191. .2277, 


2251 


. .2460, 


2482. 


.2598 






Seq. No. 


25443 








Seq. ID 


OJ990914_15. 9B19 


.C10 


Gene No. 


52754 








Strand 


+ 




Start 


7892 








End 


10539 




Name 


OJ990914 15. 


9B19 


.C10.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


2194 








End 


2598 




GI 


none 








Score 


63 





25474 



Exons 2194.. 2457, 2494.. 2598 

Seq. No. 25443 * Seq. ID 

Gene No. 52754 Strand 

Start 7892 End 

Name OJ990914_15 . 9B19 . CIO . o3 . gs Method 

Start 7892 End 

GI none Score 

Exons 7892.. 7951, 9509.. 9688, 9806.. 10186 



OJ990914_ 
+ 

10539 
GENS CAN 
10186 
.77 



15.9B19.C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25443 
52754 
7892 

OJ990914_15. 9B19.C10.ol.gp 
9476 

606_6.R1084 

9476. .9688, 9806. .10539 
'2407281 4.0e-61 (AF017363) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_ 
+ 

10539 
AAT/GAP 
10539 
1529 



15. 9B19.C10 



ribulose 1, 5-bisphosphate 



carboxylase small subunit [Oryza sativa] 1 



25443 
52754 
7892 

OJ990914_15 . 9B19 . C10 . ol . tc 

9515 

none 



Seq. ID OJ990914_15.9B19.C10 



Strand 
End 

Method 

End 

Score 



+ 

10539 

TBLASTX: Cress 

10057 

169 



9515. .9625, 9517. .9621, 9617. .9691, 9665. .9691, 9796. .10029, 
9801. .10055, 9803. .10057 



Seq. No. 25443 Seq. ID OJ990914_15 . 9B19 . C10 

Gene No. 52754 Strand + 

Start 7892 End 10539 

Name OJ990914_15 . 9B19 . C10 . o2 . np Method AAT/NAP 

Start 9542 End 10183 

GI 132096 - Score 863 

Exons 9542.. 9688, 9806.. 10183 

GI Descrip. RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN A PRECURSOR 
(RUBISCO SMALL SUBUNIT A) gi | 68095 | pir | | RKRZS6 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) 
precursor (clone pOSSS2106) - rice gi | 218210 | dbj | BAA00539 | 
(D00644) small subunit of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] 



small chain 



Seq. No. 25444 Seq. ID 

Gene No. 52755 Strand 

Start 704 End 

Name OJ990914_15 . 9B19 . Cll . ol . tm Method 

Start 419 End 

GI none Score 
Exons 



OJ990914_15.9B19.C11 
+ 

1407 

TBLASTX: Maize 

1382 

57 



419. .505, 448. .507, 500. .652, 502. .660, 503. .661, 525. .665, 
537. .659, 654. .884, 657. .920, 674. .922, 676. .924, 733. .924, 
873. .1007, 877. .1008, 884. .1015, 889. .1011, 894. .1019, 
1091. .1138, 1098. .1196, 1102. .1197, 1191. .1238, 1192. .1269, 
1192. .1269, 1193. .1270, 1193. .1270, 1206. .1274, 1267. .1341, 
1268.. 1378, 1268.. 1381, 1278.. 1382 



Seq. No, 



25444 



Seq. ID OJ990914_15.9B19.C11 



25475 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 
704 

OJ990914_15.9B19.Cll.ol.tw 

606 

none 



Strand 
End 

Method 
End 
Score 

606. .635, 751. .918, 770. .934, 776. .886, 777. .917, 944. .1030, 
955.. 1020, 956.. 1030 



1407 

TBLASTX: Wheat 

1030 

49 



Seq. No. 25444 Seq. ID OJ990914_ 

Gene No. 52755 Strand + 

Start 704 End 1407 

Name OJ990914_15. 9B19.C11 .ol . gs Method GEN SCAN 

Start 704 End 833 

GI none Score .49 

Exons 704.. 833 



15.9B19.C11 



Seq. No. 25444 Seq. ID 

Gene No. 52755 Strand 

Start 704 End 

Name OJ990914_15 . 9B19 . Cll . ol . t s Method 

Start 745 End 

GI none Score 

Exons 745.. 930, 776.. 925, 784.. 930, 873.. 1004, 884.. 1006, 892.. 1011, 
957. .1007 



OJ990914_15.9B19.C11 
+ 

1407 

TBLASTX : Soybean 

1011 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25444 . 

52755 

704 

OJ990914_15. 9B19.Cll.ol.tc 

1271 

none 



Seq. ID OJ990914_15.9B19.C11 



. Strand 
End - 
Method 
End 
Score 



+ 

1407 

TBLASTX: Cress 

1407 

135 



1271. .1387, 1274. .1405, 1281. .1406, 1281. .1406, 1384. . 1407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No; 



25445 
52756 
208 

OJ990914_15. 9B19.C12.ol.tm 
1 

none 



Seq. ID OJ990914_15.9B19.C12 
Strand 

2684 

TBLASTX: Maize 
1411 
270 

271, 204. .509, 207. .725, 



End 

Method 
End 
Score 

1..177, 2. .250, 3. .221, 95. .250, 197 
212. .514, 238. .726, 520. .726, 723. .884, 727. .885, 728. .910, 
729. .911, 920. .964, 941. .994, 941. .970, 946. .993, 987. .1013, 
991. .1014, 1044. .1106, 1046. .1108, 1061. .1108, 1075. .1119, 
1110. .1157, 1113. .1157, 1114. .1161, 1115. .1162, 1129. ,1251, 
1136. .1237, 1236. .1295, 1237. .1296, 1238. .1297, 1242. .1298, 
1293. .1319, 1298. .1411, 1300. .1410 



25445 
52756 
208 

OJ990914_15. 9B19.C12.ol.ts 
1 

none 



Seq. ID OJ990914_15.9B19.C12 



Strand 
End 

Method 

End 

Score 



2684 

TBLASTX: Soybean 

567 

187 



1..177, 2. .202, 3. .194, 98. .208, 234. .509, 237. .566, 238. .567 



25445 
52756 



Seq. ID OJ990914_15.9B19.C12 
Strand 



25476 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



208 

OJ990914_15 . 9B19 . C12 . ol . tw 
2 

none 

2. .169, 3. .170 

25445 
52756 
208 

OJ990914_15.9B19.C12.o2.tc 
2 

none 

2. .226, 3. .200 



End 2684 

Method TBLASTX : Wheat 

End 170 

Score 223 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2684 

Method TBLASTX : Cress 

End 226 

Score 239 



OJ990914 15.9B19.C12 



25445 Seq. ID 

52756 Strand 
208 End 2684 

OJ990914_15. 9B19.C12.ol.gp Method AAT/GAP 
208 ' End 1177 

2409_1.R1084 Score 1891 

208. .1177 

'128690/spl P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_1198 9_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza^ sativa] 1 



Seq. No. 


25445 


Seq. ID 


OJ990914_15.9B19 


.C12 


Gene No. 


52756 


Strand 






Start 


208 


End 


2684 




Name 


OJ990914 15.9B19.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


228 


End 


627 




GI 


none 


Score 


251 




Exons 


228. .260, 276. .500, 277 .. 627 


, 277. .621, 


309. .623, 560.. 


625 


Seq. No. 


25445 


Seq. ID 


OJ990914_15.9B19 


.C12 


Gene No. 


52756 


Strand 






Start 


208 


End ■ 


2684 




Name 


OJ990914 15.9B19.C12.ol.gs 


Method 


GENSCAN 




Start 


237 


End 


2619 




GI 


none 


Score 


.59 




Exons 


237.. 529, 2072.. 2138, 2446.. 


2619 






Seq. No. 


25445 


Seq. ID 


OJ990914_15. 9B19 


.C12 


Gene No. 


52756 


Strand 






Start 


208 


End 


2684 




Name 


OJ990914 15.9B19.C12.ol.np 


Method 


AAT/NAP 




Start 


240 


End 


599 




GI 


128690 


Score 


625 




Exons 


240. .599 








GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 3, CHLOROPLAST 





gi | 66161 | pir | | DERZN3 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 3 - rice chloroplast gi | 11989 | emb | CAA34001 | 
(X15901) ndhC; NADH dehydrogenase ND3 [Oryza sativa] 
gi I 226610 | prf | I1603356AG NADH dehydrogenase ND3 [Oryza sativa] 



25477 



Seq. No. 25445 

Gene No. 52756 

Start 208 

Name OJ990914_15 . 9B19 . C12 . o3 . ts 

Start 1319 

GI none 
Exons 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2684 

Method TBLASTX : Soybean 

End 1986 

Score 137 



1319. .1423, 1320. .1439, 1321. .1407, 1359. .1424, 1383. .1469, 

1391. .1465, 1403. .1477, 1405. .1485, 1458. .1592, 1476. .1505, 

1511. .1609, 1527. .1601, 1528. .1641, 1619. .1687, 1647. .1679, 

1689. .1724, 1689. .1724, 1904. .1975, 1919. .1978, 1921. .1986 



Seq. No. 25445 
Gene No. 52756 
Start 208 

Name OJ990914JL5 . 9B19 . C12 . o3 . tc 

Start 1340 
GI none 
Exons 1340. 

1404. 

1588, 



,1408, 1342. .1407, 1359. 
1475, 1461.. 1511, 1539. 
1812, 1593.. 1694, 1594. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1409, 1403 
.1601, 1540 



OJ990914 15.9B19.C12 



2684 

TBLASTX: Cress 
1894 
88 

1465, 1403, 
1611, 1542. 



,1701, 1686. .1751, 1757, 



1480, 
1580, 
1891, 



1856. .1894 



Seq. No. ' 25445 

Gene No. 52756 

Start 208 

Name OJ990914_15 . 9B19 . C12 . o2 . tm 

Start 1497 

GI none 
Exons 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2684 

Method TBLASTX: Maize 

End 2076 

Score 4 62 



1497. .1838, 1497. .1829, 1498. .1848, 1777. .1848, 1832. .2071, 
1840. .2076, 1841. .2029, 1843. .2043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25445 
52756 
208 

OJ990914_15.9B19.C12.o4.tc 

2261 

none 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2 684 

Method TBLASTX : Cress 

End 2684 

Score 75 



2261. .2431, 2355.. 2585, 2356. .2595, 2421.. 2585, 2428.. 2589, 
2516. .2599, 2590. .2667, 2591. .2662, 2639. .2683, 2661. .2684 



Seq. No. 25445 

Gene No. 52756 

Start 208 

Name OJ99091 4_15 . 9B1 9 . C12 . o3 . tm 

Start 2294 

GI none 

Exons 2294.. 2431, 2295.. 2672, 2334, 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2684 

Method TBLASTX : Maize 

End 2678 

Score 131 
.2678 



Seq. No. 25445 

Gene No. 52756 

Start 208 

Name OJ990914_15 . 9B19 . C12 . o2 . np 

Start 2344 

GI 82513 

Exons 2344.. 2684 

GI Descrip. H+-transporting ATP synthase (EC 3.6.1.34) epsilon chain - rice 
chloroplast gi | 344015 | dbj | BAA00335 | (D00432) ATP synthetase 



Seq. ID OJ990914_15.9B19.C12 
Strand 

2684 
AAT/NAP 

2684 ' . 

542 



End 

Method 

End 

Score 



25478 



epsilon subunit [Oryza sativa] 



Seq. No. 25445 

Gene No. 52756 

Start 208 

Name OJ990914_15 . 9B19 . C12 . o2 . ts 

Start 2355 

GI none 
Exons 



Seq. ID OJ990914_15.9B19.C12 
Strand 

End 2684 

Method TBLASTX : Soybean 

End 2683 

Score 69 

2355. .2657, 2356. .2667, 2357. .2431, 2439.-2657, 2446. .2661, 
2.639. .2683 



Seq. No. 25446 

Gene No. 52757 

Start ' 5590 

Name OJ990914_15 . 9B19 . C13 . o2 . gs 

Start 5590 

GI none 

Exons 5590. .5691, ^5988. .6169, 6664. 



Seq. ID OJ9909i4_15.9B19.C13 
Strand 

End 6856 

Method GEN SCAN 

End 6856 

Score .51 
.6856 



Seq. No. 25447 
Gene No. 527'5 8 

Start 366 

Name OJ990914_15 . 9B19 . C14 . ol . gp 

Start 366 
GI 57713_5.R1084 
Exons 366.. 432, 1659.. 1905 

GI Descrip. • 1 60151 16/ sp | 082653 | ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990914_15.9B19.C14 
Strand + 

1905 
AAT/GAP 
1905 
511 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25447 
52759 
1950 

OJ990914_15.9B19.C14.ol.np 

1950 

6691193 



Seq. ID OJ990914_15.9B19.C14 

Strand + 

End 7537 

Method AAT/NAP 

End 7537 

Score 91 



1950. .1974, 4533. .4935, 7497. .7537 
(AC007534) F7F22.17 [Arabidopsis thaliana] 



25447 
52759 
1950 

OJ990914_15.9B19.C14 .o2.gp 

6790 

none 

6790. .7002 



Seq. ID OJ990914_15.9B19.C14 

Strand + 

End 7537 

Method AAT/GAP - 

End 7002 

Score 276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25448 
52760 
565 

OJ990914_15.9B19.C15.ol.gs 

565 

none 



Seq. ID OJ990914_15.9B19.C15 

Strand + 

End 3142 

Method GENSCAN 

End 3034 

Score . 5 



565. .637, 1234. .1611, 1804. .2335, 2660. .3034 



25448 
52760 



Seq. ID OJ990914_15.9B19.C15 
Strand + 



25479 



Start 565 End 3142 

Name OJ990914_15 . 9B19 .C15 . ol . np Method AAT/NAP 

Start 1366 End 3142 

GI 5441880 Score 1286 

Exons 1366.. 2377, 2822.. 2853, 3110.. 3142 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


25448 


Seq. ID 


OJ990914_15.9B19.C15 


Gene No. 


52761 


Strand 




olaiL 


230 


End 


284 


Name 


OJ990914 15.9B19.C15.ol.gp 


Method 


AAT/GAP 


Start 


230 


End 


284 


GI 


LIB3431-030-P1-N1-G8 


Score 


82 


Exons 


230. .284 






GI Descrip. 


f 567015.5/gb | AF161269.il AF161269 4 .0e-E 


J6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence* 


Seq. No. 


25448- 


Seq. ID 


OJ990914_15.9B19.C15 


Gene No . 


52762 


Strand 




Start 


1933 


End 


2604 


Name 


OJ990914-M5-. 9B19 .CIS . ol . tm 


Method 


TBLASTX: Maize 


Start 


1933 


End 


2411 


GI 


none 


. Score 


376 


Exons 


1933. .2400, 1938. .2051, 2091. 


.2411 




Seq. No. 


25448 


Seq. ID 


OJ990914_15.9B19.C15 


Gene No. 


52762 


Strand 




Start 


1933 


End 


2604 


Name 


OJ990914 15.9B19.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2227 


End 


2604 


GI 


none 


Score 


191 


Exons 


2227.. 2376, 2229. .2381, 2230. 


.2406, 2430.. 2498, 2431.. 2604, 




2453. .2593 






Seq. No. 


25449 


Seq. ID 


OJ990914_15.9B19.C16 


Gene No. 


52763 : 


Strand 


+ 


Start 


1 


End 


4733 


Name 


OJ990914 15.9B19.C16.ol.np. 


Method 


AAT/NAP 


Start 


1 


End 


3599 


GI 


5441880 


Score 


1275 


Exons 


1.-175, 777. .916, 1023. .1356, 


1936.. 2234, 2339.. 2600, 



GI Descrip. 



2838.. 3091, 3385.. 3599 

(AP000367) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
, Start 
GI 

Exons 



25449 
52763 
1 

OJ990914_15. 9B19.C16.ol.gs 
66 

none 



Seq. ID OJ990914_15.9B19.C16 
Strand + 

4733 
GENSCAN 
4733 
.56 



End 

Method 
End 
Score 

66. .104, 110. .296, 517. .545, 843. .916, 990. .1098, 1168. .1356, 
1451. .1664, 1737. .1855, 1936. .2234, 2339 2600, . 2846 .. 2947, 
3063. .3458, 3549. .3585, 3649. .3902, 3967. .4128, 4291. .4514, 



25480 



4697. .4733 

Seq. No. 25449 Seq. ID OJ990914_15.9B19.C16 

Gene No. 52763 Strand + 

Start 1 End 4733 

Name OJ990914_15.9B19.C16.ol.gp Method AAT/GAP 

Start 1029 ' : End 3278 

GI LIB3433-020-P1-K1-A6 Score 762 

Exons 1029.. 1071, 2892.. 3278 

GI Descrip. 1 5670155/gb ! AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ990914_15.9B19.C18 
+ 

1253 
AAT/GAP 
1253 
1412 



Seq. No. 25450 Seq. ID 

Gene No. 52764 Strand 

Start 397 End 

Name OJ990914_15 . 9B19 . C18 . ol . gp Method 

Start 397 End 

GI 606_5.R1084 Score 

Exons 397.. 596, 700'.. 1253 

GI Descrip. ' 132105/sp | P18567 | RBS3_0RYSA 2.0e-75 RIBULOSE BISPHOSPHATE 

CARBOXYLASE SMALL CHAIN C PRECURSOR (RUBISCO SMALL SUBUNIT C) 

>gi_68094_pir RKRZS9 ribulose-bisphosphate carboxylase (EC 

4.1,1.39) small chain precursor (clone pOSSS1139) - rice 
>gi_218208_dbj_BAA00538_ (D00643) small subunit of 
ribulose-1, 5-bisphospha-te carboxylase (RuBPC) [Oryza sativa] 
>gi_2407283 (AF017364) ribulose 1,5-bi' 



Seq. No. 


25450 






Seq. ID 


OJ990914_15.9B19.C18 


Gene No. 


52764 






" Strand 


+ 


Start 


397 






End 


1253 


Name 


OJ990914 


15.9B19.C18 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


402 






End 


1071 


GI 


none 






Score 


150 


Exons 


402. .599, 


446. .541, 


495. .599, 


697. .1071 


., 697. .1065, 699. .1070 


Seq. No. 


25450 






Seq. ID 


OJ990914_15.9B19.C18 


Gene No. 


52764 






Strand 


+ 


Start 


397 






End 


1253 


Name 


OJ990914 


15.9B19.C18 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


434 






End 


951 


GI 


none 






Score 


99 . 


Exons 


434. .514, 


437. .529, 


441. .527, 


690. .950, 


697. .951, 699. .923 


Seq. No. 


. 25450 






Seq. -ID 


OJ990914_15.9B19.C18 


Gene No. 


52764 






Strand 


+ 


Start 


397 






End 


1253 


Name 


OJ990914 


15.9B19.C18 


.ol.gs 


Method 


GENSCAN 


Start 


450 






End 


1224 


GI 


none 






Score * 


.55 


Exons 


450. .596, 


700. .1017, 


1144. .1224 




Seq. No. 


25450 






Seq. ID 


OJ990914_15.9B19.C18 


Gene No. 


52764 






Strand 


+ 


Start 


3*97 






End 


1253 


Name 


OJ990914 


15.9B19.C18 


.ol.np 


Method 


AAT/NAP 


Start 


450 






•End 


1077 


GI 


132105 






Score 


880 



25481 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



450. .596, 700. .1077 

RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN C PRECURSOR 
(RUB I SCO. SMALL SUBUNIT C) gi | 68094 | pir || RKRZS9 
ribulose-bisphosphate carboxylase (EC 4.1.1.39) small chain 
precursor (clone pOSSS1139) - rice gi | 218208 | dbj I BAA00538 | 
(D00643) small subunit-,of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [O'ryza sativa]~'.gi 1 2407283 (AF017364) ribulose 
1, 5-bisphosphate carboxyla 



Seq. ID OJ990914_15.9B19.C18 

Strand + 

End 1253 

Method TBLASTX : Soybean 

End 1065 • 

Score 88 

527, 464. .538, 562. .597, 574. .636, 681. .1061, 690. .1043, 
1062, 697.. 1065 



25450 
52764 
397 

OJ990914__15.9B19.C18.ol.ts 
462 
none 
462 
697 



Seq. No. 25450 Seq. ID 

Gene No. 52764 Strand 

Start 397 End 

Name , OJ990914_15 . 9B19 . C18 . ol . tm Method 

Start 4 62 End 

GI none Score 

Exons 462. .527, 464. .538, 562. .597, 574. .636, 681 
697. .1062, 697. .1065 



OJ990914_15.9B19.C18 
+ 

1253 

TBLASTX: Maize* 
1065 
88 

1061, 690. .1043, 



Seq. No. 25451 Seq. ID 

Gene No. 52765 Strand 

Start 44 End 

Name OJ990914_15 . 9B19 . C19 . ol . gs Method 

Start 4 4 End 

GI none Score 

Exons 44. .317, 479.. 564 



OJ990914_15.9B19.C19 
699 

GEN SCAN 

564 

.89 



Seq. No. 25451 Seq. ID OJ990914_15.9B19.C19 

Gene No. 52765 Strand 

Start '44 End .699 

Name OJ990914_15 . 9B19 . C19 . ol . np Method AAT/NAP ' 

Start 47 End 699 

GI 5880683 Score 337 

Exons 47.. 384, 544.. 699 

GI Descrip. '(AF135454) telomerase reverse transcriptase [Arabidopsis 
thaliana] 



Seq. No. 25452 Seq. ID 

Gene No. 52766 Strand 

Start 1 End 

Name OJ990914_15 . 9B19 . C20 . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1. .266 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



25452 
52766 
1 



Seq.- ID 

Strand 

End 



OJ990914_15.9B19.C20 

1045 
AAT/NAP 
266 
137 



OJ990914_15.9B19.C20 
1045 



25482 



Name 


OJ990914 15.9B19.C20.ol.gs 


Method 


GENSCAN 






Start 


55 


End 


1045 






GI 


none 


Score 


.8 






Exons 


55. .105, 968. .1045 










Seq. No. 


25453 


Seq. ID 


OJ990914_15. 


9B19 


.C21 


Gene No. 


52767 


Strand 










i 

-L 


End 


428 






Name 


OJ990914 15.9B19.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


428 






GI 


3063700 


Score 


127 






Exons 


1.-71, 192. .310, 408. .428 










GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


25454 


Seq. ID 


OJ990914_15. 


9B19 


.C22 


taene wo. 


DZ / DO 


Strand 


+ 






Start 


276 


End 


397 






Name 


OJ990914 15.9B19.C22.ol.gs 


Method 


GENSCAN 






Start 


276 


End 


397 






GI 


none 


Score 


' .98 






Exons 


276. .397 










Seq. No. 


25455 


Seq. ID 


OJ990914_15. 


9B19 


.C23 


Gene No. 


52769 


Strand 


+ 






Start 


561 


End 


999 






Name 


OJ990914 15.9B19.C23.ol.np 


Method 


AAT/NAP 






Start 


561 


End 


999 






GI 


5852939 


Score 


296 






Exons 


561. .999 










GI Descrip. 


(AF172097) telomerase reverse transcriptase catalytic subunit 




[Arabidopsis thaliana] 










Seq. No. 


25455 


Seq. ID 


OJ990914_15. 


9B19 


.C23 


taene ino . 


52770 


Strand 








Start 


781 


End 


911 






Name 


OJ990914 15.9B19.C23.ol.gs 


Method 


GENSCAN 






Start 


781 


End 


911 






GI 


none 


Score 


.79 






Exons 


781. .911 










Seq. No. 


25456 


Seq. ID 


OJ990914_15. 


9B19 


.C24 


uene ino . 


52771 


Strand 


+ 






Start . 


742 


End 


1249 






Name 


OJ990914 15.9B19.C24.ol.gs 


" Method 


GENSCAN 






Start 


742 


End 


1249 






GI 


none 


Score 


. 63 






Exons 


742. .1191, 1220. .1249 










Seq. No. 


25456 


Seq. ID 


OJ990914_15. 


9B19 


.C24 


Gene No. 


52772 


Strand 








Start 


2080 


End 


4037 






Name 


OJ990914 15.9B19.C24.o2.gs 


Method 


GENSCAN 






Start 


2080 


End 


4037 






GI 


none 


Score 


.59 






Exons 


2080. .2232, 2298.. 2544, 3994 


. .4037 








Seq. No. 


25457 


Seq. ID 


OJ990914_15. 


9B19 


.C25 



25483 





52773 


Strand 


+ 


Start 


1535 


End 


1648 


Name 


OJ990914 15.9B19.C25.ol.gs 


Method 


GENS CAN 


Start 


1535 


End 


1648 


GI 


none 


Score 


.55 


Exons 


1535. .1648 






Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 




52774 


Strand 




Start 


520 


End 


999 


Name 


OJ990914 15.9B19.C27.ol.gs 


Method 


GEN SCAN 


Start 


520 


End 


999 


GI 


none 


Score 


.54 


Exons 


520. .999 






Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 


Gene No. 


52774 


Strand 




Start 


520 


End 


999 


Name 


OJ990914 15.9B19.C27.ol.np 


Method 


AAT/NAP 


Start 


523 


End 


999 


GI 


128857 


Score 


876 


Exons 


523. .999 






GI Descrip. 


NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 




gi| 82539 |pir | IS05106 hypothetical protein 159 - rice chloropl. 




gi| 11987 |emb|CAA33999| (X15901) ORF159 


[Oryza sativa] 




gi|226608|prf | I1603356AE ORF 


159 [Oryza sativa] . 


Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 


Gene No. 


52775 


Strand 




Start 


1100 


End 


1245 


Name 


OJ990914 15.9B19.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


300 


End 


1245 


GI 


none 


Score 


68 


Exons 


300. .350, 300. .350, 301. .351, 


349. .420 


, 353.. 421, 363.. 392, 




418. .1077, 424. .1059, 1057. .1095, 1064 


..1237, 1068. .1238, 




1075. .1134, 1099. .1245, 1100. 


.1234, 1171. .1239 


Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 


Gene No 


52775 


Strand 




Start 


1100 


End 


1245 


Name 


OJ990914 15.9B19.C27.ol.tc 


Method 


TBLASTX: Cress 


Start 


507 


End 


984 


GI 


none 


Score • 


237 


Exons 


507. .719, 507. .974, 508. .975, 


508. .984 


, 638.. 982 


Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 


r^p-np No 


52775 


Strand 




Start 


1100 


End 


1245 


Name 


OJ990914 15.9B19.C27.ol.ts 


Method 


TBLASTX : Soybean 


Start 


559 


End 


1009 


GI 


none 


Score 


383 


Exons 


559. .993, 559.-993, 635. .1009 






Seq. No. 


25458 


Seq. ID 


OJ990914_15.9B19.C27 


Gene No. 


52775 


Strand 




Start 


1100 


End 


1245 


Name 


OJ990914 15.9B19.C27.o2.np 


Method 


AAT/NAP 



25484 



Start 1100 End 1245 

GI 131323 Score 212 

Exons 1100.. 1245 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34 000 | (X15901) 
psbG; PS I I G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



Seq. No. 


25459 








Seq. ID. 


OJ990914_15.9B19.C28 


UCilC IN \J . . 










St" rand 


+ 


Start 


379 








End 


526 


Name 


OJ990914 15, 


.9B19. 


C28.ol 


.gs 


Method 


GEN SCAN 


Start 


379 








End 


526 


GI 


none 








Score 


.41 


Exons 


379. .526 












Seq. No. 


25460 








Seq. ID 


OJ990914_15.9B19.C29 




52777 








Qf rand 


-1- 


Start 


4576 








End 


4773 


Name 


OJ990914 15. 


. 9B19. 


C29.ol 


. gs 


Method 


GENSCAN 


Start 


4576 








End 


4773 


GI 


none 








Score 


.86 


Exons 


4576. .4773 












Seq. No. 


25460 








Seq. ID 


OJ990914_15.9B19.C29 


Gene No. 


52778 








Strand 


+ 


Start 


4839 








End 


5338 


Name 


OJ990914 15. 


. 9B19. 


C29.ol 


.gp 


Method 


AAT/GAP 


Start 


4839 








End 


5338 


GI 


none 








Score 


977 


Exons 


4839. .5338 












Seq. No. 


25460 








Seq. ID 


OJ990914_15.9B19.C29 


Gene No. 


r 52779 








Strand 




Start 


4905 








End 


14375 


INCH uc 


OJ990914 15. 


.9B19. 


C29.o2 


.gs 


Method 


GENSCAN 


Start 


4905 








End 


14375 


GI 


, none 








Score 


.86 


Exons 


4905. .4940, 


5226. 


.5384, 


5600. 


.5672, ' 5852. .6048, 6553.. 6826, 




8765. .8967, 


9340. 


.9432, 


10109 


. .10420, 


10861. .11028, 




12171. .12766, 13467. .13752, 14256. .14375 


Seq. No. 


25460 








Seq. ID 


OJ990914_15.9B19.C29 


Gene No. 


52779 








Strand 




Start 


4905 








End 


14375 


Name 


OJ990914 15, 


. 9B19. 


C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5739 








End 


6049 


GI 


none 








Score 


245 


Exons 


5739. .6044, 


5782. 


.6048, 


5834. 


.6049, 5£ 


146. .6043 


Seq. No. 


25460 








Seq. ID 


OJ990914_15.9B19.C29 


Gene No. 


52779 








Strand 




Start 


4905 








End 


14375 


Name 


OJ990914 15. 


,9B19. 


C29.ol 


. np 


Method 


AAT/NAP 


Start 


5809 








End 


12602 


GI 


6728881 








Score 


1072 


Exons 


5809. .6048, 


6553. 


.6826, 


8765. 


.8967, 9340. .9432, 9686. .9751, 



25485 



10109. .10420, 10861. .11028, 12171.. 12602 
GI Descrip. (AC008113) F12A21.2 [Arabidopsis thaliana] 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990914_15.9B19.C29 
Strand 
End 

Method 
End 
Score 

6625. .6831, 6677. .6832, 8765. .8911, 8772. .8918, 8773. .8910, 
8914. .8970, 8915. .8965, 8916. .8969 



25460 
52779 
4905 

OJ990914_15. 9B19.C29.o3.tm 

6625 

none 



14375 

TBLASTX: Maize 

8970 

179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25460 Seq. ID 

52779 Strand 

4 905 End 

OJ990914_15 . 9B19 . C29 . o2 . tm Method 

9331 End 

none Score 



OJ990914_15.9B19.C29 
14375 

TBLASTX: Maize 

10373 

78 



9331. .9435, 9336. .9434, 9343. .9444, 9543. .9617, 9545. .9622, 
9546. .9617, 9547. .9618, 9685. .9753, 9686. .9754, 9686. .9754, 
10101. .10226, 10106. .10225, 10109 .. 10240, 10226 .. 10324 , 
10238. .10324, 10322 .. 10372, 10323.. 10373 



Seq. No. 25460 Seq. ID 

Gene No. 52779 Strand 

Start 4905 End 

Name OJ990914_15 . 9B19 . C29 . o2 . gp Method 

Start 10134 End 

GI none Score 

Exons 10134. .10420, 10861.. 11032 



OJ990914_15.9B19.C29 

14375 

AAT/GAP 

11032 

795 ^' 



Seq. No. 25460 • Seq. ID 

Gene No. 5277 9 Strand 

Start 4905 End 

Name OJ990914_15 . 9B1 9 . C2 9 . o2 . np Method 

Start 13191 End 

GI 5902446 Score 

Exons 13191. .13233, 13368.. 13786 
GI Descrip. (AB030283) orf5 [Oryza sativa] 



OJ990914_15.9B19.C29 

14375 
AAT/NAP 
13786 
296 



Seq. No. 


25461 


Seq. ID 


OJ990914_15. 


9B19 


.C30 


Gene No. 


52780 


Strand 


+ 






Start 


65 


End 


4795 






Name 


OJ990914 15.9B19.C30.ol.gs 


v Method 


GEN SCAN 






Start 


65 


End 


4795 






GI 


none 


Score 


.87 






Exons 


65. .182, 3810. .3938, 4176.. 


4341, 4433. 


.4498, 4543.. 


4795 




Seq. No. 


25461 


Seq. ID 


OJ990914_15. 


9B19 


.C30 


Gene No. 


52781 


Strand 








Start 


3678 


End 


4287 






Name 


OJ990914 15.9B19.C30.ol.np 


Method 


AAT/NAP 






Start 


3678 


End 


4287 






GI 


6721559 


Score 


256 






Exons 


3678. .3805, 3831. .4287 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 







gi I 6815084 | dbj |BAA90370.1| (AP001081) hypothetical protein 



25486 




[Oryza sativa] 



Seq. No. 


25461 




Seq. ID 


OJ990914 


15. 9B19 


.C30 


Gene No. 


52782 




Strand 








Start 


5505 




End 


6274 






Name 


OJ990914 15. 


9B19.C30.o2.np' 


Method 


AAT/NAP 






Start 


5505 




End 


6274 






GI 


4680183 




Score 


219 






Exons 


5505. .5594, 


6204. .6274 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


25461 




Seq. ID 


OJ990914 


15. 9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name 


OJ990914 15. 


9B19.C30.o3.np 


Method 


AAT/NAP 






Start 


9640 




End 


11798 






GI 


6691193 




Score 


1038 






Exons 


9640. .10781, 


10863. .11218, 


11773. .11798 






GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 






Seq. No. 


25461 




Seq. ID 


OJ990914 


_15. 9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name 


OJ990914 15. 


9B19.C30.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


9733 




End 


10153 






GI 


none 




Score 


70 






Exons 


9733. .9822, 


9871.. 10098, 10088. .10153 








Seq. No. 


25461 




Seq. ID 


OJ990914 


_15. 9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name 


OJ990914 15. 


9B19.C30.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


9829 




End . 


10089 






GI 


none 




Score 


215 






Exons 


9829. .10089 












Seq. No. 


25461 




Seq. ID 


OJ990914 


_15.9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name 


OJ990914 15. 


9B19.C30.ol..tw 


Method 


TBLASTX: 


Wheat 




Start 


10094 




End 


10524 






GI 


none 




Score 


108 






Exons 


10094. .10492, 10305. .10493, 


10477. .10524 


-< 




Seq. No. 


25461 




Seq. ID 


OJ990914 


_15. 9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name ■ 


OJ990914 15. 


9B19.C30.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


10172 




End 


10525 






GI 


none 




Score 


129 






Exons 


10172. .10495 


, 10209. .10460, 


10483. .10524, 10484 


. .10525 




Seq. No. 


25*4 61 




Seq. ID 


OJ990914 


_15.9B19 


.C30 


Gene No. 


52783 




Strand 








Start 


9640 




End 


11798 






Name 


OJ990914 15. 


9B19.C30.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


11481 




• End 


11797 







25487 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

11481. .11627, 11678.. 11797 

25462 
52784 
4 

OJ990914_15. 9B19.C31.ol.tm 
4 

none 



Score 



112 



Seq. ID OJ990914_15.9B19.C31 
Strand 

End 366 

Method TBLASTX : Maize 

End 366 

Score 55 



4. .33, 28. .237, 9.0. .236, 217. .294, 237. .284, 286. .366 



25462 
52784 
4 

OJ990914_15.9B19.C31.ol.tw 
10 

none 



Seq. ID OJ990914__15.9B19.C31 
Strand 

End 366 

Method TBLASTX : Wheat 

End 342 

Score 202 



10. .219, 13. .219, 229. .342, 258. .335 



25463 
52785 
48 

OJ990914_15.9B19.C3'2.ol'.gs 
48 

none 
48. .195 



Seq. ID OJ990914_15.9B19.C32 

Strand + 

End 195 

Method GEN SCAN 

End 195 

Score .49 



Seq. No. 25464 

Gene No. 52786 

Start 3377 

Name OJ990804_14 . 9B12 . CI . ol . gp 

Start 3356 

GI 2800806 

Exons 3356.. 3492, 3730.. 3875 

GI Descrip. 5102759/emb | AJ131096 . 1 | PAB131096 1.0e-14 Picea abies 
microsatellite RNA, clone PAAG2 



Seq. ID OJ990804_14. 9B12.C1 

Strand + 

End 3899 

Method AAT/GAP 

End 3875 

Score 440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No* 



25464 
52786 
3377 

OJ990804_14 .9B12.Cl.o2.gs 

3377 

none 

3377. .3492, 3519. .3588 



Seq. ID OJ990804_14. 9B12.C1 

Strand + 

End 3899 

Method GENSCAN 

End 3588 

Score .51 



25464 
52786 
3377 

OJ990804_14. 9B12.Cl.o2.gp 
3462 
2800806 
3462. .3492, 3730. .3899 

5102759/emb|AJ131096.1|PAB131096 1.0e-14 Picea abies 
microsatellite RNA, clone PAAG2 



Seq. ID OJ990804_14.9B12.C1 

Strand + 

End 3899 

Method AAT/GAP 

End 3899 

Score 290 



25464 
52787 



Seq. ID OJ990804_14.9B12.C1 
Strand 



25488 




Start 


327 




End 


1043 


Name 


OJ990804 14.9B12.Cl.ol.gs 




Method 


GENSCAN 


Start 


327 




End 


1043 


GI 


none 




Score 


.89 


Exons 


327. .1043 








Seq. No. 


25464 




Seq. ID 


OJ990804_14.9B12.C1 




/ oo 








Start 


3974 




End 


4742 


Name 


OJ990804 14.9B12.Cl.o3.gs 




Method 


GENSCAN 


Start 


3974 




End 


4678 


GI 


none 




Score 


.98 


Exons 


3974. .4678 








Seq. No. 


25464 




Seq. ID 


OJ990804_14.9B12.C1 


Gene No. 


52788 




Strand 




OLai L 


3974 




End 


4742 


Name 


OJ990804 14 .9B12.Cl.ol.np 




Method 


AAT/NAP 


Start 


3977 




End 


4684 


GI 


2558663 




Score 


173 


Exons 


3977. .4684 








GI Descrip. 


(ACG02354) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25464 




Seq. ID 


OJ990804_14.9B12.C1 


Gene No. 


52788 




Strand 




Start 


3974 




End 


4742 


Name 


OJ99080£ 14.9B12.Cl.o3.gp 




Method 


AAT/GAP 


Start 


4321 • 




End 


4742 


GI 


LIB3434-033-P1-K1-C5 




Score 


816 


Exons 


4321. .4742 








GI Descrip. 


, 5102759/emb|AJ131096.1 | PAB131096 1 . Oe 


-14 Picea abies 




microsatellite RNA, clone 


PAAG2 1 




Seq. No. 


25464 




Seq. ID 


OJ990804_14.9B12.C1 


Gene No. 


5278 9* 




Strand 




Start 


5597 




End 


6326 


Name 


OJ990804 14.9B12.Cl.ol.tm 




Method . 


TBLASTX: Maize 


Start 


378 




End 


6183 




none 




Score 


70 


Exons 


378. .467, 379. .456, 380. .511, 


498. .611 


, 505. .669, 613. .786 




666. .827, 671. .826, 4025.. 


4252, 4026.. 


4199, 4026. .4268, 




4027. .4266, 4263. .4460, 4267. 


.4461, 4298. .4465, 4302. .4463 




5648. .5866, 5649. .5888, 5868. 


.6047, 5880. .6083, 5921. .6088 




5929. .6084, 6136. .6183 








Seq. No. 


25464 




Seq. ID 


OJ990804JL4.9B12.C1 


Gene No. 


52789 




Strand 




Start 


5597 




End 


6326 


Name 


OJ990804 14.9B12.Cl.o2.tm 




Method 


TBLASTX: Maize 


Start 


831 




End 


6326 


GI 


none 




Score 


80 


Exons 


831. .983, 831. .1043, 832.. 


1044, 847. .1044, 1038. .1091, 




1038. .1094, 1055. .1093, 44 


87. 


.4654, 4494. .4631, 6119. .6277 




6198.. 6254, 6252.. 6326 








Seq. No. 


25464 




Seq. ID 


OJ990804_14.9B12.C1 


Gene No. 


52789 




Strand 





25489 




Start 


5597 




End 


6326 




Name 


OJ990804 14.9B12.Cl.o4. 


gs 


Method 


GENSCAN 




Start 


5597 




End 


6301 




GI 


none 




Score 


.79 




Exons 


5597. .6301 










Seq. No. 


25465 




Seq. ID 


OJ990804 14.9B12 


-C2 


Gene No. 


52790 




Strand 






Start 


1 




End 


640 




Name 


OJ990804 14.9B12.C2.ol. 


np 


Method 






Start 


1 




End 


637 




GI 


6554491 




Score 


354 




Exons 


1..61, 148. .414, 451..637 








GI Descrip. 


(AC012394) putative auxin-independent 


growth promoter 






[Arabidopsis thaliana] 










Seq. No. 


25465 




Seq. ID 


OJ990804_14.9B12 


.C2 


Gene No . 


52790 




Strand 


+ 




Start 


1 




End 


640 




Name 


OJ990804 14 . 9B12 . C2 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


367 




GI 


none 




Score 


91 




Exons 


2. .61, 3. .62, 7. .72, 8. 


.70, 


136. .276, 


146*. .367, 263.. 367 


Seq. No. 


25465 




Seq'. ID 


r^TQQfiQn/i i a qui o 


CO 


Gene No. 


'52790 




Strand 


+ 




Start 


1 




End 


64ff. ' 




Name 


OJ990804 14 . 9B12 . C2 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


427 




GI 


none 




Score 


97 




Exons 


2. .61, 3. .62, 137. .346, 


146, 


. .427 






Seq. No. 


25465 




Seq. ID 


OJ990804_14.9B12 


.02 


Gene No . 


52790 




Strand 


+ 




Start 


1 




End 


640 




Name 


OJ990804 14 . 9B12 . C2 . ol . 


gs 


Method 


GENSCAN 




Start 


36 




End 


640 




GI 


none * 




Score 


.88 




Exons 


36. .61, 148. .640 










Seq. No. 


25465 




Seq. ID 


OJ990804_14.9B12 


.C2 


Gene No . 


52790 




Strand 


+ 




Start 


1 




End 


640 




Name 


OJ990804 14.9B12.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


36 




End 


430 




GI 


none 




Score 


42 




Exons 


36. .62, 136. .276, 146.. 


430, 


146. .364 






Seq. No. 


25466 




Seq. ID 


OJ990804_14.9B12 


.C3 


Gene No. 


52791 




Strand 


+ 




Start 


193 




End 


1495 




Name 


OJ990804 14.9B12.C3.ol. 


gs' 


Method 


GENSCAN 




Start 


193 




End 


1495 




GI 


none 




Score 


.9 




Exons 


193. .224, 1366. .1495 










Seq. No. 


25466 




Seq. ID 


OJ990804_14.9B12 


.C3 



25490 




Gene No. 


52792 








Strand 


+ 


btart 


looo 








End 


4723 


Name 


OJ990804 14 


.9B12. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


1855 








End 


4682 


GI 


none 








Score 


.93 


Exons 


1855. .1926, 


2044. 


.2165, 


2563. 


.2682, . 3034. .3175, 3265.. 3435, 




3531. .3686, 


3850. 


.3956, 


4084. 


.4174, ' 4513. .4682 


Seq. No. 


25466 








Seq. ID 


OJ990804JL4 . 9B12.C3 


Gene No. 


52792 








•Strand 


+ 


Start 


1855 








End 


4723 


Name 


OJ990804_14 


.9B12. 


C3.ol. 


np 


Method 


.AAT/NAP 


olai TZ 


i ft ft ^ 








End 


4723 


GI 


2160180 








Score 


1316 


Exons 


1885. .1932, 


2035. 


.2165, 


2403. 


.2510, 2563. .2682, 2808. .3175, 




3265. .3450, 


3522. 


.3686, 


3850. 


.3956, 4084. .4174, 4307. .4421, 




4458. .4723 












GI Descrip. 


(AC000132) 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


25466 








Seq. ID 


OJ990804_14.9B12.C3 


Gene No. 


52792 








Strand 


+ 


Start 


1855 








End 


4723 


Name 


rs TQQPlft Pi A 1 A 


. yoxz . 


. OX . 


lS 


Method 


TBLASTX : Soybean 


Start - 


2026 








End 


3393 


GI 


none 








Score 


173 


Exons 


2026. .2166, 




. Z izj , 


o a m 
Z4 ux . , 


.2424, 2404. .2439, 2554. .2700, 




2564 . .2683, 


Z O UO . 


. z y jd , 


o d n £ 

Zo U O . 


.2928, 3026.. 3172, 3026.. 3139, 




3255. .3302, 


jZDZ . 


. oz y / , 


OjUJ . , 


.3389, 3304.. 3393 


Seq. No. 


25466 








Seq. ID 


OJ990804_14.9B12.C3 


Gene No . 


oz / yz 








Strand 


+ 


Start 


1855 








End 


4723 


Name 


OJ990804 14 


.9B12. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4409 








End 


4687 


GI 


none 








Score 


39 


Exons 


4409. .4432, 


4521. 


.4673, 


4521. , 


.4679, 4522.. 4677, 4523.-4687 


Seq. No.. 


25466 








Seq. ID 


OJ990804_14.9B12.C3. 


bene ino . 










Strand' 


+ 


Start 


1855 








End 


4723 


Name 


OJ990804 14 


.9B12. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4549 








End 


4685 


GI 


none 








Score 


214 


Exons 


4549. .4683, 


4550. 


.4684, 


4551. , 


.4685 




Seq. No. 


25467 








Seq. ID 


OJ990804_14.9B12.C4 


Gene No. 


52793 








Strand 


+ 




i 

X 








End 


206 


Name 


OJ990804 14 


.9B12. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


206 


GI 


- 2160180 








Score 


237 


Exons 


1..206 . 












GI Descrip. 


(AC000132) 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


25467 








Seq. ID 


OJ990804JL4 .9B12.C4 


Gene No. 


52794 








Strand 




Start 


2650 








End 


2981 



25491 



Name 


OJ990804 14.9B12.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


206 


GI 


none 


Score 


191 


Exons 


2. .175, 2. .205, 3. .206 






Seq. No. 


25467 


Seq. ID 


OJ990804_14.9B12.C4 


Gene No . 




o l r ana. 




Start 


2650 


End 


2981 


Name 


OJ990804 14 . 9B12.C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


8 


End 


200 


GI 


none 


Score 


235 


Exons 


8. .181, 9. .200 






Seq. No. 


25467 


Seq. ID 


OJ990804_14.9B12.C4 


Gene No. 


D£ / y h 






Start 


2650 


End 


2981 


Name 


OJ990804 14.9B12.C4.o2.gs 


Method 


GEN SCAN 


Start 


2650 


End 


2981 


GI 


none 


Score 


.87 


Exons 


2650.. 2822, 2941.. 2981 






Seq. No. 


25468 


Seq. ID 


OJ990804_14.9B12.C5 


Gene No. 


52795 


Strand 


+ 


o tar z. 




End 


5854 


Name 


OJ990804 14.9B12.C5.o2.np 


Method 


AAT/NAP 


Start 


3045 


End 


5854 


GI 


2160180 


Score 


107 


Exons 


3045.. 3092, 3173.. 3307, 5831. 


.5854 




GI Descrip. 


(AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


25468 


Seq. ID 


OJ990804_14.9B12.C5 


Gene No. 


52796 


Strand 




Start 


30 


End 


108 


Name 


OJ990804 14.9B12.C5.ol.np 


Method 


AAT/NAP 




30 


End 


108 


GI 


6630699 


Score 


79 


Exons 


30. .108 






GI Descrip. 


' (AP000969) hypothetical protein [Oryza 


sativa] 




gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 




[Oryza sativa] 






Seq. No. 


25469 


Seq. ID 


OJ990804_14.9B12.C6 


Gene No. 


52797 


Strand 




Start 


310 


End 


614 


Name 


OJ990804 14.9B12.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


310 


End 


614 


GI 


none 


Score 


232 


Exons 


310. .525, 313. .507, 345. .512, 


514. .612, 


528. .614 


Seq. No. 


25470 


Seq. ID 


OJ990804_14.9B12.C8 


Gene No. 


52798 


Strand 




Start 


23 


End 


109 ' 


Name 


OJ990804 14.9B12.C8.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


109 


GI 


none 


Score 


.7 


Exons 


23. .109 







25492 




Seq. No. 


25471 




Seq. ID 


OJ990804_14 


.9B12 


.C9 








J Li. Cll 1 V»i 


+ 






Start 


169 




End 


234 






Name 


OJ990804 14 


. 9B12.C9.ol.gs 


Method 


GEN SCAN 






Start 


169 




End 


234 






GI 


none 




Score 


.49 






Exons 


169. .234 












Seq. No. 


25472 




Seq. ID 


OJ990804_14 


.9B12 


.Cll 




52800 




Strand 








Start 


179 




End 


673 






Name 


OJ990804 14 


. 9B12.Cll.ol.gs 


Method 


GENSCAN 






Start 


179 




End 


658 






GI 


none 




Score 


.63 






Exons 


179. .658 












Seq. No. 


25472 




Seq. ID 


OJ990804_14 


.9B12 


.Cll 


UCIIC IN w • 


52800 




St rand 








Start 


179 




End 


673 






Name 


OJ990804 14 


.9B12.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


230 




End 


673 






GI 


none 




Score 


353 






Exons 


230. .673, 231. .632, 506. .670 










Seq. No. 


25473 




Seq. ID 


OJ990804_14 


.9B12 


.C12 




52801 












Start 


20 




End 


154 






Name 


OJ990804 14 


. 9B12.C12.ol.gs 


Method 


GENSCAN 






Start 


20 




End 


154 






GI 


none 




Score 


.89 






Exons 


20. .154 












Seq. No. 


25474 




Seq. ID 


OJ990804_14 


.9B12 


.C15 


Gene No. 


52802 




Strand 


+ 






Start 


3119 




End 


14023 






Name 


OJ990804 14 


. 9B12.C15.ol.np 


Method 


AAT/NAP 






tD U Cl J_ L. 


3119 




End 


14023 






GI 


4038043 




Score 


776 






Exons 


3119. .3220, 


7469. .7550, 7635. 


.8032, 11330. :i2110, 


12198 


. .12345, 




13757. .13857, 13931. .14023 










GI Descrip. 


(AC005936) 


putative C2H2-type 


zinc finger protein 


[Arabidopsis 




thaliana] 












Seq. No. . 


25474 




Seq. ID 


OJ990804_14 


.9B12 


.C15 




52802 




Strand 


+ 






Start 


3119 




End 


14023 






Name 


OJ990804 14 


.9B12.C15.o3.gs 


Method 


GENSCAN 






Start 


7400 




End 


9020 






GI 


none 




Score 


.53 






Exons 


7400. .7554, 


7690. .8032, 8961., 


.9020 








Seq. No. 


25474 




Seq. ID 


OJ990804JL4 


. 9B12 


.C15 


Gene No. 


52802 




Strand 


+ 






Start 


3119 




End 


14023 






Name 


OJ990804 14 


. 9B12.C15.o4 .gs 


Method 


GENSCAN 






Start 


11403 . - ' 




End 


12428 . 






GI 


nprie *• • " ■ 




Score 


.88 







25493 




Exons 


11403. .12428 












Seq. No. 


25474 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


DZovJZ 






btrana 






Start 


3119 






End 


14023 




Name 


OJ990804- 14.9B12 


.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


11872 






End 


12254 




GI 


none 






Score 


750 




Exons 


11872. .12254 












Seq. No. 


25474 






Seq. "ID 


OJ990804 


_14.9B12.C15 


Gene No . 


52803 






Strand 


T 




Start 


14096 






End 


14392 




Name 


OJ990804 14.9B12 


,C15.o5 


. gs 


Method 


GEN SCAN 




Start 


14096 






End 


14392 




GI 


none 






Score 


.97 




Exons 


14096. .14137, 14231.. 14392 








Seq. No. 


25474 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


c o on a 






btrana 






Start 


Z f 4U 






End 


3430 




Name 


O TQQfiQn'/J 1 A QD1 o 


. OI 


. gs 


Method 


GEN SCAN 




Start 


z / 4 U 






End 


3430 




GI 


none 






Score 


.51 




Exons 


oT/in oicn oot3 
z/4U..Z/y/, zo/o 


. . z y by , 


*5 1 O "7 


.3430 






Seq. No. 


25474, 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


52805 






Strand 






Start 


4 b / b 






End 


5258 




Name 


PiTOQAQHyl 1 A QD1 O 


. OlO . oz 


. gs 


Method 


GEN SCAN 




Start 


4 b / b 






End 


5258 




GI 


none 






Score 


.94 




Exons 


4b/b..4/4D, OlOo 


coco 
. . jZ JO 










Seq. No. 


25474 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


52806 






Strand 






Start 


12385 






End 


12722 




Name 


OJ990804 14.9B12 


.C15.o2 


•gp 


Method 


AAT/GAP ■ 




Start 


12385 






End 


12722 " 




GI 


none 






Score 


656 




Exons 


12385. .12722 












Seq. No. 


25474 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


52807 






Strand 






btart 


14723 






End 


15263 




Name 


OJ990804 14.9B12 


.C15.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7520 






End 


11390 




GI 


none 






Score 


.55 




Exons 


7520.. 7552, 7634 


. .7720, 


7660. 


.7719, 7689. .7757, 


7704. .7928, 




7709.. 7744, 7754 


. .7909, 


7926. 


.8033, 7943. .8032, 


11328. .1139( 


Seq. No. 


25474 






Seq. ID 


OJ990804 


_14.9B12.C15 


Gene No. 


52807 






Strand 






Start 


14723 






End 


15263 




Name 


OJ990804 14.9B12 


.CIS.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7520 






End 


12350 




GI 


none 






Score 


58 





25494 




Exons 7520. .7552, 7634. .7693, 7660. .7686, 7691. .7810, 7692. .7811, 

7802. .7888, 7803. .7886, 7881. .8033, 7898. .8029, 11324 .. 11386, 
11328. .11399, 11328. .11390, 11972 .. 12034 , 11973 .. 12035, 
.12228. .12350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25474 
52807 
14723 

OJ990804_14. 9B12.C15.ol.ts 
7692 
none . 

7692. .8012, 7697. .7909, 7949. .8011 



Seq. ID OJ990804_14.9B12.C15 
Strand 

End 15263 

Method TBLASTX : Soybean 

End 8012 ■ . . 

Score 557 



Seq. No. 25474 Seq. ID 

Gene No. 52807 Strand 

Start 14723 . End 

Name OJ990804_14 . 9B12 . C15 . 06 . gs Method 

Start 14723 End 

GI none Score 

Exons 14723.. 15209 



OJ990804_14.9B12.C15 

15263 
GENSCAN 
15209 
.74 



Seq. No. 25474 Seq. ID 

Gene No. 52807 Strand 

Start 14723 End 

Name ' OJ990804_14 . 9B12 .C15 . o2 .np Method 

Start 14729 End 

GI 2160180 Score 

Exons 14729. .14962, 15083.. 15263 

GI Descrip. (AC000132) No definition line found [Arabidopsis thaliana] 



OJ990804_14.9B12.C15 

15263 
AAT/NAP 
15263 
322 



Seq. No. 


25474 




Seq. ID 


OJ990804_14.9B12 


.C15 


Gene No. 


52807 




Strand 






Start 


14723 




End 


15263 




Name 


OJ990804 14.9B12.C15, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14729 




End 


14962 




GI 


none 




Score 


261 




Exons 


14729. .14962, 14730.-'. 


.14957, 


14753,. .14962 




Seq. No. 


25474 : ' : 




' Seq. ID" 


OJ990804_14". 9B12 


.C15 


Gene No. 


52807 




Strand 






Start 


14723 




End 


15263 




Name 


OJ990804 14.9B12.C15. 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14735 




End 


14927 




GI 


none 




Score 


132 




Exons 


14735. .14926, 14754.. 


.14927 








Seq. No. 


25475 




Seq. ID 


OJ990804_14.9B12 


.C18 


Gene No. 


52808 




Strand 


+ 




Start 


558 




End 


1365 




Name 


OJ990804 14.9B12.C18. 


.ol.gs 


Method 


GENSCAN 




Start 


558 




End 


1365 




GI 


none 




Score 


.65 




Exons 


558. .587, 1137. .1365 










Seq. No. 


25476 




Seq. ID 


OJ990804_14.9B12 


.C19 


Gene -No. 


52809 




" Strand 


+ 




Start * 


1 ■ 




End 


5742 





25495 



Name 


OJ990804 14.9B12.C19.o3.np 


Method 


AAT/NAP 


Start 


1 


End 


5742 


GI 


6815109 


Score 


209 


Exons 


1..41, 4499. .5244, 5428. .5742 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25476 


Seq. ID 


OJ990804_14 . 9B12 . CI 9 


Gene No. 


52809 


Strand 


+ 


Start 


1 


End 


5742 


Name 


OJ990804 14.9B12.C19.ol.gs 


Method 


GEN SCAN 


Start 


260 


End 


3116 


GI 


none 


Score 


. 52 


Exons 


260. .450, 829. .987, 2974. .3116 




Seq. No. 


25476 


Seq. ID 


OJ990804 14.9B12.C19 


Gene No. 


52810 


Strand 




Start 


1441 


End 


3502 


Name 


OJ990804 14.9B12.C19.o2.np 


Method 


AAT/NAP 


Start 


1441 


End 


3502 


GI 


6721561 


Score 


124 


Exons 


1441.. 1491, 3412.. 3502 






GI Descrip. 


(APO'01073) EST AU082058 (C12976) corresponds to- a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6815086 | db j | BAA90372 . 1 |- (AP001081) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


25476 


Seq. ID 


OJ990804_14.9B12.C19 


Gene No. 


52811 


Strand 




Start 


4042 


End 


5498 


Name 


OJ990804 14.9B12.C19.o2.gs 


Method 


GENSCAN 


Start 


4042 


End 


5498 


GI 


none . 


Score 


.8 


Exons 


4042. .4125, 4408. .4509, 4626. 


.4760, 4858. .5145, 5445. .5498 


Seq. No. 


25476 


Seq. ID 


OJ990804_14.9B12.C19 


Gene No. 


52812 


Strand 




Start-.- 


7240 , 


End 


8021 


Name ■ 


OJ990804 14.9B12.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1182 


End 


1406 


GI 


none 


Score 


166 


Exons 


1182.. 1307, 1199.. 1306, 1332. 


.1406 




Seq. No. 


' 25476 


Seq. ID 


OJ990804_14.9B12.C19 


Gene No. 


52812 


Strand 




Start 


7240 


End 


8021 


Name 


OJ990804 14.9B12.C19.o3.gs 


Method 


GENSCAN 


Start 


7240 


End 


8021 


GI 


none 


Score 


.53 


Exons 


7240. .7288, 7613. .7715, 7797. 


.8021 




Seq. No. 


25477 


Seq. ID 


OJ990804 14.9B12.C20 


Gene No. 


52813 


Strand 


+ 


Start 


348 


End 


749 


Name 


OJ990804 14.9B12.C20.ol.gs 


Method 


GENSCAN 


Start 


348 


End 


749 


GI 


none 


Score 


.71 



25496 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



348.-464, 639. .749 

25477 Seq. ID OJ990804_14.9B12.C20 

52814 Strand + 
819 End 1268 
OJ990804_14 . 9B12.C20.ol . gp Method AAT/GAP 
819 End 1268 
4799_1.R1084 Score 880 
819. .1268 

'4115377 l.Oe-33 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 

25477 Seq. ID OJ990804_14.9B12.C20 

52815 Strand + 
5819 End 5897 
OJ990804_14 . 9B12.C20.o2.np Method AAT/NAP 
5819 End 5897 
6630699 Score 68 
5819. .5897 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



25477 Seq. ID 

52816 . Strand 
1030 End 
OJ990804_14 . 9B12 . C20 . o2 . gs Method 
1030 End 
none Score 



OJ990804_14.9B12.C20 

4473 
GENSCAN 
4408 
.92 



1030. .2187, 2310. .2463, 2570. .2682, 2757. .2862, 2947. .3056, 
3148. .3312, 4292. .4408 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 14.9B12.C20 



Seq. No. 25477 
Gene No. 52816 
Start 1030 

Name OJ990804_14 . 9B12 . C20 . ol . np 

Start 1033 
GI 4115377 

Exons 1033.. 2187, 2310.. 2463, 2570. 

3148. .3350, 4262. .4400 
GI Descrip. (AC005967) putative multispanning membrane protein [Arabidopsis 

thaliana] 



4473 
AAT/NAP 
4400 
2423 



.2682, 2757. .2862, 2947. .3056, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25477 Seq. ID OJ990804_14.9B12.C20 

52816 Strand 

1030 End 4473 

OJ990804_14 . 9B12 . C20 . o2 . gp Method AAT/GAP 

1505 End 2092 

16061_1.R1084 Score 1087 

1505.. 2092 

'4115377 3.0e-80 (AC005967) unknown protein [Arabidopsis 
thaliana] f 



Seq. No. 
Gene No. 
Start 
Name 



25477 Seq. -ID 

52816 Strand 

1030 End 

OJ990804_14 .9B12.C20.o3.gp Method 



OJ990804_14.9B12.C20 

4473 
AAT/GAP 



25497 



Start 2104 
GI 30269_1.R1084 

Exons 2104. .2187, 2310.. 2463, 2570. 

3148. .3312, 4292.. 4473 
GI Descrip. '4115377 3.0e-91 (AC005967) unknown protein [Arabidopsis 

thaliana] 1 



End 4 473 

Score 1560 

2682, 2757.. 2862, 2947.. 3056, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25477 
52817 
6036 

OJ990804_14 . 9B12.C20.ol.tc 

1015 

none 



Seq. ID OJ990804_14.9B12.C20 



Strand 
End 

Method 

End 

Score 



8.14 4 

TBLASTX: Cress 

1656 

710 



1015. .1299, 1034. .1648, 1077. .1655, 1372. .1647, 1378. .1656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25477 
52817 
6036 

OJ990804_14.9B12.C20.ol.tm 
1021 
none 
1021. 
2302. 
2560. 
2939. 



.1299, 1028, 
.2469, 2305, 



.2194, 1028. 

.2457, 2310. 

.2682, 2570.. 2683, 2705. 

.3040, 2946.. 3038, 2947. 

3148.. 3315, 3152.. 3322, 3153. 



Seq. ID OJ990804_14.9B12.C20 
Strand 

End 8144 

Method TBLASTX : Maize 

End 3322 

Score 1540 

.1915, 1372. .2187, 1946. .2194, 
.2465, 2559.. 2675, 2560.. 2679, 
.2866, 2757.. 2861, 2758.. 2862, 
.3039, 3134.. 3313, 3136.. 3315, 
.3320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25477 
52817 
6036 

OJ990804 14.9B12.C20.ol.ts 



OJ990804 14.9B12.C20 



Seq. ID 
Strand 
End 

Method 

1030 End 
none Score 
1030. .1299, 1031. .2197, 1031. .1915, 1372. .2187, 1955. .2188, 
2302. .2469, 2310. .2480, 2310. .2465, 2320. .2466, 2560. .2682, 
2570. .2683, 2757. .2801 



8144 

TBLASTX : Soybean 

2801 

1162 



Seq. No. . 25477 -. 
Gene No. ' ' ' 52817 

Start 6036 

Name OJ990804_14 . 9B12 . C20 . ol . tw 

Start 1619 

GI ' none 

Exons 1619.. 1714, 1624.. 1734, 1738. 

Seq. No. 25477 

Gene No. 52817 

Start 6036 

Name OJ990804_14 . 9B12 .C20 . o3 . tc 

Start 1657 

GI none 

Exons 1657.. 1980, 1658.. 1978 



Seq. ID 
Strand' ' 
End 

Method 
End 
Score 
.1956, 1739. .1948 



■OJ990804_14.9B12.C20 
8144 

TBLASTX: Wheat 
1956 
65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_14.9B12.C20 
8144 

TBLASTX: Cress 

1980 

327 



Seq. No. 25477 Seq. ID 

Gene No. 52817 Strand 

Start 6036 End 

Name OJ990804 14 . 9B12 . C20 . o4 . tc . Method 



OJ990804_14.9B12.C20 
8144 

TBLASTX: Cress 



25498 



Start 2014 

GI none 

Exons 2014.. 2187, 2020.. 2193 

Seq. No. 25477 

Gene No. 52817 

Start 6036 

Name OJ990804_14 . 9B12 .C20.o2 .tc 

Start 2319 

GI none 
Exons 



End 2193 
Score 152 



Seq. ID OJ990804_14.9B12.C20 
Strand 

End 8144 

Method TBLASTX : Cress 

End 3315 

Score 111 



2319.. 2423, 2320.. 2430, 2430. .2465, 2560.. 2682, 2570.. 2683, 
2757. .2810, 2762. .2809, 2817. .2861, 2818. .2865, 2946. .3056, 
3134.. 3310, 3151.. 3315, 3151.. 3309, 3153.. 3314 



Seq. No. 25477 Seq. ID 

Gene No. 52817 Strand 

Start 6036 End 

Name OJ990804_14 . 9B12 . C20 . o2 . ts Method 

Start 2802 End 

GI none Score 
Exons 



OJ990804_14.9B12.C20 
8144 

TBLASTX: Soybean 

3328 

182 



2802. .2861, 2946. .3056, 3134. .3298, 3144. .3314, 3148. .3318, 
3148. .3318, 3152. .3328 



Seq. No. 25477" - Seq. ID OJ990804_14.9B12.C20 

Gene No. 52817 Strand 

Start 6036 End 814 4 

Name OJ990804_14 . 9B12 .C20.o3.np Method AAT/NAP 

Start 6036 End 8144 

GI 5922620 Score 315 

Exons 6036. .6177, 7594. .7666, 7704. .7909, 7959.. 8144 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene. ; hypothetical 
protein [Oryza sativa] 



Seq. No. 


25477 








Seq. ID 


OJ990804_14.9B12.C20 


Gene No. 


52817 








Strand 




Start 


6036 








End 


8144 


Name 


OJ990804 14 


.9B12 


.C20.o4. 


gs 


Method 


GENSCAN 


Start 


7147 








End 


8090 


GI 


none 








Score 


.6 


Exons 


7147. .7281, 


7328 


. .7521, 


7914. 


.8090 




Seq. No. 


25478 








Seq. ID 


OJ990804_14.9B12.C22 


Gene No. 


52818 








Strand 




Start 


1 








End 


419 


Name 


OJ990804 14 


. 9B12 


.C22.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


419 


GI 


2160180 








Score 


234 


Exons 


1..216, 336 


. .419 










GI Descrip. 


(AC000132) ] 


No definition 


l line 


found [Arabidopsis thaliana] 


Seq. No. 


25478 








Seq. ID 


OJ990804_14.9B12.C22 


Gene No. 


52818 








Strand 




Start 


1 ■ 








End . 


419 


Name 


OJ990804 14 


. 9B12, 


.C22.ol. 


ts 


Method 


TBLASTX : Soybean 



25499 



Start 


93 


End 


418 






GI 


none 


Score 


70 






Exons 


93. .215, 120. .218, 124. .219 


, 318. .407, . 


335. .418 






Seq. No. 


25479 


Seq. ID 


OJ990804_14 . 


9B12 


.C23 


Gene No. 


52819 


Strand 


+ 






Start 


553 


End 


639 






Name 


OJ990804 14. 9B12.C23. ol.gs 


Method 


GENSCAN 






Start 


553 


End 


639 






GI 


none 


Score 


.53^ 






Exons 


553. .639 










Seq. No. 


25480 


Seq. ID 


OJ990804_14 . 


9B12 


.C24 


Gene No. 


52820 


Strand 








Start 


1009 


End 


1179 






Name 


OJ990804 14 . 9B12.C24 .ol.gs 


Method 


GENSCAN 






Start 


1009 


End 


1179 






GI 


none 


Score 


. 42 






Exons 


1.009. .1179 










Seq. No. 


25481 


Seq. ID 


OJ990804_14 . 


9B12 


.C25 


Gene No. 


52821 


Strand 


+ 






Start 


591 


End 


646 






Name 


OJ990804 14 . 9B12.C25. ol.gs 


Method 


GENSCAN 






Start 


591 


End 


646 






GI 


none 


Score 


.7 






Exons 


591. .646 










Seq. No. 


25481 


Seq. ID 


OJ990804 14. 


9B12 


.C25 


Gene No. 


52822 


Strand 


+ 






Start 


990 


End 


4198 






Name 


OJ990804 14.9B12.C25.ol.np 


Method 


AAT/NAP 






Start 


990 


End 


4198 






GI 


3894191 


Score 


88 






Exons 


990. .1083, 2734. .2970, 4178 


..4198 ■ 








GI Descrip. 


(AC005662) unknown protein 


[Arabidopsis thaliana] 






Seg. No. 


25481 


Seq. ID . 


OJ990804_14. 


9B12 


.C25 


Gene No. 


52823 


Strand '■ 


+ 






Start 


4841 


End 


6843 






Name 


OJ990804 14.9B12.C25.o3.np 


Method 


AAT/NAP 






Start 


4841 


End 


6414 






GI 


3367537 


Score 


63 






Exons 


4841. .4872, 6250. .6414 










GI Descrip. 


(AC004392) Contains similarity to ANK repeat region 


of 


Fowlpox 



virus BamHI-orf7 protein homolog C18F10.7 gi 1485107 from 
Caenorhabditis elegans cosmid gb|U0004 9. This gene is continued 
from unannotated gene on BAC F19K23 gb|AC000375. [Arabid. . . 



Seq. No. 25481 Seq. ID OJ990804 

Gene No. 52823 Strand + 

Start 4841 End 6843 

Name OJ990804JL4 . 9B12 . C25 . o3 . gs Method GENSCAN 

Start 6251 End 6843 

GI none Score .97 

Exons 6251.. 6455, 6461.. 6843 



14.9B12.C25 



25500 



# 



Seq. No. 25481 Seq. ID 

Gene No. 52824 Strand 

Start 8112 End 

Name OJ990804_14 . 9B12 . C25 . ol . gp Method 

Start 8069 End 

GI 30269_1.R1084 Score 

Exons 8069.. 8246 

GI Descrip. ' 4115377 3.0e-91 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



OJ990804_14.9B12.C25 
+ 

8246 
AAT/GAP 
8246 
292 



Seq. No. 25481 Seq. ID 

Gene No. 52824 Strand 

Start 8112 End 

Name OJ990804JL4 . 9B12 . C25 . o4 . gs Method 

Start 8112 End 

GI none Score 

Exons 8112.. 8246 



OJ990804_14.9B12.C25 
+ 

8246 
GEN SCAN 
8246 
. 62 



Seq. No. 25481 

Gene No. 52825 

Start 2563 

Name OJ990804_14 .'9B12 .C25 .o2 .gs 

Start 2563 

GI none 

Exons 2563.. 3059, 5645.-5843 

Seq. No. 25481 

Gene No. 52825 

Start 2563 

Name OJ990804_14 . 9B12 . C25 . o2 . np 

Start 2636 

GI 6634762 

Exons 2636.. 3093, 5712.. 5896, 6096. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_14.9B12.C25 
8449 

GENSCAN • 

5843 

.58 



Seq. ID OJ990804_14.9B12.C25 
Strand 

End 8449 

Method AAT/NAP 

End 8449 

Score 110 
.6145, 8419. .8449 



(AC009917) Contains a bZIP transcription factor PF 100170 domain 
ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


25481 




Seq. ID 


OJ990804_14.9B12.C25 


Gene No. 


52825 




Strand 




Start 


2563 




End 


8449 


Name 


OJ990804 14 


.9B12.C25.ol. tm 


Method 


TBLASTX: Maize 


Start 


5607 




End 


6171 


GI 


none 




Score 


166 


Exons 


5607. .5636, 


5682. .5867, 5740. 


.5859, 5742. .5867, 5864. .5908, 




5865. .5912, 


6090.. 6152, 6097. 


.6171 




Seq. No. 


25482 




Seq. ID 


OJ990804 14.9B12.C26 


Gene No. 


52826 




Strand 


+ 


Start 


1977 




End 


2063 


Name 


OJ990804 14 


.9B12.C26.o3.np 


Method 


AAT/NAP 


Start 


1977 




End 


2063 


GI 


6721561 




Score 


84 


Exons 


1977. .2063 








GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 



gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 



25501 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



protein [Oryza sativa] 

25482 
52827 
4402 

OJ990804_14 . 9B12 . C2 6 . ol . gp 
4374 

30269 1.R1084 



Seq. ID OJ990804_14.9B12.C26 

Strand + 

End 6963 

Method AAT/GAP 

End "6888 

Score 1533 



4374. .4536, 5675.-5839, 5931. .6040, 6125. .6230, 6307. .6419, 
6526.-6679, .6805.. 6888 

1 4115377 3.0e-91 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



25482 
52827 
4402 

OJ990804_14. 9B12.C26.o3.gs 

4402 

none 



Seq. ID OJ990804_14.9B12.C26 

Strand + 

End 6963 

Method GEN SCAN 

End 6405 

Score .69 



4402. .4536, 5675.-5839, 5931. .6040, 6125. .6230, 6307. .6405 



25482 
52827 
4402 

OJ990804_14.9B12.C26.o4.np 

4429 

4115377 



Seq. ID OJ990804_14.9B12.C26 

Strand + 

End 6963 

Method AAT/NAP . 

End 6963 

Score 937 



4429. .4565, 5636.-5839, 5931. .6040, 6125. .6230, 6307. .6419, 
6526.-6679, 6805.. 6963 

(AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



Seq. No. 


25482 






Seq. ID 


OJ99080' 


Gene No. 


52828 






Strand 




Start 


1 






End 


1156 


Name 


OJ990804 


14 


. 9B12-C26.ol.np 


Method 


AAT/NAP 


Start ■ 


1 






End 


1156 


GI . 


6815109 






Score 


471 


Exons 


1..867, 8 


93 


..'988, 1056.. 1156 






GI Descrip. 


(AP001081 


) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


25482 






Seq. ID 


OJ99080. 


Gene No. 


52828 






Strand 




Start 


1 






End 


1156 


Name 


OJ990804 


14 


. 9B12.C26.ol.gs 


Method 


GENSCAN 


Start 


165 






End 


485 


GI 


none 






Score 


.9 


Exons 


165. .485 










Seq. No. 


25482 






Seq. ID 


OJ99080- 


Gene No. 


52829 






Strand 




Start 


1855 






End 


6963 


Name 


OJ990804 


14 


. 9B12.C26.o2.np 


Method 


AAT/NAP 


Start 


1855 






End 


5905 


GI 


4680183 






Score 


128 



.Exons 1855.. 1944, 5880.. 5905 

GI Descrip. (AF111709) ..gag-pol protein [Oryza sativa subsp. indica] 



25502 



Seq. No. 25482 
Gene No. 52829 
Start 1855 

Name OJ990804_14 . 9B12 . C26 . ol . tm 

Start 5665 
GI none 

Exons 5665.. 5838, 5667.. 5837, 5672. 

5947. .6048, 5948. .6064, 5949. 
6126.. 6230, 6306.. 6419, 6307. 
6522.. 6680, 6524.. 6697, 6798. 
6805. .6963 



Seq. ID OJ990804_14.9B12.C26 
Strand 

End 6963 
Method TBLASTX: Maize 
End 6963. 
Score 205 

.5851, 5672. .5839, 5674. .5850, 
.6041, 6121.. 6222, 6121.. 6231, 
.6417, 6310.. 6423, 6520.. 6708, 
.6962, 6799.. 6960, 6803.. 6961, 



Seq. No. 25482 Seq. ID OJ990804_14 . 9B12 . C2 6 

Gene No. 52829 Strand 

Start 1855 End 6963 

Name OJ990804_14 . 9B12 . C26 . o2 . ts Method TBLASTX : Soybean 

Start . 5669 End 6185 

GI none Score 241 

Exons 5669.. 5839, 5689.. 5847, 5934.. 6041, 6126.. 6185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25482 . 

52829 

1855 

OJ990804_14.9B12.C26.ol.tc 

5677 

none 



Seq. -ID OJ990804_14.9B12.C26 
Strand 

End 6963 

Method TBLASTX : Cress 

End 6670 

Score 234 



5677.. 5847, 5678.. 5836, 5934.. 6041, 6122/.6163, 6126.. 6170, 
6180.. 6230, 6180.. 6224, 6306.. 6476, 6307.. 6417, 6524.. 6559, 
6559.. 6669, 6566.. 6670 



Seq. No. 25482 Seq. ID OJ990804_14 . 9B12 . C2 6 

Gene No. 52829 Strand 

Start 1855 End 6963 

Name OJ990804_14 . 9B12 . C26 . ol . ts Method TBLASTX : Soybean 

Start 6186 End 6963 

GI none Score 54 

Exons 6186.. 6230, 6306.. 6425, 6307.. .6417, 6509.. 6679, 6520.. 6696; 

6523.. 6669, 6524.. 6697, 6799.. 6960, 6804.. 6950, 6805.. 6963 



Seq. No. 25482 

Gene No. 52829 

Start 1855 

Name OJ990804_14 . 9B12 . C26 . o2 . tc 

Start 6799 

GI none 
Exons 



Seq. ID OJ990804_14.9B12.C26 
Strand 

End 6963 

Method TBLASTX : Cress 

End 6963 

Score 99 . 



6799.. 6960, 6804.. 6938, 6805.. 6963, 6870.. 6962 



Seq. No. 25483 ^ Seq. ID OJ990804_14.9B12.C27 

Gene No. 52830 ^ Strand + 

Start 1 End 96 

Name OJ990804_14 . 9B12 .C27 .ol.np Method AAT/NAP 

Start 1 End 96 

GI 4115377 Score 102 

Exons 1..96 

GI Descrip. (AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



25503 



Seq. No. 

Gene No. 

Start 

Name 

S.tart 

GI 

Exons 

GI Descrip. 



25483 
52831 
1 

OJ990804_14 . 9B12 . C27 . o2 . np 
1 

4115377 



Seq. ID OJ990804_14.9B12.C27 

Strand + 

End 3290 

Method AAT/NAP 

End 3287 

Score 1737 



1..18, 940. .1104, 1233. .1342, 1423. .1528, 1652. .1764, 
1852.. 2005, 2135.. 3287 

(AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25483 
52831 
1 

OJ990804_14 . 9B12 . C27 . ol . gs 

425 

none 



Seq. ID OJ990804_14.9B12.C27 

Strand + 

End 3290 

Method GENSCAN 

End 3290 

Score .91 



425. .465, 539. .664, 689. .823, 940. .1104, 1233. .1342, 1852. .2005, 
2135.. 2329, 2409.. 3290 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 14.9B12.C27' 



25483 
52832 
1 

OJ990804_14.9B12.C27.ol.gp 
1 - . 

4799_1.R1084 
1.-310 

■4115377 1.0e-33 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



3272 
AAT/GAP 
310 
527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25483 
52832 > 
1 

OJ990804_14.9B12.C27.ol.tm 
4 

none 



OJ990804 14.9B12.C27 



3272 

TBLASTX: Maize 

3272 

111 



Seq. ID 
Strand 
End " 
Method 
End 
Score 

4.. 108, 25. .99, 27-.-V101, 182. .247, 187. .249, 938. .1090, 
942. .1100, 943. .1101, 1205. .1342, 1251. .1343, 1416. .1526, 
1427. .1528, 1652. .1762, 1660. .1764, 1661. .1762, 1849. .2007, 
1850. .2005, 1955. .2017, 2132. .2431, 2132. .2431, 2146. .2433, 
2254. .2439, 2385. .2573, 2439. .2576, 2549. .2947, 2573. .2971, 
2577. .3272, 2614. .2970, 2691. .3068, 3002. .3271, 3147. .3272 



25483 
52832 
1 

OJ990804_14 . 9B12 . C27 . ol . ts 
.25 
none 



Seq. ID OJ990804_14.9B12.C27 
Strand 

End 3272 

Method TBLASTX: Soybean 

End 3272 

Score 114 



25. .99, 27. .98, 1655. .1762, 1666. .1764, 1849. .2001, 1850. .2005, 
2132. .2431, 2132. .2428, 2149. .2433, 2385. .2573, 2408. .2572, 
2439..2S76, 2573.. 2713, 2573.-2938, 2577.. 3272, 2583.. 3083, 
2984. .3271 



Seq. No. 
Gene No. 



25483 
52832 



Seq. ID OJ990804_14.9B12.C27 
Strand 



25504 



Start" 


1 








End 


*\3272 


Name 


OJ990804 14 


.9B12 


.C27.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


25 








End 


3272 


GI 


none 








Score 


122 


Exons 


25. .114, 27 


. . 95, 


2672. . 


2947, 


2673.. 3272, 2691.. 3068, 2996.. 


Seq. No. 


25483 








Seq. ID 


OJ990804_14.9B12.C27 


Gene No. 


52832 








Strand 




Start 


1 








End 


3272 


Name 


OJ990804 14 


. 9B12 


.C27.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


862 








End 


1999 


GI 


none 








Score 


170 


Exons 


862. .1101, 


937. . 


1101, 939. .1109, 1233. 


.1343, 1427. .1468, 




1484. .1528, 


1655 


. . 1762, 


1658 . 


.1759, 1663. .1764, 1666. .1794, 




1849. .1878, 


1850 


. .1882, 


1892. 


.1999 




Seq. No. 


25483 








Seq. ID 


OJ990804_14.9B12.C27 




52832 








Strand 




Start 


1 








End 


3272 


Name 


OJ990804 14 


. 9B12 


.C27.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


2132 , 








End 


2350 


GI 


• none 








■ Score 


256 


Exons 


2132. .2350, 


2132 


. .2350 








Seq. No. 


25483 








Seq. ID 


OJ990804_14.9B12.C27 


Gene No. 


52832 . 








Strand 




O UCLJ- L. 


1 








End 


3272 


Name 


OJ990804 14 


.9B12 


.C27.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


2350 








End 


2666 


GI 


none 








Score 


113 


Exons 


2350. .2418, 


2351 


. .2431, 


2385 . 


.2573, 2432.. 2572, 2448.. 2576, 




2546. .2662, 


2577 


. .2666 








Seq. No. 


25484 








Seq. ID 


OJ990804_14.9B12.C29 


Genp No 


52833 








Strand 


+ 


Start 


4071 








End 


4373 


Name 


OJ990804 14 


. 9B12 


.C29.o2 


.gp 


Method 


AAT/GAP 


Start 


4071 








End 


4373 


GI 


569061 








Score 


572 


Exons 


4071. .4373 












Seq. No. 


25484 








Seq. ID 


OJ990804_14.9B12.C29 


Gene No. 


52834 








Strand 




Start 


1 








End 


3188 


Name 


OJ990804 14 


. 9B12 


.C29.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


970 


GI 


426588 








Score 


492 


Exons 


1..100, 813 


. .970 










GI Descrip. 


4539347/emb 


ICAB37495.il 


2.0e- 


45 (AL035539) putative growth 



regulator protein [Arabidopsis thaliana] 



Seq. No. 25484 

Gene No. 52834 

Start 1 

Name OJ990804_14 . 9B12 . C29 . ol . np 

Start 1 

GI .6554491 



Seq. ID OJ990804_14.9B12.C29 
Strand 

End 3188 

Method AAT/NAP 

End 3188 

Score 739 



25505 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..100, 813.. 994, 1249.'. 1432, 1529.. 1617, 1839.. 1915, 
2086.. 2153, 2967.. 3188 

(AC012394) putative auxin-independent growth promoter 
[Arabidopsis thaliana] 



25484 
52834 
1 

OJ990804_14. 9B12.C29.ol.gs 

813 

none 



Seq. ID-- OJ990804_14.9B12.C29 
Strand 

End 3188 
Method GENSCAN 
End . 3007 
Score .62 



813. .994,^ 1249. .1432, 1529. .1617, 2668. .2736, 2822. .3007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25484 
52835 
4193 

OJ990804_14.9B12.C29.ol.ts 
1 

none 



Seq. ID OJ990804_14.9B12.C29 
Strand 

End 7 960 

Method TBLASTX : Soybean 
End 2149 
Score 87 

1..102, 2. .103, 10. .102, 68. .127, 809. .943, 826. .936, 932. .991, 
945. .998, 1249. .1341, 1250. .1324, 1339. .1434, 1385. .1438, 
1529. .1618, 1531. .1617, 1780. .1908, 1836. .1913, 2090. .2149 



25484 
52835 
4193 

OJ990804_14. 9B12.C29.o3.tm 

896 

none 



Seq. ID OJ990804_14.9B12.C29 
Strand 

End 7960 

Method TBLASTX : Maize 

End 1368 

Score 128 



896.-994, 897. .998, 1238. .1366, 1244. .1348, 1246. .1368, 
1249. .1368 



Seq. No. 25484 

Gene No. 52835 

Start 4193 

Name OJ990804_14 . 9B12 . C29 . o2 . gs 

Start v 4193 

GI. none 
Exons 



Seq. ID OJ990804_14.9B12.C29 
Strand 

End 7 960 

Method GENSCAN 

End 7960 

Score .54 



4193. .4358,^4490. .4580, 4629. .4721, 4987-. .5060,-5138. .5208, 
5947. .6016,- 7111. .7222, 7425.-7698, 7739. .7960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25484 
52835 
4193 

OJ990804_14.9B12.C29.o3.gp 
4433 

LIB3432-008-P1-K1-D11 



Seq. ID OJ990804_14.9B12.C29 
Strand 

End 7960 

Method AAT/GAP 

End 54 84 

Score 746 



4433. .4556, 4660. .4721, 4844. .4902, 4987. .5060, 5138. .5208, 
5426. .5484 

1 4 539347/emb|CAB374 95. 1 | 2.0e-45 (AL035539) putative growth 
regulator protein [Arabidopsis thaliana] 1 



25484 
52835 
4193 

OJ990804_14 . 9B12 . C29 . o2 . tc 
4680 



Seq. ID " OJ990804_14.9B12.C29 
Strand 

End 7 960 

Method TBLASTX : Cress 

End 5454 



25506 



GI none Score 41 

Exons 4680.. 4739, 4841.. 4909, 4985.. 5062, 5170.. 5208, 

5425. .5454 



5307. .5339, 



Seq. No. 


25484 








Seq. ID 


OJ990804 


_14.9B12.C29 


uene wo . 


coo o c 








Strand 






oiail 


H X 








End 


7960 




Name 


A TQQOft 04 1 A 


QR1 9 


C29.o2 


. np 


Method 


AAT/NAP 




D L.ax L. 


J U 1 u 








End 


7820 




oX 










Score . 


635 






rot 0 R9nft 


S9 Qft 


.5343, 


5426. 


.5507, 5940.. 6016, 


61 9 R 69 R9 




Ofl jj ■ . DO / U , 


7 1 HP 
/ x u 0 . 


.7258, 


7308. 


.7463, 7615. .7698, 


777*3 7ft 90 


(ji uescrip. 




T9 ^TT 1 fl 


1.19 [Arabidopsis thaliana] 




Seq. No. 


25484 








Seq. ID 


OJ990804 


_14.9B12.C29 


Gene No. 


52835 








Strand 








4 1 








End 


7960 




Name 


n TQQOP. fl A 1 A 

Uu ""UOUfi Xfi 


QR1 9 


C29.o2 


. ts 


Method 


TBLASTX: 




otalt 


R1 ^7 








End 


7701 




C T 


none 








Score 


59 






ci 07 conp 
0 X O / . . U O , 


M 7 1 
O x / x • 


.5209, 


5310. 


.5342, 5407.. 5511, 


J4 J J , . D D ± £ ? 








.6037, 


6124. 


.6234, 6124. .6252, 


ca on ccoi 
Ofi-jU. . Oj Jl/ 




Ofl OX . . OJZ!? r 


7 1 1 ^ 
/ X X O • 


.7169, 


7173. 


.7247, 7326. .7469, 


7 ^9 6 • 1 A £"3 




AO 7 7 O 1 

/ DUO . . / / u 1 














Seq. No. 


25484 








Seq. ID 


OJ990804 


_14.9B12.C29 


Gene No . 


jZojO 








Strand 
















End 


7960 




Name 




. ytjxz . 


C29.o2 


. tm 


Method 


TBLASTX: 


jyiai ze 


otart 










End 


6008 




t^X 


none 








Score 


86 




Exons 


CI "3Q coi p 
OXOO . . jZ10 f 


CI CO 

0 1 . 


.5220, 


5152. 


.5208, 5165.. 5215, 


5298. .5345, 






O ft Z O . 


.5511, 


5426. 


.5512, 5463.. 5513, 


5935. .6006, 




cqco coop. 


C QC7 


. bUU / 










Seq. No. 


25484 








Seq. ID 


OJ990804 


_14.9B12.C29 


bene lno . 


jZO JJ 








Strand 






.OLalt 










End 


7960 ■ 




Name 


H TQQOP, 04 14 


QR1 9 


C29.01 


. tm 


Method 


TBLASTX: Maize 


Q+- -s 


647 R 
Oft / O 








End 


7824 






none 








Score 


89 






D*± / O . . DO X D , 


£ cop. 

DOUO . 


.6531, 


7112. 


.7219, 7113.. 72.47, 


7114. .7209, 




7326. .7463, 


7330. 


.7464, 


7603. 


.7701, 7640. .7699, 


7749. .7820, 




7771. .7824, 


7771. 


.7824 










o e q . in o ■ 


O C / O yl 
Z O ft O ft 








Seq. ID 


OJ990804 


_14.9B12.C29 


bene no. 


jZo jj 








Strand 






Start 


4193 








End 


7960 




Name 


OJ990804 14 


. 9B12. 


C29.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7107 








End 


7683 




GI 


none 








Score 


62 




Exons 


7107. .7211, 


7110. 


.7223, 


7324. 


.7431, 7326.. 7454, 


7612. .7683 


Seq. No. 


25485 








Seq. ID 


OJ990804 


_14.9B12.C30 


Gene No. - 


52836 








Strand 


+ 




Start 


1 








End 


3500 




Name 


OJ990804 14 


.9B12. 


C30.ol 


.np 


Method 


AAT/NAP 





25507 



Start 1 End 3500 

GI 3080425 Score 1364 

Exons 1..116, 1169.. 1388, 1477. .1575, 1812.. 2006, 2129.. 2221, 

2327. .2422, 3081. .3221, 3327. .3500 
GI Descrip. (AL022604) putative protein [Arabidopsis thaliana] 



Seq. No. 25485 

Gene No. 52836 

Start 1 

Name OJ990804_14 . 9B12 .C30 .61 . gs. 

Start 942 

GI none 
Exons 



Seq. ID OJ990804_14.9B12.C30 

Strand + 

End 3500 

Method GEN SCAN 

End 3233 

Score .89 



942. .1015, 1075. .1134, 1235. .1388, 1477. .1575, 1812. .2006, 
2327. .2422, 3081. .3233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25485 
52836 
1 

OJ99%8 04_14 . 9B12 . C30 . ol . gp 
1508 

13608 1.R1084 . 



Seq. ID OJ990804_14.9B12.C30 

Strand + 

End 3500 

Method AAT/GAP 

End 3212 

Score 974 



1508. .1575, 1812. .2006,. 2129. .2221, 2327. .2422, 3081. .3212 
, 3080425/emb | CAA18744.il 6.0e-85 (AL022604) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


25485 








Seq. ID 


OJ990804 


14 . 9B12 . C30 


Gene No . 


dZoo 1 








Strand 


+ 




Start 


3507 








End 


3588 




Name 


OJ990804 14 


.9B12 


.C30.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


.1162 








End 


1421 




GI 


none 








Score 


349 




Exons 


1162. .1245, 


1164 


. .1421, 


1164. 


.1397, 1166. .1411 




Seq. No. 


25485 








Seq. ID 


OJ990804 


_14.9B12.C30 


Gene No. 


52837 








Strand 


+ 




Start 


3507 








End 


3588 




Name 


OJ990804 14 


-9B12 


.C30.O2 


.tc. 


Method 


TBLASTX: 


Cress 


Start 


1167 








End 


1503 . 




GI 


none 








Score 


303 ■ 




Exons 


1167. .1388, 


1193 


. .1396, 


1477. 


.1503 






Seq. No. 


25485 








Seq. ID 


OJ990804 


_14.9B12.C30 


Gene No. 


52837 








Strand 


+ 




Start 


3507 








End 


3588 




Name 


OJ990804 14 


.9B12 


.C30.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1209 








End 


1569 




GI 


none 








Score 


280 




Exons 


1209. .1388, 


1220 


. .1396, 


1239. 


.1397, 1476. .1568, 


1477. .1569 


Seq. No. 


25485 








Seq. ID 


OJ990804 


_14.9B12.C30 


Gene No. 


52837 








Strand 


+ 




Start 


3507 








End 


3588 




Name 


OJ990804 14 


. 9B12 


.C30.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1853 








End 


3458 




GI 


none 








Score' 


239 




Exons 


1853. .2005, 


1854 


. .2006, 


1858. 


.2007, 1979. .2020, 


2113. .2217, 




2127. .2222, 


2129 


. .2221, 


2326. 


.2424, 2327. .2428, 


2471. .2545, 



25508 



3078.. 3224, 3079.. 3222, 3080.. 3223, 3324.. 3458, 3325.. 3456, 
3329.-3457 



Seq. No. 25485 
Gene No. 52837 
Start 3507 

Name OJ990804_14 . 9B12 . C30 . ol . tc 

Start 1859 
GI none 

Exons 1859.. 2005, 1859.. 2005, 1860. 

2137. .2223, 2327. .2401, 2378. 
3324.. 3503, 3324.. 3485, 3329. 

Seq. No. 25485 
Gene No. 52837 
Start 3507 

Name OJ990804_14 . 9B12 . C30 . ol . tm 

Start 1979 
GI none 

Exons 1979.. 2008, 1979.. 2005, 2113. 

2323. .2424, 2326. .2424, 2327. 
3080. .3223, 3324. .3503, 3325. 
3544. .3585, 3547. .3588 



Seq. ID OJ990804_14.9B12.C30 

Strand + 

End 3588 

Method TBLASTX: Cress 

End " 3505 

Score 63 

.2006, 2113.. 2217,. 2129.. 2221, 
.2428, 3078.. 3224, 3080.. 3223, 
.3502, 3395.. 3505 



OJ990804_14.9B12.C30 
+ 

3588 

TBLASTX: Maize 

3588 

68 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2223, 2127.. 2225, 2129.. 2221, 
.2428, 3078.. 3224, 3079.. 3222, 
.3516, 3332. .3502, 3542..358'6, 



Seq. No. 25485 Seq. ID 

Gene No. 52837 Strand 

Start 3507 End 

Name OJ990804_14 . 9B12 . C30 . o3 . gp Method 

Start 3507 End 

GI 4715993 Score 

Exons 3507.. 3588 



OJ990804_14 . 9B.12 . C30 
+ 

3588 
AAT/GAP 
3588 
156 



Seq. No. 25486 

Gene No. 52838 

Start 1 

Name OJ990824_13 . 9B12 . C3 . ol . np 

Start 1 

GI 542643 

Exons 1..28, 2298.. 2657, 4301 
GI Descrip. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
4451,^.6014 



OJ990824_ 
+ 

9571 
AAT/NAP 
6088 
64 
6088 



13.9B12.C3 



hnRNP protein - African clawed frog gi | 299029 | bbs | 128657 



pre-mRNA binding K protein, 
396 aa] 



hnRNP - K [Xenopus laevis, Peptide, 



Seq. No. 25486 

Gene No. 52838 

Start 1 

Name OJ990824_13 . 9B12 . C3 . ol . gs 

Start 625 

GI none 

Exons 625.. 664, 1278.. 1450 

Seq. No. 25486 

Gene No. 52838 

Start 1 

Name OJ990824_13 . 9B12 . C3 . o2 . gs 

Start -2284 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824 
+ 

9571 
GEN SCAN 
1450 
.43 



OJ990824 
+ 

9571 
GEN SCAN 
9571 
.78 



13.9B12.C3 



13.9B12.C3 



25509 



Exons 



2284. .2602, 2713. .2877, 2929. .3050, 4032. .4451, 4635. .4919, 
5214. .5501, 6434. .6606, 7557. .7644, 8683. .8734, 9193. .9291, 





9390. .9571 










Seq. No. 


25486 




Seq. ID 


OJ990824 


_13.9B12 


Gene No.; 


52839 • 




Strand 


+ 




Start 


22611 




End 


23338 




Name 


OJ990824 13.9B12.C3. 


o2 .np 


Method 


AAT/NAP 




Start 


22611 




End 


23338 




GI 


6.498436 




* Score 


3'67 




Exons 


22611. .22952, 23217. 


.23338 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25486 




Seq. ID 


OJ990824 


13. 9B12 


Gene No. 


52840 




Strand 






Start 


10822 




End 


17456 




Name 


OJ990824 13 . 9B12 .C3. 


o3 . gs 


Method 


GENSCAN 




Start 


10822 "~ 




End 


17456 




GI 


none 




Score 


.72 




Exons 


10822. .10929, 11636. 


.11855, 


14914. .15014, 15214 


. . 15259, 




15743. .15830, 16476. 


.16692, 


16889. .17010, 17447 


. . 17456 


Seq. No. 


25486 r 




Seq. ID 


OJ990824 


_13. 9B12 


Gene No. 


52841 




Strand 






Start 


21878 




End 


22057 




Name 


OJ990824 13. 9B12.C3. 


o5 . gs 


Method 


GENSCAN 




Start 


21878 ~~ 




End 


22057 




GI 


none 




Score 


.63 




Exons 


21878. .22057 










Seq. No. 


25486 




Seq. ID 


OJ990824 


13. 9B12 


Gene No. 


52842 




Strand 






Start 


24967 




End 


25230 




Name 


OJ990824 13. 9B12 .C3 . 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


23977 ~~ 




End 


25230 




GI 


none 




Score 


70 




Exons 


23977. .24024, 23978. 


.24028, 


24983. .25189, 24985 


. .25230, 




24986. .25189 










Seq. No. 


25486 




Seq. ID 


OJ990824 


13. 9B12 


Gene No. 


52842 




Strand 






Start 


24967 




End 


25230 




Name 


OJ990824 13.9B12.C3. 


ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


23978 




End 


25230 




GI 


none 




Score 


66 




Exons 


23978. .24028, 23980. 


.24024, 


24977. .25183, 24982 


. .25230, 




24985. .25194 










Seq. No. 


25486 




Seq. ID 


OJ990824 


_13.9B12 


Gene No. 


52842 




Strand 






Start 


24967 




End 


25230 




Name 


OJ990824 13.9B12.C3. 


o3.gp 


Method 


AAT/GAP 




Start 


24503 




End 


25190 




GI 


13229 1.R1084 




Score 


1135 




Exons 


24503. .24888, 24984. 


.25190 








GI Descrip. 


'4519671/dbj IBAA75684 .il 5. 


Oe-33 (AB017 693) transf actor 




[Nicotiana tabacum] ' 











,C3 



25510 



Seq. No. 25486 Seq. ID 

Gene No. 52842 Strand 

Start 24967 End 

Name OJ990824_13 . 9B12 . C3 . 06 . gs - Method 

Start. 24967 End 

GI none * Score 

Exbns 24967. .25188 



OJ990824_13.9B12.C3 

25230 
GENSCAN 
25188 
.72 



Seq. No. 25487 Seq. ID OJ990824_13 . 9B12 . C4 

Gene No. 52843 Strand 

Start 253 End 1949 

Name OJ990824JL3 . 9B12 . C4 . ol . gp Method AAT/GAP 

Start 253 End 608 

GI 13229_1.R1084 Score 207 

Exons 253.. 327, 438.. 477, 562.. 608 

GI Descrip. ' 4519671/dbj | BAA75684 . 1 1 5.0e-33 (AB017693) transf actor 
[Nicotiana tabacum] 1 



Seq. No. 


25487 






Seq. ID 


OJ990824_13.9B12 


.C4 


Gene No. 


52843 






Strand 






Start 


253 






End 


1949 




Name 


OJ990824 


13.9B12.C4 


. ol . np 


Method 


AAT/NAP 




Start 


267 






End 


1949 




GI 


4519671 






Score 


184 




Exons 


267. .327, 


438. .477, 


562. .637, 


719. .896, 


1924. .1949 




GI Descrip. 


(AB017693) transfactor [Nicotiana tabacum] 




Seq. No. 


25487 






Seq. ID 


■OJ990824_13. 9B12 


.C4 


Gene No. 


52843 






Strand 






Start 


253 






End 


1949 




Name 


OJ990824 


13.9B12.C4 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


272 






End 


930 




GI 


none 






Score 


41 




Exons 


272. .325, 


436. .483, 


437. .478, 


558 . . 605, 


562. .603, 562.. 


627, 




592. .663, 


603. .668, 


605. .673, 


695. .745, 


712. .744, 746.. 


793, 




746. .838, 


785. .850, 


798.-926, 


802. .930, 


838. .927 




Seq. No. 


25487 






Seq. ID 


OJ990824 13.9B12 

— r 


.C4 


Gene No. 


52843 






Strand 






Start 


253 






End 


1949 




Name 


OJ990824 


13.9B12.C4 


.ol .gs 


Method 


GENSCAN 




Start 


781 






End 


925 




GI 


none 






Score 


.84 




Exons 


781. .925 













Seq. No. 25488 Seq. ID 

Gene No. • 52844 Strand 

Start 1 End 

Name OJ990824_13 . 9B12 .C5.ol.np Method 

Start 1 End 

GI 4835752 Score 

Exons 1..167, 256. .409, 527. .644, 850. .937, 
GI Descrip. 



OJ990824_13.9B12.C5 
+ 

3101 
AAT/NAP 
1786 
858 
1589. .1786 



(AC007202) Is a member of the PF| 00069 Eukaryotic protein kinase 
family. ESTs gb|T46484, gb|AF066875 and gb|N96237 come from 
this gene. [Arabidopsis thaliana] 



25511 



Seq. No. 25488 Seq. ID 

Gene No. 52844 Strand 

Start 1 - End 

Name OJ990824_13. 9B12 .C5.ol.gs Method 

Start 256 End 

GI none Score 
Exons 



OJ990824_13.9B12.C5 
+ 

3101 
GEN SCAN 
3101 
.62 



256. .403, 850.. 937, 1589.. 1730, 2957. .3101 



Seq. No. 
Gene No. 
Start r 
Name 
Start 
GI 

Exons 

GI Descrip. 



25488 Seq. ID 

52845 Strand 

3534 End 

OJ990824_13 . 9B12 . C5 . o2 . np Method 

3534 End 

3204125 Score 



OJ990824_13.9B12.C5 
+ 

6539 
AAT/NAP 
5079 
118 



3534. .3619, 3896. .4032, 4207. .4304, 5009. .5079 

(AJ0067 66) putative Pi starvation-induced protein [Cicer 

arietinum] 



Seq. No. 


25488 




Seq. ID 


OJ990824_13. 9B12. 


C5 


Gene No. 


52845 




Strand 


+ 




Start 


3534 




End 


6539 




Name 


OJ990824 13. 


9B12.C5.o2.gs 


Method 


GENSCAN 




Start 


3842 




: End 


6539 




GI 


none 




Score 


.96 




Exons 


3842. .4032, 


4207.. 4304, 4556 


..4701, 5009. .5028, 6443. .6539 


Seq. No. 


25488 




Seq. ID 


OJ990824JL3.9B12. 


C5 


Gene No. 


52846 




Strand " 


+ 




Start 


9801 




End 


15104 




Name 


OJ990824 13. 


9B12.C5.o3.np 


Method 


AAT/NAP 




Start 


9801 




End 


15104 




GI 


4490738 




Score 


217 




Exons 


9801. .9824, 


13290. .13457, 13768.. 13828 


, 14100. .14166, 






14766. .14853 


, 14936.. 15104 








GI Descrip. 


(AL035708) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25488 




Seq. ID 


OJ990824_13.9B12. 


C5 


Gene No. 


52846 




Strand 


. + 




Start ... 


9801 




End 


15104 




Name ■ 


OJ990824 13. 


9B12.C5.o2.gp 


Method 


AAT/GAP 




Start 


13253 




End 


13656 




GI 


none 




Score 


492 




Exons - 


13253. .13457 


, 13562.. 13656 








Seq. No. 


25488 




Seq. ID 


OJ990824_13.9B12. 


C5 


Gene No. 


52847 




Strand 






Start 


8601 




End 


8909 




Name 


OJ990824 13. 


9B12.C5.o3.gs 


- Method 


GENSCAN 




Start 


8601 




End 


8909 




GI 


none 




Score 


.53 




Exons ' 


8601. .8909 










Seq. No. 


25488 




Seq. ID 


OJ990824_13. 9B12. 


C5 


Gene No. 


52848 




Strand 






Start 


11680 




End 


13631 




Name 


OJ990824 13. 


9B12.C5.q1- tc 


Method 


TBLASTX: Cress 




Start ' 


46 




End 


635 





25512 



GI 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



none Score 194 

46. .168, 46. .150, 51. .176, 254. .406, 258. .389, 280. .405, 

517. .627., 527. .607, 569. . 628, . 591 .. 635 



25488 
52848 
11680 

OJ990824_13.9B12.C5.ol.tm 
46 

none 

46. .168, 46. .168, 48. .176, 254. .406, 261. .365, 283. .405, 
287. .412, 514. .591, 527. .595, 581. .646, 597. .647, 823.-939, 
849. .905, 1582. .1722, 1587. .1706 



Seq. ID OJ990824_13.9B12.C5 
Strand 

End 13631 

Method TBLASTX : Maize 

End 1722 

Score 175 



Seq. No. 


25488 


Seq. ID 


OJ990824_13.9B12. 


C5 


Gene No. 


52848 


Strand 






Start 


11680 


End 


13631 




Name 


OJ990824 13.9B12.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


46 


End 


322 




GI 


none 


Score 


167 




Exons . 


46. .168, 46. .174, 48. .197, 


251.. 322, 260.. 322 




Seq. No. 


25488 


Seq. ID 


OJ990824_13. 9B12. 


C5 


Gene No. 


52848 


Strand 






Start 


11680 


End 


13631 




Name 


OJ990824 13.9B12.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


46 


End 


1743 




GI 


none 


Score 


176 




Exons 


46. .168, 46. .165, 51. .176, 


254. .406, 255. .383, 280. .405, 






514. .591, 527. .595, 581. .646, 597. .647 


, 823. .939, 849.. 905 




1582. .1743, 1587. .1733 








Seq. No. 


25488 


Seq. ID 


OJ990824_13. 9B12. 


C5 


Gene No. 


52848 


Strand 






Start 


11680 


End 


13631 




Name 


OJ990824 13.9B12.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


823 


End 


1758 




GI 


none 


Score 


168 




Exons 


823. .939, 849. .905, 1582. .1758, 1587.. 


1733, 1597. .1746 




Seq. No. 


25488 


Seq. ID 


OJ990824JL3. 9B12. 


C5 


Gene No. 


52848 


Strand 






Start 


11680 


End 


13631 




Name 


OJ990824 13.9B12.C5.o4.gs 


Method 


GENSCAN 




Start 


11680 


End 


13631 




GI 


none 


Score 


.78 > 




Exons 


11680. .12297, 12432. .12528, 


.13522. .13631 




Seq. No. 


25488 


Seq. ID 


OJ990824_13.9B12. 


C5 


Gene No. 


52848 


Strand 






Start *' 


11680 


End 


" 13631 




Name 


OJ990824 13.9B12.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


13095 


End 


13332 




GI 


none 


Score 


137 




Exons 


13095. .13208, 13096 .. 13209, 


13100. .13216, 13100. .13213, 





13111. .13230, 13217. .13327, 13219.. 13323, 13220 .. 13324 , 
13237. .13332, 13275 .. 13331 . 



25513 



Seq. No. 25488 
Gene No. . 5284 9 
Start 13555 

Name OJ990824_13 . 9B12 . C5 . o3 . tm 

Start 13555 
GI - none 
Exons 13555 

13753 

14100 

14766 

14937. .15023 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990824 -13.9B12.C5 



13674, 13560. .13637, 13564, 

13830, 13754. .13834, 14048. 

14168, 14101. .14169, 14764. 

14858, 14767. .14859, 14936. 



15023 

TBLASTX: Maize 
15023 
74 

13653, 13565. .13681, 
14167, 14099. .14164, 
14853, 14765. .14854, 
15016, 14936. .15019, 



13. 9B12.C6 



Seq. No. 25489 Seq. ID OJ990824_ 

Gene No. 52850 Strand + 

Start 685 End 2942 

Name OJ990824_13 . 9B12 . C6 . ol . np Method AAT/NAP 

Start 685 End 2942 

GI 2388561 Score 43 

Exons 685.. 725, 1058.. 1209, 2899.. 2942 

GI Descrip. ■ (AC000098) Similar to Arabidopsis hypothetical protein 

PID:e326839 (gb|Z97337). [Arabidopsis thaliana] 



Seq. No. 


25489 




Seq. ID 


OJ990824 


_13. 9B12 


. C6 


Gene No. 


52851 




Strand 








Start 


2236 




ind 


2402 






Name 


OJ990824 13.9B12.C6.ol.gs 




Method 


GENSCAN 






Start 


2236 




End 


2402 






GI 


none 




Score 


.49 






Exons 


2236. .2402 












Seq. No. 


25490 




Seq. ID 


OJ990824 


_13.9B12 


.C7 


Gene No. 


52852 




Strand 


+ 






Start 


5306 




End 


5446 






Name 


OJ990824 13.9B12.C7.o2.gs 




Method 


GENSCAN 






Start 


5306 




End 


5446 






GI 


none 




Score 


.7 






Exons 


5306.. 5446 












Seq. No. 


25490 




Seq. ID 


OJ990824 


_13.9B12 


.C7 


Gene No. 


52853 




Strand 


+ 






Start 


9516 




End 


16546 






Name 


OJ990824 13.9B12.C7.o3.np 




Method 


AAT/NAP 






Start 


7550 




End 


12216 






GI 


5852181 




Score 


116 






Exons 


7550. .7591, 10643. .10942, 


12174. .12216 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq. No. 


25490 




Seq. ID 


OJ990824 


J.3. 9B12 


.C7 


Gene No. 


52853 




Strand 


+ 






Start 


9516 




End 


16546 






Name 


OJ990824 13.9B12.C7.o3.gs 




Method 


GENSCAN 






Start 


9516 




End 


16546 






GI 


none 




Score 


.67 






Exons 


9516.. 9518, 10785. .10938, 


11594. .11762, 


14353. . 


14456, 






. 14732. .14898, 15793 .. 15862, 


15881. .16021, 16353 


. .16546 





25514 



Seq. No. 


25490 


Seq. ID 


OJ990824_13. 9B12 .C7 


Gene No. 


52854 


Strand 


+ 


Start 


18587 


End 


18955 


Name 


OJ990824_13 . 9B12 . C7 . o4 . gs 


Method 


GENSCAN 


Start 


18587 


End 


18955 


GI 


none 


Score 


. 87 


Exons 


18587 . . 18955 






Seq. No. 


25490 


Seq. ID 


OJ990824 13 . 9B12 . C7 


,Gene No. 


52855 


. Strand 




Start 


8378 ' - 


End 


8827 


Name 


OJ990824 13.9B12.C7.ol.gp 


Method 


AAT/GAP 


Start 


8378 


End 


8827 


GI 


LIB3432-059-P1-K1-D8 


Score 


725 


Exons 


8378. .8827 






GI Descrip. 


'5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genom. 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


25490 


Seq. ID. 


OJ990824_13.9B12.C7 


Gene No. 


52856 


Strand 




Start 


19421 


End 


21027 


Name 


OJ990824 13.9B12.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


1343 


End 


1590 


GI 


none 


Score 


184 


Exons 


1343. .1588, 1348. .1590 






Seq. No. 


25490 


Seq. ID 


OJ990824_13.9B12.C7 


Gene No. 


52856 


Strand 




Start 


19421 


End 


21027 


Name 


OJ990824 13.9B12.C7.ol.tm 


Method 


TBLASTX: Maize 


Start • 


1756 


End 


2514 


GI 


none 


Score 


37 


Exons 


1756.. 1788, 1837.. 2160, 2230 


..2343, 2347.. 2514 


Seq. No. 


25490 


Seq. ID 


OJ990824_13.9B12.C7 


Gene No. 


52856 


Strand 




Start 


19421 


End 


21027 


Name 


. OJ990824 13.9B12.C7.o5.gs 


•Method 


GENSCAN 


Start 


19421 


End 


20917 


GI 


none 


Score 


.63 


Exons 


19421. .19562, 19976 .. 20445, 


20578. .20917 


Seq. No. 


25490 


Seq. ID 


OJ990824 1 13.9B12.C7 


Gene No. 


52856 


Strand 




Start 


19421 


End 


21027 


Name 


OJ990824 13.9B12.C7.o4.np 


Method 


AAT/NAP 


Start 


19460 


End 


21027 


GI 


6907087 


Score 


284 


Exons 


19460. .19562, 20148 .. 20445, 


20595. .21027 


GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


25491 


Seq. ID 


OJ990824__13.9B12.C9 


Gene No. 


52857 


Strand 




Start 


1 


End 


574 • 



Name 



OJ?90824_13. 9B12.C9.ol.gp 



Method AAT/GAP 



25515 



Start 


1 




End 


an a 

57 4 




GI 


none 




Score 


1 A f~ A 

lOoO 




Exons 


1 . .574 










Seq. No. 


o c a n 1 

25491 




Seq. ID 


a Tfinnoo yl io or>io 

ojyyob2 4 ij . ysi2 . 


cy 


Gene No . 


C O O C 1 

5285 / 




Strand 






Start 


1 




End 


574 




Name * 


OJ990824__13.9B12.C9.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


O C\ 

2U 




hnc 


con 




GI 


none 




Score 


122 




Exons 


o r\ 1 O *7 O 1 IOC 1 1 A 

20. .127, 21. .125, 110. 


. o4 9, 


til i "7 r\ 
111 . .1/0, 


i*do ooo ooc con 
Ioj. . jjj/ J2 o . . d2U 






OO0..511, i45..51o 










Seq. No. 


o c yi no 

25492 




Seq. ID 


ojyyuy 14 n . yB24 . 


C 1 1 

LI 


Gene No . 


c o o c o 

52858 




Strand 


+ 




Start 


1 




End 


366 




Name 


" OJ990914 11.9B24.Cl.ol 


• gp , 


Method 


AAT/GAP 




Start 


1 




End 


366 




GI 


LIB347 9-006-Q6-K1-B11 




Score 


508 




Exons 


1. .366 











GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome ' 6, clone : P0538C01 1 

Seq. No. 25492 Seq. ID OJ990914_11 . 9B24 . CI 

Gene No. 52858 Strand + 

Start 1 - * " End 366 

Name OJ990914__11 . 9B24 . CI . ol . np Method AAT/NAP 

Start 1 End 144 

GI 5922620 Score 200 

Exons 1 . .144 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
,-^corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 25492 Seq. ID 

Gene No. 52859 Strand 

Start 289 ' End 

Name OJ990914_11 . 9B24 . CI . ol . gs Method 

Start 289 End 

GI . none Score 

Exons 289.. 442 



OJ990914__11.9B24.C1 
+ . 

442 

GENSCAN 

442 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25492 Seq. ID OJ990914_11 . 9B24 . CI 

52860 Strand 

283 End 366 

OJ990914_11 . 9B24 . CI . o2 . np Method AAT/NAP 

283 End 366 

6630699 Score 71 

283. .366 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



25493 
52861 



Seq. ID OJ990914_11.9B24 . C2 
Strand + 



25516 



Start 54 

Name OJ990914_11 . 9B24 . C2 . ol . gs 

Start 54 

GI none 

Exons . 54 . .288 

Seq. No. 25494 

Gene No. 52862 

Start 160 

Name OJ990914_11 . 9B24 . C3 . ol . gs 

Start 160 

GI none 

Exons 160.. 279 



End 

Method 

End 

Score 



288 

GENSCAN 

288 

.74 



Seq. ID OJ990914_11.9B24^£3 

Strand + 

End 27 9 

Method GENSCAN 

End 27 9 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



25494 
52863 
613 

OJ990914_11.9B24 .C3.o2.gs 

613 

none 



613. .737, 834. .974, 1720. .1792, 1805 



Seq. ID OJ990914_11.9B24.C3 
Strand 

End 2005 

Method GENSCAN 

End 2005 

Score .73 
2005 



25495 
52864 
138 

OJ990914_11 . 9B24 . C5 . ol.. tm 

128 

none 

128. .340, 128. .214, 139. .339 



Seq. ID OJ990914_11.9B24.C5 

Strand + 

End 341 

Method TBLASTX : Maize 

End 340 

Score 268 



25495 
52864 . 
138 

OJ990914_11. 9B24 .C5.ol.gp 
138 

62315_1.R1084 
138. .341 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] 1 



Seq. ID OJ990914_11.9B24.C5 
Strand + 

341 

AAT/GAP 
341 
344 



End 

Method 

End 

Score 



25495 
52864 
138 

0 J990914_ll .9B24.C5.ol. gs 

142 

none 

142. .322 



Seq. ID OJ990914_11. 9B24 .C5 

Strand + 

End 341 

Method GENSCAN 

End 322 

Score .83 



Seq. No. 25495 

Gene No. 52864 

Start 138 

Name OJ990914_1 1 . 9B24 .C5.ol.np 

Start 142 

GI 4580394 

Exons 142.. 341 

GI Descrip. (AC007171) putative fatty acid elongase [Arabidopsis thaliana] 



Seq. ID OJ990914_11.9B24.C5 
Strand + 

341 

AAT/NAP 
341 
187 



End 

Method 

End 

Score 



25517 



Seq. No. 


25496 




Seq. ID 


OJ990914 


Gene No. 


52865 




Strand 


+ 


Start 


1 




End 


353 


Name 


OJ990914 11.9B24.C6 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


231 


GI 


6742729 




Score 


349 


Exons 


1. .'231 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


25496 




Seq. ID 


OJ990914 


Gene No . 


52865 




Strand 


+ 


Start 


1 




End 


353 


Name 


OJ990914 11.9B24.C6 


. ol. tw 


Method 


TBLASTX:' 


Start 


2 




End 


353 


GI 


none 




Score 


293 


Exons 


2. .283, 5. .301, 151 


. .300, 


312. .353, 330. .353 


Seq. No. 


2549:6 ■ ' 




Seq. ID 


OJ990914 


Gene No. 


52865 




Strand 


+ 


Start 


1 




End 


353 


Name 


OJ990914 11.9B24.C6 


.ol.gs 


Method 


GENSCAN 


Start 


125 




End 


349 


GI 


none 




Score 


.52 


Exons 


125. .349 








Seq. No. 


254 97 




Seq. ID " 


OJ990914 


Gene No. 


'52866 ,V 




Strand 


+ 


Start 


1517 




End 


1754 


Name 


OJ990914 11.9B24.C7 


. ol .np 


Method 


AAT/NAP 


Start 


1517 




End 


1754 


GI 


5042454 




Score 


149 


Exons 


1517. .1754 








GI Descrip. 


(AC00778 9) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


25497 




Seq. ID 


OJ990914 


Gene No. 


52867 




Strand 




Start 


40 ■ 




End . 


622 


Name 


OJ990914 11.9B24.C7 


.ol . gs 


Method 


GENSCAN 


Start ' 


40 




End 


622 


GI 


none 




Score. 


.44 


Exons 


40. .150, 431. .622 








Seq. No. 


25498 




Seq. ID 


OJ990914 


Gene No. 


' 52868 




Strand 




Start 


1479 




End 


1551 


Name 


OJ990914 11.9B24.C8 


.ol.gp 


Method 


AAT/GAP 


Start 


1479 




End 


1551 


GI 


5867 1.R1084 




Score 


105 


Exons 


1479. .1551 









11.9B24.C8 



GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857__pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 ' s Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) : 
ubiquitin conjugating enzyme [Arabidopsis' 



25518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25499 
52869 
1 

OJ990914_11.9B24.C9.ol.np 

1 . 

4539009 
1..30, 318. .366, 434. .573 

(AL049481) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990914_11.9B24.C9 

Strand + 

End 585 

Method AAT/NAP 

End 573 

Score 44 



25499 
52869 
1 

OJ990914_11. 9B24.C9.ol.ts 

124 

none 

124. .159, 126. .158, 287. .367, 
474..S72, 475. .585 



"Seq. ID OJ990914_11.9B24.C9 

Strand' + 

End 585 

Method TBLASTX : Soybean 

End 585 

Score 68 

289. .366, 290. .400, 473.-568, 



Seq. No. 25500 

Gene No. 52870 

Start 1191 

Name OJ990914JL1 . 9B24 .C12 . ol . gs 

Start 1191 

GI none 

Exons 1191.. 1499 



Seq. ID OJ990914_11.9B24.C12 

Strand + 

End 1499 

Method GENSCAN 

End " 1499 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name /. 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25501 
52871 
1 

OJ990914_11. 9B24.C13.ol.np 
1 

2213599 
1..218, 837. .912 

(AC000348) T7N9.19 [Arabidopsis thaliana] 



Seq. ID OJ990914_11.9B24.C13 

Strand + 

End 912 

Method AAT/NAP 

End 912 

Score 92 



25501 
52871 
1 

OJ990914_11.9B24.C13.o2.np 
1 

3901294 
1..24, 738. .912 

(AF089711) rpp8 [Arabidopsis thaliana] 



Seq. ID OJ990914_11.9B24.C13 
Strand + 

912 

AAT/NAP 
912 
84 



End 

Method 

End 

Score 



25501 
52871 
1 

OJ990914_11 . 9B24 . C13 . ol . gs 

157 

none 

157. .731 



Seq. ID OJ990914_11.9B24.C13 

Strand + 

End 912 

Method GENSCAN 

End 731 

Score .45 



Seq. No. 25502 

Gene No. 52872 

Start 69 

Name OJ990914_11 . 9B24 . C15 . ol . gs 

Start 69 



Seq. ID OJ990914_11.9B24.C15 

Strand + 

End 966 

Method GENSCAN 

End 966 



25519 



GI 

Exons 



none 
69. .966 



Score 



.97 



Seq. No. 


25503 




Seq. ID 


OJ990914_11 . 9B24 


.C16 


Gene No. 


52873 




Strand 






Start - 


85 




End 


910 




Name 


OJ990914_11. 9B24 .C16.ol. 


gs 


Method 


GEN SCAN 




Start 


85 




End 


910 




GI 


none 




Score 


. 87 




Exons 


85. .102, 516. .612, 759.. 


910 ' 








Seq. No. 


25504 




Seq. ID 


OJ990914_11 . 9B24 


. C18 


Gene No. 


52874 




Strand 


+ 




Start 


654 




End ' 


1977 




Name 


OJ990914_11 . 9B24 .C18 .ol . 


gs 


Method 


GEN SCAN 




Start 


654 




End 


1977 




GI 


none 




Score 


. 41 




Exons 


654 . .899, 1801 . . 1977 










Seq. No. 


25505 




Seq. ID 


OJ990914_11.9B24 


.C19 


Gene No. 


52875 




Strand 


+ 




Start 


1 




End . 


1364 




Name 


OJ990914 ll.9B24.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1310 




GI * 


4204315 




Score 


1198 




Exons 


1. .1310 










GI Descrip. 


(AC003027) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


25505 




Seq. ID 


OJ990914_11.9B24 


.C19 


Gene No. 


52875 




Strand 


+ 




Start 


1 




End 


1364 




Name 


OJ990914 11. 9B24.C19.ol. 


gs 


Method 


GEN SCAN 




Start 


127 




End 


1364 




GI 


none 




Score 


.76 




Exons 


127. .687, 711. .1364 










Seq. No. 


25505 




Seq. ID 


OJ990914_11.9B24 


.C19 


Gene No. 


52876 




Strand 






Start . 


2276 




End 


2393 




Name 


OJ990914 ll.9B24.C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


1313 




GI 


none 




Score 


137 




Exons 


2. .106, 4. .105, 94. .396, 


123. 


.395, 469. 


.561, 471. .563, 


555 . 




556.. 627, 624.. 674, 625. 


.687, 


701. .865, 


702. .872, 954.. 


1058 




1071.. 1313, 1073.. 1291 










Seq. No. 


25505 




Seq. ID 


OJ990914_11.9B24 


.C19 


Gene No. 


52876 




Strand 






Start 


2276 




End • 


2393 




Name 


OJ990914 ll.9B24.C19.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


357 




GI 


none 




Score 


105 




Exons 


2... 112, 4. .90, 115. .357, 


123. 


.356 






Seq. No. 


25505 ■ 




Seq. ID 


OJ990914_11.9B24 


.C19 


Gene No. 


52876 




Strand 






Start 


2276 




End 


2393 





25520 



Name 
Start 
GI ' 
Exons 



OJ990914_11 . 9B24.C19.ol. tm Method 
695 End 
none Score 
695. .1123, 699. .881, 954. .1127 



TBLASTX: Maize 

1127 

261 



Seq. No. 25505 Seq. ID 

Gene No. 52876 Strand 

Start 2276 End 

Name OJ990914_11 . 9B24 . C19 . ol . tc Method 

Start .702 . End 

GI none Score 
Exons 



OJ990914_11.9B24.C19 
2393 

TBLASTX: Cress 

1244 

147 



702. .872, 954. .1055, 1080. .1244, 1190. .1243 



Seq. No. 


25505 








Seq. ID 


OJ990914 


11 . 9B24 


. C19 


Gene No. 


52876 








Strand 








Start 


2276 








End 


2393 






Name 


OJ990914 11. 


9B24 


. C19 . o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


- 1131 








End 


1295 






GI 


none 








Score 


217 






Exons 


1131 . .1295, 


1187 


. . 1285, 


1194 . 


.1286 








Seq. No. 


25505 








Seq. ID 


/-\ T A A A A 1 A 

OJ990914 


11 . 9B24 


. C19 


Gene No. 


52876 








Strand 








!SK . Start 


2276 




- 




End 


2393 






,s ™ Name 


OJ990914 11. 


9B24 


.C19 . o2 


. gs 


Method 


GEN SCAN 






Q Start 


2276 , 








End 


2393 






ui gi 


none 








Score 


.62 






rij Exons 


2276. .2393 
















O 

f"j Seq. No. 


25506 








Seq. ID 


r"\ TA A A A1 A 

OJ990914 


11 . 9B24 


. C20 


: =jif Gene No. 


52877 








Strand 


+ 






hJ Start 


689 








End 


826 






fy Name 


OJ990914 11. 


9B24 


. C20 . ol 


. gs 


Method 


GENSCAN 






Start 


. 689 








End 


826 






n GI 


none 








Score 


.56 






''"I Exons 


689.. 826 
















M= Seq. No. 


25506 








Seq. ID 


OJ990914 


_11.9B24 


.C20 


hi Gene No. 


52878 








Strand 








□ Start 


1541 








End 


1969 






: S=I Name 


OJ990914 11. 


9B24 


.C20.O2 


. gs 


Method 


GENSCAN 






h * start 


1541 








End 


1969 






GI 


none 








Score 


.63 






Exons 


1541. .1624, 


1871 


. .1969 












Seq. No. 


25507 








Seq. ID 


OJ990914 


_11.9B24 


.C21 


Gene No. 


52879 








Strand 








Start 


293 








End 


643 






Name 


OJ990914 11. 


9B24 


.C21.ol 


. np 


Method 


AAT/NAP 






Start 


262 








End 


643 






GI 


4580394 








Score 


407 






Exons 


262. .643 

















GI Descrip. (AC007171) putative fatty acid elongase [Arabidopsis thaliana] 



Seq. No. 25507 Seq. ID OJ990914_11.9B24.C21 

Gene No. ' 52879 Strand 
Start 293 End 643 



25521 




Name 


OJ9909l4_ 


11 . 9B24 . C21 . ol 


. tm 


Method 


TBLASTX : Maize 




Start 


290 






End 


643 




GI 


none 






Score 


404 




Exons 


290 . . 643, 


O A 1 /"/(I c*io 

291 . .641, 518 


. . 643 








..Seq. No . 


25507 






Seq. ID 


OJy9U914_ll . 9Bz4 


OA1 

. C*: 1 


Gene No. 


52879 






Strand 






Start 


293 






End 


643 




Name 


OJ990914_ 


11 . 9B24 . C21 . Ol 


• gs 


Method 


GEN SCAN 




Start 


293 






End 


C f c 

565 




GI 


none 






Score 


..93 




Exons 


293. . 565 












Seq. No. 


25507 






Seq. ID 


f\ TA AA A1 A 1*1 ADA /I 

OJ990914 11.9B24 


. C21 


Gene No. 


.52879 






Strand 






Start 


293 






End 


643 




Name 


/-\ t A A A A 1 yl 

OJyyoyi4 


i 1 A n A >i po 1 _ i 

11 . 9B24 . C21 . Ol 


. tc 


Method 


TBLAb T X : C r e s s 




Start 


308 






End 


/"AT 




GI 


none 






Score 


1 a a 

129 




Exons 


308 . .349, 


359 . . 607, 369 


. . 593, 


CIO r A C 

518 . .595 






Seq. No. 


25507 






Seq. ID 


OJyyU914 11.9BZ4 


. 1 


Gene No. 


52879 






Strand 






^ Start 


293 






End 


643 




f . Name 


OJ990914_ 


11 . 9B24 . C21 . ol 


. ts 


Method 


TBLASTX : Soybean 




J Start 


359 






End ' 


643 




ft GI 


none 






Score 


79 




[j Exons 


359. . 391, 


401 . . 643, 423 


. . 578 








^ Seq. No. 


25507 






Seq. ID 


OJ990914_11. 9B24 


. C21 


Gene No. 


52879 






Strand 






3 Start 


293 






End 


643 




y Name 


OJ990914_ 


11 . 9B24 . C21 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


392 






End 


560 






none 






Score 


89 




= [ Exons 


392 ... 559, 


393 . .560 










"S 

:! = Seq. No. 


O C C A O 

25508 






Seq. ID 


OJ990914 11.9B24 


. C22 


3 Gene No. 


52880 






Strand 






«j Start 


87 






End 


152 




-j, Name 


/"\ T A A A A 1 vt 

OJ990914 


11 . 9B24 . C2Z . Ol 


. gs 


Method 


GENSCAN 




- ? Start 


87 






End 


152 




GI 


none 






Score 


. 4 6 




Exons 


87 . . 152 












Seq. No. 


25509 






Seq. ID 


x-n ta A A A 1 A 11 A n A /! 

OJ990914 11.9B24 


. C23 


Gene No. 


52881 






Strand 






Start 


1 






End 


137 




Name 


OJ990914 


ll.9B24.C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


137 




GI 


6539570 






Score 


109 




Exons 


1. .137 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


25510 






Seq. ID 


OJ990914_11.9B24 


.C25 


Gene No. 


52882 






Strand 






Start 


1 






End 


273 





25522 



# • 



Name 


OJ990914 11 . 9B24 ,C25.ol 


. QD 
* tJir 


Method 


AAT/GAP 




Start 


1 




End 


273 




GI 


2310235 




Score 


236 




Exons 


1..21, 86. .273 










GI Descrip. 


5852182/emb ICAB55420.il 


9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


25510 




Seq. ID 


OJ990914_ 


_11.9B24.C25 


Gene No. 


52882 




Strand 


- 




Start 


1 




End 


273 




Name 


OJ990914 ll.9B24.C25.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


225 




GI 


5852182 




Score 


317 




Exons 


1. .225 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


25511 




Seq. ID 


OJ990914_ 


_11.9B24.C26 


Gene No. 


52883 




Strand 


- 




Start 


28 




End 


86 




Name 


OJ990914 11.9B24.C26.ol 


.gs 


Method 


GENSCAN 




Start 


28 




End 


86 




GI 


none 




Score 


.44 




Exons 


28. .86 










Seq. No. 


' 25512 




Seq. ID 


OJ990914_ 


_11.9B24.C27 


Gene No. 


52884 




Strand 


+ 




Start 


2719 




End 


4104 ■ 




Name 


OJ990914 11.9B24.C27.o2 


.gs 


Method 


GENSCAN 




Start 


2719 




End 


4104 




GI 


none 




Score 


.95 




Exons 


2719.. 2777, 3483.. 3653, 


4023 


. . 4104 






Seq. No. 


25512 




Seq. ID 


OJ990914_ 


_11.9B24.C27 


Gene No. 


52885 




Strand 


+ 




Start 


10950 




End 


11420 




Name 


OJ990914 ll.9B24.C27.ol 


gp 


Method 


AAT/GAP 




Start 


10950 




End 


11420 




GI 


LIB3432-020-P1-K1-H1 




Score 


889 




Exons 


10950. .11420 










GI Descrip. 


■2735017 1.0e-40 (U82481) KI 


domain interacting 


kinase 1 [Zea 




mays] 1 










Seq. No. 


25512 




Seq. ID 


OJ990914_ 


_11.9B24.C27 


Gene No . 


52886 




Strand 






Start 


345 




End 


2426 




Name 


OJ990914 11.9B24.C27.ol 


gs 


Method 


GENSCAN 




Start 


345 




End 


2426 




GI 


none 




Score 


.86 




Exons 


345. .405, 490. .671, 749 


.850 


, 1172.. 2426 




Seq. No. 


25512 




Seq. ID 


OJ990914_ 


_11.9B24.C27 


Gene No. 


52887 




Strand 






Start 


4335 




End 


13482 




Name 


OJ990914 11. 9B24.C27.o3. 


gs 


Method 


GENSCAN 




Start 


4335 




End 


13452 




GI 


none 




Score 


.83 




Exons 


4335. .4517,., 4730. .4883, 


4979 


..5216, 5431. .5641, 


5745. .5926, 



25523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

.Gt^--'^ 

Eitons 



6193. .6974, 7027. .7380, 7845. .8041, 8129. .8212, 8279. .8482, 
9189. .9284, 9381. .9450, 10424 10509, 10619 .. 107 69, 
10903. .10993, 11245. .11488, 11559 .. 11737 , 12204.. 13452 



OJ990914_11.9B24.C27 

13482 
AAT/NAP 
13482 
2241 

4338. .4634, 4730. .4883, 4979. .5216, 5431. .5641, 5745. .5851, 
5993. .7351, 8853. .8963, 10297 .. 10509, 10619 .. 107 69, 
10903. .11140, 11245. .11455, 11559 .. 11737 , 11 903 .. 1204 4 , 
12192. .13482 

(AC007234) F1E22.15 [Arabidopsis thaliana] 



25512 
52887 
4335 

OJ990914_11 . 9B24 .C27 . ol . np 

4338 

6686398 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25512 

52888 

14181 

OJ990 

220 

none 

220. . 

4760. 

4981. 

10662 

10951 

11316 

14601 

15141 

15446 



914 11.9B24.C27.ol.tc 



Seq. ID OJ990914_11.9B24.C27 
Strand 

End 17029 
Method TBLASTX : Cress 
End 15529 
* ■ . Score 93 
408, 278. .406, 490. .630, 491. .571, 4377. .4634, 4441. .4563, 
.4879, 4776. .4880, 4791. .4883, 4978. .5157, 4979. .5152, 
.5280,. 5432. .5644, 5433.-5585, 10297 .. 10524 , 10661 .. 107 65, 
..10766, 10903. .11103, 10908 .. 11075 , 1092 6 .. 11120, 
.11121, 11245. .11400, 11246. .11401, 1124 6 .. 11458, 
-11456, 11547. .11639, 14271 14 4 95 , 14 590 .. 14715, 
.14714, 14626. .14715, 14826. .15041, 14 84 3 15070, 
.15287, 15149. .15280, 15156 .. 15374 , 15226 .. 15309, 
.15529 



Seq. No. 25512 Seq. ID 

Gene No. 52888 Strand 

Start 14181 End 

Name OJ990914_11 . 9B24 . C27 . ol . tw Method 

Start 220 End 

GI none Score 
Exons 220.. 408, 275.. 406, 5104.. 5235, 5424.. 

11026. .11157, 11028. .11123, 112'4 6 . . 11458 , 11250 

14946. .15110, 14948. .15070, 15156 .. 15368 , 15208 



OJ990914 11.9B24.C27 



17029 

TBLASTX: Wheat 
,15368 
113 

5585, 5426.. 5644, 
,11456, 
,15312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25512 
52888 
14181 

OJ990914JL1. 

220 

none 

220. .408, 28 
4776. .4883, 
5020. .5202, 
10306. .10359 
10607. .10768 
10926. .11123 
11246. .11458 
14308. .14388 
14622. .14717 



9B24.C27.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 11.9B24.C27 



4. .406, 
4787..4 
5408. .5 
10343 
10629 
10954 
11559 
14322 
14636 



17029 

TBLASTX: Maize 
15550 
111 

489. .542, 490. .597, 4452. .4634, 4453.-4635, 
882, 4979. .5194, 4981.. 5202, 4982.. 5200, 



644, 5436. .5585, '5743. 

..10435, 10345. .10539, 

..10769, 10662. .10769, 

..11124, 11217. .11456, 

..11669, 14253. .14312, 

..14495, 14431. . 14496, 

..14719, 14823. .15041, 



,5778, 5746.. 5808, 
10466. .10510, 
10881. .11123, 
11246. .11458, 
14280. .14309, 
14611. .14718, 
14843. .15070, 



25524 



15156. .15374, 15211 .. 15309, 15446. .15550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25512 Seq. ID 

52888 Strand 

14181 End 

OJ990914_11 . 9B24 .C27 , ol .ts Method- 

226 End 

none Score 



OJ990914_11.9B24.C27 
17029 

TBLASTX : Soybean 

15526 

55 



226. .408, 281. .406, 490. .567, 491. .559, 4772. .4885, 4788. .4886, 
4996.. 5205, 5027.. 5209, 5432.. .5644, 5433.. 5582, 5471.. 5644, 
5734 ..S784, 10658 .. 10771, 1(3*674 .. 10772, 10926 .. 11132, 
10938. .11117, 10951. .11133, 11246 .. 11458; 11247 .. 11456, 
11559. .11630, 14379. .14483, 14574 .. 14720, 14 623 .. 14 754 , 
14840. .15052, 14859 15050, 15156 .. 15374 , 15446.. 15526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25512 
52888 
14181 

OJ990914_11. 9B24 .C27.o4 .tm 
1213 
none 

1213/. 1260, '1217. .1285, 1218 
1272.. 1418, 1273..1419, 6239 



6300. . 
12295. 
15.989. 
16079. 

25512 
52888 
14181 
OJ990 
1800 
none 
1800. 
1998. 
2167. 
7017. 
12914 
12937 
13133 
16598 
16844 



Seq. ID OJ990914_11.9B24.C27 
Strand 

,End 17029 
Method TBLASTX: Maize 
End 16220 
Score 62 

.1271, 1267. '.1386, ' 1268. .1384, - 
.6313, 6254. .6298, 6289.-6444, 
6443, 6302. .6457, 6316. .6459, 12253 .. 12306, 122 63 .. 12304 , 
.12456, 12308. .12481, 12309. .12440, 12368 .. 12451, 
.16048, 15990. .16040, 15990 .. 16052, 16037 .. 16102, 
.16219, 16080. .16220 



Seq. ID OJ990914_11.9B24.C27 
Strand 

End 17029 

Method TBLASTX : Mai ze 

End 17026 

Score 40 
..2096, 1870. .2037, 1890. .2075, 
..2178, 2143. .2226, 2165. .2203, 
..6964, 6993. .7019, 6994. .7044, 
..7235, 7111. .7236, 12820 .. 128 97 , 
12921. . 13100, 12925. .13110, 
13110. . 13166, 13111. .13212, 
13201. .13290, 13205. .13282, 
16655. .16870, 16668. .16871, 
16943. .17026, 16968. .17021 



914 11.9B24.C27.o2.tm 



1865, 1804.. 1863, 1848 
2063, 2046.. 2222, 2098 
2220, 2168.. 2233, 6854 
7058, 7107. .7229, 7107 
.13111, 12920. .13084, 
.13134, 13109. .13216, 
.13219, 13181. .13279, 
.16648, 16601. .16645, 
.16966, 16866. .16946, 



25512 
52888 
14181 

OJ990914_11.9B24.C27.o2.tc 
1809 



OJ990914 11.9B24.C27 



17029 

TBLASTX: Cress 

17029 

44 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1809. .1910, 1810. .1893, 1956. .2066, 1956.. 2045, 2067.. 2213, 
2131. .2214, 2205. .2354-, 6518. .6544, 6569.. 6709, 6785.. 6853, 
6875.-6937, 6987.-7058, 7119. .7235, 12523 .. 1254 9, 12574 12612, 
12625. .12714, 1284 4 .. 12963, 13003 .. 13362, 13004 .. 13138 , 
16265. .16291, 16295 .. 16354 , 16370 . ..1 6459, 16604 .. 16714 , 
16760. .16843, 16916. .17029 



25525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25512 Seq. ID 

52888 Strand 
14181 End 
OJ990914_11 . 9B24 . C27 . o3 . ts Method 
1869 End 

none . Score 



OJ990914_11 . 9B24 . C27 
17029 

TBLASTX : Soybean 

17029 

75 



1869. .2003, 1873. .2001, 2076. .2156, 2115. .2216, 2256. .2366, 
7119. .7235, 7168. .7236, 12920 .. 13048 , 12925 .. 13050, 
13069. .13134, 13120. .13299, 16664. .16798, 16671. .16814, 
16808.. 17029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25512 
52888 
14181 

OJ990914_ll.9B24.C27.o2.ts 

4404 

none 



Seq. ID OJ990914_11.9B24.C27 
Strand 
End 

Method 
End 
Score 



17029 

TBLASTX: Soybean 

14378 

121 



4404. .4634, 4423. .4638, 10295 .. 104 11, 10297 .. 10527, 
14263. .14376, 14268. .14378 



Seq. No. 25512 
•Gene No.. 528,88 ' • 

Start 14181 

Name OJ990914_11 .'9B24 . C27 . o2 . tw 

Start 4760 
GI none 

Exons .4760. .4882, 4776. .4883, 4981 

10662. .10769,' 10904. .11023, 10905 .. 11024 , 10906 11025 , 
10926. .11024, 14442. .14483, 14574 .. 14717 , 14611 .. 14718, 
14825. .14944, 14826 .. 14945, 14843. .14944 



Seq. ID OJ990914_11.9B24.C27 
Strand ■'*' - 

17029 

TBLASTX: Wheat 
14945 
99 



End 

Method 

End 

Score 



,5103, 4982. .5104, 10658 10768, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



25512 
52888 
14181 

OJ990914_11 . 9B24 . C27 . o3 . tm 
7998 
none 

7998.. 8051, 8000.. 8050, 8128. 
8291. .8359, 8363. .8407 

25512 
52888 
14181 

OJ990914_11 . 9B24 . C27 . o4 . ts 
8018 
none 

8018. .8050, 8096. .8278, 8139. .8276 



Seq. ID OJ990914_11.9B24.C27 
Strand 

17029 

TBLASTX : Maize 
8407 
94 



.8160, 8129.. 8326, 8130.. 8300, 



Seq. ID OJ9-90914_11.9B24.C27 
Strand 
End 

Method 
End 
Score 



17029 

TBLASTX: Soybean 

8278 

114 



25512 Seq. ID 

52888 Strand 
14181 End 
OJ990914_11 . 9B24 . C27 . o4 . gs - Method 
14181 End 
none Score 

14181. .14483, 14568. .14718, 14823 

15703. .15819, 15949.. 16891 



OJ990914_11.9B24.C27 

17029 
GENSCAN 
16891 
.82 

15060, 15460. .15639, 



25526 



Seq. No. 


25513 


Seq. ID 


OJ990914_11 . 9B24 


.C28 


Gene No. 


52889 


Strand 


+ 




Start 


644 


End 


2229 




Name 


OJ990914_11 . 9B24 . C28 . ol . gs 


Method 


GEN SCAN 




Start 


644 


End 


2229 




GI ■ 


none 


Score 


. 86 




Exons 


644. .704, 1076. .1103, 1635.. 


1758, 2002 


. . 2229 




Seq. No. 


25513 


Seq. ID 


OJ990914 11.9B24 


.C28 


Gene No. - 


52890 


Strand 


+ • - - 




Start 


7527 


End 


7798 : " 




Name 


OJ990914_11 . 9B24 . C28 . o3 . gs 


Method 


GENSCAN 




Start 


7527 


End 


7798 




GI 


none 


Score 


. 67 




Exons 


7527. .7678, 7684. .7798 








Seq. No. 


25513 


Seq. ID 


OJ990914 11.9B24 


. C28 


Gene No. 


52891 


Strand 


+ 




Start 


8058 


End 


15316 




Name 


OJ990914 11.9B24.C28.o4.gs 


Method 


GENSCAN 




Start 


8058 


End 


15316 - 


''' ;., 


GI 


none 


Score 


.58 




Exons 


8058.. 8315, 8948.. 9528, 9548 


..9977, 10138. .10242, 11875 


. . 11997, 




12344 .. 12438, 12544 .. 1264 6, 


13706. . 13938, 1397 1 . . 1-4118 , 






14319. . 14588, 14 952 .. 15121, 


15175. .15316 




Seq. No. 


25513 


Seq. ID 


OJ990914_11.9B24 


.C28 


Gene No. 


52891 


Strand 


+ 




Start 


8058 


End 


15316 




Name 


OJ990914 11.9B24.C28.ol.gp 


Method 


AAT/GAP 




Start 


11692 


End 


12119 




GI 


4878407 


Score 


653 




Exons 


11692. .12119 









GI Descrip. 6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_11.9B24.C28 
+ 



15316 
AAT/NAP 
15179 
425 



25513 
52891 
8058 

OJ990914_11 . 9B24 . C28 . o5 .np 
13235 
5922620 

13235. .13369, 13550 13663, 
15100. .15179 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13993. .14282, 14 319. .14 4 61, 



25513 
52892 
138 

0 J990 91 4_1 1 . 9B2 4 . C28 . ol . np 
138 

4008008 



Seq. ID OJ990914_11.9B24.C28 

Strand - - 

End 5262 

Method AAT/NAP ' 

End 5232 

Score 1475 



138.. 437, 2306.. 2453, 2528. .2765, 2869.. 3079, 3474.. 3596, 



25527 




3672.. 3829, 3925.. 5232 



GI Descrip. 


(AF084035) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 


Gene No. 


52892 




Strand 





Start 


138 




End 


5262 - ' 


Name 


OJ990914 11.9B24.C28.o2 


. gs 


Method 


GENSCAN 


Start 


3318 




End 


5262 


GI 


none 




Score 


.43 


Exons 


3318. .3347, 3474. .3667, 


3954. 


.5262 




Seq. No. 


^5513 




Seq. ID 


ojyyuyi4 ii.yB^4.czo 


Gene No. 


52893 




Strand 




Start 


7328 




End 


8292 


Name 


OJ990914 11.9B24.C28.o2 


.np 


Method 


AAT/NAP 


Start 


7328 




End 


8292 


GI 


6539570 




Score 


155 


Exons 


7328. .7389, 7592. .7764, 


8252. 


.8292 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No.;-; 


25513 v , - - 




Seq. • ID . 


OJ990914_ll.9B24y.C28- / 


Gene No": " 


52894 V : >; ■ *' 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914 ll.9B24.C28.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


121 ■ 




End 


2432 


GI 


none 




Score 


63 


Exons 


121. .180, 123. .446, 214 


. .441, 


533. .634, 


534. .632, 539.-634, 




632.. 661, 634.. 660, 661 


. .702, 


662. .709, 


662. .694, .1977. .2225, 




1986.. 2228, 2005.. 2229, 


2306. 


.2335, 2331. .2426, 2333. .2431, 




2340. .2432 








Seq. No. 


25513 




Seq. ID 


OJ990914_11 . 9B24 .C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914 11 . 9B24 .C28 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


222 




End 


3555 


GI 


none 




Score 


81 


Exons 


222. .446, 226. .372, 578 


. .634, 


774. .956, 


780. .1025, 78.1. .1017, 




1123.. 1278, 1135.. 1308, 


1139. 


.1294, 2013. .2234, 2014. .2151, 




2346. .2453, 2349. .2450, 


2360. 


;2452, 2519. .2617, 2524. .2742, 




2530. .2772, 2576. .2758, 


2858. 


.3022, 2858.. 3088, 2877.. 3053, 




3474.. 3545, 3475.-3555 








Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 • 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914 11.9B24.C28.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


225 




End 


3554 


GI 


none 




Score 


67 


Exons 


225.. 428, 226.. 366, 572 


. .634, 


780. .1025 


, 781. .996, 1123. .1275, 




1135.. 1308, 1136.. 1294, 


2005. 


.2154, 2013. .2225, 2345. .2449, 




2346.. 2450*, 2386.. 2454, 


2524. 


.2742, 2530. .2772, 2531. .2773, 




2870. .3088, 2882. .3025, 


2940. 


.3056, 3474.. 3554, 3475.. 3546 


Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 



25528 




Name 


OJ990914 11.9B24.C28.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


396" 




End 


2703 


GI 


none 




Score 


39 


Exons 


396.. 437, 536.. 634, 632 


. .661, 


634. .660, 


780. .947, 780. .953, 




781. .951, 2184. .2225, 2345.-2449, 2345. 


.2452, 2346. .2453, 




2530.. 2697, 2530.. 2703, 


2531. 


.2701 




Seq. No. 


25513 




Seq. ID 


OJ990914_11 . 9B24 .C28 


Gene No. 


52894 




Strand 




Start 


8826 




End . 


14528 


Name 


OJ990914_11 . 9B24 .C28 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


778 




End 


3088 


GI 


none 




Score 


165 


Exons 


778.-996, 778. .903, 780 


. .1025 


, 1135.. 1308, 1136.. 1297, 




2432.. 2452, 2528,-2743, 


2530. 


.2772, 2870. .3088, 2871. .3029 


Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914_11 . 9B24 . C28 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start * 


954 . - . f ■ ^ ■ 




End . . 


3.082 


GI 


none - 




Score 


91" . -■ 


Exons 


954.. 1025, 1113.. 1208, 


1123. . 


1275, 1126.. 1302, 1127.. 1288, 




2704. .2772, 284 0. .3082, 


2877 . 


.3053 




Seq. No. 


25513 




Seq: ID 


OJ990914_11.9B24.C28 


Gene No . 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914 11.9B24.C28.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3474 




End 


3677 


GI 


none 




Score 


105 


Exons 


3474. .3677, 3481. .3645 








Seq. No. 


25513 




Seq. ID 


OJ990914_11 . 9B24 .C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990914_11 . 9B24 .C28 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4006 




End 


4299 V 


GI 


none 




Score 


89 


Exons 


4006. .4053, 4042. .4194, 


4043. 


.4192, 4210. .4299, 4217. .4291 


Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528 


Name 


OJ990.914 11.9B24.C28.o3 


.np 


Method 


AAT/NAP 


Start 


8826 




End 


11852 


GI 


4680184 




Score 


1282 


Exons 


8826..8962, 8991. .10251 


, 11804.. 11852 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


25513 




Seq. ID 


OJ990914_11.9B24.C28 


Gene No. 


52894 




Strand 




Start 


8826 




End 


14528" 


Name 


OJ990914 ll.9B24.C28.o4 


.np 


Method 


AAT/NAP 


Start 


10638 




End 


14528 


GI 


4680186 




Score 


377 



Exons 10638. .10779, 11381 .. 11663, 12265 .. 12421, 14483. .14528 

25529 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25514 
52895 
486 

OJ990914_11 . 9B24.C29.ol. gs 

486 

none 



Seq. ID OJ990914_11,9B24.C29 

Strand + 

End 680. 8 

Method GENS CAN 

End 6530 

Score . 63 



486. .492, 815. .1759, 1840. .2697, 2914. .3111, 3487. .3637, 
3743. .4079, 4164. .4574, 4668. .4966, 5043. .5301, 5394. .5576, 
5642. .5679, 5770. .5901, 5965.. 6012, 6017.. 6219, 6370.. 6530 



25514 Seq. ID 

52895 Strand 
486 End 
OJ990914_11 . 9B24 . C29 . ol . np Method 
937 End 
5441880 - Score 

937. .1941, 2386. .2417, 2676. .2991, 3487 
4668. .4966, 5043. .5301, 5546. 
6017.. .6251 . - 

(AP'000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990914_11.9B24.C29 
+ 

6808 
AAT/NAP 
6251 
4702 

3637, 3743. .4079, 



,5619, 5656.. 5679, 5770.. 5901, 



25514 Seq. ID 

52895 Strand 
486 End 
OJ990 914_11 . 9B24 . C2 9 . ol . gp Method 
1541 End 
5701669 Score 
1541. .1971 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990914_11.9B24.C29 
+ 

6808 
AAT/GAP 
1971 
832 



25514 Seq. ID 

52895 Strand 
486 End 
OJ990914_11. 9B24.C29.o2.gp Method 
4794 End 
LIB3475-007-P1-K1-G8 Score 
4794. .4966, .5043. .5293 

1 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990914_11 . 9B24 . C29 
+ 

6808 
AAT/GAP 
5293 
797 



25514 Seq. ID 

52895 Strand 
486 End 
OJ990914_11 . 9B24 . C29 . o3 . gp Method 
6355 End 
LIB3431-045-P1-N1-A10 Score 
6355.. 6808 

, 5441876/dbj I AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990914_11.9B24.C29 
+ 

6808 
AAT/GAP 
6808 
872 



.25530 




Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No. 


52896 








Strand 




Start 


7042 








End 


7170 


Name 


OJ990914 11. 


9B24. 


C29.o2. 


np 


Method 


AAT/NAP 


Start 


7042 








End 


7170 


GI 


6721543 








Score 


93 


Exons 


7042. .7170 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914 11. 


9B24 . 


C29.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


1498 ~. 








End 


2093 


GI 


none 








Score 


93 


Exons 


1498 . . 1626, 


1506. 


.1604, 


1660. 


.1824, 1677. .1790, 1796. .1897, 




1797 . . 1958, 


2022 . 


. 2093 








Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No . 


52897 








Strand 




Start - . . : 


. 8678- 








End 


12451 


Name 


' OJ990914 11 


9B24 . 


C29. ol . 


tw - 


Method 


TBLASTX: Wheat • ' 


Start 


1791 ~ 








End 


2171 " 


GI 


none 








Score 


208 


Exons 


1791 1985. 


1800 . 


. 1997, 


1991. 


.2110, 1995. .2171, 1995. .2141 


Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914 11. 


9B24. 


C29.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8664 








End 


9234 


GI 


none 








Score 


207 


Exons 


8664. .8918, 


8669. 


.8977, 


8679. 


.8990, 8696. .8992, 8755. .8991, 




9063. .9092, 


9087. 


.9218, 


9087. 


.9209, 90E 


S8..9225, 9097. .9234 


Seq. No. 


25514 








Seq. ID ' 


OJ990914_11.9B24.C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914 11. 


9B24. 


C29.o3. 


np 


Method 


AAT/NAP 


Start 


8678 








End 


12451 


GI 


4008008 








Score 


1530 


Exons 


8678. .8977, 


9063. 


.9210, 


9296. 


.9533, 97E 


11. .9991, 10431. . 10560, 




10671. .10804 


, 11150.. 12451 






GI Descrip. 


(AF084035) receptor-like 


\ protein kinase [Arabidopsis thaliana] 


Seq. No. 


25514 








Seq. ID 


OJ990914_11 . 9B24 . C29 


Gene No. 


52897 








Strand 




Start 


8678 








. End 


12451 


Name 


OJ990914 11. 


9B24. 


C29.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8730 








End 


10511 


GI 


none 








Score 


69 


Exons 


8730. .8906, 


8765. 


.8968, 


9084. 


.9206, 9085. .9207, 9103. .9207, 




9298. .9543, * 


9299. 


.9535, 


9782. 


.9991, 978 


13. .9941, 10431. .10511, 




10432. .10503 












Seq. No. 


25514 








Seq. ID 


OJ990914_11 . 9B24 . C29 


Gene No. 


52897 








Strand 





25531 




Start 


8678 








End 


12451 


Name 


OJ990914 11. 


9B24 


.C29.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


8756 








End 


9991 


GI 


none 








Score 


151 


Exons 


8756. .8977, 


8766 


. .8981, 


8786. 


.8989, 9103. .9210, 9108. .9209, 




9298 . . 9540, 


9299 


. . 9541, 


9358 . 


.9558, 977.9. .9805, 9799. .9933, 




9809. . 9991, 


9810 


. . 9932 








Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No. 


52897 








Strand " 




Start 


8678 








End 


12451 


Name 


OJ990914_11. 


9B24 


.C29.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


8936 








End 


9471 


GI 


none 








Score 


110 


Exons 


8936. .8977, 


9102 


. . 9209, 


9103 . 


.9210, 9298. .9465, 9298. .9471, 




9299. . 9469 












Seq. No. 


25514 








Seq. ID 


OJ990914 11 . 9B24 .C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name . 


N OJ990914 11.. 


9B24 


,C29.o2 


. tm 


Method . 


• TBLASTX: Maize _ ' 


Start 


* ■ 9296 








End - 


9507 


GI 


none 








Score 


198 


Exons 


9296. . 9505, 


9297 


. . 9506, 


9298 . 


. 9507 




Seq. No. 


25514 








Seq. ID 


OJ990914_11 . 9B24 . C29 


Gene No . 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914_11. 


9B24 


.C29.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


9472 








End 


9991 


GI 


none 








Score 


142 


Exons 


9472. .9543, 


9782 


. . 9991, 


9789. 


. 9935 




Seq. No. 


25514 








Seq. ID 


OJ990914 11.9B24.C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914_11 . 


9B24 


,C29.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


9782 








End 


9991 


GI 


none 








Score 


152 


Exons 


9782. ,9991, 


9783 


. . 9941 








Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No . 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914_11 . 


9B24 


.C29.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


11306 








End 


11653 


GI 


none 








Score 


172 


Exons 


11306. . 11347 


, 11390.. 11653 






Seq. No. 


25514 








Seq. ID 


OJ990914_11.9B24.C29 


Gene No. 


52897 








Strand 




Start 


8678 








End 


12451 


Name 


OJ990914 11. 


9B24 


.C29.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


11390 








End 


11852 


GI 


none 








Score 


82 


Exons 


11390. .11428 


, 11438. .11542, 11439. . 11543, 11538 .. 11639, 



11540. .11710, 11748. .11852, 11783. .11851 



25532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25514 
52897 
8678 . 

OJ990914_11 . 9B24 . C29 . o4 . gp 
11811 
3761421 
11811.. 12272 

1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] 



Seq. ID OJ990914_11.9B24.C29 
Strand 

End 12451 

Method AAT/GAP 

End . 12272 

Score 812 



25514 
52897 
8678 

OJ990914_11. 9B24.C29.o2.ts 

11999 

none 

11999. .12181, 12206. .12445 



Seq. ID OJ990914_11.9B24.C29 
Strand 

End 12451 

Method TBLASTX : Soybean 

End 12445 

Score 177 



-Seq. No. 25515 

Gene No. - 52898 

Start • 3521 

Name OJ990914_11 . 9B24 . C30 . ol . gp 

Start 3521 

GI LIB3431-014-P1-K1-B5 

Exons 3521.. 3881 

GI Descrip: '1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] 1 



Seq. ID OJ990914_11.9B24.C30 
Strand + 

3881 " 
AAT/GAP 
3881 
576 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 
52899 
5634 

OJ990914_11 . 9B24 .C30 . o2 . gs 

5634 

none 

5634.. 5930; 5935.. 6081 

25515 
52900 
8984 

OJ990914_11 . 9B24 . C30 . o2 . np 

8984 

2181190 



Seq. ID OJ990914_11.9B24.C30 

Strand + 

End 6081 

Method GEN SCAN 

End 6081 

Score .97 



Seq. ID OJ990914_11.9B24.C30 

Strand + 

End 15106 

Method AAT/NAP 

End 13186 

Score 1234 



8984. .9014/ 10020. .11159, 11187 .. 11282, 11544 .. 11704 , ■ 
1174 6. .11927, 12022... 12232, 12315. .12552, 12637. .12733, 
12836.. 13186 

(Y12531) serine/threonine kinase [Brassica oleracea] 



25515 
52900 
8984 

OJ990914JL1 . 9B24 . C30 . o5 . gs 

9820 

none 



Seq. ID OJ990914_11.9B24.C30 

Strand + 

End ■ 15106 

Method GEN SCAN 

End 15106 

Score .75 



9820. .9896, 10063 .. 11282, 11746. . 11927, 12022 12232, 
12315. .12552, 12637 .. 127 90, 12887 .. 13159, 13925 13999, 
14179. .14221, 14374. .14531, 14933. .15106 



25533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 
52900 
8984 

OJ990914_11 . 9B24 . C30 . o3 . np 

10204 

6069646 



OJ990914_11 . 9B24 .C30 
+ 

15106 
AAT/NAP 
14868 
80 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 

10204. .10233, 11240. .11308, 14642.. 14868 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914 11.9B24.C30 



25515 
52901 
333 

OJ990914_11.9B24.C30.ol.np 
333 

2129703 

333..679, 841.. 944, 1034. .1271, 1354. 
1829. .2031,. 2165. .3437 \ ■ ,; 

receptor kinase - Arabidopsis thaliana gi | 2129704 | pir | | S71184 
receptor kinase - Arabidopsis thaliana gi 1166692 (M80238) 
receptor kinase [Arabidopsis thaliana] gi | 445123 | prf || 1908429A 
receptor kinase [Arabidopsis thaliana] 



3437 
AAT/NAP 
3437 
1256 
1564, 1643. 



,1782, 



25515 " 

52902 

6373 

OJ990914_11 . 9B24 . C30 . o3 . gs 

6373 

none 

6373. .6759 

25515 
52903 
15932 

OJ990914_11 . 9B24 . C30. ol . tm 

411 

none 

411. .527, 450. .644, 451. .648 
1034.. 1252, 1054.. 1254, 1355 
11823. .11927, 11825. .11932, 
12329. .12523, 12358 .. 12552, 
12716. .13063, 12871. .13062, 
16359. . 16499, 16364 .. 164 65, 
16918. . 17130, 16922. .17128, 

25515 
52903 
15932 

OJ990914_11. 9B24.C30.ol.tc 

420 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_11.9B24.C30 

6759 
GEN SCAN 
6759 
.96 



Seq. ID OJ990914_11.9B24.C30 
Strand 

End 18345 

Method TBLASTX: Maize 

End 17307 

Score 65 
, 837. .944, 848. .943, 1034. .1228, 
..1573, 1359. .1565, 1643. .1741, 
12013. .12231, 12021. .12143, 
12523. .12744, 12605. .12733, 
15992. .16063, 16052. .16255, 
16566. .16784, 16568. .16789, 
17206. .17307 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_11.9B24.C30 
18345 

TBLASTX: Cress 

17289 

103 



420. .644, 810. .941, 818. .943, 818. .940, 819. .944, 1030. .1248, 
1034. .1234, 1037. .1273, 1038. .1244, 1048. .1278, 1354. .1449, 



25534 




1355. .1573, 1356. .1565, 1643. .1726, 11847 .. 11927 , 11861 .. 11932 , 

12013. .12252, 12021. .12146, 12091 1224 6, 12296 .. 12523, 

12352. .12552, 12389 .. 12544 , 12640 .. 12717, 12640 12744 , 

12641. .12760, 12855. .13001, 12875 .. 13099, 12 958 .. 13050, 

16022. .16246, 16358 .. 164 62 , 16359 .. 164 63, 16374 .. 164 63, 

16568. .16804, 16569 .. 16784 , 16918 .. 17130, 16919 .. 17128 , 
17206. .17289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 
52903 
15932 
OJ990 
420 
none 
420. . 
1034. 
"1347. 
12013 
12637 
12884 
16315 
16562 
16906 
17206 



914 11.9B24.C30.ol.ts 



644, 490.. 
.1123, 104 
.1565, 164 
..12246, 1 
. .12732, 
. .13087, 
. .16398, 
. .16744, 
. .17076, 
. .17307 



567, 828.. 944 
8. .1278, 1082 
3. .1714, 1184 
2021. .12146, 
2637. .12756, 
2952. .13098, 
6364. .16465, 
6566. .16652, 
6918. .17130, 



Seq. ID 

Strand 

End 

Method 

End 

Score 
, 840. .941, 
..1273, 134 
6. .11920, 1 
12305. .1252 
12638. .1273 
16019. .1624 
16371 : ; .1646 
16568.. 1680 
16922. .1712 



OJ990914_11.9B24.C30 
18345 

TBLASTX : Soybean 
17307 
77 

842. .943, 1030. .1248, 
0. .1576, 1343. .1513, 
1856. . 11927, 
3, 12340. .12552, 
13105, 
16247, 
16466, 
16805, 



9, 12803. 

6, 16023. 

6, 16371. 

4, 16569. 

8, 17205. .17243, 



Seq. No. 25515 Seq. ID 

Gene No. 52903 Strand 

Start 15932 End 

Name OJ990914_11 . 9B24 . C30 . o2 . tw Method 

Start 836 End 

GI none Score 
Exons 



OJ990914_11.9B24.C30 
18345 

TBLASTX: Wheat 

16688 

118 

1155, 12428. .12529, 



836. .943, 837. .944, 1037. .1156, 104 
12463. .12549, 12637 .. 12744 , 12638 ., 12760, 16193 .. 16234 , 
16289. .16462, 16349 .. 16465, 16359 .. 164 66, 16567 1668 6, 
16568. .16687, 16568 .. 16687 , 16569.. 16688 



OJ990914 11.9B24.C30 



Seq. No. .25515 Seq. ID 

Gene No. 52903 Strand 

Start 15932 End 

Name - OJ990914_11 . 9B24 . C30 . ol . tw Method 

Start 1157 End 

GI none Score 
Exons 1157.. 1264, 1159.. 1278, 1355. 

12021. .12143, 12296. .12427, 16689 .. 1678 1, 16691 16804 , 

16913. .17128, 16918. .17130 



18345 

TBLASTX: Wheat 
17130 
60 

,1567, 1359.. 1565, 12019 .. 12231, 



Seq. No. 25515 Seq. ID 

Gene No. 52903 • Strand 

Start • 15932 End 

Name OJ990914_11 . 9B24 . C30 . o3 . tm Method 

Start - 2193 End . 

GI none Score 
Exons 



OJ990914_11.9B24.C30 
18345 

TBLASTX: Maize 

18231 

140 



2193. .2420, 2195. .2395, 2208. .2414, 11027 .. 11176, 11047. 
11049. .11132, 11147. .11230, 11185 .. 11232, 18009 18077 , 
18019. .18099, 18020. .18076, 18028 .. 18078, 18074 .. 18220, 
18074. .18199, 18088. .18231, 18154.. 18225 



,11127, 



25535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 
52903 
15932 

OJ990914_11.9B24.C30.o2.tm 

2748 

none 



Seq. ID OJ990914_11.9B24.C30 
Strand 

End 18345 

Method TBLASTX : Mai ze 

End 10705 

Score 56 



2748. .2861, 2769.-2843, 2844. .3068, 2866. .3033, 3051. .3170, 
3073. .3174, 3138. .3248, 3162. .3233, 10178 .. 10249, 10193 .. 10267 , 
10301. .10336, 10339. .10590, 10385 .. 10594 , 10577 .. 10705, 
10579. .10692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 

52903 

15932 

OJ990914 

2802 

none 



11.9B24.C30.o2.tc 



Seq. ID OJ990914_11.9B24.C30 
Strand 
End 

Method 
End 
Score 



18345 

TBLASTX: Cress 

10636 

36 



2802. .2912, 2946. .3041, 2968. .2994, 3063. .3332, 3088. .3300, 
10019. .10339., 10397. .10486, 10532.. 10636 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 



25515 Seq. ID 

52903' ■* Strand 

' 15932 - End 

OJ990914_11 . 9B24 . C30 . o2 . ts Method 

2865 . End 

none Score 



OJ990914_11.9B24.C30 
18345 

TBLASTX: Soybean 

10576 

66 



2865. .2999, 3108. .3260, 3172. .3255, 3255. .3356, 10070 .. 1017 1 , 
10166. .10249, 10388. .10444, 10429 104 91 , 10439 .. 10492, 
10522. .10569, 10523.. 10576 



Seq. No. 


25515 




Seq. ID 


OJ990914_11.9B24.C30 


Gene No. 


52903 




Strand 




Start ' 


15932 




End 


18345 


Name 


OJ990914 ll.9B24.C30.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5794 




End 


6084 


GI 


none 




Score 


44 


Exons 


5794. .5835, 5913. .6080, 


5914 


. .6084 




Seq. No. 


25515 




Seq. ID 


OJ990914_11.9B24.C30 


Gene No. 


52903 




Strand 




Start 


15932 




End 


18345 ■ 


Name 


OJ990914 ll.9B24.C30.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


6327 




End 


6529 


GI 


, none 




Score 


72 


Exons 


6327. .6398, 6328. .6399, 


6329 


..6403, 6400. .6528, 6419. .6529 


Seq. No. 


25515 




Seq. ID 


OJ990914_11.9B24.C30 


Gene No. 


52903 




Strand 




Start 


15932 




End 


18345 


Name 


OJ990914 11.9B24.C30.o6 


.gs 


Method 


GENSCAN 


Start 


15932 




End 


18327 


GI 


none 




Score 


.72 


Exons 


15932. .16234, 16316 .. 16466, 


16566. .16803, 17220. .17387, 




17967. .18327 








Seq. No. 


25515 




Seq. ID 


OJ990914_11 . 9B24 . C30 


■Gene No. 


52903 




Strand 





25536 



Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



15932 End 

OJ990914_11 . 9B24 . C30 . o4 . np Method 

15935 End 

3402758 Score 



18345 
AAT/NAP 
18345 
905 



15935. .16234, 16323 164 66, 16566 16803, 16917 17127, 
17206. .17377, 17421 .. 17578, 17967 18068 , 18096 . .18345 
(AL031187) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25515 Seq. ID 

52903 Strand 

15932 End 

OJ990914_11 . 9B24 . C30 . o5 . np Method 

17 932 End 

1272345 Score 
17932. .18345 

(U51738) secreted glycoprotein 1 [Ipomoea trifida] 



OJ990914_11.9B24.C30 

18345 
AAT/NAP 
18345 
165 



25516 Seq. ID 

52904 * Strand 

807 End 
OJ990914_11 . 9B24 . C31 .ol . gp . Method ■* 

807 End 

none Score 
807. .1273 



OJ990914_11.9B24.C31 
+ 

1273 
AAT/GAP 
1273 
92 6 



Seq. No. 25516 
Gene No. 52905 
Start 12249 

Name OJ990914_11 . 9B24 . C31 . o2 . gs 

Start 12249 
GI none 
Exons 12249. 

13241. 

14751. 



12348, 12445. 
13426, 13497. 
15268 



,12839, 
,13555, 



Seq. ID OJ990914_11.9B24, 

Strand + 

End 15268 

Method GENSCAN 

End 15268 

Score .53 
12906. .12969, 13049. .13173, 
13623. .14384, 14507. .14 652, 



C31 



Seq. No. 25516 Seq. ID OJ990914_11.9B24.C31 

Gene No. 52906 Strand . + 

Start 24886 End 25063 

Name OJ990914_11 . 9B24 . C31 . o4 . gp Method AAT/GAP 

Start 24886 End 25063 

GI 15870_2.R1084 Score 286 

Exons 24886. .25063 

GI Descrip. 1 287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_11.9B24.C31 
+ 



Seq. No. 25516 
Gene No. 52907 
Start 40103 

Name OJ990914_11 . 9B24 . C31 . o5 . gp 

Start 40040 
GI 35475_1.R1084 
Exons 40040. .40324, 404 40 .. 40562 , 

41486. .41571 

GI Descrip. ' 4454467/gb | AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] 1 



41581 
AAT/GAP 
41571 
1119 - 



40644. .40772, 41192 .. 41277, 



25537 




Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11.9B24 


.C31 


fipnp Mr\ 


52907 


Strand 


+ 






Start 


40103 


End 


41581 






Name 


OJ990914 11.9B24.C31.o7.gs 


Method 


GENSCAN 






Start 


40103 


End 


40914 






GI 


none 


Score 


.77 






Exons 


40103. .40324, 40440 . .40562, 


40644. .40772, 40843. 


.40914 




Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11.9B24 


.C31 


Gene No. 


52907 


Strand. 


+ 






Start 


40103 


End 


41581 






Name 


OJ990914 11. 9B24.C31.o3.np 


Method 


AAT/NAP 






Start 


40127 


End 


41581 






GI 


4454484 


Score 


488 






Exons 


40127. .40324, 40440 .. 40562, 


40644 . .40772, 41192. 


.41277, 






41504. .41581 










GI Descrip. 


(AC006234) putative diacylglycerol kinase [Arabidopsis 


thai. 


Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11. 9B24 


.C31 


Gene No. 


52908 


Strand 








Start 


903 


End 


10406 






Name 


OJ990914^11.9B24.C31.ol.gs' 


Method 


GENSCAN • 






Start 


903 


End 


10406 






GI 


none 


Score 


.55 






Exons 


903.. 996, 1325.. 1416, 1678.. 


1810, 1932 


..2205, 2307. .2523, 




2647.. 2807, 3870.. 5134, 6395 


..6705, 6787. .6919, 


7029. .7269, 




7373.. 7589, 7806 7 930, 9089 


. .10406 








Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11. 9B24 


.C31 


Gene No. 


52908 


Strand 








Start 


903 


End 


10406 






Name 


OJ990914 11. 9B24.C31.o2.gp 


Method 


AAT/GAP 






Start 


4875 


End 


5214 






GI 


uC-osroM202008dllbl 


Score 


. 635 






Exons 


4875. .5214 










GI Descrip. 


, 5734723/gb|AAD49988.1|AC007259 1 2 . 0e- 


-09 (AC007259) 






receptor-like protein kinase 


[Arabidopsis thaliana] 1 




Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11.9B24 


.C31 


Gene No. 


52909 


Strand 








Start 


16120 


End 


20084 






Name 


OJ990914 11.9B24.C31.ol.np 


Method 


AAT/NAP 






Start 


15889 


End 


19965 






GI 


5902445 


Score 


2120 






Exons 


15889. .17092, 17132 .. 18306, 


19921. .19965 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11. 9B24 


.C31 


Gene No. 


52909 


Strand 








Start 


16120 


End 


20084 






Name 


OJ990914 11. 9B24.C31.o3.gs 


Method 


GENSCAN 






Start 


16120 


End 


20084 






GI 


none 


Score 


.47 






Exons 


16120. .16450, 16532. .16721, 


16987. .18097, 18177. 


.19099, 






19168. .19587, 19649.. 20084 










Seq. No. 


25516 


Seq. ID 


OJ990914_ 


11.9B24 


,C31 



25538 



Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 



52910 Strand 

22122 End 24799 

OJ990914_11 . 9B24.C31.o4. gs Method GENSCAN 

22122 End 24799 

none Score . 57 

22122. .22381, 22387 .. 2267 1 , 23002 .. 23053, 23704 .. 24007 , 

24052. .24125, 24797.. 24799 



25516 
52911 
25521 

OJ990914_11 . 9B24 . C31 . o5 . gs 
25521 
none 

25521. .25817, 25907 
26842. .26966, 27664 



Seq. ID 
Strand 

End 29005 
Method GENSCAN 
End 29005 
Score .92 
26039, 26122. .26353, 26468 
29005 



OJ990914 11.9B24.C31 



.26684, 



25516 
52912 
29832 

OJ990914_11. 9B24.C31.o2.ts 
8 * 
none 



Seq. ID OJ990914_11.9B24.C31 
Strand ' - 

3.6548 

TBLASTX : Soybean 
28906 
60 



End 

Method 
End 
Score 

8. .91, 74. .172, 185. .343, 4679. .4756, 4681. .4758, 4831. . 4971, 
4838.-4978, 4975. .4995, 5024. .5086, 5029. .5109, 5180. .5230, 
9901. .10017, 9903. .10016, 10071 .. 10181, 10078 .. 10191, 
10183. .10284, 10188. .10307, 284 99 .. 28600, 28676.-28777, 
28779. .28856, 28784. .28855, 28847. .28 906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25516 Seq. ID 

52912 Strand 

29832 End 

OJ990914_11 . 9B24 . C31 . 06 . tm Method 

8 End 

none Score 



OJ990914_11.9B24.C31 
36548 

TBLASTX: Maize 

28855 

66 



8. .172, 12. .77, 96. .167, 98. .172, 176. .283, 4657. .4734, 
4771. .4842, 4918. .4971, 4969. .5037, 10134 .. 10160, 10170. 
28421. .28465, 28511 28552 , 28553 .. 28600, 28658 .. 28765, 
28757.. 28855 



10307, 



Seq. No. 25516 Seq. ID 

Gene No. 52912 Strand 

Start. " 29832 End 

Name OJ990914_11 . 9B24 . C31 . o3 . tc Method 

Start 59 End 

GI .none Score 
Exons 



OJ990914_11.9B24.C31 
36548 

TBLASTX: Cress 

28861 

68 



59. .187, 185. .274, 4489. .4734, 4804. .4971, 4841. .4957, 
4972. .4992, 9714. .9968, 9829. .9987, 10065 .. 10184 , 10066. . 10176, 
10183. .10275, 10185. .10274, 28295 .. 28354 , 28421 .. 28552, 
28679. .28762, 28781. .28861 



Seq. No. 25516 Seq. ID 

Gene No. 52912 Strand 

Start 29832 End 

Name OJ990914_11 . 9B24 . C31 . ol . tc Method 

Start 1207 End 

GI none Score 



OJ990914_11.9B24.C31 
36548 

TBLASTX: Cress 

31926 

72 



25539 



Exons 



1207. .1326, 1703. .1807, 1705. .1806, 1955. .2065, 2069. .2152, 
2308. .2448, 2476. .2529, 6472. .6606, 6796. .6915, 6815. .6910, 
7058. .7246, 7374. .7526, 7806. .7889, 25599 .. 25727 , 25627.. . 257 16, 
25925. .26035, 26145 .. 26342, 264 69 .. 26636, 26631 .. 2 6687 , 
26830. .26916, 30704 .. 30868, 31033 .. 31137 , 31034 .. 31138, 
31366.-. 31578, 31367 .. 31528, 31369 .. 31572 , 31370 .. 31612 , 
.31716. .31916, 31716. .31925, 31729.. 31926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25516 
52912 
29832 
OJ99091 
1207 
none 
1207. 
2066. 
6475. 
7058. 
2578S 
26169 
30.713 
31370 
31743 



4 11.9B24.C31.ol.ts 



326, 1697., 1810, 1705 
155, 2069.. 2131, 2338 
609, 6515.. 6595, 6661 
249, 7077.. 7229, 7404 
25817, 25934. .26038, 
26330, 26409. .26492, 
30877, 30714. .30881, 
31687, 31415. .31528, 
31925, 31744.. 31926 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method TBLASTX : Soybean 

End 31926 

Score 92 
..1809, 1952. .2065, 1971. .2069, 
..2475, 2479. .2529, 2647. .2679, 
..6705, 6802. .6918, 6815. .6919, 
..7541, 7548. .7589, 25596 .. 257 18 , 
25944. .26027, 2 6160 .. 2 6342 , 
26499..26636, 30665 .. 30700, 
30991. .31140, 31028. .31141, 
31713.' .31739, 31731 .-. 31916, 



Seq. No. 25516 

Gene No. 52912 

Start 29832 

Name OJ990914_11 . 9B24 .C31 .ol.tm 

Start 1243 

GI none 

Exons 1243.. 1326, 1708.. 1809, 1709 



Seq. ID OJ990914_11.9B24.C31 
Strand - ' 
End 36548 
Method TBLASTX: Maize 
End 31158 
Score 88 

1810, 6499. .6606, 6512. .6595, 
6643. .6708, 6649. .6705, 6808. .6918, 6809. .6922, 25635 .. 257 18 , 
25739. .25816, 25907 26056, 25944 .. 2 6057 , 30590 .. 30649, 
30591. .30650, 30651 .. 30881, 30651 .. 30875, 30653 .. 30877 , 
30991. .31038, 30991 .. 31041, 30992 .. 31039, 31033 31158 , 
31040. .31156, 31042.. 31158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25516 Seq. ID 

52912 Strand 

29832 End 

OJ990914_11. 9B24.C31.o9.tw Method 

1700 End 

none Score 



OJ990914_11 . 9B24 .C31 
36548 

TBLASTX: Wheat 

31492 

85 



1700. .1810, 1705. .1809, 1958. .2065, 6769. .6918, 6815. .6919, 
7064. .7153, 25916. .26038, 25931 .. 26029, 25944 .. 26039, 
26145. .26237, 26153 .. 26224 , 30991 .. 31167 , 31034 .. 31171 , 
31370. .31492, 31371.. 31451 



25516 Seq. ID 

52912 Strand 

29832 End 

OJ990914JL1 . 9B24 . C31 . o2 . tm Method 

2012 End 

none Score 



OJ990914_11.9B24.C31 
36548 

TBLASTX: Maize 

32128 

131 



2012. .2065, 2308. .2451, -2473. .2526, 7115. .7222, 7374. .7541, 
7536. .7589, 26190 .. 26336, 264 69 .. 26636, 26631 .. 26687 , 
31445. .31564, 31452 .. 31565, 31453 .. 31563, 314 53 .. 31566, 



25540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



31538. .31612, 31563 .. 31604 , 31704 .. 31931, 31716 .. 31931 , 
31717. .31932, 32075.. 32128 



25516 
52912 
29832 

OJ990914_11 . 9B24 .C31 . o3 . tw 

2069 

none 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method TBLASTX: Wheat 

End 31926 

Score 65 



2069. .2131, , 2308. .2481, 2317. .2481, 2473. .2532, 7154. .7267, 
7374. .7541, 7536.-7589, 26238 .. 26330 , 2 6451 .. 26636, 
26631. .26687, 31493 .. 31612, 31524 31613, 31704 31913, 
31716. .31925, 31726.. 31926 



Seq. No. 25516 

Gene No. 52912 

Start 29832 

Name OJ990914_11 . 9B24 . C31 . o4 . tc 

Start 4090 

GI none 
Exons 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method TBLASTX: Cress 

End 28192 

Score 120 



4090.. 4128, 4135... 4182, 4189.. 4233, 4231.. 4464, 9300.. 9338, 
9354.. 9452, 9450 .. 9689, 27932 .. 2804 8, 28025.. 28192 



25516 
52912 
29832 

OJ990914_11 . 9B24 . C31 . 08 . tw 

4189 

none 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method TBLASTX: Wheat 

End 28141 

Score 99 



4189. .4245, 4261. .4344, 9216. .9287, 9339. .9464, 9468. .9566, 
27725. .27763, 2777 9 .. 27850, 278 69 .. 28030, 28043. .28141 



25516 
52912 
29832 

OJ990914_11 . 9B24 . C31 . o2 . tw 

15898 

none 

15898. .16029,' 15899 .. 16024 , 
16403.. 16492 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method TBLASTX : Wheat 

End 16506 

Score 64 
16054. .16506, 16250 .. 16357 , 



Seq. No. 25516 Seq. ID 

Gene No. 52912 Strand 

Start 29832 End 

Name OJ990914_11 . 9B24 . C31 . o4 . tw Method 

Start 16630 End 

GI none Score 

Exons 16630. .17010, 16631.. 17005 

Seq. No. 25516 Seq. ID 

Gene No. 52912 Strand 

Start 29832 End 

Name OJ990914_11 . 9B24 . C31 . o3 . tm Method 

Start 16708 End 

GI none Score 

Exons 16708. .17010, 16709.. 16996 



OJ990914_11.9B24.C31 
36548 

TBLASTX: Wheat 

17010 

204 



OJ990914_11 . 9B24 .C31 
36548 

TBLASTX: Maize 

17010 

175 



25541 




Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 


belle 1NO. 






oil dllU 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


17177 




End 


17435 




GI 


none 




Score 


78 




Exons 


17177. .17434, 17181. 


.17435 








Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 




^9 Q1 9 




Strand 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


17474 




End 


17882 




GI 


none 




Score 


51 




Exons 


17474. .17647, 17477. 


.17629, 


17655. .17882, 17657.. 17881 




Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 


Cona Mo 


R9Q1 9 
t. y ± £ 




Strand 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


17879 




End 


18305 




GI 


none 




Score 


140 




Exons 


17879. .17905, 17957. 


.18031, 


18050. .18304, 18072. .18305 




Seq. No. 


25516 


- 


Seq. ID 


OJ990914_11.9B24 


.C31 




' ^9 Q1 9 




Strand 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17951 




End 


18307 




GI 


none 




Score 


179 




Exons 


17951. .18307, 17961. 


.18305 








Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 




S9 Q1 9 




Strand 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


!o4 .ts 


Method 


TBLASTX : Soybean 




Start 


17972 




End 


18307 




GI 


none 




Score 


216 




Exons 


17972. .18307 










Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 


Gene No. 


52912 




Strand 






O Ud-L. L. 






End 


36548 




Name 


OJ990914 11.9B24.C31 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


18777 




• End 


19175 




GI 


none 




Score 


85 




Exons 


18777. .19052, 18778. 


.19005, 


19011. .19124, 19063. .19113, 






19128. .19175 










Seq. No. 


25516 




Seq. ID 


OJ990914_11.9B24 


.C31 


Gene No. 


52912 




Strand 






Start 


29832 




End 


36548 




Name 


OJ990914 11.9B24.C31 


. 06 . gs 


Method 


GENSCAN 




Start 


29832 




End 


36548 




GI 


none 




Score 


.59 




Exons 


29832. .30052, 30751. 


.30877, 


30991. .31124, 31368. .31421, 






31715. .31925, 32075. 


.32268, 


32542. .32662, 33485 .. 33638 , 





25542 



34092. .34319, 34330 34482, 34638 34924 , 36078 .. 36151, 
36464. .36548 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25516 
52912 
29832 

OJ990914_11.9B24 .C31.o2.np 

30593 

3021270 



Seq. ID OJ990914_11.9B24.C31 
Strand 

End 36548 

Method AAT'/NAP 

End 34717 

Score 783 



30593. .30877, 30991 .. 3114 1, 31368 .. 31605, 31715 .. 31925, 
32075. .32154, 34621.. 34717 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



25516 Seq. ID 

52913 Strand 
40250 End 
OJ990914_11 . 9B24 .C31 . ol . tw Method 
40250 End 
none Score 

.40250. .40336, 40250 .. 40333, 4025-2 

40436. .40522, 40437 .. 40568, 40437. 

40644. .40772, 40644 .. 40772, 40645 



OJ990914 11.9B24.C31 



41260 

TBLASTX: Wheat 
40774 
87 

40359, 40435. .40563, 
40568, 40643. . 40771, 
40773, 40646.. 40774 



25516 
52913 
40250 

OJ990914_11 . 9B24 .C31 . o2 . tc 

40437 

none 

40437. .40517, 
40641. .40778, 



40628. .40723, 
40711. .40791, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40634. .40777, 
40753. .40782 



OJ990914 11.9B24.C31 



41260 

TBLASTX: Cress 
40791 
86 

40635. .40781, 



25516 
52913 
40250 

OJ990914_11.9B24.C31.o3.ts 
40482 
none 

40482. .40568,. 4064 3 . . 40771, 4064 4 . . 40772, 4064 6 
41192. .41248 



Seq. ID OJ990914_11.9B24.C31 
Strand 

41260 

TBLASTX: Soybean 
41248 
75 

40774, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25516 
52913 
40250 
OJ990914 
40492 
none 
40492 
40644 
41192 



11.9B24.C31.o4.tm 



40563, 40493. 
40772, 40644. 
41260 



.40564, 
.40772, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40494. .40568, 40643 
40646. .40774, 41191 



OJ990914_11.9B24.C31 
41260 

TBLASTX: Maize 
41260 
87 

40771, 
41259, 



Seq. No. 25517 

Gene No. 52914 

Start 130 

Name OJ990914_13 .'9B24 . C2 . ol . gs 

Start 130 ;; ; 



Seq. ID -OJ990914_13.9B24.C2 

Strand + 

End 377 

Method GEN SCAN 

End 377 



25543 



GI 


none 


Score 


. 46 


Exons 


130. .377 






Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52915 


Strand 


+ 


Start . 


7074 


End 


8572 


Name 


OJ990914 13 . 9B24 . C2 . o3 . gs 


Method 


GENSCAN 


Start 


7074 


End 


8572 


GI 


none 


Score 


. 73 


Exons 


7074.. 7796," 8429.. 8572 






Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52916 


Strand 


+ 


Start 


9177 . 


End 


10158 


Name 


OJ990914 13.9B24.C2.o4.gs 


Method 


GENSCAN 


Start 


9177 


End 


10158 


GI 


none 


Score 


. 5 


Exons 


9177.. 9254, 9259.. 9682, 10067. .10158 




Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52917 


Strand 


+ :•" 


Start 


12107 


End 


1294 8 


Name 


OJ990914 13.9B24.C2.o5.gs 


Method 


GENSCAN 


Start 


12107 


End 


12948 ' 


GI 


none 


Score 


.6 


Exons 


12107. .12192, 12523. .12627, 


12633.. 12948 


Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52918 


Strand 


+ 


Start 


14392 


End 


15130 


Name 


OJ990914 13.9B24.C2.o2.gp 


Method 


AAT/GAP 


Start 


14392 


End 


15130 


GI 


101153 1.R1084 


Score 


401 


Exons 


14392. .14431, 14879. .15130 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza 




indica (GLA4) genomic -DNA, chromosome 4 


, BAC clo: 


Seq. No. 


25517 


.Seq. ID 


OJ990914 


Gene No . 


52919 


Strand 


+ 


Start 


17599 


End 


21371 


Name 


OJ990914 13.9B24.C2.o7.gs 


Method 


GENSCAN 


Start 


17599 


End 


21371 


GI - 


none 


Score 


.4 


Exons 


17599. .18745, 19914. . 20139, 


20738. .20921, 21096 


Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52919 


* Strand 


+ 


Start 


17599 


End 


21371 


Name 


OJ990914 13.9B24.C2.o3.gp 


Method 


AAT/GAP 


Start 


18324 


End 


18860 


GI 


none 


Score 


966 


Exons 


18324. .18860 






Seq. No. 


25517 


Seq. ID 


OJ990914 


Gene No. 


52920 


Strand 


+ 


Start 


23646 


End 


24032 


Name • ; 


OJ990914 13.9B24.C2.o8.gs 


Method 


GENSCAN 



13.9B24 .C2 



13.9B24.C2 



25544 




Start 


23646 




End 


24032 


GI 


none 




Score 


.53 


Exons 


23646. .23770, 23885 


. .24032 






Seq. No. 


25517 




Seq. ID 


OJ990914_13. 9B24 .C2 


Gene No. 


52921 




. Strand 


+ 


Start 


30591 




End 


30871 


Name 


OJ990914 13.9B24.C2 


,o4 .np 


Method 


AAT/NAP 


Start 


30591 




End 


30871 


GI 


4584539 




Score ^ 


58 


Exons 


30591. .30871 








GI Descrip. 


(AL04 9608) extensin 


-like protein [Arabidopsis * thaliana] 


Seq. No. 


25517 




Seq. ID 


OJ990914 13.9B24.C2 


Gene No. 


52922 




Strand 


+ 


Start 


31207 




End 


31782 ' 


Name 


OJ990914 13 . 9B24 .C2 


. o 4 . at) 


Method 


AAT/GAP 


Start 


31207 




End 


31782 


GI 


none 




Score 


1082 


Exons 


31207. .31782 








Seq. No. "*■ 


25517 




Seq.- ID 


OJ990914_13.9B24.C2 


Gene No. 


52923 




Strand 


+ 


Start 


31947 




End 


32482 


Name 


OJ990914 13.9B24.C2 


. o5 . gp 


Method 


AAT/GAP 


Start 


31947 




End 


32482 


GI 


2798243 




Score 


1034 


Exons 


31947. .32482 








Seq. No. 


25517 




Seq. ID 


OJ990914_13.9B24.C2 


Gene No. 


52924 




Strand 


+ 


Start 


35272 




End 


36691 


Name 


OJ990914 13.9B24.C2 


.06. gp 


Method 


AAT/GAP 


Start 


35189 




End 


35594 


GI 


220 10.R1084 




Score 


763 


Exons 


35189. .35594 








GI Descrip. 


•135449/spl P18025ITBB1 MAIZE 


1.0e-51 TUBULIN BETA-1 CHAIN 




>gi 100932 pir S14701 tubulin beta-1 


chain - maize" ■ 




>gi_295851_emb_CAA37060_ (X52878) beta 


1 tubulin [Zea mays 


Seq. No. 


25517 




Seq. ID 


OJ990914_13.9B24.C2 


Gene' No. 


52924 




• Strand 


+ 


Start ■ 


35272 




End 


36691 


Name 


OJ990914 13.9B24.C2 


.olO.gs 


Method 


GENSCAN 


Start 


35272 




End 


36691 


GI 


none 




Score 


.92 


Exons 


35272. .35665, 35742 


. .36691 






Seq. No. 


25517 . 




Seq. ID 


OJ990914_13.9B24.C2 


Gene No. 


52924 




Strand 


+ 


Start 


35272 




End 


36691 


Name 


OJ990914 13.9B24.C2 


. o5.np 


Method 


AAT/NAP 


Start 


35272 




End 


36688 


GI 


135449 




Score 


2282 


Exons 


35272. .35665, 35742 


. .36688 







GI Descrip. TUBULIN BETA-1 CHAIN gi | 100932 | pir | | S14701 tubulin beta-1 chain 
- maize gi | 295851 | emb I CAA37060 | (X52878) beta 1 tubulin [Zea 



25545 



mays] 



Seq. No. 


25517 


Seq. ID 


OJ990914 


_13.9B24 


.C2 


Gene No. 


52925 


Strand 








Start 


1044 


End 


3340 






Name 


OJ990914 13.9B24.C2.ol.gp 


Method 


AAT/GAP 






Start 


1044 


End 


3340 






GI 


none 


Score 


1367 






Exons 


1044. .1516, 3007. .3122, 3215. .3340 








Seq. No. 


25517 


^Seq. ID 


OJ990914 


JL3.9B24 


.C2 


Gene No. 


52926 


Strand 








Start 


3244 


End 


5589 






Name 


OJ990914 13.9B24.C2.o2.gs 


Method 


GEN SCAN 






Start 


3244 


End 


5589 






GI 


none 


Score 


.41 






Exons 


3244. .3386, 4835.-4887, 5155. .5302, 5433. .5589 






Seq. No. 


25517 


Seq. ID 


OJ990914 


_13.9B24 


.C2 


Gene No. 


52927 , 


Strand 








Start 


11433 


End 


15488 






Name 


OJ990914 13v9B24'.C2.ol.np 


Method 


AAT/NAP 






Start 


11433 


End 


15488 






GI 


5852179 


Score 


372 






Exons 


11433 11450, 13989 14174. 


14249. . 14479, 15468 


. . 15488 




GI Descrip. 


(AL117265) zhb0009 1 TOrvza 


. sativa] 








Seq. No. 


25517 


Seq. ID 


OJ990914 


13. 9B24 


.C2 


Gene No. 


52928 


Strand 








Start 


22795 


End 


23197 






Name 


OJ990914 13.9B24 .C2.o2.np 


Method 


AAT/NAP 






Start ' 


22795 


End 


23197 






GI 


5042463 


Score 


203 






Exons 


22795. .23197 










GI Descrip. 


(AC00778 9) unknown protein 


[Oryza sativa] 






Seq. No. 


25517 


Seq. ID 


OJ990914 


13. 9B24 


.C2 


Gene No. 


52929 


Strand 








Start 


26930 


End 


33866 






Name 


OJ990914 13.9B24.C2.o9.gs 


Method 


GENSCAN 






Start 


26930 


End 


33866 






GI 


none 


Score 


.64 






Exons 


26930. .27708, 27789 .. 27984 , 


29424. .29465, 32711 


. . 32790, 






33575.. 33866 










Seq. No. 


25517 


Seq. ID 


OJ990914_ 


_13.9B24 


.C2 


Gene No. 


52929 


Strand 








Start 


26930 


End 


33866 






Name 


OJ990914 13.9B24.C2.o3.np 


Method 


AAT/NAP 






Start 


27394 


End 


27664 






GI 


5103812 


Score 


96 






Exons 


27394. .27664 











GI Descrip. (AC007591) Similar to gb|AJ005073 Alix (ALG-2-interacting 

protein X) from Mus musculus. ESTs gb|R90133, gb|Z17944 and 
gb|AA605465 come from this gene. [Arabidopsis thaliana] 



Seq. No. 



25517 



Seq. ID OJ990914_13.9B24.C2 



25546 




Gene No. 


52930 




Strand 






Start 


38993 




End 


51542 




Name 


OJ990914 13.9B24.C2 


.oll.gs 


Method 


GENS CAN 




Start 


38993 




End 


51542 




GI 


none 




Score 


.73 




Exons 


38993. .39117, 39952 


. .40120, 


40225. .40368, 41792 


• .42000, 




42338. .42358, 43994 


. .44297, 


44745. .46637, 46981 


. .47103, 




47358. .47381, 47581 


. .47644, 


490*66. .49265, 49593 


. .49665, 




50332. .50663, 50843 


. .51007, 


51175. .51293, 51491 


. .51542 


Seq. No. 


25517 




Seq. ID 


OJ990914 


_13.9B24.C2 


Gene No. 


52930 




Strand 






Start 


38993 




End 


51542 




Name 


OJ990914 13. 9B24 .C2 


.06. np 


Method 


AAT/NAP 




Start 


40223 




End 


43410 




GI 


3386609 




Score 


64 




Exons 


40223. .40368, 40889 


. .41030, 


43379. .43410 




GI Descrip. 


(AC004 665) putative 


AT-hook 


DNA-binding protein 


[Arabidops 




thaliana] 










Seq. No. 


25517 




Seq. ID 


OJ990914_ 


_13. 9B24 .C2 


•Gene No. ■ 


52930 




Strand 






Start " 


38993 




End 


51542 




Name 


OJ990914 13.9B24.C2 


. o7 . np 


Method 


AAT/NAP 




Start 


43935 




End 


47544 




GI 


6633852 




Score 


' 348 




Exons 


43935. .44006, 44052 


. .44291, 


44799. .45647, 47421 


..47544 


GI Descrip. 


(AC008047) F2K11.12 


[Arabidopsis thaliana] 




Seq. No. 


25517 




Seq. ID 


OJ990914_ 


_13.9B24.C2 


Gene No . 


52931 




Strand 






Start 


52487 




End 


55297 




Name 


OJ990914 13.9B24.C2 


.ol2.gs 


Method 


GENSCAN 




Start 


52487 


■ End 


54955 




GI 


none 




Score 


.76 




Exons 


52487. .52696, 53803 


. .53970, 


54218. .54955 




Seq. No. 


255i7 




Seq. ID 


OJ990914_ 


_13.9B24.C2 


Gene No. 


52931 




Strand 






Start 


52487 




End 


55297 




Name 


OJ990914 13.9B24.C2 


. 08 . np 


Method 


AAT/NAP 




Start 


52514 




End 


55297 




GI 


6850899 




Score 


929 




Exons 


52514. .52696, 53321 


. .53527, 


53803. .53970, 54218 


. .54763, 




55203. .55297 










GI Descrip. 


(AL137898) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


25517 




Seq. ID 


OJ990914_ 


_13.9B24.C2 


Gene No. 


52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4653 




End 


5078 




GI 


none 




Score 


59 




Exons 


4653.. 4727, 4658.. 4726, 4832 


..4876, 4848. .4874, 


4966. .5061 




4968.. 5066, 4971.. 5078, 4978 


. .5070 






Seq. No. 


25517 




Seq. ID 


OJ990914_ 


13..9B24 .C2 



25547 






52932 






Strand 






Start 


55864 






End 


56009 




Name 


OJ990914 13.9B24.C2. 


06. tm 


Method 


TBLASTX: 


Maize 


Start 


18205 






End 


18474 




GI 


none 






Score 


51 




Exons 


18205. 


.18297, 18317. 


.18472, 


18324. .18461, 18325 


. .18474 


Seq. No. 


25517 






Seq. ID 


OJ990914 


JL3.9B24 


Gene No. 


52932 






Strand 






Of 2 Y-4- 


55864 






End 


56009 




Name 


OJ990914 13.9B24.C2. 


ol . tc 


Method 


TBLASTX: 


Cress 


Start 


35272 






End 


36625 




GI 


none 






Score 


679 




Exons 


35272. 


.35346, 35278. 


.35667, 


35283. .35591, 35419 


. .35673, 




35741. 


.36625, 35794. 


.35913, 


35974. .36624 




Seq. No. 


25517 






Seq. ID 


OJ990914 


_13. 9B24 


Gene No . 


52932 






Strand 






Start 


55864 






End 


56009 




Name 


OJ990914 13.9B24.C2. 


ol . ts 


Method 


TBLASTX: 


Soybean 




35272 






End 


36625 




GI 


none 






Score . 


192 




Exons 


35272. 


.35346, 35278. 


.35403,- 


35289. .35369, 35392 


. .35532, 




35412. 


.35531, 35529. 


.35591, 


35530. .35667, 35551 


. .35673, 




35722. 


.35763, 35740. 


.35811, 


35807. .36370, 35815 


. .36369, 




36367. 


.36624, 36371. 


.36625 








Seq. No. 


25517 






Seq. ID 


OJ990914 


_13.9B24 


Gene No. 


52932 






Strand 






Start 


55864 






End 


56009 




Name 


OJ990914 13.9B24.C2. 


ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


35272 






End 


35977 




GI 


none 






Score 


660 




Exons 


35272. 


.35343, 35278. 


.35667, 


35283. .35591, 35710 


. .35760, 




35740. 


.35898, 35741. 


.35977, 


35797. .35916, 35942 


. .35977 



Seq. No. 25517 
Gene No. 52932 
Start 55864 

Name OJ990914_13 . 9B24 . C2 . ol . tm 

Start 35272 
GI none 

Exons ' 35272. .35346, 35278 .. 35667 , 

35551. .35682, 35710 .. 35760, 
.35794. .36624 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35283. .35369, 
35740. .35898, 



OJ990914 13.9B24.C2 



56009 

TBLASTX: Maize 
36625 
674 

35409. .35591, 
35741. .36625, 



Seq. No. 25517 Seq. ID 

Gene No. 52932 Strand 

Start 55864 End 

Name OJ990914_13 . 9B24 .C2 . o2 . tw Method 

Start 36037 End 

GI none Score 

Exons 36037. .36309, 36038.. 36313 



OJ990914_13. 9B24.C2 
56009 

TBLASTX: Wheat 

36313 

477 



Seq. No. 
Gene No. 
Start 



25517 
52932 
55864 



Seq. ID 

Strand 

End 



OJ990914 13.9B24.C2 



56009 



25548 




Name 


OJ990914 13.9B24.C2, 


,o3.tw 


Method 


TBLASTX: Wheat 




Start 


36418 




End 


36625 




GI 


none 




Score 


354 




Exons 


36418. .36624, 36419, 


. .36625 








Seq. No. 


25517 




Seq. ID 


OJ9-90914_13.9B24 


.C2 




S?9"32 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2. 


.o2.ts 


Method 


TBLASTX : Soybean 




Start . . 


44814 




.End 


44961 




GI 


none 




Score 


72 




Exons 


44814. .44891, 44814, 


, .44960, 


44815. .44961 




Seq. No. 


25517 




Seq. ID 


OJ990914__13. 9B24 


.C2 




52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2, 


, o3.tm 


Method 


TBLASTX: Maize 




Start 


44868 - -. 




End 


45132 




GI 


none 




Score 


216 




Exons 


44868. .45131, 44869, 


. .45129, 


44869. .45132, 44898. .45131 




Seq. -No. * 


25517 




Seq. ID 


OJ990914JL3. 9B24 


.C2 




52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2, 


. o2 . tm 


- Method 


TBLASTX: Maize 




Start 


45234 




vEnd 


45644 




GI 


none 




Score 


370 




Exons 


45234. .45626, 45238, 


. .45570, 


45243.. 45644 




Seq. No. 


25517 




Seq. ID 


OJ990914_13. 9B24 


.C2 


Gene No. 


52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13 9B24 C2 


. o7 * tm 


Method 


TBLASTX: Maize 




Start 


,52481' . ~ 




End 


53382 




GI 


- none** 




Score 


59 




Exons 


52481. .52558, 52484, 


. .52534, 


-52486. .52560, 5254 1 .. 52 699, 






52542. .52697, 52569, 


. .52718, 


53312. .53380, 53319 53381 , 






53320. ..53382 










SeqV'-No. 


25517 




Seq. ID 


OJ990914_13. 9B24 


.C2 




52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2, 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


53384 




End 


53528 




GI 


none 




Score 


217 




Exons 


53384. .53524, 53385. 


. .53528, 


53388. .53528 




Seq. No. 


25517 




Seq. ID 


OJ990914_13. 9B24 


.C2 




52932 




Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2, 


,o4 . ts 


Method 


TBLASTX : Soybean 




Start 


53797 




End 


54442 




GI 


none 




■Score 


119 




Exons 


53797. .53997, 53810. 


, .53953, 


54320. .5444 


2, 54345.. 54422 




Seq. No. 


25517 




Seq. ID 


OJ990914_13.9B24 


.C2 


Gene No. 


52932 




Strand 







25549 




otdiL 


JJO vH 




End 


56009 




Name 


OJ990914 13.9B24.C2. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


53801 




End 


54436 




GI 


none 




Score 


179 




Exons 


53801. .53971, 53802. 


.53972 


, 53803. .53988, 53803 .. 53997 , 






54242. .54271, 54272. 


.54436 


, 54339. .54416 




Seq. No. 


25517 




Seq. ID 


OJ990914_13.9B24 


.C2 


bene ino . 






Strand 






Start 


55864 




End 


56009 




Name 


OJ990914 13.9B24.C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


54320 




End 


54670 




GI 


none 




Score 


81 




Exons 


54320. .54442, 54345. 


.54416 


, 54461.. 54670 




Seq. No. 


25517 




O CLj • J- U 




-C2 


bene ino . 






DLL CU Id 






Start 


55864 




End 






Name 


• OJ990914 13.9B24.C2. 


ol3 . gs 


Method 


GENS CAN 




Start 


55864 




End 


56009 




GI 


none 




Score 


.98 




Exons 


55864. .56009 










Seq. No. 


25518 




Seq. ID 


OJ990914_13.9B24 


.C3 


Gene No . 






Strand 






Start 


200 




End 


1788 




Name 


OJ990914 13.9B24.C3. 


ol .gs 


Method 


GENSCAN 




Start 


200 




End 


1721 




GI 


none 




Score 


.69 




Exons 


200. .744, 850. .1099, 


1182. 


.1285, 1364.. 


1721 




Seq. No. 


25518 




Seq. ID 


OJ990914_13.9B24 


.C3 


Gene No. 


52933 




Strand 








^uu 




End 


1788 




Name 


OJ990914 13.9B24.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


221 




End 


1109 




GI 


none 




Score 


86 




Exons 


221. .349, 245. .364, 


362. .544, 381. .557, 


387. .551, 524.. 


742, 




545. .745, 888. .1076, 


893. . 


1102, 894. .1109 




Seq. No. 


25518 




Seq. ID 


OJ990914_13. 9B24 


.C3 


bene ino . 


COQO O 




Strand 






Start 


200 




End 


1788 




Name 


. OJ990914 13.9B24.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


380 




End 


679 




GI 


none 




Score 


130 




Exons 


380. .547, 383. .547, 


400. .555, 548. .679, 


548. . 676 




Seq. No. 


25518 




Seq. ID 


OJ990914_13. 9B24 


-C3 


Gene No. 


52933 




Strand 






Start 


200 




End 


1788 




Name 


OJ990914 13.9B24.C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


1494 




End 


1788 




GI 


none 




Score 


121 





Exons 1494. .1655, 1518. .1649, 1644. .1724, 1646. .1729, 1647. .1736, 

1672. .1737, 1724. .1771, 1725. .1781, 1726. .1776, 1765. .1788 



25550 



Seq. No. 25519 . Seq. ID 

Gene No. 52934 Strand 

Start 25 End 

Name OJ990914_13 . 9B24 . C4 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.-642, 1382.. 1443 



OJ990914_13.9B24.C4 

1443 
GEN SCAN 
1443 
.95 



Seq. No. 


25519 






Seq. ID 


OJ990914_13. 9B24 .C4 


Gene No. 


52934 . 






Strand 




Start 


25 






End 


1443 


Name 


OJ990914 


13.9B24.C4 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


97 






End 


651 


GI 


none 






Score 


61 


Exons 


97. .180, 


202. .324, 


203. .316, 


331. .444, 


466. .561, 483. .545, 




488. .562, 


562. .642, 


564. .641, 


586. .651 




Seq. No. 


25519 






Seq. ID 


OJ990914_13.9B24.-C4 


Gene No. 


52934 






Strand 




Start 


25 






End 


1443 


Name 


OJ990914 


_13.9B24.C4 


.ol.gp 


Method 


AAT/GAP 


Start 


- 273 






End 


.629 • 


GI 


none 






Score 


648 


Exons 


273. .629 











Seq. No. 25520 Seq. ID 

Gene No. 52935 Strand 

Start 34 9 End 

Name OJ990914_13 . 9B24 . C5 ..ol . gp Method 

Start 34 9 End 

GI none Score 

Exons 349.. 399, 489.. 697, 3015.. 3047 



OJ990914_13.9B24.C5 
+ 

4378 
AAT/GAP 
3047 
524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25520 
52935 
349 

OJ990914_13.9B24.C5.ol.gs 

658 

none 



Seq. ID OJ990914_13.9B24.C5 



Strand 
End 

Method 

End 

Score 



+ 

4378 
GENS CAN 
4378 
. 63 



6S8..697, 3126. .3227, 3664. .3742, 3753. .4006, 4284.'. 4378 



25520 Seq. ID 

52936 Strand 
20654 End 
OJ990914_13 . 9B'24 . C5 . o2 . gp Method 
20654 End 
350_1.R1084 Score 
20654. .20809 

'2498586/sp|Q40638 |MP01_ORYSA 1.0e-135 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990914_13. 9B24 . C5 
+ 

20809 
AAT/GAP 
20809 
300 



Seq. No. 25520 Seq. ID 

Gene No. 52936 Strand 

Start 20654 End 

Name OJ990914_13 . 9B24 . C5 . o2 . np Method 

Start 20677 End • 



OJ990914_13.9B24.C5 
+ 

20809 

AAT/NAP 

20809 



25551 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



2498586 Score 182 

20677. .20809 

MAJOR POLLEN ALLERGEN ORY S 1 PRECURSOR (ORY S I) gi [1173557 
(U31771) Ory s 1 [Oryza sativa] 



25520 
52937 
4545 

OJ990914_13 .9B24.C5.o2. gs 
4545 
none 



Seq. ID OJ99.0914JL3. 9B24.C5 
Strand 

14899 
GENSCAN 
14899 
.69 



End 

Method 
End 
Score 

4545. .4703, 4937. .5111, 5550. .5656, 6207. .6506, 6602. .6654, 
6781. .6918, 7191. .7341, 8026. .8233, 8305. .8724, 10042 .. 10154 , 
10458. .10553, 10830 .. 1094 6, 114 95 .. 11593, 11840 .. 11971, 
12075. .12251, 12373. .12547, 1264 9 .. 12737 , 13305 .. 1388 6, 
14855. .14899 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



GI Descrip. 



25520 Seq. ID 

52937 Strand 

4545 . End 
OJ990914_13. 9B24 .C5.ol.np Method 
9291 End 
6319167 Score 



OJ990914_13. 9B24.C5. 

14899 
AAT/NAP 
13841 
1168 



9291. .9405, 10042. .10154, 10458 .. 10553, 10830 .. 1094 6, 
11495. .11593, 11840. .11971, 12075 .. 12251, 12373 .. 12547 , 
13735.. 13841 

(AF193846) branched-chain amino acid aminotransferase [Solanum 
tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25520 
52938 
18511 

OJ990914JL3 . 9B24 .C5.ol.tm 
9270 



none 
9270. 
10041 
10456 



9407, 9288.-94 

.10157, 10041. 

.10569, 10815. 

10831. .10950, 11492. 

11834. .11971, 11838. 

12073. .12252, 12074. 

12371. .12553, 12373. 

12648. .12794, 12649. 



Seq. ID OJ990914_13.9B24.C5 
Strand 

End . 20629 
Method TBLASTX : Mai ze 
End 12794 
Score 120 
07, 9295. .9408, 9295. .9408, 10013 10156, 
.10157, 10455. .10568, 104 56 .. 10569, 
.10946, 10828. .10947,- 10830 .. 1094 6, 
.11614, 11492. .11596, 114 93 .. 11612 , 
.11975, 11840.'. 11971, 12072 12251, 
.12259, 12074. .12253, 12370 .. 12531, 
.12594, 12374. .12550, 12622 .. 12684 , 
.12753 



Seq. No. 25520 
Gene No. 52938 
Start 18511 

Name OJ990914_13 . 9B24 .C5.ol.ts 

Start 10041 
GI none 
Exons 10041. 

10455. 

11499. 

11840. 

12371. 



.10157, r0041. .10157, 

.10568, 10830. .10946, 

.11612, 11501. .11620, 

.11971, 12072. .12251, 

.12529, 12372. .12518, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10438 

10834 

11834 

12073 

12373 



OJ990914 13.9B24.C5 



20629 

TBLASTX : Soybean 
12549. 
93 

10554, 10438. .10545, 
10947, 11465. . 11596, 
11971, 11838. .11978, 
12252, 12075. .12254, 
12549, 12377.. 12547 



Seq. No. 



25520 



Seq. ID OJ990914_13.9B24.C5 



25552 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52938 Strand 

18511 End 

OJ990914_13. 9B24 .C5.ol.tc Method 

11510 End 

none Score 



20629 

TBLASTX : Cress 

12532 

137 



11510. .11596, 11838. .11978, 11840 .. 11971, 12072 12248 , 
12073. .12243, 12361 .. 12531, 12362.. 12532 



25520 
52938 
18511 * 

OJ990914_13 . 9B24 . C5 . o3 . gs 

18511 

none 

18511. .18601, 20484. .20629 



Seq. ID OJ990914_13.9B24.C5 
Strand 

End 20629 

Method GENS CAN 

End 20629 

Score .51 



Seq. ID OJ990914_13.9B24.C6 

Strand + 

End ' 810 

Method AAT/GAP 

End 810 

Score 1506 



25521 
52939 
1 

OJ990914_13. 9B24.C6.ol.gp 
1 

350_1.R1084 * 
1..810 

'2498586/sp|Q40638 |MP01_0RYSA 1.0e-135 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID -OJ990914_13.9B24.C6 

Strand + 

End 810 

Method AAT/NAP 

End 4 67 

Score 670 



25521 
52939 
1 

OJ990914JL3. 9B24 .C6.ol.np 
1 

2498586 
1 . . 4 67 

MAJOR POLLEN ALLERGEN ORY S 1 PRECURSOR {ORY S I) gi 11173557 
(U31771) Ory s 1 [Oryza sativa] 



25521 
52939 
1 

OJ990914_13.9B24 .C6.ol.tm 
14 

none 



Seq. ID OJ990914_13. 9B24.C6 . 

Strand + 

End 810 

Method TBLASTX: Maize 

End 4 61 

Score 60 



14. .52, 14. .61, 69. .461, 134. .460 



25521 
52939 
1 

OJ990914_13 . 9B24 .C6.ol.tw 
29 

none 



Seq. ID OJ990914_13.9B24.C6 

Strand + 

. End 810 

Method TBLASTX : Wheat 

End 4 61 

Score 40 



29. .52, 69. .161, 103. .156, 170. .427, 171. .461 



25521 
52939 
1 

OJ990914 13.9B24.C6.ol.ts 



Seq. ID OJ990914_13.9B24.C6 

Strand + 

End 810 

Method ' TBLASTX: Soybean 



25553 



Start 


69 




End 


458 


GI 


none 




Score 


101 


Exons 


69. .161, 174. .275, 281. .406, 


282. .380, 


375. .458 


Seq. No. 






Seq. ID 


OJ990914_13.9B24.C6 


Gene No. 






Strand 


+ 


Start 


i 




End 


810 


Name 


A7QQHQ1 A 1 *3 QnO/1 Cfc r\ 1 no 

Udyyv^lH 1j. 1?dZ4 .LO.Ol .gs 




Method 


GENSCAN 


Start 


/ O 




End 


470 


GI 


none 




Score 


.94 


Exons 


78. .470 








Seq. No. 






Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


oz y 4 u 




Strand 


+ 


Start 


c;n 
DU 




End 


1222 


Name 


nTQQflQI A 1 *3 QUO/1 r*'7 ^ 1 /t o 




Method 


GENSCAN 


Start 


ou 




End 


1222 


GI 


none 




Score 


.7 


Exons 


50.. 257, 1076.. 1222 








Seq. No. 


25522 




Seq. ID 


OJ990914 13.9B24.C7 


Gene No. — 


52941 




Strand 


+ 


Start 


1967 




End 


2342 


Name 


OJ990914 13.9B24.C7.ol.gp 




Method 


AAT/GAP 


Start 


1967 




End 


2342 


GI 


45606 1.R1084 




Score 


722 , 


Exons 


.1967. .2342 








GI Descrip. 


'729944/sp|Q07154 |MPZ1 MAIZE 


4.0e-14 POLLEN ALLERGEN ZEA M 1 




(ZEA M I) >gi 478272 pir 


JC1524 major 


allergen ml protein - 




maize >gi_293902 (L14271) 


Zea 


ml [Zea 


mays] ' 


Seq. No. 


25522 




Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


52942 




Strand 


+ 


Start 


3892 




End 


4349 


Name 


OJ990914 13.9B24.C7.o3.gp 




Method 


AAT/GAP 


Start 


3892 




End 


4349 


GI 


3759907 




Score 


618 


Exons 


3892. .3916, 3985. .4349 








Seq. No. 


25522 




Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


52943 




Strand 


+ 


Start 


7772 




End 


8806 


Name 


OJ990914 13.9B24.C7.o4.gp 




Method 


AAT/GAP 


Start 


7772 




End 


8806 


GI 


350 1.R1084 




Score 


1592 


Exons 


7772. .7868, 7924. .8806 








GI Descrip. 


' 24 9858 6/sp | Q40638 | MPOIJDRYSA 


- 1.0e-135 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 25522 - Seq. ID 

Gene No-. '52944 Strand 

Start 16339 End 

Name OJ990914_13 . 9B24 . C7 . o5 . gs Method 

Start 16339 End 

GI none Score 

Exons 16339. .16503, 16948.. 17220 



OJ990914_13.9B24.C7 
+ 

17220 
GENSCAN 
17220 
.53 



25554 




Seq. No. 


25522 


Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


52945 


Strand 




Start 


2180 


End 


3009 


Name 


OJ990914 13.9B24.C7.o2.gs 


Method 


GENSCAN 


Start 


2180 


End 


2983 


GI 


none 


Score 


. 96 


Exons 


2180. .2983 






Seq. No. 


25522 


Seq. ID 


OJ990914_13 . 9B24 .C7 


Gene No. 


52945 


Strand 




Start 


2180 


End 


3009 


Name 


OJ990914 13.9B24.C7.ol.np 


Method 


TV T\ m / X T TV T"\ 

AAT/NAP 


Start 


2195 


End 


2983 


GI 


1171008 


Score 


1013 


Exons 


2195. .2983 






GI Descrip. 


POLLEN ALLERGEN PHL P 1 PRECURSOR ( PHL 


P I) 




gi|629812|pir| IS44182 allergen Phi p I 


- common timothy 




gi| 473360 | emb I CAA55390 | (X78813) Phi p 


I allergen [Phleum 




pratense] 






Seq. No. 


25522 


Seq. ID 


OJ990914_13 . 9B24 . C7 


Gene No. 


52945 


Strand 




Start 


2180 


End 


3009 


Name 


OJ990914 13.9B24.C7.o2.gp 


Method 


AAT/GAP 


Start ■ 


2480 


End 


3009 


GI 


29380 1.R1084 


Score 


1060 


Exons 


2480.. 3009 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 4.0e-67 I 


yiAJOR POLLEN ALLERGEN OR^ 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


25522 


Seq. ID 


OJ990914_13.9B24.C7 


Gene No . 


52946 


Strand 




Start 


4144 


End 


8787 


Name 


OJ990914 13.9B24.C7.o3.gs 


Method 


GENSCAN 


Start 


4144 


End 


8787 


GI 


none 


Score 


.65 


Exons 


4144. .4226/ 4284. .4321, 5410 


..5537, 5735. .6010, 6197 6380 - 




7988..8228 f 8346. .8787 






Seq. No. 


25522 


Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


52946 


Strand 




Start 


4144 


End 


8787 


Name 


OJ990914 13.9B24.C7.o2.np 


Method 


AAT/NAP 


Start 


7999 


End 


8787 


GI 


3901094 


Score 


1013 


Exons 


7999. .8787 






GI Descrip. 


(Z27090) pollen allergen Phi 


pi [Phleum pratense] 


Seq. No. 


25522 


Seq. ID 


OJ990914_13.9B24.C7 


Gene No. 


52947 


Strand 




Start 


10277 


End 


24705 


Name 


OJ990914 13.9B24.C7.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2177 


End 


12847 


GI 


none 


Score 


63 


Exons 


2177. .2386, 7993. .8184, 8072 


..8173, 12656. .12847, 12735.. 12836 



25555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25522 
52947 
10277 

OJ990914_13.9B24.C7.ol.tm 
2195 



none 
2195. . 
2446. , 
8001. . 
8642. , 
12959, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 13.9B24.C7 



24705 

TBLASTX: Maize 
13421 ' 
165 

2497, 2314. .2478, 2432. .2503, 
2917, 2493. .2921, 2734. .2937, 
8311, 8296.-8724, 8297. .8599, 
8722, 12664. .12699, 12671 .. 12970, 12684 .. 12971, 
.13384, 12960. .13256, 13095 13421, 13305.. 13385 



2377, 2202.. 2486, 2204. 
2574, 2447.. 2620, 2492. 
8036, 8008.. 8307, 8021. 



25522 
52947 
10277 

OJ990914_13.9B24.C7.ol.ts 

2198 

none 

2198.. 2275, 2200.. 2271, 2268, 
2480.. 2614, 2633. .2779, 2634. 



Seq. ID OJ990914_13.9B24 .C7 
Strand 

End 24705 

Method TBLASTX : Soybean 

End 13316 

Score 45 

.2360, 2270. .2368, 2432. .2476, 
.2786, 2787. .2819, 2817. .2855, 



7996. .8079, 8048. .8173, 8074. .8172, 8179. .8280, 8293. .8418, 
8437. .8583, 8438. .8590, 12659 .. 12742, 12711 .. 12836, 
12737. .12835, 12842 .. 12943, 12956. . 13081, 13100 .. 1324 6, 
13284. .13316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25522 Seq. ID 

52947 Strand 

10277 End 

OJ990914_13 . 9B24 . C7 . o2 . tc Method 

2315 End 

none Score 



OJ990914_13.9B24.C7 
24705 

TBLASTX: Cress 

13297 

89 



2315. .2560, 2625. .2831, 2627. .2830, 8119. .8265, 8296. .8364, 
8431.. 8607, 8432.. 8599, 12782 12928 , 12959 .. 13027 , 
13094. .13297, 13095.. 13256 



Seq. No. 
Gene No. 
Start '' " 
Name 
Start 
GI 

Exons 



25522 
52947 
10277 

OJ990914_13.9B24.C7.ol.tw 

2387 

none 



Seq. ID OJ990914_13.9B24.C7 
Strand 

End 24705 

Method TBLASTX : Wheat 

End 13445 

Score 171 



2387. .2617, 2432. .2881, 2580. .2882, 2671. .2883, 2734. .2883, 
2876. .2917, 2880. .2918, 2884. .2949, 5891. .6031, 8185. .8685, 
8240. .8599, 8643. .8681, 8680. .8721, 8687. .8782, 12848 .. 13345, 
12898. .12984, 12903 .. 13256, 1327 9 .. 1334 4 , 13291 .. 13347, 
13343. .13384, 13350 .. 13445, 13350. .13421 



Seq. No. 25522 Seq. ID 

Gene No. 52947 Strand 

Start 10277 End 

Name OJ990914_13 . 9B24 . C7 . o4 . gs Method 

Start 10277 End 

GI none Score 

Exons 10277. .10889, 12651.. 13450 



OJ990914_13.9B24.C7 

24705 
GENSCAN 
13450 
.41 



Seq. No. 



25522 



Seq. ID OJ990914_13.9B24.C7 



25556 



Gene No. 52947 Strand 

Start 10277 End 24705 

Name OJ990914_13 . 9B24 . C7 . o5 . gp Method AAT/GAP 

Start 12295 End 13473 

GI 350_1.R1084 Score 2257 

Exons 12295.. 13473 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 1.0e-135 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


25522 




Seq. ID 


OJ990914_ 


_13.9B24.C7 


Gene No. 


52947 




Strand 






>D LQI L. 


10277 




End 


24705 




Name 


OJ990914 13.9B24.C7. 


. o5 .np 


Method 


AAT/NAP 




Start 


12648 




End 


23513 




GI 


1903264 




Score 


69 




Exons 


12648. .12709, 21144, 


. .21244, 


22894. .23080, 23435. 


.23513 


GI Descrip. 


(Y11824) hypothetical protein [Pisum sativum] 




Seq. No. 


25522 




Seq. ID 


OJ990914_ 


_13.9B24.C7 


taene no . . 


52947 




Strand 






Start 


10277 




End . 


24705 




Name 


OJ990914 13.9B24.C7, 


. o3 . np 


Method 


AAT/NAP 




Start . 


12650 




End 


13450 




GI 


2498586 . 




Score 


1239 




Exons 


12650. .13450 










GI Descrip. 


MAJOR POLLEN ALLERGEN ORY S 


1 PRECURSOR (ORY S I 


) gi 11173557 




(U31771) Ory s 1 [Oryza sativa] 






Seq. No. 


25522 




Seq. ID 


OJ990914_ 


13.9B24.C7 


Gene No. 


52947 




Strand 






o Lai 


10277 




End 


24705 




Name 


OJ990914 13.9B24.C7, 


.06. gp 


Method 


AAT/GAP 




Start 


16918 




End 


18064 




GI 


none 




Score 


1099 




Exons 


16918. .17305, 17494, 


. .17615, 


17989. .18064 




Seq. No. 


25522 




Seq. ID 


OJ990914_ 


13.9B24.C7 


Gene No. 


52947 




Strand 






Start 


10277 




End 


24705 • 




Name 


OJ990914 13.9B24.C7, 


. 06 . gs 


Method 


GENSCAN 




Start 


17432 




End 


24705 




GI 


none 




Score 


.68 




Exons 


17432. .17615, 17989, 


. .18146, 


18224. .18324, 18593. 


.18668, 




18828. .18938, 19010, 


. .19201, 


19574. .19798, 21144. 


.21270, 




22171. .22273, 22353. 


. .22551, 


22688.-22742, 22969. 


.23000, 




24667. .24705 










Seq. No. 


25522 




"Seq. ID 


OJ990914_ 


13.9B24.C7 


Gene No. 


52947 




Strand 






Start 


10277 




End 


24705 




Name 


OJ990914 13.9B24.C7, 


. o4 .np 


Method 


AAT/NAP 




Start 


17988 




End 


19957 




GI 


3386600 




Score 


781 




Exons 


17988. .18112, 18208. 


. .18336, 


18593. .18668, 18828. 


.18938, 




19010. .19201, 19574. 


. .19798, 


19922. .19957 




GI Descrip. 


(AC004 665) putative 


SKPl-like protein 


[Arabidopsis thaliana] 



25557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25522 
52947 
10277 

OJ990914JL3 . 9B24 . C7 . o3 . tm 
18277 



End 

Method 
End 

none Score 
18277. .18327, 18395 18433, 18568 .. 18669, 18590 .. 18 670 , 
18596. .18670, 18827 .. 18940 , 18828 .. 18941, 188 68 .. 18972 , 
18990. .19124, 19004. .19126, 19010.. 19123 • . 



Seq. ID OJ990914_13.9B24.C7 
Strand 

24705 

TBLASTX: Maize 
19126 
61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25522 Seq. ID 

52947 Strand 

10277 . End 

OJ990914JL3 . 9B24 . C7 . o2 . tw Method 

18604 End 

none Score 



OJ990914_13.9B24.C7 
24705 

TBLASTX: Wheat 

19091 

60 



18604. .18669, 18605 .. 18670 , 18605 18670, 18827 .. 1894 0, 
18828. .18941, 18868 .. 18954 , 19003 .. 19089, 19008 19091 , 
19010. .19087 



Seq. No. 25522 Seq. ID 

Gene No. 52947 Strand 

Start 10277 End 

Name OJ990914_13 . 9B24 . C7 . ol . tc Method 

Start 18894 End 

GI none Score 
Exons 



OJ990914_13.9B24.C7 
24705 

TBLASTX: Cress 

19957 

67 



18894. .18941, 18898 18972, 19008 .. 19202, 19009 19203, 

19010. .19204, 19026. .19250, 19572 .. 19658 , 19574 19720, 

19626. .19736, 19634 .. 19741, 19688 .. 19786, 1974 8 .. 19813, 
19919. .19957 



Seq. No. 25522 

Gene No. 52947 

Start ' 10277 

Name OJ990914_13 . 9B24 .C7 . o2 . ts 

Start 18978 

GI none 

Exons 18978. .19202, 19004 .. 19204 , 
19572. .19682, 19574.. 19681 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_13.9B24.C7 
24705 

TBLASTX : Soybean 

19682 

238 



19010*. .19246, 19568. .19672, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25522 
52947 
10277 
OJ990914 
19130 
none 
19130 
19572 
19969 



13.9B24.C7.o2.tm 



19246, 19134. 
19799, 19574, 
20001 



,19202, 
,19813, 



Seq. ID 
Strand 
End 

Method 
■End 
Score 

19136 

19917 



OJ990914 13.9B24.C7 



24705 

TBLASTX: Maize 
20001 
89 

19204, 19572. .19808, 
19976, 19922. .19963, 



Seq. No. 25523 Seq. ID 

Gene No. 52948 Strand 

Start 13 End 

Name OJ990914_13. 9B24 .C8.ol.gs Method 

Start 13 , End 

GI none Score 



OJ990914_13.9B24 .C8 
510 

GENSCAN 

510 

.59 



25558 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13. .428, 433. .510 

25524 
52949 
1 

OJ990914-JL8 . 9B24 . CI . ol . np 
1 

6498441 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 
Method AAT/NAP 
End 3097 
Score 3105 
1..617, 801. .1174, 1238. .1701, 2032. .3097 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



25524 
52949 
1 

OJ990914_18 . 9B24 . CI . o2 . tm 

374 

"none 

374. .652, 408. .653 

25524 
52949 
1 

OJ990914_18 . 9B24 .CI .ol.ts 

383 

none 

383. .607, 405. .599' 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 

Method TBLASTX: Maize 

End 653 

Score 171 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 

Method TBLASTX : Soybean 

End 607 

Score 85 



Seq. No. 25524 

Gene No. 52949 

Start 1 

Name OJ990914_18 . 9B24 . CI . o3 . tw 

Start 392 

GI none 

Exons 392.. 703, 405.. 695 

Seq. No. 25524 

Gene No. 52949 

Start 1 

Name OJ990914_18 . 9B24 . CI . ol . tm . 

Start 680 

GI - none 

Exons 680.. 985, 680.. 1036, 690.. 1001 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 

Method TBLASTX : Wheat 

End 703 

Score 172 



Seq. ID OJ990914_18. 9B24.C1 
Strand 

End 9185 

Method TBLASTX: Maize 

End 1036 

Score- 125 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



25524 
52949 
1 

OJ990914_18. 9B24 .Cl.ol.tw 

704 

none 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 

Method TBLASTX : Wheat 

End 1167 

Score 218 



704. .1165, 710. .1165, 711. .1166, 724. .1167 



Seq. No. 25524 

Gene No. 5294 9 

Start 1 

Name OJ990914 18 . 9B24 . CI . o2 . ts 



Seq. ID OJ990914_18.9B24.C1 
Strand 

End 9185 

Method TBLASTX : Soybean 



25559 




Start 


761 








End 


1126 




GI 


none 








Score 


115 




Exon's 


761. .895, 902. .1126 










Seq. No. 


9 E > c i94 








Seq. ID 


OJ990914 


_18.9B24.C1 


Gene No. 


QA Q 
J ^ -7fi .? 








Strand 








1 
X 








End 


9185 




Name 


n.TQQDQI 4 1 ft 


QR94 

. ft . 


n n9 


gs 


Method 


GENSCAN 




Start 


117^ ~~ 

X X / w> 








End 


9185 




GI 


none 








Score 


.58 




Exons 


1175. .2520, 


2651. 


.3676, 


3713. 


.3887, 4138. .4227, 


4327. .4399 




4902. .4973, 


5519. 


.5689, 


5829. 


.5991, 6294. .6418, 


9149. .9185 


Seq. No. 


9 S S 9 4 








Seq. ID 


OJ990914 


_18.9B24.C1 


oeiic in (j . 


S9 Q4 Q 








Strand 






Start 


1 

X 








End 


9185 




Name 


W U ^ J U J X 4 XQJ 


. 9B24 . 


CI . o2 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


i. JJl 








End 


1817 




GI 


1 1 it 








Score 


172 




Exons 


1331. .1816, 


1362. 


.1622, 


1680. 


.1817 






Seq. No. 


9 S S94 








Seq. ID 


OJ990914 


_18. 9B24 .CI 


Gene No. 


R9Q4 Q 








Strand 






Q+- -j y-+- 


X 








End 


9185 




Name 


n TCiQn qi a i p 


. i7DZ fl . 


PI o4 
Ox .Oft . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


■ 9R c i6 ~ 








End 


3108 




GI 


none 








Score 


97 




Exons 


2556. .2813, 


2590. 


.2829, 


2788. 


.2889, 2796. .2894, 


2901. .2948, 




3073. .3108 














Seq. No. 


9 c c 9/ 
Z O ft 








Seq. ID 


OJ990914 


_18.9B24.C1 


bene ino * 


S9 Q4 Q 

J ^ _7 ft _/ 








Strand 






Start 


X 








End 


9185 




Name 


n TQQO Q1 4 1ft 


QR9 4 


PI 

OX • Oj • 


tm 


Method 


TBLASTX: 


Maize 


Start 










End 


2943 




GI 


n nn o 

11 1^1 It 








Score 


91 




Exons 


2658. .2906, 


2659. 


.2943 










Seq. No. 


-J ~J C. 1 -! 








Seq. ID 


OJ990914 


_18. 9B24 .CI 


Gene No. 










Strand 








1 
X 








End 


9185 




Name' 


OJQQ0Q1 4 1ft 

WO ,7 Z? U X *± xo 


.9B24. 


Cl.o2. 


np 


Method 


AAT/NAP 




Start 


"3ft "34 ~~ 

J Q .J *i 








End 


4317 




GI 


RA4 94 ^4 

U ft Z fi O ft 








Score 


224 




Exons 


3834. .3887, 


4138. 


.4317 










GI Descrip. 


(AC007789) ] 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


25525 








Seq. ID 


OJ990914 


_18 . 9B24 .C2 


Gene No. 


52950 








Strand 


+ 




Start 


99 








End 


6970 




Name 


OJ990914 18 


. 9B2 4 . 


C2.ol. 


gs 


Method 


GENSCAN 




Start 


99 








-End 


4496 




GI 


none 








Score 


.63 





Exons 99.-275, 1207.. 1301, 1865.. 1984, 2233 .. 2361,- 24 98 .. 2773, 

^3007.. 3450, 3789. .4496 

Seq. No. 25525 Seq. ID OJ990914__18 . 9B24 . C2 



25560 



Gene No,- 


52950 






Strand 


+ 


Start 


99 






End 


6970 


Name 


OJ990914 18 


. 9B24 


. C2 . ol . gp 


Method 


AAT/GAP 


Start 


1 O "7 A 

1874 






End 


234 6 


GI 


A A A O A /" A 

24284 64 






Score 


C ft A 

594 


Exons 


1874 . . 208 9, 


2233 


. .2346 






Seq. No. 


25525 






Seq. ID 


OJ99U914 lo.9B24.C2 


Gene No. 


r* O A C A 

52950 






Strand 


+ 


Start 


a d 

99 






End 


6970 


Name 


OJ990914 18 


.9B24 


.C2.ol.np 


Method 


AAT/NAP 


Start 


2323 




End 


6970 


GI 


*3 A A 1 A A C 

328184 6 






Score 


250 


Exons 


2323 . . 2361, 


o a a o 

24 98 


..2609, 2712. 


.2776, 3028. .3132, 4296. .4405, 




6951 . . 6970 










GI Descrip. 


(AJ0064Q4 ) 


late 


elongated hypocotyl [Arabidopsis thaliana] 


Seq. No. 


25525 






Seq. ID 


OJ990914_18.9B24.C2 


Gene No. 








Strand 




Start 


5722 






End 


5829 


Name 


OJ990914 18 


-9B24 


.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


2482 






End 


2776 


GI 


none 






Score 


164 


Exons 


2482. .2604, 


2495 


..2608, 2707. 


.2766, 2711. .2776 



Seq. No. 


25525 * 








Seq. ID 


OJ990914 


_18.9B24 


.C2 


Gene No. 


52951 








Strand 








Start 


5722 








End 


5829 






Name 


OJ990914 18 


.9B24 


-C2.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2482 








End 


2778 






GI 


none 








Score 


159 






Exons 


2482. .2604, 


2495 


. .2608, 


2707. 


.2778, 2711. .2776 






Seq. No. 


25525 








Seq. ID 


OJ990914 


_18.9B24 


.C2 


Gene No. 


52951 








Strand 








Start 


5722 








End 


5829 






Name 


OJ990914 18 


. 9B24 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2495 








End 


2782 






GI 


none 








Score 


173 






Exons 


2495. .2608, 


2503 


. .2604, 


2707. 


.2775, 2711. .2782 






Seq. No. 


25525 








Seq. ID 


OJ990914 


_18.9B24 


.C2 


Gene No. 


52951 








Strand 








Start 


5722 








End 


5829 






Name 


OJ990914 18 


. 9B24 


.C2.o2. 


np 


Method 


AAT/NAP 






Start 


5722 








End 


5829 






GI 


6721547 








Score 


104 







Exons 5722.. 5829 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. No. 25526 

Gene No. 52952 

Start 2606 

Name OJ990914_18 . 9B24 . C3 . ol . gs 

Start 2606 

GI none 
Exons 



Seq. ID OJ990914_18.9B24.C3 



Strand 
End 

Method 

End 

Score 



+ 

11813 
GENSCAN 
11510 
.48 



2606. .2811, 5450. .5523, 5568. .6615, 6671. .6970, 7017. .7302, 



2S561 




7408. .7972, 8129. .8378, 8421. .8597, 8685. .9446, 9564. .9977, 
10137. .10315, 10427. .11170, 11252. .11510 



Seq. No. 


25526 


Seq. ID 


OJ990914_ 


18.9B24.C3 


Gene No. 


52952 


Strand 


+ 




Start 


2606 ;• ; 


End ■ 


11813 




Name 


OJ990914 18.9B24.C3.ol.gp 


Method 


AAT/GAP 




Start 


3890 


• End 


4271 




GI 


uC-osflcyp033a04bl 


Score 


663 




Exons 


.3890V. 4271 • 








GI Descrip. 


' 6016845/dbj IAP000570,. 1IAP000570 3.0e- 


59 Oryza sativa genom 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


25526 


Seq. ID 


OJ990914_ 


18.9B24.C3 


Gene No. 


52952 


Strand 


+ 




Start 


2606 


End 


11813 




Name 


OJ990914 18.9B24.C3.o2.np 


Method 


AAT/NAP 




Start 


8694 


End 


11813 




GI 


5902445 


Score 


3113 




Exons 


8694. .10532, 10572. .11813 








GI Descrip. 


(AB030283) . GAG- POL precursor [Oryza sativa] 




Seq. No. 


25526 


Seq. ID 


OJ990914_ 


18.9B24.C3 


Gene No. 


52953 


Strand 


+ 




Start 


27524 


End 


28761 




Name 


OJ990914 18 . 9B24 .C3.o5.gs 


Method 


GENSCAN 




Start 


27524 


End 


28761 




GI • 


none 


Score 


.72 




Exons 


27524. .27689, 28278 284 62, 


28530. .28651, 28725. 


.28761 


Seq. No. 


25526 


Seq. ID 


OJ990914_ 


18 . 9B24 . C3 


Gene No. 


52954 


Strand 


+ 




Start 


29767 


End 


29895 




Name 


OJ990914 18.9B24.C3.o3.gp 


Method 


AAT/GAP 




Start 


29767 


End 


29895 




GI 


LIB3474-009-P1-K1-F11 


Score 


222 




Exons 


29767. .29895 








GI Descrip. 


, 4455244/emb|CAB36743.1| 6. 


0e-ll (AL035523) MtN3 


-like prote 




[Arabidopsis thaliana] ' 








Seq. No. 


25526 


Seq. ID 


OJ990914_ 


1 ft 


Gene No . 


52955 


Strand 






Start 


1244 


End 


1328' 




Name 


OJ990914 18.9B24.C3.ol.np 


Method 


AAT/NAP 




Start 


1244 


End 


1328- 




GI 


6721547 


Score 


83 




Exons 


1244. .1328 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


25526 


Seq. ID 


OJ990914_ 


18.9B24.C3 


Gene No. 


52956' 


Strand 






Start 


11344 


End 


15810 




Name 


OJ990914 18.9B24.C3.o4.np 


Method 


AAT/NAP 




Start 


11344 


End 


15473 




GI 


6539586 


Score 


201 




Exons 


11344. .11364, 14735. .14939, 


14991. . 15473 




GI Descrip. 


(AP000837) hyppthetical protein [Oryza 


sativa] 





25562 



Seq. No. 25526 Seq. ID 

Gene No. 52956 Strand 

Start 11344 . End 

Name - OJ990914_18 . 9B24 . C3 . o2 . gs Method 

Start 12458 End ■ 

GI none Score 
Exons 



OJ990914_18.9B24.C3 

15810 
GENS CAN 
15810 
.77 



12458. .12945, 13043 .. 13188 , 13310 14071, 14 142 .. 14200, 
14307. .14450, 14518 .. 14642, 14809 .. 15008 , 15342 .. 15502, 
15757.. 15810 



Seq. No. 25526 

Gene No. 52956 

Start 11344 

Name OJ990914_18 . 9B24 . C3 . o3 . np 

Start 13309 

GI 6721561 

Exons 13309. .14071, 14 142 14200, 
GI Descrip. 



OJ990914 18.9B24.C3 



Seq. ID 
Strand 

End 15810 
Method AAT/NAP 
End 14918 
Score 1000 
14271. .14483, 14883. .14918 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il ■ (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. -No. 


25526 


Seq.. ID 


OJ990914_18.9B24 


.C3 


Gene No. 


52957 


Strand 






Start 


16269 


End 


17995 




Name 


OJ990914 18. 9B24 .C3.o5.np 


Method 


AAT/NAP 




Start 


16269 


End 


17995 




GI 


6721512 


Score 


101 




Exons 


16269. .16412, 17783.. 17995 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25526 


Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No. 


52958 


Strand 






Start 


18223 


End 


23369 




Name 


OJ990914 18.9B24.C3.o6.np 


Method 


AAT/NAP 




Start 


18223 


End 


23369 




GI 


2829910 


Score 


1391 




Exons 


18223. .18375, 18471 .. 19195, 


19320. .21291, 21788. .21915, 






22011. .22097, 22 199 .. 22288, 


23145. .23239, 23315.. 23369 




GI Descrip. 


(AC002291) Unknown protein, 


contains regulator of chromosome 




condensation motifs [Arabidopsis thaliana] 




Seq. No. 


25526 


Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No. 


52959 


Strand 






Start 


26668 


End 


26868 




Name 


OJ990914 18.9B24.C3.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7020 


End 


7409 




GI 


none 


Score 


240 




Exons 


7020.. 7409 








Seq. No. 


25526 


Seq. ID 


OJ990914_18. 9B24 


.C3 


Gene No. 


52959 


Strand 






Start 


26668 


End 


26868 




Name 


OJ990914 18.9B24.C3.o4.tw 


Method 


TBLASTX: Wheat 




Start 


7992 


End 


13621 





25563 




GI 


none 








Score 


147 




Exons 


7992. .8174, 


8000. 


.8173, 


8211. 


.8447, 8213. .8329, 8217. .8432, 




8372. .8437, 


1350C 


I. ,13586, 13604.. 13621 






Seq. No. 


25526 








Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No . 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914_18 


. 9B24 . 


C3.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


8639 








End 


15137 




GI 


none 








Score 


573 




Exons 


8639. .9094, 


8640. 


. 9095, 


15036 


. . 15137 






Seq. No. 


25526 








Seq. ID 


OJ990914_18.9B24 


-C3 


Gene No. 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914 18 


. 9B24 . 


C3.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


8679 








End 


9044 




GI 


none 








Score 


113 




Exons 


8679. .8903, 


8910. 


. 9044 










Seq. No. 


25526 








Seq. ID 


OJ990914_18. 9B24 


.C3 


Gene No . 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914 18 


. 9B24 . 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8769 








End 


9125 




GI 


none 








Score 


431 




Exons 


8769. . 9125, 


8823. 


. 9071, 


8831 . 


. 9124 






Seq. No. 


25526 








Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No . 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914 18 


. 9B24 . 


C3.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9153 








End 


9536 




GI 


none 








Score 


334 




Exons 


9153. . 9536, 


9320. 


. 9535 










Seq. No. 


25526 








Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No . 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914_18 


. 9B24 . 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9210 








End 


9634 




GI 


none 








Score 


459 




Exons 


9210 . . 9632, 


9210. 


. 9599, 


9320. 


. 9634 






Seq. No. ■ 


25526 








Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No. 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914 18 


. 9B24 . 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9264 








End 


9689 




GI 


none 








Score 


310 




Exons 


9264 . . 9689, 


9323. 


.9448 










Seq. No. 


25526 








Seq. ID 


OJ990914_18.9B24 


.C3 


Gene No. 


52959 








Strand 






Start 


26668 








End 


26868 




Name 


OJ990914 18 


. 9B24. 


C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


9780 








End 


10187 





25564 



GI 


none 




Exons 


9780. .10004, 9800. . 


10006, 9 




10043. .10186, 10107 


. . 10187 


Seq. No. 


25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990914_18 . 9B2 4 . C3 


. o5 . ts 


Start 


9903 




GI %: . 


none 




Exons 


9903. .10010, 10023. 


. 10286, 


Seq. No. 


25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990yl4 lo.9B24.C3 


. oi . tm 


Start 


10689 




GI 


none 




Exons 


. 10689 .. 10994 , 10706 


. . 10993 


Seq. No. 


25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990914_18 . 9B24 . C3 


. o5 . tw 


Start 


10689 




GI 


none 




Exons 


10689. . 11072, 10697 


. . 11071 


Seq. No. 


25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990914_18.9B24.C3 


. o3. tw 


Start 


11196 




GI 


none 




Exons 


11196. . 11648, 11210 


. . 11296, 




11678. .11803 




Seq.. No. 


25526 




Gene "No. 


52959 




Start 


26668 




Name 


OJ990914 18.9B24.C3 


. 06 . tm 


Start 


11520 




GI 


none 




Exons 


11520. .11684, 11685 


. .11768 


Seq. No. 


25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990914 18 . 9B24 .C3 


. o3 . ts 


Start 


19671 




GI 


none 




Exons 


19671. . 19853 




Seq. No. 


" 25526 




Gene No. 


52959 




Start 


26668 




Name 


OJ990914 18.9B24.C3 


. o5 . tm 



Score 



211 



Seq. ID OJ990914_18.9B24.C3 

Strand - 

End 26868 

Method TBLASTX : Soybean 

End 10286 

Score 83 



Seq. ID 
Strand - 
End 

Method 

End 

Score 



OJ990914_18.9B24.C3 
26868 

TBLASTX: Maize 

10994 

357 



Seq. ID OJ990914_18.9B24.C3 
Strand 

End 26868 

Method TBLASTX : Wheat 

End 11072 

Score 368 



Seq. ID OJ990914_18. 9B24.C3 
Strand 

End 26868 

Method TBLASTX: Wheat 

End 11804 

Score 361 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990914_18. 9B24.C3 
26868 

TBLASTX: Maize 

11768 

149 



OJ990914_18. 9B24.C3 
26868 

TBLASTX : Soybean 

19853 

216 



OJ990914_18. 9B24 ,C3 
26868 

TBLASTX: Maize 



25565 



Start 
QI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19686 
none 



End 
Score 



19886 
69 



19686. .19886, 19695 19832, 19810. .19884 



25526 Seq. ID 

52959 Strand 

26668 End 

OJ990914_18 .9B24.C3.ol. ts Method 

19857 End 

none . Score 

19857. .20351, 19858 .. 20280, 



OJ990914_18.9B24.C3 
26868 

TBLASTX : Soybean 

21014 

182 



19903. .20040, 20040 20354, 

20136. .20345, 20385 .. 20537 , 20391 20591, 204 90 20582, 

20670. .20900, 20676. . 20702, 20682 .. 20858 , 20706 20909, 
20967. .21014 



Seq. No. 25526 Seq. ID 

Gene No. 52959 Strand 

Start 26668 End 

Name OJ990914_18 . 9B24 . C3 . ol . tm Method 

Start 19887 End 

GI none Score 

Exons 19887. .20090, 19897 .. 20112, 19915 

20229. .20354, 20376. .20579, 20377 

20386. .20640, 20845.. 20961 



OJ990914 18.9B24.C3 



26868 

TBLASTX: Maize 
20963 
82 

20097, 20010. .20285, 
20610, 20379. .20963, 



Seq. No. 25526 Seq. ID 

Gene No. 52959 - Strand 

Start 26668 End 

Name O J9 90 9 1 4_1 8 . 9B2 4 . C3 . ol . t c Method 

Start 19893 End 

GI none Score 

Exons 19893. .20036, 19989. .20423, 19990 

20391. .20558, 20487 .. 20603, 20490 

20670. .20972, 20670 . . 20855, 20811 



OJ990914 18.9B24.C3 



26868 

TBLASTX: Cress 
21026 
122 

20283, 20136. .20417, 
20582, 20547. .20585, 
20909, 20967.. 21026 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



25526 Seq. ID OJ990914_18 . 9B24 . C3 

52959 Strand 

26668 End 26868 

OJ990914_18.9B24.C3.o2.gp . Method AAT/GAP 

26668 End 268 68 

2227_1.R1084 Score 305 

26668. .26868 

1 6006355/dbj | AP000559.il AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 ' 



25527 Seq. ID 

52960 Strand 

624 End 

OJ990914_18. 9B24 .C4 .ol.np Method 

624 End 

6721543 Score 
624. .752, 1405. .1521 

(AP001073) hypothetical protein [Oryza sativa] 



OJ990914_18.9B24.C4 
+ 

1521 
AAT/NAP 
1521 
97 



25527 
52960 
624 



Seq. ID OJ990914_18.9B24.C4 
Strand + 
End 1521 



25566 



Name OJ990914_18 . 9B24 .C4 . ol . gp Method AAT/GAP 

Start 638 End 1043 

GI 7406_1.R1084 Score 652 

Exons 638.. 1043 

GI Descrip. ' 1122315/emb | CAA63901 I 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. No. 25527 

Gene No. 52961. 

Start 554 

Name . OJ990914_18 . 9B24 .C4 . ol .gs 

Start 554 

GI none 
Exons 



Seq. ID OJ990914_18.9B24.C4 
Strand 

End . 7262 

Method ' GEN SCAN 

End 7262 

Score .45 



554. .716, 1298. .1424, 1576. .1778, 1783. .1830, 1894. .2025, 
2116. .2153, 2219. .2401, 2494. .2752, 2829. .3127, 3171. .3581, 
3666. .4002, 4108. .4258, 4634. .7262 



Seq. No. 25527 

Gene No. - 52961 

Start 554 

Name OJ990914_18 . 9B24 . C4 . o2 . gp 

Start 98 6 

GI LIB3431-045-P1-N1-A10 

Exons 986.. 1439 

GI Descrip. 1 544 1876/dbj | AP000367 . 1 | AP000367 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914_18.9B24.C4 

7262 
AAT/GAP 
1439 
876 



0.0e+00 Oryza sativa genomic 



DNA, chromosome 2, clone : P0437H03 {contig b) f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25527 
52961 
554 

OJ990914_18. 9B24.C4 .o2.np 

1544 

5441880 

1544. .1778, 1894. .2025, 2116. 
2829. .3127, 3666. .4002, 4108. 
5804. .6809 
(AP000367) 



Seq. ID OJ990914_18.9B24.C4 
Strand 

End 72 62 

Method AAT/NAP 
End 6809 
Score 4 650 

.2139, 2176. .2249, 2494. .2752, 
.4258, 4754. .5069, 5328. .5359, 



EST.C28952(C62945) 



corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein: 
(AC003981) [Oryza sativa] 



Seq. No. 25527 

Gene No. 52961 

Start 554 

Name OJ990914JL8 . 9B24 . C4 . o3 . gp 

Start 2502 

GI LIB3475-007-P1-K1-G8 

Exons 2502.. 2752, 2829.. 3001 
GI Descrip. ■ 544 1880/dbj | BAA82378 . 1 | 5, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_18.9B24 .C4 

7262 
AAT/GAP 
3001 
793 



Oe-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 25527 Seq. ID 

Gene No. 52961 * Strand 

Start 554 End 

Name OJ990914_18 . 9B24 . C4 . ol . tw Method 

Start 5574 1 End 

GI none Score 



OJ990.914_18.9B24 .C4 
7262 

TBLASTX: Wheat 

5954 

79 



25567 



Exons 



5574. .5750, 5604. .5750, 5635. .5754, 5748. .5945, 5760. .5954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25527 Seq. ID 

52961 Strand 

554 End 

OJ990914_18 .9B24.C4.ol. tm Method 

5652 End 

none Score 



OJ990914_18. 9B24.C4 
7262 

TBLASTX: Maize 

6248 

137 



5652. .5723, 5787. .6086, 5848. .6069, 6120. .6248, 6142. .6240 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914 18.9B24.C4 



25527 
52961 
554 

OJ990914_18 . 9B24 .C4 . o4 .gp 
5774 
5701669 
5774. .6205 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sat'iva] 



7262 
AAT/GAP 
6205 
805 



Seq. No. 


25528 




Seq. ID 


OJ990914_18 


9B24 


.C5 


Gene .No . 


52962 




Strand 


+ 






Start 


105 




End 


878 






Name 


OJ990914 18.9B24.C5 


.ol.gs 


Method 


GENSCAN 






Start 


105 




End 


878 






GI 


none 




Score 


.63 






Exons 


105.. 685, 734.. 878 












Seq. No. 


25528 




Seq. ID 


OJ990914_18 


9B24 


.C5 


Gene No. 


52963 




Strand 


+ 






Start 


5125 




End 


5689 






Name 


OJ990914 18.9B24.C5 


.ol.np 


Method 


AAT/NAP 






Start 


5125 




End 


5433 






GI 


122106 




Score 


523 






Exons 


5125. .5433 












GI Descrip. 


HISTONE H4 gi | 70771 


Ipir | IHSZM4 histone 


H4 - maize 







gi I 81642 Ipir | IS06904 histone H4 - Arabidopsis thaliana 
gi I 2119028 Ipir | | S60475 histone H4 - garden pea 

gi|21795|emb|CAA24924| (X00043) histone H4 [Triticum aestivum] 
gi 1 166740 (M17132) histone H4 [Arabidopsis thaliana] gi 1166742 
(M17133) histone H4 [Arabidopsis thaliana] gi 1168499 (M36659) 
histone H4 (H4C13) [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990914_18.9B24.C5 
+ 

5689 
AAT/GAP 
5689 
901 



25528 Seq. ID 

52963 Strand 
5125 End 
OJ990914_18.9B24 .C5.o2.gp Method 
5161 End 
666_4.R1084 Score 
5161. .5689 

•122106/spl P02308 |H4_WHEAT 1.0e-33 HISTONE H4 

>gi_70771_pir HSZM4 histone H4 - maize >gi_8 164 2_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi__166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742\.(M17133) histone H4 



25568 



[Arabidopsis thaliana] >gi_168499 (M36659) histon 1 



Seq. No. 25528 Seq. ID 

Gene No. 52964' Strand 

Start 9213 End 

Name OJ990914_18. 9B24 .C5 .o3.gp Method 

Start 9213 End 

GI none Score 

Exons 9213.. 9891 



OJ990914_18.9B24.C5 
+ 

9891 

AAT/GAP . 
9891 ■ 
1250 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25528 
52965 
13398 

0 J9 9 0 9 1 4_1 8 . 9B2 4 . C 5 . o3 . gs 

13398 

none 



Seq. ID OJ990914_18. 9B24.C5 



Strand 
End 

Method 

End 

Score 



+ 

14724 
GENSCAN 
14724 
.63 



13398. .13546, 13574 13662, 14252.. 14724 



25528 
52966 
17507 

OJ990914_18 . 9B24 . C5 . o4 . np 
17507 
5922628 
17507. .17556, 18617. .18850 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016861 1 dbj IBAA85204.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_ 
+ 

18850 
AAT/NAP 
18850 
158 



18.9B24.C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25528 Seq. ID 

52967 Strand 

1448 End 

OJ990914_18. 9B24.C5.o2.gs Method 

1448 End 

none Score 



OJ990914_18.9B24.C5 

17565 
GENSCAN 
13131 
.5 



1448. .1552, 1653. .1799, 2573. .2707, 3015. .3390, 3737. .3835, 

4385. .4513, 4562. .4692, 5033. .5128, 5182. .5608, 7511. .7606, 

9236..9373, 9433. .9593, 9706.-9858, 9884.. 10053, 10104 .. 10273 , 
10936. .11393, 12892.. 13131 



Seq. No. 25528 
Gene No. 52967 
Start 1448 

Name OJ990914_18 . 9B24 . C5 . o2 . ts 

Start 1461 
GI none 

Exons 1461.. 1553, 1463.. 1552, 1647. 

1851.. 1925, 2573.. 2710, 2574. 
3028.. 3174, 3246.. 3389, 3247. 
4387. .4416, . 4474. .4506 



Seq. ID OJ990914_18. 9B24 .C5 
Strand 

End 17565 

Method TBLASTX : Soybean 

End 4506 

Score 100 

.1757, 1653.. 1760, 1851.. 1919, 
.2672, 3009.. 3176, 3027.. 3137, 
.3402, 3730.. 3834, 3737.. 3841, 



Seq. No. 25528 Seq. ID 

Gene No. 52967 Strand 

Start 1448 End 

Name OJ990914_18 . 9B24 . C5 . o3 . tm Method 

Start 1472 End 

GI none Score 



OJ990914_18. 9B24.C5 
17565 

TBLASTX: Maize 

2704 

132 



25569 



Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1472. .1552, 1476. .1553, 1650. .1757, 1651. .1755, 1653. .1760, 
1657..1761, 1851. .1940, 1851. .1940, 1858. .1941, 1862. .1942, 
2571. .2702, 2572. .2703, 2573. .2704, 2574. .2681 



25528 
52967 
1448 

OJ990914JL8. 9B24 .C5.ol.gp 

2088 

3107878 

2088. .2417 

25528 
52967 
1448 

OJ990914JL8 . 9B24 . C5 . ol . tm 

5169 

none 

5169. .5432, 5188. .5433 



25528 
52967 
1448 

OJ990914_18. 

5169 

none 

5169. .5435, 



25528 
52967 
1448 

OJ990914_18. 

5181 

none 

5181. .5432, 

25528 
52967 
1448 

OJ990914_18. 

5187 

none 

5187. .5435, 



9B24.C5.ol.tw 
5188. .5433 

9B24.C5.ol.tc 
5188. .5433 

9B24.C5.ol.ts 
5188. .5433 



Seq. ID OJ990914_18.9B24.C5 
Strand 

End 17565 

Method AAT/GAP 

End 2417 

Score 656 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_18. 9B24.C5 
17565 

TBLASTX: Maize 

5433 

410 



OJ990914_18.9B24.C5 
17565 

TBLASTX: Wheat 

5435 

410 



Seq. ID OJ990914_18.9B24.C5 
Strand 

End 17565 

Method TBLASTX : Cress 

End 5433 

Score 410 



Seq. ID OJ990914_18.9B24.C5 
Strand 

End 17565 

Method TBLASTX : Soybean 

End 5435 

Score 410 



25528 
52967 
1448 

OJ990914_18 . 9B24 . C5 . o4 . tm 
9591 
none 

9591. .9626, 9591. .9626, 9736. .9912, 9743. .9913 



Seq. ID OJ990914_18.9B24.C5 
Strand 

17565 

TBLASTX: Maize 
9913 
67 



End 

Method 

End 

Score 



25528 
52967 
1448 

OJ990914_18, 
10885 



9B24 .C5.o2.tw 



Seq. ID OJ990914_18.9B24.C5 
Strand 

End 17565 

Method TBLASTX : Wheat 

End 11162 



25570 



GI 


none 




Score 


238 




Exons , 


10885. . 11103, 10906. 


.11106, 


10907. .11110, 10917 


. . 11117, 




11089. . 11157, 11106. 


. 11162, 


11111. .11158 




Seq. No. 


25528 




Seq. ID 


OJ990914 


_18 . 9B24 . C5 


Gene No. 


52967 




Strand 






Start- 


1448 




End 


17565 




Name 


OJ990914 18.9B24.C5. 


o2 .np 


Method 


AAT/NAP 




Start 


10926 




End 


14834 




GI 


6598859 




Score 


634 




Exons 


10926. .11393, 12869. 


.13245, 


13389. .13485, 13540 


..13613, . 




14350. .14834 










GI Descrip. 


(AC010556) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25528 




Seq. ID 


OJ990914 


18. 9B24.C5 


Gene No. 


52967 




Strand 






Start 


1448 




End 


17565 




Name 


OJ990914 18.9B24.C5. 


o2.tm 


Method 


TBLASTX: 


Maize 


Start 


11165 




End 


13180 




GI 


none 




Score 


269 




Exons 


11165. .11242, 11166. 


.11393, 


11167. .11397, 11167 


. . 11394, 




12889. .13164, 12891. 


.12959, 


12896. .13180, 12898 


. .1317-9 


Seq. No. 


25528 




Seq. ID 


OJ990914 


_18.9B24.C5 


Gene No. 


52967 




Strand 






Start 


1448 




End' 


17565 




Name 


OJ990914 18.9B24.C5. 


o3.np 


Method 


AAT/NAP 




Start 


12872 




End 


17565 




GI 


3153821 




Score 


100 




Exons 


12872. .12914, 14483. 


.15054, 


17535. .17565 




GI Descrip. 


(AF062655) plenty-of-prolines-101 ; POP101; SH3- 


philo-protein 




[Mus musculus] 










Seq. No. 


25528 




Seq. ID 


OJ990914 


_18.9B24.C5 


Gene No. 


52967 




Strand 






Start 


1448 




End 


17565 




Name 


OJ990914 18.9B24.C5. 


o3. ts 


Method 


TBLASTX : 


Soybean 


Start 


12928 




End 


13209 




GI. 


4286385 




Score 


137 




Exons 


12928. .13209, 12968. 


.13201 








GI Descrip. 


1915974 8.0e-43 (U62329) fructokinase 


[Lycopersicon esculentum] 




>gi_2102693 (U64818) 


fructokinase [Lycopersicon 


esculentum] 


Seq. No. 


25529 




Seq. ID 


OJ990914 


_18. 9B24.C6 


Gene No. 


52968 




Strand 


+ 




Start 


139 




End 


1635 




Name 


OJ990914 18.9B24.C6. 


ol . np 


Method 


AAT/NAP 




Start 


139 




End 


1397 




GI 


6686402 




Score 


309 




Exons 


139. .803, 876. .1397 










GI Descrip. 


(AC007234) F1E22.16 


[Arabidopsis thaliana] 




Seq. No. 


25529 




Seq'. ID 


OJ990914 


_18. 9B24.C6 


Gene No. 


52968 




Strand 


+ 




Start 


139 




End 


1635 




Name 


OJ990914 18.9B24.C6. 


ol .gs 


Method 


GEN SCAN 




Start 


261 




End 


163.5 





25571 




GI 


none 




Score 


.89 








Exons 


261. .797, 876. .1484, 1546.. 


1635 










Seq. No. 


25529 




Seq. ID 


OJ990914 


_18. 


. 9B24 


.C6 


Gene No. 


52969 




Strand 


+ 








Start 


3542 




End 


5256 








Name 


OJ990914 18.9B24.C6.o2.np 




Method 


AAT/NAP 








Start - 


3542 




End 


5256 








GI 


6907086 




Score 


805 








Exons 


3542. .4322, 4383.. 4584, 4802 


. .5256 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25529 




Seq. ID 


OJ990914 


_18, 


. 9B24 


.C6 


fipnp Mo 


52970 




Strand 










Start 


3201 




End 


5026 








Name 


OJ990914 18.9B24.C6.ol.tm 




Method 


TBLASTX: 


Maize 




Start 


983 




End 


1403 








GI 


none 




Score 


236 








Exons 


983.. 1177, 993.. 1178, 1002. 




1181, 1197. 


,.1256, 1266, 


. .1403 


Seq. No. 


25529 




. Seq. ID 


OJ990914 


_18, 


.9B24 


.C6 


Gene No. 


52970 " ' 




Strand 










Start 


3201 




End 


5026 








Name 


OJ990914 18.9B24.C6.o2.gs 




Method 


GENS CAN 








Start 


3201 




End 


5026 








GI 


none 




Score 


.71 








Exons 


•3201.. 3421, 3822.. 3986, 4078 


..4253, 4255.. 4324, 


4639. .4672 




4796.. 5026 














Seq. No. 


25530 




Seq. ID 


OJ990914 


_18. 


, 9B24 


.C7 


Gene No. 


52971 




Strand 


+ 








Start 


482 




End . 


2367 








Name 


OJ990914 18.9B24.C7.ol.np 




Method 


AAT/NAP 








Start 


482 




End 


2176 








GI 


6686402 




Score 


802 








Exons 


482. .632, 690, .1482, 1552.. 


1807, 1909.. 


2176 








GI Descrip. 


(AC007234) F1E22.16 [Arabidopsis thaliana] 








Seq. No. 


25530 




Seq. ID 


OJ990914 


_18, 


, 9B24 


.C7 


Genp No 


52971 




Strand 


+ 








Start 


482 




End 


2367 








Name 


OJ990914 18.9B24.C7.ol.gs 




Method 


GENSCAN 








Start 


568 




End 


2367 








GI 


none 




Score 


.83 








Exons 


568. .1069, 1155. .1807, 1997 




.2126, 2350.. 2367 








Seq. No. 


25530 




■ Seq. ID 


OJ990914 


__18. 


, 9B24 


.C7 




52972 




Strand 


+ 








Start 


3788 




End 


4864 








Name 


OJ990914 18.9B24.C7.o2.gs 




Method 


GENSCAN 








Start 


3788 




End 


4864 








GI 


none 




Score 


.94 








Exons 


3788. .4864 














Seq. No. 


25530 




Seq. ID 


OJ990914 


_18. 


9B24 


.C7 


Gene No. 


52972 




Strand 


+ 








Start 


3788 




End 


4864 









25572 




Name 


OJ990914 18.9B24.C7.o2.np 


Method 


AAT/NAP 


Start 


3838 


End 


4849 


GI 


4 406768 


Score 


608 


Exons 


00*00 yl10"7 J /I A Ci A C\ 

3838. .4187, 4224. .4849 






GI Descrip. 


(AC006836) putative steroid 


sulfotransf erase [Arabidopsis 




thaliana] 




- 


Seq. No. 


0 C C O f\ 

25530 


Seq. ID 


OJ990914_18 . 9B24 . C7 


Gene No. 


52973 


Strand 


+ 


Start . 


13720 


End 


14 162 


Name 


OJ990914 lo . 9B24 . C / . OD . gs 


Method 


GENSCAN 


Start 


13720 


End " 


14162 


GI 


none 


Score 


.94 


Exons 


13720. .13931, . 14005. .14162 






Seq. No. 


0 c c o r\ 

25530 


Seq. ID 


OJ990914_18 . 9B24 . C7 


Gene No. 


52974 


Strand 




Start 


6332 


End 


i r\ o c\ 

7039 


Name 


OJ990914 lo . 9B24 . C / . p J . gs 


Method 


GENSCAN 


Start 


6332 


End 


7039 


GI 


none 


Score 


1 


Exons 


6332 . . 7039 






Seq. No. 


25530 


Seq. ID 


OJ990914_18.9B24.C7 


Gene No. 


52975 


Strand 




Start 


7701 


End 


10317 


Name 


OJ990914 18 . 9B24 ,C7 . o4 . gs 


Method 


GENSCAN 


Start 


7701 


End 


10284 


GI 


none 


Score 


.89 


Exons 


7701.. 7799, 7952. .8029, 8971 


..9135, 10153. .10284 


Seq. No. 


25530 


Seq. ID 


OJ990914_18.9B24.C7 


Gene No. 


52975 


Strand 




Start 


7701 


End 


10317 


Name 


OJ990914 18.9B24.C7.o3.np 


Method 


AAT/NAP 


Start 


7710 


End 


8235 


GI 


4038034 


Score 


311 


Exons 


7710. .7799, 7952. .8029, 8128 


..8235 




GI Descrip. 


(AC005936) unknown protein [Arabidopsis thaliana] 


Seq. No. 


25530 


Seq. ID 


OJ990914_18.9B24.C7 


Gene No. 


52975 


Strand 




Start 


7701 


End 


10317 


Name 


OJ990914 18.9B24.C7.o4.np 


Method 


AAT/NAP 


Start 


8111 


End 


10317 


GI 


4455287 


Score 


332 


Exons 


8111. .8245, 8971. .9135, 9225 


..9324, 9362. .9452, 10153. .10317 


GI Descrip. 


(AL035527) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25530 


Seq. ID 


OJ990914_18.9B24.C7 


Gene No. 


52975 


Strand 




Olall. 


7701 


End 


10317 


Name 


OJ990914 18.9B24.C7.ol.gp 


Method 


AAT/GAP 


Start 


8934 


End 


9452 


GI 


LIB3433-060-P1-K1-D2 


Score 


544 


Exons 


8934. .9135, 9225. .9277, 9362 


. .9452 




GI Descrip. 


, 4455287/emb|CAB36823.1| 4.0e-27 (AL035527) putative protein 



25573 




[Arabidopsis thaliana] ' 



Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914 18 


. 9B24 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


770 








End 


1727 




GI 


none 








Score 


87 




Exons 


770. .910, 938. .1060, 1146. .1481, 1157. 


.1378, 1562. .1639, 






1563 . . 1.640, 


1668 


... 1697, 


1697 


.1726, 1698.. 1727 




Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914_18 


. 9B24 


,C7 .o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1128 








End 


1385 




GI 


none 








Score 


233 




Exons 


1128 . . 1385, 


1152 


. .1268, 


1154 . 


.1378 






Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914_18 


. 9B24 


-C7 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


1227 








End 


1825 




GI 


none 








Score 


131 




Exons 


.1227. . 1481, 


1581 


. . 1610, 


1668 . 


.1805, 1682. .1825 




Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914_18 


. 9B24 


.C7 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3890 








End 


4684 




GI 


none 








Score 


123 




Exons 


3890. .4129, 


4009 


. . 4044, 


4024 . 


.4092, 4124. .4177, 4232. .4447 




4259. . 4384, 


4454 


. . 4684, 


4456. 


.4683 






Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 . 




Name 


OJ990914_18 


. 9B24 


,C7 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


3949 








End 


4167 




GI 


. none 








Score 


191 




Exons 


3949. .4167, 


3950 


. .4165 










Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914 18 


.9B24 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3956 








End 


14135 




GI 


none 








Score 


196 




Exons 


3956. .4165, 


3994 


. .4164, 


14082 


. .14135 






Seq. No. 


25530 








Seq. ID 


OJ990914_18.9B24. 


C7 


Gene No. 


52976 








Strand 






Start 


12154 








End 


14135 




Name 


OJ990914 18 


. 9B24 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4270 








End 


4525 





25574 




GI 


none 






Score 


ODD 




Exons 


4270 . . 4524 , 


4274 . 


. 4525 








Seq. No. 


25530 






Seq. ID 


OJ990914 


18 . 9B24 . C7 


Gene No. 


52976 






Strand 






Start 


12154 






End 


14135 




Name 


oj yyu y 14 io . 


ybz4 . 


C / . oo . tm 


Method 




Maize 


Start 


6401 






Ena 


662o 




GI 


none 






Score 


6 / 




Exons 


6401 . . ODZO , 


6423 . 


. 6602 , 64 4U . 


/•/roc 

. 662 5 






Seq. No. 


oc con 

25530 






Seq. ID 


OJ 9 90914 


lo . 9B24 . C / 


Gene No. 


52976 






Strand 






Start 


12154 






End 


14135 




Name 


OJ990914JL8. 


9B24. 


C7.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


1 1 1U 






End 


8572 




GI 


none 






Score 


93 




Exons 


/ /1U . . /814 , 


/ y4 y . 


. oU jo, / yo2 . 


.8029, 7954.. 8031,. 


Olio OTTO 

oiiy. .o± / 2 , 






o 135 . 


OOC1 001 o 

. 8251 , ozlo . 


.8253, 8462.. 8572, 


o4 62 . . oobl) 


Seq. No. 


o c c *3 n. 

25530 






Seq. ID 


OJ990914 


18 . 9B24 . C / 


Gene No. 


5297 6 






Strand 






Start 


12154 






End 


14135 




Name 


OJ990914_18. 


9B24. 


C7.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


/ /13 






End 


8509 




GI ' 


none 






Score 


84 




Exons 


7713. .7814, 


7925 . 


.8029, 7952. 


.8035, 7953.. 8030, 


7954 . . 8031 , 




8069 . . 8251, 


8116 . 


.8250, 8462. 


.8509 






Seq. No. 


25530 






Seq. ID 


OJ990914 


18 . 9B24 . C7 


Gene No. 


52976 






Strand 






Start 


12154 






End 


14135 




Name 


OJ990914_18. 


9B24. 


C7.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


/ /l O 






End 


9139 




GI 


none 






Score 


1,00 




Exons 


/ /l o . . /ol4 , 


i y4 y . 


1 CiCiiZ 1 CiCiH 

. / y %, /y y / . 


.8035, 8075. .8251, 


01 i c oocn 
olio. . o25U , 




8462 . . 8584 , 


84 62 . 


.8560, 8968. 


.9135, 8978. .9139 




Seq. No. 


25530 






Seq. ID 


OJ990914 


_18 . 9B24 . C7 


Gene No. 


529/6 






Strand 






Start 


12154 






End 


14135 




Name 


OJ990914 18. 


9B24. 


C7.o3.ts 


Method 


TBLASTX: 


Soybean 


btar t 


8968 






End 


10245 




GI 


none 






Score 


106 




Exons 


8968. .9138, 


8971. 


.9138, 9153. 


.9284, 9348. .9452, 


AO /? A Ci A A A 




10150. .10245, 10153.. 10230 








Seq. No. 


25530 






Seq. ID 


OJ990914 


18 . 9B24 . C / 


Gene No. 


52976 






Strand ' 






Start 


12154 






End 


14135 




Name 


OJ990914 18. 


9B24. 


C7.o5.tm 


Method 


TBLASTX: 


Maize 


Start 


8968 






End 


10245 




GI 


none 






Score 


129 




Exons 


8968. .9138, 


8975. 


.9136, 9358. 


.9450, 9361. .9450, 


9363. .9452, 




10150. .10245 


, 10168. .10239 








Seq. No. 


25530 






Seq. ID 


OJ990914 


_18.9B24.C7 



25575 



Gene No. 


52976 




Strand 




Start 


12154 




End 


14135 


Name 


.OJ990914 18.9B24.C7. 


o5 . gs 


. Method 


GENSCAN 


Start 


12154 




End 


12781 


GI 


none 




Score 


. 9 


Exorts. 


12154 . . 12476, 12556. 


. 12631, 


12728 . . 127 


81. 


Seq. No. 


25530 




Seq. ID 


OJ990914_18 . 9B24 .C7 


Gene No. 


52976 




Strand 




Start 


12154 




End 


14135 


Name 


OJ990914 18 . 9B24 ,C7 . 


o5 .np 


Method 


AAT/NAP 


Start 


12157 




End 


13721 


GI 


3377812 




Score 


123 


Exons 


12157. .12223, 12256. 


.12476, 


12556. .12631, 13641.. 13721 


GI Descrip. 


(AF076275) contains 


similarity to heavy-metal-associated domain 




containing proteins 


(Pfam: 


HMA.hm, score: 12.02) [Arabidopsis 




thaliana] 








Seq. No. ... 


25531 




Seq. ID 


OJ990914_18.9B24 ,C8 


Gene No. 


52977 




Strand 


+ 


Start 


155 




End 


12131 


Name ■ 


OJ990914 18.9B24.C8. 


ol . gs 


Method 


GENSCAN 


Start 


155 




End 


12131 


GI 


none 




Score 


.54 


Exons 


155. .215, 332. .711, 


1074. .1142, 2386.. 


2481, 4275. .4475, 



5470. .5560, 5760. .5970, 6496 .. 6603, ' 7613 .. 7836, 9016. .9224, 
10481. .10685, 10731. .10783, 11862 11904 , 12007. .12131 



Seq. No. 


25532 






Seq. ID 


OJ990914 


Gene No. 


52978 






Strand . 


+ 


Start 


1137 






End 


2763 


Name 


OJ990914 18 


.9B24.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1137 






End 


2763 


GI 


6539588 






Score 


177 


Exons 


1137. .1420, 


2745. .2763 








GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25533 






Seq. ID 


OJ,990914 


Gene No. 


52979 






Strand 




Start 


307 






End 


416 


Name 


OJ990914 18 


.9B24.C12.ol 


.gs 


Method 


GENSCAN 


Start 


307 






. End 


416 


GI 


none 






Score 


.51 


Exons 


307. .416 










Seq. No. 


25534 






Seq. ID 


OJ990914 


Gene No. 


52980 






Strand 


+ 


Start 


216 






End 


322 


Name 


OJ990914 18 


.9B24.C13.ol 


.gs 


Method 


GENSCAN 


Start 


216 






End 


322 


GI 


none 






Score 


.6 - 


Exons 


216. .322 










Seq. No. 


25535 






Seq. ID 


OJ990914 


Gene No. 


52981 






Strand 


+ 


Start 


1 






End 


689 


Name 


OJ990914 18 


.9B24.C14.ol 


.np 


Method 


AAT/NAP 



25576 




Start 


1 


End 


689 




GI 


6016874 


Score 


64 




Exons 


1. .48, 336. . 689 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) ,-D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


25536 


Seq. ID 


OJ990914_18 . 9B24 . 


C16 


Gene No. 


52982 


Strand 


+ 




Start 


158 


End 


600 




Name 


OJ990914_18 . 9B24 .C16.ol.tc 


Method 


TBLASTX: Cress . 




Start 


155 


End 


595 




GI 


none 


Score 


294 




Exons 


155. .436, 208. .432, 527. .595 








Seq. No. 


25536 


Seq. ID 


OJ990914_18 . 9B24 . 


C16 


Gene No. 


52982 


Strand 


+ 




Start 


158 


End 


600 




Name 


OJ990914_18 . 9B24 .C16.ol . tm 


Method 


TBLASTX: Maize 




Start 


155 


End 


600 




GI 


none 


Score 


387 




Exons 


155. .436, 156. .365, 157. .432, 


526. .600 


, 527.. 595 




Seq. No. 


25536 


Seq. ID 


OJ990914_18 . 9B24 . 


C16 


Gene No. 


52982 


Strand 


+ 




Start 


158 


End 


600 




Name 


OJ990914 18.9B24.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


155 


End 


600 




GI 


none 


Score 


373 




Exons 


155. .436, 157. .432, 520. .600, 


523. .585 


, 527.. 595 




Seq. No. 


25536 


Seq. ID 


OJ990914_18 . 9B24 . 


C16 


Gene No. 


52982 


Strand 


+ 




Start 


158 


End 


600 




Name 


OJ990914 18.9B24.C16.ol.np 


Method 


AAT/NAP 




Start 


158 


End 


600 




GI 


2961358 


Score 


413 




Exons 


158. .429, 526. .600 








GI Descrip. 


(AL022140) serine/threonine protein kinase like protein 






[Arabidopsis thaliana] 








Seq. No. 


25536 


Seq. ID 


OJ990914_18.9B24. 


C16 


Gene No. 


52982 


Strand 


+ 




Start 


158 


End 


600 




Name 


OJ990914 18.9B24.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


206 


End 


595 




GI 


none 


Score 


107 




Exons 


206. .352, 377. .436, 527. .595 








Seq. No. 


25537 


Seq. ID 


OJ990914_18.9B24. 


C20 


Gene No. 


52983 


Strand 






btart 


1 


End 


480 




Name 


OJ990914 18.9B24.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


408 




GI 


4406768 


Score 


194 




Exons 


1..408 








GI Descrip. 


(AC006836) putative steroid sulfotransf erase [Arabidopsis 



25577 



thaliana] 



Seq. No. 25537 Seq. ID 

Gene No. 52983 b Strand 

Start 1 * End 
Name • OJ990914_18 . 9B24 . C20 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33. .458 



OJ990914_18.9B24.C20 
480 

GENSCAN 

458 

.82 



Seq. No. 25537 Seq. ID 

Gene No. 52983 • Strand 

Start 1 End 

Name OJ990914_18 . 9B24 . C20 . ol . tc Method 

Start 54 End 

GI none Score 

Exons 54.. 122, 138.. 347, 451.. 480 



OJ990914JL8 . 9B24 .C20 
480 

TBLASTX: Cress 

480 

38 



Seq. No. 25537 Seq. ID 

Gene No. 52983..- - Strand 

Start 1 . ' ^ End 

Name ' OJ990914Jl8.9B24.C20.ol.tm Method 

Start 79 .End 

GI none Score 

Exons . 79. .297, 81. .296 



OJ990914_18.9B24.C20 
480 

TBLASTX: Maize 

297. 

147 



Seq. No. 25537 Seq. ID 

Gene No. . 52983 Strand 

Start 1 End 

Name OJ990914_18 . 9B24 . C20 . ol . tw Method 

Start 81 End 

GI none Score 

Exons 81.. 212, 81.. 290, 82.. 252 



OJ990914_18.9B24.C20 
480 

TBLASTX: Wheat 

290 

101 



Seq. No. 25538 Seq. ID 

Gene No. 52984 Strand 

Start 134 End 

Name OJ990304_02 . 9B12 . CI .pi . gs Method 

Start 134 *•>'■■ End 

GI none Score 

Exons 134.. 360 



OJ990304_02.9B12.-C1 
+ 

360 

GENSCAN 
360 
.87 ' 



Seq. No. 25538 Seq. ID 

Gene No. 52985 Strand 

Start 435 End 

Name OJ990304_02 . 9B12 . CI . ol . gp Method 

Start 435 End 

GI 3107039 Score 

Exons 435. . 767 



OJ990304_02.9B12.C1 
+ 

7 67 

AAT/GAP 

767 

641 



Seq. No. 25538 

Gene No. 52986 

Start 3484 

Name OJ990304_02 . 9B12 . CI . o2 . gs 

Start 3484 

GI none 

Exons 3484.. 3519, 4259.-4449, 6506. 



OJ990304_02.9B12.C1 
+ 

10258 
GENSCAN 
10258 
.63 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6609, 7488. .7750, 7805. .8407, 



25578 






8437 . . 8553, 


8645. . 9023, 9036. 


. 10258 






Seq. No. 


25538 




Seq. ID 


OJ990304_02 . 9B12 


.CI 


Gene No. 


52986 




Strand 


+ 




Start 


3484 




End 


10258 




Name 


OJ990304 02. 


9B12.Cl.ol.np 


Method 


AAT/NAP 




Start 


4828 




End 


10136 




GI 


531389 , 




Score 


1318 




Exons 


4828. .4850, 


5495. .5536, 7775. 


.8081, 8432. .10136 




GI Descrip. 


(U12626) copia-like retrotransposon Hopscotch polyprotein 




mays] 










Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


.CI 


Gene No. 


52987 




Strand 


+ 




Start 


11121 




End 


11631 




Name 


OJ990304 02. 


9B12.Cl.o3.gs 


Method 


GENSCAN 




Start 


11121 




End 


11631 




GI 


none 




Score 


.96 




Exons 


11121. .11134 


, 11178.. 11631 








Seq. No. 


25538 




Sea. ID 


OJ990304 02.9B12 


.CI 


Gene No. 


52988 




Strand 


+ _ 




Start 


18095 




End 


20807 




Name 


OJ990304 02. 


9B12.Cl.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8600 




End 


. 9079 




, .GI *- 


5509260 




Score 


347 




Exons 


8600. .9079, 


8605. .9009 








GI Descrip. 


— 










Seq. No. 


25538 




Seq. ID 


OJ990304_02. 9B12 


-CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02. 


9B12.Cl.o5.tm . 


Method 


TBLASTX: Maize 




Start 


8635 




End 


8884 




GI 


none 




Score 


265 




Exons 


8635. .8871, 


8636.. 8884, 8639. 


.8884 






Seq. No. 


25538 




Seq. ID 


OJ990304_02. 9B12 


.CI 


Gene No. 


52988 - 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02. 


9B12.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


8699 




End 


8974 




-GI 


none 




Score 


256 




Exons 


8699. ,8974, 


8713. .8946 








Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


.CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02. 


9B12.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8755 




End 


9259 




GI 


none 




Score 


233 




Exons 


8755. .8868, 


8756.. 9100, 8914. 


.9075, 9092.. 9259 




Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


-CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02. 


9B12.Cl.o2.tm 


Method 


TBLASTX: Maize 





25579 



Start 8888 

GI none 

Exons 8888. .9298, 8888.. 9130, 8911. 

Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . o4 . tc 

Start 9095 

GI none, 

Exons 9095.. 9133, 9161.. 9430 



End 9298 

Score 434 
.9288, 9209.. 9298 

Seq. ID OJ990304_02.9B12.C1 

Strand + 

End 20807 

Method TBLASTX: Cress 

End 9430 

Score ". 44 



Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . ol . tw 

Start 9262 

GI none 

Exons 9262..9378, 9263.. 9439, 9442. 



Seq. ID OJ990304_02. 9B12.C1 

Strand + 

End 20807 

Method TBLASTX : Wheat 

End 9685 

Score 156 
.9684, 9443. .9685 



Seq. No. 25538 Seq. ID 

Gene No. 52988 Strand 

Start 18095 End 

Name OJ990304_02 . 9B12 . CI . ol . tm Method 

Start 9299 End 

GI -none Score 

Exons . 9299..97S7, 9299 .. 9595, 9457 .. 9756 



OJ990304_02.9B12.C1 
+ 

20807 

TBLASTX: Maize 

9757 

460 



Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . o3 . tc 

Start 9443 

GI none 

Exons 9443..9628, 9737.. 9865, 9872. 

Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . ol . ts 

Start 9464 

GI none 

Exons 9464.. 9856, 9469.. 9582, 9661. 

Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . o4 . tm 

Start 9758 

GI none 

Exons 9758.. 10066, 9763.. 9855, 9788 

Seq. No. 25538 

Gene No. 52988 

Start 18095 

Name OJ990304_02 . 9B12 . CI . o4 . tw 

Start 9922 



Seq. ID OJ990304_02. 9B12.C1 

Strand + 

End 20807 

Method TBLASTX: Cress 

End 10087 

Score 98 
.10087, 9892. .10059 

Seq. ID OJ990304_02.9B12.C1 

Strand + 

End 20807 

Method TBLASTX: Soybean 

End 10132 

Score 345 
.9987, 9887. .10132 

Seq. ID OJ990304_02.9B12.C1 

Strand + 

End 20807 

Method TBLASTX : Mai ze 

End 10130 

Score 326 

..9940, 9877. .10068, 10074. .10130 

Seq. ID OJ990304_02.9B12.C1 

Strand + 

End 20807 

Method TBLASTX : Wheat 

End 10129 



25580 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

9922.. 10101, 9926.. 10129 



Score 



185 



25538 Seq. ID OJ990304_02 . 9B12 . CI 

52988 Strand + 

18095 End 20807 

OJ990304_02 . 9B12 . CI . o2 . np Method AAT/NAP 

18095 ' End 20807 

2642435 Score 380 

18095. .18574, 20788,. 20807 

(AC002391) putative" MYB family transcription factor 
thaliana] 



[Arabidopsis 



Seq. No. 25538 Seq. ID 

Gene No. 52988 Strand 

Start 18095 End 

Name OJ990304_02 . 9B12 . CI . ol . tc Method 

Start 18125 End 

GI none . Score 

Exons 18125. .18430, 18127.. 18423 



OJ990304_02.9B12.C1 
+ 

20807 

TBLASTX: Cress 

18430- 

428 



Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


. CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End. 


20807 




Name 


OJ990304 02.9B12.C1, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18125 




End 


18442 




GI 


none 




Score 


429 




Exons 


18125. .18442, 18127, 


. . 18441 








Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


. CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02.9B12.C1, 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


18125 




End 


18430 




GI 


none 




Score 


422 




Exons 


18125. .18430, 18127. 


. .18417 








Seq. No. 


25538 




Seq. ID 


OJ990304_02.9B12 


.CI 


Gene No. 


52988 




Strand 


+ 




Start 


18095 




End 


20807 




Name 


OJ990304 02.9B12.C1. 


, o3. tw 


Method 


TBLASTX: Wheat 




Start 


18127 




End 


18430 




GI 


none 




Score 


69 




Exons 


18127. .18201, 18131, 


. .18211, 


18211. .18414, 18230. .18430 




Seq. No. 


25539 




Seq. ID 


OJ990304_02.9B12 


.C2 


Gene No. 


52989 




Strand 


+ 




Start 


12759 




End 


13422 




Name 


OJ990304 02.9B12.C2. 


. o2 . np 


Method 


AAT/NAP 




Start 


12717 




End 


13064 




GI 


5430752 




Score 


55 




Exons 


12717. .13064 










GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


25539 




Seq. ID 


OJ990304_02.9B12 


.C2 


Gene No. 


52989 




Strand 


+ 




Start 


12759. . 




End 


13422 





25581 



Name 


OJ990304 02.9B12.C2.o2.gs 


Method 


GENSCAN 


Start 


12759 


End 


13422 


GI 


none 


Score 


. 94 


Exons 


12759. .12916, 12930. .13422 






Seq. No. 


25539 


Seq. ID 


OJ990304_02 . 9B12 . C2 


Gene No. 


52990 


Strand 




Start 


2275 


End 


11644 


Name 


OJ990304 02.9B12.C2.ol.gp 


Method 


AAT/GAP 


Start 


1923 


End 


2358 


GI 


3762382 


Score 


763 


Exons 


1923. .2358 






Seq. No. 


25539 


Seq. ID 


OJ990304_02 . 9B12.C2 


Gene No. 


52990 


Strand 




Start 


2275 


End 


11644 


Name 


OJ990304 02.9B12.C2.ol.gs 


Method 


GENSCAN 


Start 


2.275 


End 


11644 


GI 


none 


Score 


.81 


Exons 


2275.. 2909, 3077.. 3272, 5810 


..5867, 5948. .6018, 6370. .6444, 




7297.. 7848, 8073.. 8138, 8235 


..8368, 8' 


107. .8460, 8539. .8633, 




8702.. 9439, 9594.. 9770, 10032 .. 10330, 


10713. .11070, 11247.. 1 


Seq. No. 


25539 


Seq. ID 


OJ990304_02.9B12.C2 


Gene No. 


52990 


Strand 




Start 


2275 


End 


11644 


Name 


OJ990304 02.9B12.C2.ol.np 


Method 


AAT/NAP 


Start 


2278 


End 


11644 


GI 


4914403 


Score 


858 


Exons 


2278.. 2720, 2760.. 2937, 3069 


..3262, 5791. .5867, 5948. .6018, 




6370. .6444, 7297. .7668, 7744 


..7848, 8235. .8314, 8392. .8454, 




8539.. 8633, 8702.. 9433, 9582 


..9780, 10039. .10330, 10719. .109 




11247. .11644 






GI Descrip. 


(AL050352) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25539 


Seq. ID 


OJ990304_02.9B12.C2 


Gene No. 


52990 


Strand 




Start 


2275 


End 


11644 


Name 


OJ990304 02.9B12.C2.o2.gp 


Method 


AAT/GAP 


Start 


3213 


End 


7497 


GI 


3762381 


Score 


815 


Exons 


3213. .3272, 5810. .5867, 5948 


..6018, 6370. .6444, 7297. .7497 


GI Descrip. 


4914403/emb|CAB43654.1| 2.0e 


-09 (AL050352) putative protein 




[Arabidopsis thaliana] 






Seq. No. 


25539 


Seq. ID 


OJ990304_02.9B12.C2 


Gene No. 


52991 


Strand 




Start 


12901 


End 


13471 


Name 


OJ990304 02.9B12.C2.o3.np 


Method 


AAT/NAP 


Start 


12901 


End • 


13471 * 


GI 


6523547 


Score 


115 


Exons 


12901. .12983, 13050.. 13471 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 






Seq. No. 


25539 


Seq. ID 


OJ990304_02.9B12.C2 


Gene No. 


52992 


Strand 





25582 




Start 


14288 








End 


14398 


Name 


OJ990304 02. 


9B12 


. C2 . ol . 


tw 


Method 


I BLASTX : Wheat 


Start 


3105 








End 


A a r A 

3262 


GI 


none 








Score 


lo / 


Exons 


3105 . .3260, 


3109 


. . 3258 , 


A "1 1 A 

3110 . 


A A /" A 

. 3262 




Seq. No. 


A C C A ft 

25539 








Seq. ID 


taaa*da a a a rim a r~* o 

OJ990304 02.9B12.C2 


Gene No. 


52992 








Strand 




Start 


14288 








End 


14398 


Name 


f\ t A A ft- A A A A A 

OJ990304 .02. 


On 1 a 

9B12 


. C2 . o3 . 


gs 


Method 


GEN SCAN 


Start 


14288 








End 


T A A. A A 

14 398 


GI 


none 








Score 


A Q 

. 4 9 


Exons 


14288 . . 14398 












Seq. No. 


A C C A ft 

25540 








Seq. ID 


r\ TAOA'DA A A A An 1 A /"*> A 

OJ990304 02.9B12.C3 


Gene No. 


52993 








Strand 


+ 


Start 


1380 








End 


3142 


Name 


/-s tAAA O A A A A 

OJ990304 02. 


9B12 


. C3 . ol . 


gs 


Method 




Start 


1380 








End 


A 1 / A 

3142 


GI 


none 








Score 


. 13 


Exons 


T A O A 1 vl A Vl 

1380 . . 1434 , 


O "7 A A 

274 3 


A O A C 

. . 2835, 


A A A A 

3000 . 


A n a A 

.314 2 




Seq. No. 


25540 








Seq. ID 


/ATftAAAA/I aa AD T A A 

OJ99U304 02.9B12.C3 


Gene No. 


52994 








Strand 




Start 


2897 








End 


3351 


Name 


OJ990304 02. 


9B12 


.C3.ol. 


gp 


Method 


L AAT / GAP 


Start 


2897 








End 


3351 


GI 


39841 1.R1084 






Score 


873 


Exons 


2897. .3351 












GI Descrip. 


'4914403/emb 


ICAB43654.il 2.0e 


-09 (AL050352) putative prote 




[Arabidopsis 


thaliana] 1 








Seq. No. 


25540 








Seq. ID 


OJ990304_02. 9B12.C3 


Gene. No. 


52995 








Strand 




Start 


3316 








End 


5758 


Name 


OJ990304 02. 


9B12 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3205 








End 


4845 


GI 


none 








Score 


73 


Exons 


3205. .3285, 


3206 


. .3286, 


3207. 


.3284, 3208.. 3291, 3331.. 3525 




3332. .3523, 


3393 


. .3524, 


3406. 


.3525, 4768.. 4845, 4780.. 4845 


Seq. No. 


25540 








Seq. ID 


OJ990304_02.9B12.C3 


Gene No . 


52995 








Strand 




Start 


3316 








End 


5758 


Name 


OJ990304 02. 


9B12 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3286 








End 


5425 


GI 


none 








Score 


41 


Exons 


3286. .3525, 


3305 


. .3373, 


3392. 


.3523, 3406.. 3525, 4768.. 4890 




4771. .4887, 


4772 


. .4897, 


5076. 


.5243, 5077.. 5262, 5087.. 5233 




5348. .5425 












Seq. No. 


25540 








Seq. ID 


OJ990304_02.9B12.C3 


Gene No. 


52995 








Strand 




Start 


3316 








End 


5758 


Name 


OJ990304 02. 


9B12 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


3292 








End 


5524 


GI 


1732511 








Score 


552 



25583 




Exons 


3292. .3524, 


4770 


. .4895, 


5083. 


.5234, 5349. .5524 




GI Descrip. 


(U62742) Ran binding protein 


1 homolog 


[Arabidopsis thaliana] 


Seq. No. 


25540 








Seq. ID 


OJ990304 


02. 9B12.C3 


Gene No. 


52995 








Strand 






Start 


3316 








End 


5758 




Name 


OJ990304 02 


. 9B12 


.C3.o2. 


crs 


Method 


GENS CAN 




Start 


3316 








End 


5758 




GI 


none 








Score 


.97 




Exons - 


3316. .3524, 


4770 


. .4895, 


5083. 


.5291, 5349. .5758 




Seq. No. 


25540 








Seq. ID 


OJ990304 


_02.9B12.C3 


Gene No. 


52995 








Strand 






Start 


3316 








End 


5758 




Name 


OJ990304 02 


.9B12 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3319 ~ 








End 


5422 




GI 


none 








Score 


73 




Exons 


3319. . 3531, 


4768 


. .4887, 


4772. 


.4888, 5079. .5264, 


5087 . . 5248, 




5348. .5422 














Seq. No. 


25540 








Seq. ID 


OJ990304 


_02. 9B12.C3 


Gene No. 


52995 








Strand 






Start 


3316 








End 


5758 




Name 


OJ990304 02 


. 9B12 


,C3 rol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


3349 " 








End 


5425 




GI 


none 








Score 


70 




Exons 


3349, .3465, 


4768 


. .4890, 


4780 . 


.4896, 5076. .5264, 


5087 5248. 




5348. .5425 














Seq. No. 


25540 








Seq. ID 


OJ990304 


_02.9B12.C3 


Gene No. 


52995 








Strand 






Start 


3316 








End 


5758 




Name 


OJ990304 02 


.9B12 


.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


3395 








End 


5613 




GI 


19849 1.R1084 






Score 


1223 




Exons 


3395. .3524, 


4770 


. .4895, 


5083. 


.5234, 5349. .5613 




GI Descrip. 


■1732511 9. 


Oe-57 


(U62742) Ran binding protein 1 


homolog 




[Arabidopsis thaliana] ' 










Seq. No. 


25540 








Seq. ID 


OJ990304 


_02. 9B12.C3 


Gene No. 


52995 








. Strand 






Start 


3316 , 








End 


5758 




Name 


OJ990304 02 


.9B12 


.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4846 








End 


5425 




GI 


none 








Score 


77 




Exons 


4846. .4890, 


4847 


.4888, 


5085. 


.5237, 5086.. 5250, 


5087 . . 5233, 




5348. .5425 














Seq. No. 


25541 








Seq. ID 


OJ990304 


_02.9B12.C5 


Gene No. 


52996 








Strand 






Start 


1145 








End 


2517 




Name 


OJ9903O4. 02 


. 9B12 


C5.ol. 


gp 1 


Method . 


AAT/GAP 




Start 


994 






End 


2317 




GI 


791 1.R1084 








Score 


1539 




Exons 


994. .1212, 


1319. 


1501, . 


1-715. . 


1806, 1882 


. .2018, 


2100. .2317 



GI Descrip. '2511541 0.0e+00 (AF020787) DNA-binding protein GBP16 [Oryza 
sativa] 1 

25584 




Seq. No. 


25541 








Seq. ID 


" OJ990304 


AO An 1 o c 

_02 . 9B12 . C5 


Gene No. 


52996 








Strand 






Start 


1145 








End 


2517 




Name 


OJ990304 02 


.9B12 


.CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1015 








End 


2318 




GI 


none 








Score 


74 




Exons 


1 ni c i i o c 

1015 . . 1125 , 


1 A 1 

1016 


1 1 O A 

. . 1129, 


1 A O A 

1020 . 


.1127, 1021.. 1137, 


1 1 OA 1 O 1 A 

11 30 . . 12 1U , 




1148 . . 12 13 , 


1 1 C O 

1152 


1 O 1 A 

. .1214, 


1 O C A 

1359 . 


;1502, 1369.. 1503, 


1 OT1 "I C A O 

13/1. .1502, 




1 1 1 O 1 O A O 

1/13.. .1808, 


1/14 


1 O A A 

. . 1809, 


1 1 1 c 

1 /15 . 


.1816, 1869.. 1973, 


10"7T OAOA 

lo /l . . 2U2U, 




looz-. . 2028 , 


1 o o o 

1882 


O A 1 A 

. .2019, 


1884 . 


.2027, 2091.. 2318, 


0111 O O 1 1 

2111 . . 2:511 


Seq. No. 


25541 








Seq. ID 


OJ990304 


_02.9B12.C5 


Gene No. 


52996 








Strand 






Start 


"1 1 A C 

1145 








End 


2517 




Name 


z~\ Tnon o n a a o 

OJ990304 02 


. 9B12 


. C5 . ol . 


gs 


Method 


GEN SCAN 




Start 


1145 








End 


2315 




GI 


none 








Score 


.92 




Exons 


i i j r 1 O 1 O 

1145 . . 1212 , 


IOTA 

1319 


-1 CAT 

. . 1501, 


1715 . 


.1806, 1936.. 2018, 


OTAA OOIC 

21U0. .2315 


Seq. No. 


O C C A 1 

25541 








Seq. ID 


OJ990304 


no Aoio r* c 
_U2 . 9B12 . C5 


Gene No. 


c o nn 

52996 








Strand 






Start 


1145 








End 


2517 




Name. 


OJ990304_02 


. 9B12 


.C5.ol. 


np 


Method 


AAT/NAP 




Start - 


1148 








End 


2517 




GI 


2511541 








Score 


980 




Exons. 


1148 . .1212 , 


1319 


. .1501, 


1715. 


.1806, 11 


382. .2018, 


2100. .2315, 




o /i o ^ a r 1 n 

2427 . . 2517 














GI Descrip. 


(AF020787 ) 


DNA-binding protein GBP16 


[Oryza sativa] 


Seq. No. 


25541 








Seq. ID 


OJ990304 


_02.9B12.C5 


Gene No. 


52996 








Strand 






Start 


H45 








End 


2517 




Name 


OJ990304_02 


. 9B12 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1392 








End 


2320 




GI 


none 








Score 


87 




Exons 


i o a o 1 c a o 

1392 . . 1502 , 


1393, 


. .1503, 


1704. 


.1808, 1713. .1808, 


1714. .1809, 




1 O O O 1 O O >l 

1/32. . 18 24 , 


1881, 


. .1976, 


1882. 


.2028, 1! 


382. .2010, 


1884. .2027, 




2Uyi . . 2 J18 , 


2095, 


. .2316, 


2111. 


.2320 






Seq. No. 


2554 1 








Seq. ID 


OJ990304 


_02.9B12.C5 


Gene No. 


52996 








Strand 






Start 


1145 








End 


2517 




Name 


/OTAOAOA>l AO 

ojyyuJU4 02 


. 9B12, 


.CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1416 








End 


2318 




GI 


none 








Score 


72 




Exons 


1/11/' 1 r a o 

1416. . 1502, 


1417, 


. .1503, 


1704. 


.1808, 1714. .1809, 


1876. .2028, 




100/1 O A O "I 

1884 . . 202 / , 


2091, 


. .2318, 


2104. 


.2316 






Seq. No. 


o c c vi o 

25542 








Seq. ID 


OJ990304 


_02.9B12.C6 


Gene No . 


COQQT 

ozyy / 








Strand 


+ 




Start 


1293 








End 


4233 




Name 


OJ990304 02 


. 9B12. 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1293 








End 


4233 




GI 


none 








Score 


.62 




Exons 


1293. .1392, 


1404, 


. .1719, 


1816. 


.1915, 2443. .2490, 


2516. .2597, 




2778. .2982, 


3047, 


. .3225, 


3440. 


.3574, ■ 3579. .3607, 


3682. .3938, 



25585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4167.. 4233 

25542 
52998 
1 

OJ990304_02.9B12.C6.ol.gp 
1 

791 1.R1084 



Seq. ID OJ990304_02.9B12.C6 
Strand 

End 1954 

Method AAT/GAP 

End 1740 

Score 834 



1..28, 105.. 254, 366.. 450, 1417.. 1513, 1630.. .1740 

'2511541 0.0e+00 (AF020787) DNA-binding protein GBP16 [Oryza 

sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25542 
52998 
1 

OJ990304_02 . 9B12 . C6 . ol . np 
1 

2511541 

1..28, 105.;254, 366. .450, 1417. .1513 

(AF020787) DNA-binding protein GBP16 [Oryza sativa] 



Seq. ID OJ990304_02.9B12-.C6 
Strand 

End 1954 

Method AAT/NAP 

End 1513 

Score 530 



25542 
52998 
1 

OJ990304_02 . 9B12 . C6 . ol . tc 

1 . . 
none 



Seq. ID OJ990304_02. 9B12.C6 
Strand 

End 1954 

Method . TBLASTX: Cress 

End ' 1519 

Score 44 



1..27, 6. .26, 7. .27, 95. .253, 104. .253, 105. .254, 362. .424, 
365. .448, 366. .449, 1418. .1519 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25542 
52998 
1 

OJ990304_02 . 9B12. C6 . ol . tm 
1 

none 



Seq. ID OJ990304_02. 9B12. C6 
Strand 

End 1954 

Method TBLASTX : Mai ze 

End 1517 

Score 39 



1..27, 3. .26, 5. .34, 100. .252, 104. .253, 105. .254, 106. .255, 
349. .438, 365. .451, 366. .449, 1415. .1513, 1464. .1517 



Seq. No. 25542 

Gene No. 52998 
Start ' 1 

Name OJ990304_02 . 9B12 . C6 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990304_02.9B12.C6 
Strand 

End 1954 

Method TBLASTX : Soybean 

End 1501 

Score 154 

1..27, 101. .253, 104. .253, 105. .254, 115 . . 255," 365 . . 4 48 , 
366. .449, 1418. .1501 



Seq. No. 25542 

Gene No. 52998 

Start 1 

Name OJ990304_02 . 9B12 . C6 . o2 . np 

Start 1417 

GI 5917666 

Exons 1417.. 1954 

GI Descrip. (AF159297) extensin-like protein [Zea mays] 



Seq. ID OJ990304_02. 9B12. C6 
Strand 

End 1954 

Method AAT/NAP 

End 1954 

Score 61 



25586 



Seq. No. 


25542 


Seq. ID 


OJ990304 


_02. 9B12.C6 


Gene No. 


52999 


Strand 






Start 


3853 


End 


4164 




Name 


OJ990304_02 . 9B12 . C6 . o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


3853 


End 


4164 




GI 


none 


Score 


63 




Exons 


3853.. 3948, 3858.. 3896, 3940. 


.4014, 3942. .4142, 


3943. .4014, 




4013. .4078/ 4057. .4164 








Seq. No. 


25543 


Seq. ID 


OJ990304 


_02. 9B12.C7 


Gene No . 


53000 


Strand 


+ 




Start 


373 


End 


822 




Name 


OJ990304_02 . 9B12.C7 .ol .gs 


Method 


GEN SCAN 




Start 


373 


End 


822 




GI 


none 


Score 


.79 




Exons 


373. .414, 653. .822 








Seq. No. 


25544 


Seq. ID 


OJ990304 


_02 ..9B12 . C9 


Gene No. 


53001 


Strand 


+ 




Start 


2932 


End 


6076 




Name .; - : . . 


OJ990304_02 . 9B12 . C9 . o2 . gs 


Method 


GENSCAN 




Start 


2932 


End • 


• 6076 




GI 


none 


Score 


.78 




Exons 


2932.. 2998, 3867.. 4132, 4262. 


.4799, 4917. .4997, 


5037 . .5107, 




5153. . 6076 








Seq. No. 


25544 


Seq. ID 


OJ990304 


_02. 9B12.C9 


Gene No. 


53002 


Strand 


+ 




Start 


6684 


End 


7765 




Name 


OJ990304 02.9B12.C9.o3.gs 


Method 


GENSCAN 




Start 


6684 


End 


7765 




GI 


none 


Score 


.66 




Exons 


6684. .6924, 7662.-7765 








Seq. No. 


25544 


Seq. ID 


OJ990304 


_02 . 9B12 ,C9 


Gene No. 


53003 


Strand 


+ 




otarc 


Z DjjU 


End 


26818 




Name 


OJ990304 02.9B12.C9.ol.gp 


Method 


AAT/GAP 




Start 


26330 


End 


26772 




GI 


68945 1.R1084 


Score 


635 




Exons 


26330. .26550, 26658.. 26772 








GI Descrip. 


, 1169521/sp|P46520|EMPl ORYSA 


1.0e-30 


EMBRYONIC 


ABUNDANT PR 



1 >gi_824 64^pir S224 83 embryonic abundant protein empl - rice 

>gi_20200_emb_CAA44836_ (X63126) Empl [Oryza sativa] >gi_733119 
(U22102) similar to embryonic abundant protein empl, PIR 
Accession Number S22483; similar to the product encoded by the 
wheat Em gene, Swiss-Prot Accession Number P22701 [Oryza 
sativa] ' 



Seq. No. 25544 Seq. ID 

Gene No. 53003 Strand 

Start 26330 End 

Name ' OJ990304_02 . 9B12 . C9 . o2 . np Method 

Start 26427 End 

GI 1169521 Score 

Exons 26427. .26550, 26658.. 26818 

GI Descrip. EMBRYONIC ABUNDANT PROTEIN 1 gi | 82464 | pir | | S22483 embryonic 



OJ990304JD2.9B12.C9 
+ 

26818 
AAT/NAP 
26818 
453 



25587 



abundant protein empl - rice gi | 20200 | emb | CAA44836 | (X63126) 
Empl [Oryza sativa] gi 1733119 (U22102) similar to embryonic 
abundant protein empl, PIR Accession Number S22483; similar to 
the product encoded by the wheat Em gene, Swiss-Prot Accession 
Number P22701 [Oryza sativa] 



Seq. No. 


25544 


Seq. ID 


OJ990304_02.9B12 


.C9 


Gene No. 


53004 ' 


Strand 


— 




Start 


86 


End 


1672 




Name 


OJ990304 02.9B12.C9.ol.gs. 


Method 


GENS CAN 




Start 


86 


End 


1672 




GI 


none 


Score 


.65 




Exons 


86. .209, 793. .919, 1584. .1672 






Seq. No. 


25544 


Seq. ID 


OJ990304_02.9B12 


.C9 


Gene No. 


53005 


Strand 






Start 


13200' 


End 


19446 




Name 


' OJ990304 02.9B12.C9.ol.np 


Method 


AAT/NAP 




Start 


13200 


End 


19446 




GI 


5091513 


Score 


1230 




Exons 


13200. .13398, 13551 .. 13712, ■ 


14600. .15553, 15972 .. 16891, 






19403.. 19446 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


£. -J -J *i *i 


O " • 1U 


OJ990304_02.9B12 


.C9 


Gene No. 


' 53006 


Strand 


- 




Start 


27080 


End 


27238 




Name 


OJ990304 02.9B12.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4085 


End 


4513 




GI 


none 


Score 


58 




Exons 


4085. .4201, 4217. .4432, 4406 


..4513 






Seq. No. 


25544 


Seq. ID 


OJ990304_02.9B12 


.C9 


Gene No. 


53006 


Strand 






Start 


27080 


End 


27238 




Name 


OJ990304 02.9B12.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


' 4232 


End 


4540 




GI ' 


none 


Score 


194 




Exons 


4232. .4540 








Seq. No. 


25544 


Seq. ID 


OJ990304_02.9B12 


.C9 


Gene No. 


53006 


Strand 






Start 


27080 


End 


27238 




Name 


OJ990304 02.9B12.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5174 


End 


5539 




GI 


none 


Score 


105 




Exons 


5174.. 5317, 5363.. 5539, 5431 


. .5538 






Seq. No. 


25544 


Seq. ID 


OJ990304J32.9B12 


.C9 


Gene No. 


53006 


Strand 






Start 


27080 


End 


27238 




,Name 


OJ990304 02.9B12.C9-.ol.tm 


Method 


TBLASTX: Maize 




Start 


26421 


End 


26797 




GI 


none 


Score 


156 




Exons 


26421. .26573, 26453 .. 26551, 


26656. .26733, 26657 .. 26782, 





26662. .26742, 26663.-26797 



25588 



Seq. No. 25544 

Gene No. 53006 

Start 27080 

Name OJ990304_02 . 9B12 . C9 . ol . ts 

Start 26442 

GI none 

Exons 26442.-26573, 26459 .. 26554 , 
26663.-26797, 26668.. 26742 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_02.9B12.C9 
27238 

TBLASTX : Soybean 

26797 

152 



26656. .26733, 26657 267 64 f 



Seq. No. 


O c; c, a A 
Z0O44 


Seq. ID 


OJ990304_02. 9B12.C9 


Gene No. 


53006 


Strand 




Start 


27080 


End 


27238 


Name 


ujyyuoU4 uz . y.b±z . uy . ox . uc 


Method 


TBLASTX : Cress 


O 4- ~- 4- 

btart 


Z 04 4 0 


End 


26797 




none 


Score 


134 


Exons 


OCAAC 0£C;"7"3 OCT/ICO 0£RCL/1 
Z 04 4 0 . . Z 0 0 / J, Z 04 OZ . . Z Ojj 4 , 


26656. .26742, 26657. .26797 


Seq. No. 


O c C /l /I 
Z 004 4 


Seq. ID 


OJ990304_02.9B12.C9 


Gene No. 


53006 


Strand 




Start 


, 27080 


End 


27238 


Name 


r\TQQmn/i no qdi o o a — o 

ojyyuju4 uz . ytsiz . cy . oz . gp 


Method 


AAT/GAP 


Start 


z /OHO 


End 


27238 


GI 


0 / / 1 lz 1 


Score 


302 


Exons 


z /UoU . . z /zoo 






GI Descrip. 


zuiy y/eiriD | Xb oiz b | OSEMP1G o. 


0e-8.0 O.sativa Empl gene 


Seq. No. 


o c c x c 
Z0040 


Seq. ID 


OJ990304_02.9B12.C10 


Gene No. 


53007 


Strand ■ 


+ 


Start 


429 


End 


1664 


Name 


OJyy(Jj(J4 Uz . yBlz . C1U . ol . gs 


Method 


GENSCAN 


Start 


A O A 

4zy 


End 


1664 


bl 


none 


Score . 


.74 


Exons 


/lOQ ylQA imc^ 1 1 £ "3 TITO 


.1482, 1544 


. .1664 


beq. wo. 


Z004 0 


Seq. ID 


OJ990304_02 . 9B12 .C10 


Gene No . 


C Q A A Q 


Strand 




O 4- _ 4- 

btar t 


I 


End 


153 


in dint: 


OJ990304 02.9B12.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


153 


GI 


5771121 


Score 


278 


Exons 


1. .153 






GI Descrip. 


20199/emb|X63126|OSEMPlG 3. 


Oe-80 O.sativa Empl gene 


Seq. No. 


25545 


Seq. ID 


OJ990304_02.9B12.C10 


Gene No. 


53009 


Strand 




Start 


911 


End 


7865 


Name 


OJ990304 02.9B12.C10.o2.gp 


Method 


AAT/GAP 


Start 


911 


End 


3389 


GI 


2515 1.R1084 


Score 


1584 


Exons 


911.. 1467, 1599.. 1646, 2232 


..2308, 3007. .3088, 3180. .3242, 




3321.. 3389 






GI Descrip. 


'2129675/pirl IS60222 2.0e-60 probable 


chlorophyll synthetase 



- Arabidopsis thaliana >gi_972938 (U19382) putative chlorophyll 
synthetase [Arabidopsis thaliana] >gi_3068709 (AF049236) 
putative chlorophyll synthetase [Arabidopsis thaliana] 1 

Seq. No. 25545 Seq. ID OJ990304_02 . 9B12 . C10 



25589 




Gene No. 


53009 










Strand 


- 








Start 


911 










End 


7865 






Name 


OJ990304 02 


. 9B12. 


ClO.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


1320 










End 


635 


8 






GI 


none 










Score 


102 








Exons 


1320 . 


. 1376, 


1396. 


. 1485, 


1397. 


. 1468, 




i /-no 

lo^o , 


1599. 


.1649, 




1603. 


.1647, 


2166. 


.2300, 


2195. 


.2362, 


2223. . 


2312, 


2234 . 


.2347, 




3005. 


.3088, 


3005. 


.3091, 


3006. 


.3092, 


3007. . 


3093, 


3171. 


. 3242, 




3180. 


.3242, 


3181 . 


. 3243, 


3318 . 


. 3395, 


3319. . 


3396, 


34 94 . 


. 3559, 




3494. 


.3559, 


3496. 


.3561, 


3675. 


.3761, 


3676. . 


3762, 


3679. 


.3762, 




3847. 


.3921, 


3851. 


.3907, 


3855. 


.3923, 


3856. . 


3921, 


4455. 


.4544, 




4456. 


.4545, 


4456. 


.4545, 


4457 . 


.4546, 


4676. . 


4762, 


4676. 


.4765, 




4677. 


.4766, 


5268. 


.5357, 


5268. 


.5357, 


5269. . 


5358, 


6131. 


.6187, 




6136. 


.6186, 


6307. 


.6357, 


6317. 


.6358 











Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25545 
53009 
911 

OJ990304 
1408 
2129675 
1408. .1467, 
3321. .3396, 
4676. .4761, 



OJ990304 02.9B12.C10 



02.9B12.C10.ol.np 



Seq. ID _ 
Strand 

End 7865 
Method AAT/NAP. 
End 7865 
Score 1122 
1599. .1646, 2232. .2308, 30.07. .3088, 3180. .3242, 
3497. .3558, 3678. .3761, 3855. .3920, 4458. .4544, 
5270. .5357, 6136. .6216, 7815. .7865 
probable chlorophyll synthetase G4 - Arabidopsis thaliana 
gi| 972938 (U19382) putative chlorophyll synthetase [Arabidopsis 
thaliana] - gi | 3068709 | gb | AAC14409 . 1 1 (AF049236) putative 
chlorophyll - synthetase [Arabidopsis thaliana] 



25545 
53009 
911 

OJ990304_02. 9B12. ClO.ol. tc 

3054 

none 

3054.. 3092, 3056. .3091, 3180. 
3322.. 3396, 3494. .3559, 3494. 



Seq. ID OJ990304_02.9B12.C10 
Strand 

End 7865 

Method TBLASTX : Cress 

End 4727 

Score 54 

.3242, 3181. .3243, 3318. .3395, 
.3559, 3496. .3564, 3496. .3561, 



3675. .3761, 3676. .3762, 3847. .3921, 3856. .3921, 4455.-4544, 
4456. .4545, 4 67 6 .. 4726, -4676 .. 4726, 4677. .4727 



Seq. No. 25545 Seq. ID 

Gene No. 53009 Strand 

Start 911 End 

Name OJ990304_02 . 9B12 . C10 . o2 .gs Method 

Start 3156 End 

GI none Score 
Exons 



OJ990304_02. 9B12.C10 

7865 
GENSCAN 
6682 
.76 



3156. .3242, 3855. .4037, 4458. .4544, 4676. .4761, 5993. .6086, 
6136.. 6221, 6309.. 6356, 6607.. 6682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



25545 Seq. ID 

53009 Strand 

911 End 

OJ990304_02 . 9B12 . C10 . o3 . gp Method 

3692 End 

702348 Score 



OJ990304_02.9B12.C10 

7865 
AAT/GAP 
4568 
454 



3692.. 3761, 3855.. 3920, 4458. .4568 

2129675/pir||S60222 2.0e-26 probable chlorophyll synthetase G4 



25590 




Arabidopsis thaliana >gi_972938 (U19382) putative chlorophyll 
synthetase [Arabidopsis thaliana] >gi_3068709 (AF049236) 
putative chlorophyll synthetase [Arabidopsis thaliana] 



Seq. No. 


25546 




Seq. ID 


OJ990304_ 


02. 


9B12 


.Cll 


Gene No. 


53010 




Strand 


+ 








Start 


828 




End 


1298 








Name 


OJ990304 02.9B12.C11 


. ol .gs 


Method 


GEN SCAN 








Start 


828 




End 


1298 








GI 


none 




Score 


.77 








Exons 


828. .892, 1142. .1298 














Seq. No. 


25546 




Seq. ID 


OJ990304_ 


02. 


9B12 


.Cll 


Gene No. 


53011 




Strand 


— 








Start 


1482 




End 


1607 








Name 


OJ990304 02.9B12.C11 


. o2 . gs 


Method 


GEN SCAN 








Start 


1482 




End 


1607 








GI 


none 




Score 


.8 








Exons 


1482. .1607 














Seq. No. 


25547 




Seq. ID 


OJ990304_ 


02. 


9B12 


.C14 


Gene No. 


53012 




Strand ' 


+ 








Start 


499 




End 


558 








Name 


OJ990304 02.9B12.C14 


. ol . gs 


Method 


GENSCAN 








Start 


499 




End 


558 








GI 


none 




Score 


. 69 








Exons 


499. .558 














Seq. No. 


25548 




Seq. ID 


OJ990304_ 


02. 


9B12 


.C15 


Gene No. 


53013 




Strand 


+ 








Start 


125 




End 


246 








Name 


OJ990304 02.9B12.C15 


. ol . gs 


Method 


GENSCAN 








Start 


125 




End 


246 








GI 


none 




Score 


. 63 








Exons 


125. .246 














Seq. No. 


25549 




Seq. ID 


OJ990304_ 


02. 


9B12 


.C17 


Gene No. ' 


53014 




Strand 


+ 








Start 


88 




End 


476 








Name 


OJ990304 02.9B12.C17 


. ol.gs . 


Method 


GENSCAN 








Start 


88 




End 


476 








GI 


none 




Score 


.55 








Exons 


88 . . 95, 423 . .476 














Seq. No. 


25550 




Seq. ID 


OJ990304_ 


02. 


9B12 


-C19 


Gene No. 


53015 




Strand 










Start 


30 




End 


619 








Name 


OJ990304 02.9B12.C19 


. ol .np 


Method 


AAT/NAP 








Start 


30 




End 


619 








GI 


2129675 




Score 


69 








Exons 


30. .229, 584. .619 . 














GI Descrip. 


probable chlorophyll 


synthetase G4 - Arabidopsis 


thaliana 



gi 1 972938 (CJ19382) putative chlorophyll synthetase [Arabidopsis 
thaliana] gi | 3068709 | gb | AAC14409 . 1 | (AF049236) putative 
chlorophyll synthetase [Arabidopsis thaliana] 

Seq. No. 25550 Seq. ID OJ990304_02.9B12.C19 . 



25591 



Gene No. 53015 Strand 

Start 30 End 619 

Name OJ990304_02 . 9B12 .CI 9 . ol . gp Method AAT/GAP 

Start 138 End 239 

GI 2515JL.R1084 Score 118 

Exons 138.. 239 

GI Descrip. 1 2129675/pir | | S60222 2.0e-60 probable chlorophyll synthetase G4 
- Arabidopsis thaliana >gi_972938 (U19382) putative chlorophyll 
synthetase [Arabidopsis thaliana] >gi_3068709 (AF049236) 
putative chlorophyll synthetase [Arabidopsis thaliana] ' 



Seq. No. 25551 Seq. ID 

Gene No. 53016 Strand 

Start 105 End 

Name OJ990304_02 . 9B12 .C20 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 452 



OJ990304_02.9B12.C20 
+ 

452 

GENSCAN 

452 

.95 



Seq. No. 25551 Seq. ID 

Gene No. * 53016 Strand 

Start 105 End 

Name OJ990304_02 . 9B12 . C20 . ol . gp Method 

Start 252 End 

GI 3762381 Score 

Exons ' 252. .452 

GI Descrip. 4914403/emb | CAB43654 . 1 | 2.0e-09 (AL050352) putative protein 
[Arabidopsis thaliana] 



OJ990304_02.9B12.C20 
+ 

452 * 
AAT/GAP 
452 
374 



Seq. No. 


25552 




Seq. ID 


OJ990304 


_02. 


9B12 


.C22 


Gene No. 


53017 




Strand 










Start 


220 




End 


583 








Name 


OJ990304 


02.9B12.C22.ol.gs 


Method 


GENSCAN 








Start 


220 




End 


583 








GI 


none 




Score 


.47 








Exons 


220. .280, 


468. .583 












Seq. No. 


25553 




Seq. ID 


OJ99Q304 


_02. 


9B12 


.C25 


Gene No. 


53018 




Strand 


+ 








Start 


517 




End 


653 








Name 


OJ990304 


02.9B12.C25.ol.gs 


Method 


GENSCAN 








Start ' 


517 




End 


653 








GI 


none 




Score 


.59 








Exons 


517. .653 














Seq. No. 


25554 




Seq. ID 


OJ990414 


_07. 


9B12 


.C3 


Gene No. 


53019 




Strand 










Start 


49 




End 


671 








Name 


OJ990414 


07.9B12.C3.ol.gs 


Method 


GENSCAN 








Start 


49 




End 


671 








GI 


none 




Score 


.57 








Exons 


49. .105, 


392. .671 












Seq. No. 


25555 




Seq. ID 


OJ990414 


_07. 


9B12 


.C5 


Gene No. 


53020 




Strand 










Start 


1 




End 


447 








Name 


OJ990414 


07.9B12.C5.ol.np 


Method 


AAT/NAP 









25592 



Start 1 End 4 47 

GI 5732064 Score 186 

Exons 1 . . 447 

GI Descrip. (AF147263) contains similarity to transposases [Arabidopsis 
thaliana] 



Seq. No. 


25555 




Seq. ID 


OJ990414_07.9B12 


.C5 


Gene No. 


53020 




Strand 


- 




Start 


1 




End 


447 




Name 


OJ990414 07. 9B12.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


" 3 




End 


■175 




GI 


none 




Score 


148 




Exons 


3. .161, 4. .165, 59. 


.175 








Seq. No. 


25555 




Seq. ID 


OJ990414_07.9B12 


.C5 


Gene No. 


53020 




Strand 


— 




Start 


1 




End 


447 




Name 


OJ990414 07 9B12 C5 


. ol . gs 


Method 


GEN SCAN 




Start 


84 




End 


354 




GI 


none 




Score 


.72 




Exons. 


84. .354 










Seq. No. 


25555 




Seq. ID 


OJ990414_07.9B12 


.C5 


Gene No. 


53020 




Strand 


- 




Start 


1 




End 


447 




Name 


OJ990414 07 9B12 C5 


• ol tm 


Method 


TBLASTX: Maize 




Start 


129 




End 


374 




GI 


none 




Score 


156 




Exons 


129. .347, 129. .374, 


130. .357 








Seq. No. 


25556 




Seq. ID 


OJ990414_07.9B12 


.C6 


Gene No. 


53021 




Strand 


+ 




Start 


122 




End 


2969 




Name 


OJ990414 07 . 9B12 .C6 


. ol . gs 


Method 


GENS CAN 




Start 


122 




End 


2969 




GI 


none 




Score 


.42 




Exons 


122. .341, 437. .527, 


'984. .1151 


, 2477. .2969 




Seq. No. 


25556 




Seq. ID 


OJ990414_07.9B12 


.C6 


Gene No. 


53022 




Strand 






Start 


2502 




End 


2911 




Name 


OJ990414 07 . 9B12 .C6 


. o 1 . gp 


Method 


AAT/GAP 




Start 


2502 




End 


2911 




GI 


none 




Score 


789 




Exons 


2502. .2911 










Seq. No. 


25557 




Seq. ID 


OJ990414_07.9B12 


.C7 


Gene No. 


53023 




Strand 


+ 




Start 


72 




End 


291 




Name 


OJ990414 07.9B12.C7 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4 




End 


291 




GI 


none 




Score 


312 




Exons 


4. .291, 16. .54, 36. 


.290 








Seq. No. 


25557 




Seq. ID 


OJ990414_07.9B12 


.C7 


Gene No. 


53023 




Strand 


+ 




Start 


72 




End 


291 





25593 



Name 

Start 

GI 

Exons 



OJ9904 14_07 . 9B12 . C7 . ol . gs Method GENS CAN 

72 End 291 

none Score .45 
72. .291 



Seq. No. 25557 Seq. ID- 
Gene No. 53023 Strand 
Start 72 End 
Name OJ9904 14_07 . 9B12 . C7 . ol . tm Method 
Start 150 End 
GI none Score 
Exons 150.. 287, 160.. 285 



OJ990414_07.9B12.C7 
+ 

291 

TBLASTX: Maize 

287 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25558 Seq. ID 

53024 Strand 

1 End 

OJ990414_07. 9B12.C8.ol.np Method 

1 End 

5852089 Score 

1..64, 116. .260, 539. .748, 1169. .1246 

(AL117264) zwhl2.1 [Oryza sativa] 



25558 
53024 
1 

OJ9904 14_07 . 9B12 . C8 . ol . gs 

116 

none 

116. .260, 539. .710, 918. .968 

25558 
53025 
620 

OJ990414_07 . 9B12 . C8 . ol . tc 
97 

none 

97. .222, 98. .271, 113. .256 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_07.9B12.C8 
+ 

1246 
AAT/NAP 
1246 
454 



OJ990414_07.9B12.C8 
+ 

1246 
GENS CAN 
968 
.61 



OJ990414_07. 9B12.C8 
1062 

TBLASTX: Cress 

271 

244 



Seq. No. 25558. 

Gene No. 53025 

Start 620 

Name OJ990414JD7 . 9B12 . C8 . ol . ts 

Start 110 

GI none 

Exons 110.. 280, 
872. .898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_07. 9B12.C8 
1062 

TBLASTX : Soybean 

898 

237 



113. .262, 521. .742, 537. .734, 538. .756, 551. .74* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25558 Seq. ID 

53025 Strand 

620 , End 

OJ9904 14_07 . 9B12 . C8 . ol . tm Method 

117 End 

none Score 



OJ990414_07.9B12.C8 
1062 

TBLASTX: Maize 

942 

133 



117. .269, 122. .262, 123. .269, 125. .280, 522. .848, 536. .853, 
537. .788, 538. .879, 874. .942 



Seq. No. 



25558 



Seq. ID OJ990414_07.9B12.C8 



25594 



Gene No. 53025 

Start 620 

Name OJ990414_07 . 9B12 . C8 . ol . gp 

Start 620 

GI 5.5796_1.R1084 

Exons 620.. 1062 

GI Descrip. 1 5852089/emb | CAB55396. 1 | 1, 
sativa] ' 



Strand 
End 

Method 

End 

Score 



1062 
AAT/GAP 
1062 
878 



Oe-15 (AL117264) zwh!2 . 1 [Oryza 



Seq. No. 25559 *. Seq. ID 

Gene No. 53026 Strand 

Start 275 End 

Name OJ990414_07 . 9B12 . C10 . ol . gs Method 

Start 275 End 

GI none Score 

Exons 275.. 409 



,OJ990414_07. 9B12.C10 
+ 

409 

GEN SCAN 

409 

.71 



Seq. No. 25560 Seq. ID 

Gene No. 53027 Strand 

Start 139 End 

Name - ' ' OJ990414_07 . 9B12 . Cll .ol . gs Method 

Start 139 End 

GI none Score 

Exons 139.. 299 



OJ990414_07.9B12.C11 
+ 

299 

GENSCAN 

299 

.89 



Seq. No. 25561 
Gene No. 53028 
Start 1 

Name OJ9904 14_07 . 9B12 . C12 . ol . np 

Start 1 

GI 2119980 

Exons 1 . .141 

GI Descrip. transposase 

gi|43089|emb|CAA42760| 
gi|303566|dbj IBAA03914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414JD7 . 9B12.C12 
141 

AAT/NAP 

141 

229 



(transposons) - Escherichia coli 

(X60200) transposase [Escherichia coli] 
(D16449) transposase [Escherichia coli] 



25562 
53029 
330 

OJ990414 
330 
none 
330. .474 



07.9B12.C13.ol.gs 



Seq. ID OJ990414_07.9B12.C13 

Strand + 

End 474 

Method GENSCAN 

End 474 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No.. 
Start 
Name 



25563 
53030 
1 

OJ990414_07.9B12.C14 .ol.np 
1 

5912028 
1..392 

(AL117514) hypothetical protein [Homo sapiens] 



Seq. ID OJ990414_07.9B12.C14 

Strand + 

End 392 

Method AAT/NAP 

End 392 

Score 174 



25563 
53031 
65 

OJ990414 07.9B12.C14.ol.tc 



Seq. ID OJ990414_07.9B12.C14 
Strand 

End 299 

Method TBLASTX : Cress 



25595 




Start 


36 






End 


299 




GI 


none 






Score 


187 




Exons 


36.. 299, 36 


. .236, 


38 . . 151, 


41. .151 






Seq. No. 


25563 






Seq. ID 


OJ990414_07 . 9B12 


.C14 


Gene No. 


53031 






Strand 






Start 


65 






End 


299 




Name 


OJ990414_07 


. 9B12 . 


C14 .ol . ts 


Method 


TBLASTX : Soybean 




Start 


36 






End 


248 




GI 


none 






Score 


194 




Exons 


36.. 248, 38 


. . 154 










Seq. No. 


25563 






Seq. ID 


OJ990414_07 . 9B12 


.C14 


Gene No . 


53031 






Strand 






Start 


65 






End 


299 




Name 


OJ990414_07 


. 9B12 . 


C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


36 






End 


248 




GI 


none 






Score 


194 




Exons 


36. .248, 38 


. . 151 










Seq; No. 


25563 






Seq. ID 


OJ990414_07 . 9B12 


. C14 


Gene No. 


53031 






Strand 






Start 


65 






End 


299 




Name 


OJ990414 07 


. 9B12. 


C14 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


36 






End 


299" 




GI 


none 






Score 


188 




Exons 


36..299 f 36 


. .236, 


38. .154, 


41 . . 151 






Seq. No. 


25563 






Seq. ID 


OJ9904'14_07 . 9B12 


.C14 


Gene No . 


53031 






Strand 






Start 


65 






End 


299 




Name 


OJ990414 07 


. 9B12. 


C14 .ol.gs 


Method 


GENSCAN 




Start 


65 






End 


277 




GI 


none 






Score 


. 9 




Exons 


65. .277 












Seq. No. 


•25564 






Seq. ID 


OJ990414_07 . 9B12 


.C16 


Gene No. 


53032 






Strand 


+ 




Start 


925 






' End 


3225 




Name 


OJ990414_07 


. 9B12. 


C16.ol.gs 


Method 


GENSCAN 




Start 


925 




End 


3225 




GI 


none 






Score 


.48 




Exons 


925.. 1000, 


1509. . 


1670, 1984 


..2157, 3065. .3225 




Seq. No. 


25564 






Seq. ID 


OJ990414_07.9B12 


.C16 


Gene No. 


53033 






Strand 


+ 




Start 


6061 






End 


6364 




Name 


OJ990414 07 


. 9B12. 


CI 6 . ol . np 


Method 


AAT/NAP 




Start 


6061 






End 


6364 




GI 


115825 






Score 


67 




Exons 


6061. .6232, 


6308. 


.6364 









GI Descrip. CHLOROPHYLL A-B BINDING PROTEIN 3C PRECURSOR (LHCII TYPE I 
CAB-3C) (LHCP) gi | 72734 |pir | ICDT03C chlorophyll a/b-binding 
protein 3C precursor - tomato gi | 224 932 | prf | | 1204205G protein 
3C, chlorophyll binding [Lycopersicon esculentum] 

Seq. No. 25564 Seq. ID OJ990414_07.9B12.C16 

25596 




fipnp No 


53034 




Strand 










Start 


4683 




End 


6359 








Name 


OJ990414 07.9B12. 


C16.o2.gs 


Method 


GEN SCAN 








Start 


4683 




End 


6359 








GI 


none 




Score 


.8 








Exons 


4683.. 4835, 4938. 


.5084, 6103. 


.6245, 6353.. 6359 








Seq. No. 


25565 




Seq. ID 


OJ990414 


_07. 


9B12 


-C17 


Hpnp No 


53035 




Strand 


+ 








Start 


38.27 




End 


4244 








Name 


OJ990414 07.9B12. 


C17.o2.gs 


Method 


GEN SCAN 








Start 


3827 




End 


4244 








GI 


none 




Score 


.83 








Exons 


3827.. 3890, 4085. 


.4168, 4219. 


.4244 










Seq. No. 


25565 




Seq. ID 


OJ990414 


_07. 


9B12 


.C17 


fZpnp No 


53036 




Strand 


+ 








Start 


11494 




End 


13293 t 








Name 


' OJ990414 07.9B12. 


C17 . o5 . gs 


Method 


GENS CAN 








Start 


11494 




End 


• 13293 








GI 


none 




Score 


.76 








Exons 


11494. .11875, 13289.. 13293 












Seq. No. 


25565 




Seq. ID 


OJ990414 


_07 . 


9B12 


-C17 


Gpnp No 


53037 




Strand 


+ 








Start 


13924 




End 


14254 








Name 


OJ990414 07.9B12. 


C17.ol.gp 


Method 


AAT/GAP 








Start 


13924 




End 


14254 








GI 


286336 




Score 


589 








Exons 


13924. .14254 














Seq. No. 


25565 




Seq. ID 


OJ990414 


_07. 


9B12 


.C17 


Gen© No 


53038 




Strand 


+ 








Start 


14544 




End 


16565 








Name 


OJ990414 07.9B12. 


C17.o7.gs 


Method 


GEN SCAN 








Start 


.14544 




End 


16411 








GI 


none 




Score 


.88 








Exons 


14544. .14579, 14766 .. 14819, 157 64 .. 15883, 16280 


. .16411 




Seq. No. 


25565 




Seq. ID 


OJ990414 


_07 . 


9B12 


.C17 


Gpne No 


53038 




Strand 


+ 








Start 


14544 




End 


16565 








Name 


OJ990414 07.9B12. 


C17.o2.gp 


Method 


AAT/GAP 








Start 


15739 




End 


16565 








GI 


3760682 




Score 


750 








Exons 


15739. .15883, 16280. .16565 












Seq. No. 


25565 




Seq. ID 


OJ990414 


_07. 


9B12 


.C17 


Gene No . 


53039 




Strand 










Start 


5009 




End 


5367 








Name 


OJ990414 07.9B12. 


C17.o3.gs 


Method 


GENSCAN 








Start 


5009 




End 


5367 








GI 


none 




Score 


.99 








Exons 


5009.. 5133, 5241. 


.5367 












Seq. No. 


25565 




Seq. ID 


OJ990414_ 


_07. 


9B12 


.C17 


Gene No. 


. 53040 




Strand 











25597 



Start 
Name 
Start 
GI 

Exons 



5784 End 14224 

OJ990414_07 . 9B12 . C17 . o4 . gs Method GEN SCAN 
5784 End 10446 

none Score .78 

5784. .5996, 7080. .7964, 8837. .9157, 9723..9923, 9981. .10229, 
10429. .10446 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25565 
53040 
5784 

OJ990414_07. 9B12.C17.ol.np 

7060 

510473 



Seq. ID OJ990414_07.9B12.C17 



Strand 
End 

Method 

End 

Score 



14224 
AAT/NAP 
14209 
771 



7060. .7298, 7386. .7821, 9836. .10214, 13931. .14209 
(X74405) polyubiquitin [Artemia franciscana] 



25565 Seq. ID 

53040 Strand 

5784 End 
OJ990414_07. 9B12.C17.o6.gs Method 

13781 End 

none Score 
13781. .14224 



OJ990414_07.9B12.C17 

14224 
GENSCAN 
14224 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25565 

53041 

17251 

OJ990 

7045 

none 

7045. 

7072. 

7395. 

7489. 

7617. 

7704. 

9855. 

9892. 

10065 

10149 

13985 

13991 



414 07. 9B12;'C17.o2.ts 



.7179, 
.7179, 
.7613, 
.7614, 
.7655, 
.7820, 
.10061, 
.10062, 
. .10103 
. .10214 
. .14107 
. .14206 



7071. 
7252. 
7395. 
7489. 
7617. 
7705. 
9855. . 
9892. . 
10065 
10149 
13991 
14157 



Seq. ID OJ990414_07.9B12.C17 
Strand 

End 18498 
Method TBLASTX : Soybean 
. End 14210 
Score 56 
178, 7071. .7178, 7071. .7178, 7071. .7178, 
299, 7252. .7302, 7267. .7299, 7383. .7613, 

613, 7395. .7625, 7396.-7626, 7449. .7613, 

614, 7489. .7614, 7617. .7655, 7617. .7655, 
655, 7704. .7820, 7704. .7820, 7704. .7820, 
821, 7705. .7821, 7705. .7821, 7705. .7821, 
10061, 9855.. 10061, 9855.. 10073, 9856.. 10074, 
10056, 9892.. 10062, 10065 .. 10103, 

10103, 10065. .10103, 1014 9 .. 10214 , 
10214, 10149. .10214, 10150 .. 10215, 
14206, 13991. .14206, 13991 .. 14206, 
14210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25565 Seq. ID 

53041 Strand 

17251 End 

OJ990414_07.9B12.C17.ol.tc . Method 

7071 End 

none Score 



OJ990414_07.9B12.C17 
18498 

TBLASTX: Cress 

14249 

70 



7071. .7178, 7072. .7179, 7264. .7299, 7284. .7301, 7395. .7616, 
7489. .7614, 7617. .7655, 7704. .7826, 7705. .7827, 9855. .10064, 
9874.. 10062, 10065 .. 10103, 1014 9 .. 10214 , 13820 .. 13873, 
13874. .13924, 13991 .. 14206, 14070.. 14249 



Seq. No. 
Gene No. 
Start 



25565 
53041 
17251 



Seq. ID 

Strand 

End 



OJ990414 07.9B12.C17 



18498 



25598 



Name 

Start 

GI 

Exons 



OJ9904 14_07 . 9B12 . C17 . ol . tw Method TBLASTX : Wheat 
7071 End 14402 

none Score 7 6 

7071. .7178, 7071. .7178, 7072. .7179, 7084. .7179, 7252. .7299, 
7275. .7301, 7395. .7613, 7395.-7643, 7396. .7614, 7425. .7625, 
7489. .7614, 7537. .7614, 7539. .7613,. 7617. .7655, 7617. .7655, 
7704. .7841, 7704. .7820, 7705. .7824, 7705. .7821, 7744. .7821, 
7746. .7820, 9855. .10061, 9855. .10091, 9856. .10056, 9856. .10062, 
9996.. 10061, 10065. .10103, 10065 .. 10103, 1014 9 .. 10214 , 
10149. .10214, 10149. .10214, 13985 . , 14 095,> 13991 .. 1.4221, . 
13991. .14206, 13994. .14101, 14070 /. 14210, 14 070 .. 14213, 
14135. .14206, 14343.. 14402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25565 Seq. ID 

53041 Strand 

17251 End 

OJ990414_07. 9B12.C17.o2.tm Method 

7071 End 

none Score 



OJ990414_07.9B12.C17 
18498 

TBLASTX: Maize 

1423§ 

81 



7071. .7178, 7072. .7179, 7395. .7622, 7396.-7623, 7617. .7655, 
7704. .7823, 7705. .7824, 9855. .10070, 9856. .10071, 10065 .. 10103, 
10149. .10214, 13754. .13810, 13755 13811, 13820 .. 13924 , 
13821. .13949, 13985 .. 14095, 13991 .. 14236, 14070. .14213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25565 
53041 ' 
17251 

OJ990414_07 . 9B12 .C17 .o3 .gp 
16880 

1140_1.R1084 
16880. .17503, 17787.. 17964 

, 1495768/emb|CAA92823| 2.0e-36 ( Z68506) . chloroplast inner 
envelope protein, 110 kD (IEP110) [Pisum sativum] 1 



Seq. ID OJ990414_07.9B12.C17 
Strand 

End 18498 

Method AAT/GAP 

End 17964 

Score 1461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25565 
53041 
17251 

OJ9904 14_07 . 9B12 . C17 . ol . tm 
17125 - 



none 
• 17125 
17198 
17245 
17785. .18297 



Seq. ID OJ990414_07.9B12.C17 
Strand 

18498 

TBLASTX: Maize 
18297 
41 



End 

_ Method 

End 
Score 

17169, 17125. .17172, 1714 4 .. 17173, 17150 .. 1717 6, 
17221, 17241. .17390, 1724 4 .. 17399, 17245 .. 17400, 
17406, 17402. .17503, 17427 .. 17498, 17784 .. 18296, 



Seq. No. 25565 

Gene No. 53041 

Start 17251 

Name OJ9904 14_07 . 9B12 . C17 . 08 . gs 

Start 17251 

GI none 

Exons 17251. .17427, 17787.. 18266 

Seq. No. 25565 

Gene No. 53041 

Start 17251 

Name ' OJ990414_07 . 9B12 .C17 . o2 .np 



Seq. ID OJ990414_07.9B12.C17 
Strand 

End 18498 

Method GENS CAN 

End 18266 

Score .91 



Seq. ID OJ990414_07.9B12.C17 

Strand r 

End 18498 

Method AAT/NAP 



25599 




Start 


17254 


End 


18498 


GI 


1495768 


Score 


639 


Exons 


17254. .17 503, 17787. .184 98 






GI Descrip. 


(Z68506) chloroplast inner 


envelope protein, 110 kD (IEP110) 




[Pisum sativum] 






Seq. No. 


25565 


Seq. ID 


OJ990414_07 . 9B12 . C17 


Gene No. 


53041 


Strand 


— 


Start 


17251 


End 


18498 


Name 


OJ990414 07.9B12.C17.ol.ts 


Method 


.TBLASTX: Soybean . 


Start 


17883 


End 


18293 


GI 


none 


Score 


294 


Exons 


17883. .18293, 17884 .. 18264 






Seq. No. 


25566 


Seq. ID 


OJ990414JD7 . 9B12 .C25 


Gene No . 


53042 


Strand 


+ 


Start 


203 


End 


411 


Name 


OJ990414_07 . 9B12 . C25. ol . tc 


Method 


TBLASTX: Cress 


Start 


203 


End 


400 


GI 


none 


Score 


235 


Exons 


203. .400, 205. .399 






Seq. No. 


25566 


Seq. ID 


OJ990414_07.9B12.C25 


Gene No. 


53042 


Strand 


+ 


Start 


203 


End 


411 


Name 


OJ990414 07.9B12.C25.ol.gp 


Method 


AAT/GAP 


Start 


203 


End 


411 


GI 


54450 1.R1084 


Score 


336 


Exons 


203. .411 






GI Descrip. 


, 4006865/emb|CAB16783.1| 3. 


, Oe-42 (Z99707) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


25566 


Seq. ID 


OJ990414_07.9B12.C25 


Gene No. 


53042 


Strand 


+ 


Start 


203 


End 


411 


Name 


OJ990414 07.9B12.C25.ol.tm 


Method 


TBLASTX: Maize 


Start 


203 


End 


400 


GI 


none 


Score 


283 


Exons 


203. .400, 205. .399 






Seq. No. 


25566 


Seq. ID 


OJ990414_07.9B12.C25 


Gene No. 


53042 


• Strand 


+ 


Start 


203 


End 


411 


Name 


OJ990414 07.9B12.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


203 


End 


399 


GI 


none 


Score 


2.63 


Exons 


203. .397, 203. .397, 205. .399 




Seq. No. 


25567 


Seq. ID 


OJ990414_07.9B12.C26 


Gene No. 


53043 


Strand 




Start 


120 


End 


187 


Name 


OJ990414 07.9B12.C26.ol.gp 


Method 


AAT/GAP 


Start 


120 


End 


187 


GI 


29591 1.R1084 


Score 


117 


Exons 


120. .187 






GI Descrip. 


• 2645165/dbj | D50573 | D50573 


3. Oe-42 Oryza sativa mRNA, similar 



ribosomal protein ' 



25600 




Seq. No. 


25568 


Seq. ID 


OJ990414_07 . 


9B12.C27 


Gene No. 


53044 


Strand 


+ 




Start 


195 


End 


1417 




Name 


OJ990414 07.9B12.C27.ol.gp 


Method 


AAT/GAP 




Start 


195 


End 


1417 




GI 


54450 1.R1084 


Score 


1338 




Exons 


195. .442, 819. .922, 1013.. 


1417 






GI Descrip. 


f 40.06865/emb|CAB16783. 1 1 3 


.Oe-42 (Z99707) putative 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


25568 


Seq. ID 


OJ990414 07. 


9B12.C27 


Gene No. 


53044 


Strand 


+ 




Start 


195 


End 


1417 




Name 


OJ990414 07.9B12.C27.ol.gs 


Method 


GENSCAN 




Start 


195 


End 


1159 




GI 


none 


Score 


.71 




Exons 


195. .442, 819. .922, 1013.. 


1159 






Seq. No. 


25568 


Seq. ID 


OJ990414_07. 


9B12-C27 


Gene No. 


53045 


. Strand 


+ 




Start 


6149 


End 


9372 




Name 


OJ990414 07.9B12.C27.o3.gs 


Method 


GENSCAN 




Start 


6149 


End 


9372 




GI 


none 


Score 


,67 




Exons 


6149.. 6310, 9217. .9372 








Seq. No. 


25568 


Seq. ID 


OJ990414JD7. 


9B12.C27 


Gene No. 


53046 


Strand 


+ 




Start 


9769 


End 


12037 




Name 


OJ990414 07.9B12.C27.o2.gp 


Method 


AAT/GAP 




Start 


9758 


End 


12037 




GI 


851 1.R1084 


Score 


3474 




Exons 


9758. .10443, 10530. .11012, 


11391. .12037 




GI Descrip. 


■4096173 2.0e-93 (U25968) 


early embryogenesis protein [Oryz 




sativa] ■ 








Seq. No. 


25568 


Seq. ID 


OJ990414_07. 


9B12.C27 


Gene No. 


53046 


Strand 


+ 




Start 


9769 


End 


12037 




Name 


OJ990414 07.9B12.C27.ol.np 


Method 


AAT/NAP 




Start 


9769 


End 


11825 




GI 


4096173 


Score 


2392 




Exons 


9769.. 10443, 10531 .. 11012, 


11391. .11825 




GI Descrip. 


(U25968) early embryogenesis protein 


[Oryza sativa] 




Seq. No. 


25568 


Seq. ID 


OJ990414_07. 


9B12.C27 


Gene No. 


53046 


Strand 


+ 




Start 


9769 


End 


12037 




Name 


OJ990414 07.9B12.C27.o4.gs 


Method 


GENSCAN 




Start 


9769 


End 


11828 




GI * 


none 


Score 


.99 




Exons 


9769.. 10443, 10530 .. 11012, 


11391. .11828 




Seq. No. 


25568 


Seq. ID 


OJ990414_07. 


9B12.C27 


Gene No. 


53047 


Strand 


+ 




Start 


13368 


End 


14780 





25601 



Name 


OJ990414 07.9B12.C27.o5. 


gs 


Method 


GEN SCAN 




Start 


13368 




End 


14780 




GI 


none 




Score 


.88 




Exons 


13368. .13520, 13584 .. 13793, 13889 .. 14118, 14434 .. 14604, 






14740. .14780 










Seq. No. 


O R R CQ 




oeq . iu 


nTQQn/i 1 /i n*7 qdi o 


CO~l 

. Cz / 


Gene No. 


con/ o 




Strand 






Start 


looU 




Cjna 


Z 0 jo 




Name 




ic 


Method 


i dJjAo i a . ure s s 




Start 


9 99. 

zzz 






1 1 t;n 

11 DU 




GI 


none 




Score 


1Z 1 




Exons 


999 A "Z A 999 /I 9 / 999 
ZZZ..404, ZZZ..4J4, J . 


A A 1 
. H <i 1 , 


O AO /I Cyl 
Z4Z. .404, 


QflQ OQO 1 ACQ 
OUy. .OOJ, 1U JO . 


. 1 lot 




1078. .1140 










Seq. No. 


Z JJDO 




oeq. id 


ujyyu4i4 u / . yciz 


POT 

. Cz / 


Gene No. 


OOUflO 




o trana 






Start 


looU 






Z DjO 




Name 


ujyyu4i4 u / . y tsiz . / . oz . 




Method 


i dLiAo 1a : Mai ze 




Start 


ZZZ 






Q9 A 

y z 4 




GI 


none 




Score 


"*} Q R 

j y 0 




Exons 


999 yi yi A oO"5 //II TOO 
ZZZ. .44U, ZZJ..441, Zzo. 


A R ft 
. 4 OU , 


O U 0 . . O / J , 


QflQ QQC QIC 


yzo , 




817. .924, 818. .922 










Seq. No. 


Zjjdo 




Seq. ID 


OJ990414_07.9B12 


. Cz / 


Gene No. 


ooU4o 




Strand 






Start 


looU 




End 


2638 




Name 


n iQQAyi 1 » m qdi o con <-\ i 
UJyyU414 U / . yrJlz . LZ / . Ol . 


ts 


Method 


TBLASTX : Soybean 




Start 






End 


1183 




GI 


none 




Score 


371 




Exons 


223. .438, 223. .435, 225. 


.449, 


225. .437, 


809. .886, 1056. 


. 1 1 o( 




1056.. 1157, 1058.. 1162, 


1069. 


.1167, 1070.. 1183 




Seq. No. 


ZOO Do 




Seq. ID 


OJ990414_07.9B12 


. Cz / 


Gene No. 


con/Q 
DjU4o 




Strand 






Start 


1 Qon 
looU 




End 


2638 




Name 


ATQQnyii/i m am o con r^o 
uuyyufiifi u / . yoiz . tz / . oz . 


gs ■ 


Method 


GENS CAN 




Start 


looU 




End 


2638 




GI 


none 




Score 


.82 




Exons 


1880. .2638 










beq. no. 


25568 




Seq. ID 


OJ990414_07.9B12 


. Cz / 


Gene No . 


53049 




Strand 






Start 


9910 




End 


11753 




Name 


OJ990414 07.9B12.C27.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9910 




End 


11720 




GI 


none 




Score 


124 




Exons 


9910.. 10074, 10273. .10443, 10281.. 10385 


>, 10848. .10988, 






11388. .11720, 11390. .11458, 11519.. 11719 




Seq. No. 


25568 




Seq. ID 


OJ990414_07.9B12 


POT 

. Cz / 


bene no . 


53049 




Strand 






Start 


- 9910 




End 


11753 




Name 


OJ990414 07.9B12.C27.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9910 




End 


11753 




GI 


none 




Score 


47 




Exons 


9910.. 9963, 9961.. 10074, 


10287. .10388, 


10288. 110443, 





25602 






^ /*\ f"\ 1" rt 1 rt rt /"\ M i A A /" rt 

10859.. 10 98 4, 10860. 


. 10988, 


10869. .10988, 11388. .11753, 






11393. . 11752 










Seq. No. 


25568 




Seq. ID 


OJ990414_07.9B12 


ft T 

. C27 


Gene No. 


53049 




Strand 






Start 


9910 




End 


11753 




Name 


OJ990414 07.9B12.C27 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10006 




End 


11600 




GI 


none 




Score 


66 




Exons 


1 AAA/" -1 C\ (~\ f~ Ct *1 1 O O O 

10006 .. 10068 , 11388. 


. 11420, 


11421. .11600, 114 44. .11599 




Seq. No. 


25568 




Seq. ID 


OJ990414J37.9B12 


ft T 

. CZ I 


Gene No. 


53050 




Strand 






Start 


13626 




End 


14566 




Name 


OJ990414 07.9B12.C27 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


13626 




End 


14566 




GI 


none 




Score 


168 




Exons 


13626 .. 1513b, 13655. 


1 m ft C 

. 13795, 


13890. .13976, 13891 .. 14124 , 






138 92 .. 14125 , 13892. 


. 14125, 


14070. .14129, 14431. .14559, ' 






14431 .. 14565, 14432. 


1 A C /* f 

. 14566, 


14450. .14566 




Seq. No. 


25568 




Seq. ID 


OJ , 9' ; 904i^_07.9B12 


p A "7 


Gene No. 


53050 




Strand 






Start 


13626 




End 


14566 




Name 


OJ990414 07.9B12.C27 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


13884 




End 


14089 




GI 


none 




Score 


234 




Exons 


13884 .. 14000, 13886. 


. 14089, 


13891. .14088 




Seq. No. 


25569 




Seq. ID 


OJ990414_07.9B12 


. C28 


Gene No. 


53051 




Strand 


+ 




Start 


159 




End 


1061 




Name 


f~\ T A A A >l 1 A Aril A /"*• O O 

OJ990414 07.9B12.C28 


.ol.gs 


Method 


GENSCAN 




Start 


159 




End 


1059 




GI 


none 




Score 


.98 




Exons 


159 . . 264 , 596 . .802, 


895. .1059 






Seq. No. 


25569 




Seq. ID 


OJ990414_07.9B12 


/"i ft o 

. C28 


Gene No. 


, 53051 




Strand 


+ 




Start 


159 




End 


1061 




Name 


tA A A Jl 1 A r\ "*7 ft n 1 1 /"» O ft 

OJ990414 07.9B12.C28 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


626 




End 


1029 




GI 


none 




Score 


189 . 




Exons 


626 . . 802, 637 . . 807, 


888. .1028, 897. .1028, 898. .1029 




Seq. No. 


25569 




Seq. ID 


OJ990414_07.9B12 


. C28 


Gene No-. 


53051 




Strand 


+ 




Start 


159 




End 


1061 




Name 


OJ990414 07.9Bl2.C28 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


730 




End 


1061 




GI 


none 




Score 


107 




rvAn o 


7^0 flft7 7*31 ftO? 


888. .989 


, 897. .1061, 898. .1047 




Seq. No. 


25569 




Seq. ID 


OJ990414_07.9B12 


.C28 


Gene No. 


53051 




• Strand 


+ 




Start 


159 




End 


1061 




Name 


OJ990414 07.9B12.C28 


.ol. tc 


Method 


TBLASTX: Cress 





25603 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

:*GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



894 
none 

894. .1058, 895. .1047 

25570 
53052 
1 

OJ990414_07.9B12.C29.ol.np 
1 

6382526 . 



End 
Score 



1058 
236 



Seq. ID OJ990414_07.9B12.C29 

Strand + 

End 2459 

Method AAT/NAP 

End 2410 

Score 784 



1..247, 651. .757/ 1249.. 1658, 1749. .2061, 2271. .2410 
(AC011020) hypothetical protein [Arabidopsis thaliana] 



25570 
53052 
1 

OJ990414_07. 9B12.C29.ol.gs 

108 

none 



Seq. ID OJ990414_07.9B12.C29 

Strand + 

End 2459 

Method GENSCAN 

End 2443 

Score .69 



108. .242, 1227. .1658, 1749. .2061, 2271. .2443 



25570 Seq. ID 

53052 Strand 

1 End 
OJ990414_07 . 9B12 . C29 . ol . gp Method 

1732 . End 

uC-osflM202052d02bl Score 
1732.. 2061, 2271. .2459 

■283267-7/embl CAA16777.il 3.0e-10 (AL021712) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ990414_07.9B12.C29 
+ 

2459 
AAT/GAP 
2459 
956 



25570 
53053 
3441 

OJ9904 14_07 . 9B12 . C29 . ol . tm 

1214 

none 



Seq. ID OJ990414_07.9B12.C29 
Strand 

End 10887 

Method TBLASTX : Maize 

End 1628 

Score 125 



1214.. 1300, 1224.. 1319, 1227.. 1325, 1316. .1510, 1319.. 1618, 
1323. .1628, 1326. .1607, 1556. .1627 



25570 
53053 
3441 

OJ990414_07 . 9B12 . C29 . o3 . tm 

1629 

none 

1629.. 1727, 1631.. 1660, 1752. 
1784. .2002, 1785. .2006 

25570 
53053 
3441 

OJ9904 14_07 . 9B12 . C29 . o2 . ts 

3438 

none 

3438. .3527, 3440. .3511, 3444. 



Seq. ID OJ990414_07.9B12.C29 
Strand 

End 10887 

Method TBLASTX : Mai ze 

End 2006 

Score 74 

.1997, 1753. .2001, 1762. .1998, 



Seq. ID OJ990414_07.9B12.C29 
Strand 

End 10887 

Method TBLASTX : Soybean 

End 4809 

Score 72 



.3521, 3445. .3534, 3712.. 3804, 
3716...3802, 3942. .4070, 3943.. 4068, 4118. .4255, 4 122. . 4253, 



25604 



4720. .4809, 4725. .4802 

Seq. No. 25570 

Gene No. 53053 

Start 3441 

Name 0 J990 4 1 4_07 . 9B12 . C2 9 . o2 . gs 

Start 3441 

GI none 
Exons 



Seq. ID OJ990414_07.9B12.C29 



Strand 
End 

Method 

End 

Score 



10887 
GEN SCAN 
10887 
.71 



3441. .3521, 3942. .4067, 4728.-4847, 5404. .5496, 5763. .5909, 
6560. .6814, 6906. .7081; 7886. .8012, 8262. .8378, 9441. .9466, 
10878.. 10887 



Seq. No. 25570 

Gene No. 53053 

Start 3441 

Name 0 J9 9 0 4 1 4_0 7 . 9B12 . C2 9 . o2 . np 

Start 3444 

GI 4850401 

Exons 3444.. 3521, 3709.. 3807, 
5404. .5496, 5763. .5909, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3942. .4067, 



OJ990414 07.9B12.C29 



10887 
AAT/NAP 
7932 
1407 
4142. .4252, 



4728. 
7886. 



.4847, 
.7932 



6590. .6814, 6906. .7140, 
(AC007357) Strong similarity to gb|U29610 Actin-like protein 
.(Arp3) from Acanthamoeba castellanii and is a member of the 
PF | 00022 Actin family. [Arabidopsis thaliana] 



Seq. No. 25570 

Gene No. 53053 

Start 3441 

Name OJ9904 14_07 . 9B12 .C29. o2 . tw 

Start 3697 

GI none 

Exons 3697.. 3804, 
4130. .4171 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_07.9B12.C29 
10887 

TBLASTX: Wheat 

4180 

108 



3710. .3802, 3943. .4068, 3960. .4070, 4118. .4180, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25570 
53053 
3441 

OJ990414_07.9B12.C29.ol.tc 

3706 

none 

3706. .3798, 4002. .4079, 5787. 
6909. .6944, 6959. .7015, 6986. 

25570 
53053 
3441 

OJ990414_07. 9B12.C29.o4.tm 
3975 
none 
3975, 
4118, 
4724, 



Seq. ID OJ990414_07.9B12.C29 
Strand. 

End 10887 

Method TBLASTX : Cress 

End 7015 

Score '87 

.5948, 6608. .6814, 6615. .6851, 
.7006 



,4067, 3975. 
,4255, 4143. 
,4849, 4725. 



,4067, 3976. 
,4253, 4145. 
,4802, 4729. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4068, 3977. 
.4255, 4692. 
.4848, 5428. 



OJ990414_07 . 9B12 .C29 
10887 

TBLASTX: Maize 
5466 
107 



.4069, 4115, 
.4823, 4720, 
.5466 



.4174, 
,4848, 



Seq. No. 25570 Seq. ID 

Gene No. 53053 Strand 

Start 3441 End 

Name OJ9904 14_07 . 9B12 . C29 . o3 . ts Method 

Start 5399 End 



OJ990414_07 . 9B12 . C29 
10887 

TBLASTX : Soybean 
6748 



25605 



GI 


none 






Score 


110 


Exons 


5399. .5497, 


5399. .5500, 


5404 . 


.5505, 5761.. 5901, 




5787. .5906, 


. 6590. .6748, 


6606. 


.6746 




Seq. No. 


25570 






Seq. ID 


OJ990414 


Gene No. 


53053 






Strand 




Start 


3441 






End 


10887 


Name 


OJ990414 07 


. 9B12 . C29 .o2 


. tm 


Method 


TBLASTX: : 


Start 


6606 






End 


6968 


GI 


none 






Score 


191 


Exons 


6606. .6734, 


6606. .6728,' 


6607. 


.6729, 6608. .6748, 




6728. .6817, 


6729. .6815, 


6729. 


.6821, 6730. .6816, 




6904. .6966, 


6909. .6968 








Seq. No. 


25570 






Seq. ID 


OJ990414 




53053 
*j *j \j *j -j 






Strand 


— 


Start 


3441 






End 


10887 


Name 


OJ990414 07 


.9B12.C29.ol 


.tw 


Method 


TBLASTX: 


Start 


6608 






End 


6944 


GI 


none 






Score 


92 


Exons 


6608. .6814, 


6642. .6815, 


6909. 


.6944 




Seq. No. 


25570 






Seq. ID 


OJ990414 


Gpnp No 


53053 






Strand 




Start 


3441 






End 


10887 


Name 


OJ99Q414 07 


.9B12.C29.ol 


.ts 


Method 


TBLASTX: 


Start 


6779 






End 


7139 


GI 


none 






Score 


169 


Exons 


6779. .6817, 


6909. .7139, 


6946. 


.7137 




Seq. No. 


25570 






Seq. ID 


OJ990414 


fZe»nf^ Mo 


53053 






Strand 




Start 


3441 






End 


10887 


Name. 


OJ990414 07 


.9B12.C29.o5 


. tm 


Method 


TBLASTX:! 


Star-t 


6969 






End 


7936 


GI 


none 






Score 


225 


Exons 


6969. .7139, 


6970. .7140,- 


6976. 


.7140, 7883. .7936, 


Seq. No : 


25571 






Seq. ID 


OJ990414 


Gene No. 


53054 






Strand 


+ 


Start 


464 






End 


705 


Name 


OJ990414 07 


.9B12.C30.ol 


. np 


Method 


AAT/NAP 


Start 


464 






End 


705 


GI 


6721512 






Score 


68 


Exons 


464. .575, 603. .705 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


25571 






Seq. ID 


OJ990414 


Gene No. 


53055 






Strand 


+ 


Start 


640 






End 


11213 


Name 


OJ990414 07 


.9B12.C30.ol 


. gs 


Method 


GEN SCAN 


Start 


640 






End 


.11213 


GI 


none 






Score 


.49 


Exons 


640. .710, 1054. .1090, 1595. .1730, 3194 


..3248, 4 



6773.. 6902, 8011.. 8183, 9084.. 9218, 9605.. 9741, 9770.. 9878, 
10117. .10241, 10286. .10330, 10866.. 11213 



25606 




Seq. No. 


25571 


Seq. ID 


OJ990414 07.9B12 


. C30 


Gene No. 


53055 


Strand 


+ 




Start 


.640 


End 


11213 




Name 


OJ990414_07 . 9B12.C30.o2.np 


Method 


AAT/NAP 




Start 


1592 


End 


344 6 




GI 


2500378 


Score 


354 




Exons 


1592. .1730, 3194. .3295, 3403., 


. 3446 






GI Descrip. 


60S RIBOSOMAL PROTEIN L37 








Seq. No. 


25571 


Seq. ID 


OJ990414_07 . 9B12 


. C30 


Gene No. 


53055 


Strand 


+ 




Start 


640 


End 


11213 




Name 


OJ990414 07.9B12.C30.ol.gp 


Method 


AAT/GAP 




Start 


1618 


End 


3618 




GI 


67922 1.R1084 


Score 


687 




Exons 


1618. .1730, 3194. .3295, 3403., 


.3618 






GI Descrip. 


'1350736/sp|P49212|RL37 LYCES 


2.0e-21 


60S RIBOSOMAL PROTEIN 


>gi 629673 pir S44313 ribosomal protein L37 - tomato 






>gi- 483586 emb CAA55674 (X79074) ribosomal protein L37 






[Lycopersicon esculentum] 1 








Seq. No. 


25571 


Seq. ID 


OJ990414_07. 9B12 


.C30 


Gene No. 


53056 


Strand 


+ 




Start 


12024 


End 


13136 




Name . 


OJ990414 07.9B12.C30.ol.tm 


Method 


TBLASTX: Maize - 




Start 


.1585 


End 


3450 




GI 


none 


Score 


254 





Exons 1585.. 1734, 1586.. 1729, 3185.. 3295, 3193. .3294, 3195.. 3296, 

3196. .3297, 3401. .3445, 3402. .3449, 3405. .3449, 3406. .3450 



Seq. No. 25571 

Gene No. 53056 

Start 12024 

Name OJ990414JD7 . 9B12 . C30 .ol . tc 

Start 1589 

GI none 

Exons 1589.. 1726, 1594.. 1734, 3195. 
3402. .3443 



Seq. ID OJ990414_07.9B12.C30 

Strand + 

End 13136 

Method TBLASTX : Cress 

End 3443 

Score 217 

.3296, 3196. .3297, 3401. .3433, 



Seq. No. 25571 

Gene No. 53056 

Start 12024 

Name OJ9904 14_07 . 9B12 . C30 . o2 . ts 

Start 1589 

GI none 

Exons 1589.. 1729, 1594.. 1734, 3193. 

3401.. 3439, 3402.. 3443 

Seq. No. 25571 

Gene No. 53056 

Start 12024 

Name OJ9904 14_07 . 9B12 . C30 . o3 . tm 

Start 9089 

GI ■ none 

Exons 9089.. 9259, 9096.. 9290, 9262. 



Seq. ID OJ990414_07.9B12.C30 

Strand + 

End 13136 

Method TBLASTX : Soybean 

End 34^43 

Score 227 

.3297, 3196.. 3297, 3197.. 3301, 



Seq. ID OJ990414_07.9B12.C30 

Strand + 

End 13136 

Method TBLASTX : Mai ze 

End 9306 

Score 80 
.9306 



Seq. No.. 



25571 



Seq. ID OJ990414_07.9B12.C30 



25607 



Gene No. 


53056 


Strand 


+ 






Start 


12024 


End 


13136 






Name 


OJ990414 07.9B12.C30.o3.np 


Method 


AAT/NAP 






Start 


12016 


End 


13121 






GI 


4680501 


Score 


353 






Exons 


12016. .12512, 12549.. 13121 










GI Descrip. 


(AE119222) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25571 


Seq. ID 


OJ990414 


_07 . 9B12 


.C30 


Gene No. 


53056 


Strand 


+ 






Start 


12024 


End 


13136 






Name 


OJ990414 07.9B12.C30.o2.gs 


Method 


GENS CAN 






Start 


12024 


End 


13136 






GI 


none 


Score 


. 97 






Exons 


12024. .13136 










Seq. No. 


25571 


Seq. ID 


OJ990414 


_07 . 9B12 


.C30 


Gene No. 


53056 


Strand 


+ 






Start 


12024 


End 


13136 






Name 


OJ990414_07.9B12.C30.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


12042 


End 


I29ll 






GI 


none 


Score 


125 






Exons 


12042. .12194, 12420. .12476, 


12543. .12716, 12587 


. . 12712, 






12717. .12824, 12846. .12911 










Seq. No. 


25571 . 


Seq. ID 


OJ990414 


_07 . 9B12 


.C30 


Gene No. 


53056 


Strand 


+ 






Start 


12024 


End 


13136 






Name 


OJ990414 07.9B12.C30.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


12420 


End 


13121 




GI 


none 


Score 


44 






Exons 


12420. .12476, 12543 12734 , 


12596. .12718, 12717 


. . 12824, 






12846. .13121, 12854. .13108 










Seq. No. 


25572 


Seq. ID 


OJ990414 


_07 . 9B12 


,C31 


Gene No. 


53057 


Strand 


+ 






Start 


1 


End 


2250 






Name 


OJ990414 07.9B12.C31.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2250 






GI 


4680500 


Score 


181 






Exons 


1..87, 1699. .2250 










GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25572 


Seq. ID 


OJ990414 


_07 . 9B12 


.C31 


Gene No. 


53057 


Strand 


+ 






Start 


1 


End 


2250 






Name 


OJ990414 07.9B12.C31.ol.gs 


Method 


GENSCAN 






Start 


1218 


End 


2H8 






GI 


none 


Score 


.98 






Exons 


1218.. 1463, 1549.. 2118 










Seq. No. 


25572 


Seq. ID 


OJ990414 


07 . 9B12 


,C31 


Gene No. 


53058 


Strand 


+ 






Start 


3481 


End 


3938 






Name 


OJ990414 07.9B12.C31.o2.gs 


Method 


GENSCAN 






Start 


3481 


End 


3938 






GI 


none 


Score 


.84 







25608 




Exons 


3481 . . 3938 














Seq. No. 


25573 






Seq. ID 


OJ9904l4_07 . 


9B12 


. C32 


Gene No. 


53059 






Strand 


+ 






Start 


1 






End 


393 






Name 


OJ990414_07 


.9B12.C32.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


362 






GI 


4680341 






Score 


232 






Exons 


1 . . 362 














GI Descrip. 


(AF128457 ) 


hypothetical 


protein [Oryza 


sativa subsp 


indica] 


Seq. No. 


25573 






Seq. ID 


OJ990414 07. 


9B12 


.C32 


Gene No. 


53059 






Strand 


+ 






Start 


1 






End 


393 






Name 


OJ990414_07 


, 9B12 ,C32 .ol 


. gs 


Method 


GEN SCAN 






Start 


13 






End 


393 






GI 


none 






Score 


. 89 






Exons 


13 . . 393 














Seq. No. 


25573 






Seq. ID 


s~\ Tr\rtA i 1 a r\ "-i 

OJ9904l4_07 . 


9B12 


.C32 


Gene No. 


53060 






Strand 


+ 






Start 


6449 






End 


12285 






Name 


OJ990414_07 


.9B12.C32.o3 


. np 


Method 


AAT/NAP 






Start 


644 9 






End 


12285 






GI 


4680341 






Score 


424 






Exons 


6449. . 6500, 


7096. .7156, 


11573 


. .12285 








GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp 


. indica] 


Seq. No. 


25573 






Seq. ID 


OJ990414_07 . 


9B12 


.C32 


Gene No. 


53061 






Strand 








Start 


2698 






End 


3300 






Name 


OJ990414_07 


.9B12.C32.ol 


.gp 


Method 


AAT/GAP 






Start 


2698 






End 


3300 






GI 


none 






Score 


607 






Exons 


2698 . . 2770, 


2862. .2982, 


3065. 


.3300 








Seq. No. 


25573 






Seq. ID 


OJ990414_07 . 


9B12 


.C32 


Gene No. 


53062 






Strand 








Start 


10179 






End 


10781 






Name 


OJ990414_07 


.9B12.C32.o2 


• gp 


Method 


AAT / GAP 






Start 


9869 






End 


10509 






GI 


none 






Score 


114 6 






Exons 


9869. . 10509 














Seq. No., 


25573 






Seq. ID 


OJ990414_07 . 


9B12 


.C32 


Gene No. 


53062 






Strand 








Start 


10179 






End 


10781 






Name 


OJ990414 07 


.9B12.C32.o4 


. gs 


Method 


GENSCAN 






Start 


10179 






End 


10772 






GI 


none 






Score 


. 94 






Exons 


10179. .10685, 10758.. 10772 










Seq. No. 


25573 






Seq. ID 


OJ990414_07. 


9B12 


.C32 


Gene No. 


53062 






Strand 








Start 


10179 






End 


10781 






Name 


OJ990414 07 


.9B12.C32.o2 


. np 


Method 


AAT/NAP 






Start 


10182 




End 


10781 







25609 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



121631 Score 572 

10182.. 10781 

GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 2 PRECURSOR 

gi | 72323 | pir | | KNNT2S glycine-rich protein 2 - wood tobacco 

gi|19743|emb|CAA42622| (X60007) nsGRP-2 [Nicotlana sylvestris] 



25573 
53063 
14103 

OJ990414_07.9B12.C32.o2".ts 
1 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand 

End 20484 

Method TBLASTX : Soybean 

End 12288 

Score 128 



1..144, 3. .149, 135. .314, 184. .315, 315. .362, 4609. .4740, 
4611. .4694, 4741. .4797, 4873. .5034, 4875. .5063, 5047. .5127, 
7630. .7866, 7689. .7787, 7933. .8094, 11572 .. 11667 , 11713. . 11874, 
11769. .11873, 11881. .11955, 12013 .. 12288 , 12021 .. 12047 , 
12141. .12287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI , 



25573 - Seq. ID OJ990414_07.9B12.C32 

53063 "Strand 

14103 End 20484 

OJ9904 14_07 . 9B12 . C32 . o3 . tm Method TBLASTX : Maize 

1 End 13561 

none Score 108 

1..144, 15. .158, 135. .314, 184. .435, 4093. .4221, 4617. .4694, 
4618. .4728, -4741. .4797, 4746.-4793, 4873. .5034, 4875. .5030, 
5047. .5127, 7174. .7212, 7228.-7323, 7630. .7866, 7689. .7862, 
7933.. 8094, 11235 .. 11381, 11236 .. 11382 , 11572 .. 11667 , 
11572. .11619, 11713. .11874, 11733 .. 117 62, 11763 .. 11873, 
11899. .11955, 12013. .12288, 12040 .. 12225, 13382 .. 134 53, 
13453. .13560, 13469.. 13561 



25573 
53063 
14103 

OJ9904 14_07 . 9B12 . C32 . o2 . tc 
70 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand 

End 20484 

Method TBLASTX : Cr es s 

End 12270 

Score 81 



70.. 144, 148.. 363, 192:. .314, 4753.. 4800, 4873.. 5031, 4875.. 5039,. 
5053. .5115, 7810. .7866, 7933. .8091, 11896. . 11955, 12012 .. 12047 , 
12013. .12270, 12141. .12266 



25573 
53063 
14103 

OJ9904 14_07 . 9B12 . C32 . o2 . tw 
85 

none 



20484 

TBLASTX: Wheat 
12186 
76 

85. .144, 175. .357, 4741. .4797, 4872. .5102, 4876. .5115, 
7810. .7866, 7936. .8091, 11899 .. 11955, 12025. .12186 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 07.9B12.C32 



25573 

53063 

14103 

OJ990414 

10525 

none 



07.9B12.C32.ol.tw 



Seq. ID 

Strand 

End 

Method 

End- 

Score 



OJ990414_07. 9B12.C32 
20484 

TBLASTX: Wheat 

10763 

220 



25610 




Exons 


10525. .10692, 10529. 


.10690, 


10539. .10691, 10740 


. .10763 




Seq. No. 


25573 




Seq. ID 


OJ990414 


_07.9B12 


.C32 


Gene No. 


53063 




Strand 








• O Lai U 






End 


20484 






• Name 


OJ990414 07.9B12.C32 


. o5 . tm 


Method 


TBLASTX: 1 


Maize 




Start 


10525 




End 


10779 






GI 


none 




Score 


227 






Exons 


10525. .10689, 10539. 


.10691, 


10542. ..10688, 10740 


. .10775, 






10741. .10779 












Seq. No. 


25573 




Seq. ID 


OJ990414 


_07. 9B12 


.C32 


Gene No. 


53063 




Strand 








Start 


14103 




End 


20484 






Name 


OJ990414 07.9B12.C32 


. ol.tm 


Method 


TBLASTX : ! 


Maize 




Start 


14095 




End 


17273 






GI 


none 




Score 


77 








1 1 4 1 4?47 


. 14384 , 


14254. .14379, 14405 


. .14569, 






14422. .14580, 14436. 


.14567, 


14467. .14685, 14569 


. .14616, 






14621. .14752, 14625. 


.14753, 


14647. .14751, 14842 


. .14925, 






14843. .14929, 14849. 


.14929, 


15028. .15105, 15039 


. .15104, 






15053. .15112,- 16934. 


.16996, 


16935. .16997, 16977 


. .17003, 






17120. .17218, 17129. 


.17224, 


17238. .17273 






S ?J Seq. No. 


25573 




Seq. ID 


OJ990414 


_07.9B12 


.C32 


*=! Gene No. 


53063 • 




Strand 








;ri start 


14103 




End 


20484 






* i n Name 


O.TQQn41 4 07 QR1 9 CI? 




Method 


GEN SCAN 






Start 


14103 




End 


20415 








none 




Score 


.58 






: jf • Exons 


14103. .14750, 15538. 


.15668, 


16934. .16995, 17214 


. .17741, 




: 


18367. .18446, 18778. 


.18921, 


19371. .19482, 19587 


. .19768, 




§ 


19844. .19975, 20095. 


.20415 










=i Seq. No. 


25573 




Seq. ID 


OJ990414 


_07.9B12 


.C32 


!K I Gene No. 


53063 




, Strand 








^ Start 


14103 




End 


20484 






™ Name 


OJ990414 07 . 9B12 .C32 


. oS.np 


. Method 


AAT/NAP 






3 Start 


14106 




End 


17323 






3 GI 


6714274 




Score 


353 






* a Exons 


14106. .14764, 14847. 


.14932, 


15014. .15104, 16934 


. .16995, 






17130. .17191, 17264. 


.17323 










GI Descrip. 


(AC017118) F6N18.11 


[Arabidopsis thaliana] 






Seq. No. 


25573 




Seq. ID 


OJ990414 


_07.9B12 


.C32 


Gene No. 


53063 




Strand 








Start 


14103 




End 


20484 






Name 


OJ990414 07.9B12.C32 


. 06 .np 


Method 


AAT/NAP 






Start 


18274 




End 


20484 






GI 


2832661 




Score 


634 






Exons 


18274. .18339, 18384. 


.18446, 


18778. .18! 


921, 19371 


. .19482, 






19587. .19804, 19844. 


.19975, 


20095. .20484 






GI Descrip. 


(AL021710) pherophorin - like protein 


[Arabidopsis thaliana] 


Seq. No. 


25573 




Seq. ID 


OJ990414 


_07.9B12 


.C32 


Gene No. 


53063 




Strand 








Start 


14103 




End 


20484 







25611 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



OJ990414_07 . 9B12 . C32 . ol . ts Method 
18387 End 
none Score 



TBLASTX : Soybean 

20217 

107 



18387. .18449, 18772 18924 , 18778 18924 , 19368 194 84 , 
19573. .19770, 19576 1974 6, 19581 .. 19805, 1958 9 .. 197 68 , 
19841. .19972, 19842 .. 19967, 20092.. 20217 



25573 
53063 
14103 

OJ990414_07.9B12.C32.o6.tm 

18399 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand - ' 
End ' 20484 
Method TBLASTX: Maize- 
End 18924 
Score 212 



18399. .18449, 18778 .. 18924 , 18779 .. 18922, 18780. .18923 



25573 
53063 
14103 

OJ9904 14_07 . 9B12 . C32 . o2 . tm 

19368 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand 

End 20484 

Method TBLASTX : Mai ze 

End 19756 

Score 123 



19368. .19478, 19368 19484 , 19372 .. 19485, 19581 .. 19754 , 
19588. .19755, 19589 19756, 19598.. 19756 



25573 
53063 
14103 

OJ990414_07.9B12.C32.ol.tc 

19589 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand 

End 20484 

Method TBLASTX : Cress 

End 20166 

Score 126 



19589. .19768, 19605 .. 19802, 19841 .. 19975, 19842 19970 , 
20092.. 20166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25573 
53063 
14103 

OJ9904 14_07 . 9B12 . C32 . o4 . tm 

20090 

none 



Seq. ID OJ990414_07.9B12.C32 
Strand 

End 20484 

Method TBLASTX : Mai ze 

End 20348 

Score 250 



20090. .20281, 20092 .. 20280, 20099 .. 20347 , 20100.. 20348 



25574 
53064 
1 

OJ990414_07.9B12.C33.ol.np 
1 

2832661 
1. .337 

(AL021710) pherophorin - like protein [Arabidopsis thaliana 



Seq. ID OJ990414_07.9B12.C33 
Strand 

1876 
AAT/NAP 
337 
130 



End 

Method 

End 

Score 



25574 
53064 
1 

OJ990414_07.9B12.C33.o2.np 
1 

1669599 

1..65, 839.. 1026, 1125.. 1220 



Seq. ID OJ990414_07.9B12.C33 
Strand 

End 1876 

Method AAT/NAP 

End 1220 

Score 85 



25612 



GI Descrip. (D88746) AR791 [Arabidopsis thaliana] 



Seq. No. 25574 

Gene No. 53064 

Start 1 

Name OJ990414_07 . 9B12 . C33 . o2 . tm 

Start 64 

GI none 

Exons 64.. 294, 65.. 295 



Seq. ID OJ990414_07.9B12.C33 
Strand 

End 1876 

Method TBLASTX : Maize 

End 2 95 

Score 230 



Seq. No. 25574 

Gene No. 53064 

Start 1 

Name OJ990414_07 . 9B12 . C33 . ol . gs 

Start 96 

GI none 

Exons 96.. 998, 1091.. 1876 



Seq. ID OJ990414_07.9B12.C33 
Strand 

End 1876 

Method GEN SCAN 

End 1876 

Score .79 



■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



25574 
53064 
1 

OJ990414_07 . 9B12 . C33 . ol . tm 

501 

none 



Seq. ID OJ990414_07.9B12.C33. 
Strand 

End 1876 

Method TBLASTX : Mai ze 

End 739 

Score 256 



501. .719, 502. .711, 507. .716, 511. .720, 512. .739 



Seq. No. 25574 

Gene No. 53064 

Start 1 

Name OJ990414_07 . 9B12 . C33 . ol . ts 

Start 780 

GI none 
Exons 



Seq. ID OJ990414_07.9B12.C33 
Strand 

End 1876 

Method TBLASTX : Soybean 

End 1240 

Score 94 



780. .1001, 834. .956, 910. .996, 1091. .1240, 1119. .1214, 
1136.. 1216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25575 
53065 
2725 

OJ990414_07 . 9B12^. C34 . o2 . gs 

2725 

none 



Seq. ID OJ990414_07.9B12.C34 

Strand + 

End 7242 

Method GENS CAN ' 

End 7242 

Score .71 



2725. .2810, 3205. .3285, 7149. .7242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25575 
53066 
8583 

OJ990414_07 . 9B12 . C34 . o3 . gs 

8583 

none 



Seq. ID OJ990414_07.9B12.C34 

Strand + 

End 13661 

Method GENSCAN 

End 13429 

Score .75 



8583. .8666, 8791. .8951, 9217. .9342, 10014 .. 10095, 10614 10754 , 
11661. .11774, 12050. .12141, 124 67 .. 12608 , 12747 12844 , 
12927. .13056, 13271. .13429 



Seq. No. 25575 

Gene No. 53066 

Start 8583 

Name OJ9904 14_07 . 9B12 . C34 . o3 . gp 



Seq. ID OJ990414_07.9B12.C34 

Strand + 

End 13661 

Method AAT/GAP 



25613 



Start 
GI 

Exons 

Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



9162 End 10737 

1631921 Score . 813 

9162.. 9342, 9652.. 9812, 10630.. 10737 



.25575 
53066 
8583 

OJ990414_07 . 9B12 . C34 . o2 . np 

9773 

4587518 

9773. .9821/ 10618 . . 10754, 



OJ990414_07.9B12.C34 
+ 

13661 
AAT/NAP 
13661 
1116 
11858. .11965, 

12050. .12141, 12467. .12608, 12747 .. 12844 , 12927 .. 13056, 
13271.. 13661 

(AC007060) Strong similarity to F19I3.8 gi 13033381 putative 
UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 
gb|AC004238 and is a member of PF 101370 the NAD dependent 
epimerase/dehydratase family. EST gb|AA59... 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11661. .11774, 



Seq. No. 


25575 > : ; 


Seq. ' ID 


OJ990414_07.9B12 


.C34 


Gene No. 


53066 


Strand 


+ 




btart 


QCQO 

OOO J 


End 


13661 




Name 


OJ990414 07.9B12.C34.o4.gp 


Method 


AAT/GAP 




Start 


12019 


End 


13079 




GI 


29591 1.R1084 


Score 


880 




Exons 


12019. .12141, 12467. .12608 


, 12747. .12844, 12927.. 13079 




GI Descrip. 


'2645165/dbj | D50573 I D50573 


3.0e-42 Oryza sativa mRNA, similar 




ribosomal protein' 








Seq. No. 


25575 


Seq. ID 


OJ990414_07.9B12 


.C34 


Gene No. 


53067 


Strand 






Start 


540 


End 


1586 




Name 


OJ990414 07.9B12.C34.ol.gs 


Method 


• GENSCAN 




Start 


540 


End 


1586 




GI 


none 


Score 


.79 




Exons 


540.. 776, 815.. 942, 1192.. 


1586 






Seq. No. 


25575 


Seq. ID 


OJ990414_07.9B12 


.C34 


Gene No. 


53068 


Strand 






Start 


7647 


End 


7704 




Name 


OJ990414 -07.9B12.C34.ol.gp 


Method 


AAT/GAP 




Start 


7647 


End 


7704 




GI 


2312838 


Score 


68 




Exons 


7647. .7704 








GI Descrip. 


1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 





4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25575 
53069 
10620 

OJ990414_07.9B12.C34.ol.tm 
10620 
none 
10620. 
11661. 
11858. 
12464. 
12749. 



10754, 10628. 
11774, 11665. 



,11971, 
,12607, 
,12820, 



11871, 
12464, 
12807, 



,10753, 
,11775, 
,12005, 
,12601, 
,12848, 



Seq. ID OJ990414_07.9B12.C34 
Strand 

End 13435 

Method TBLASTX : Maize 
■ End 13435 

Score 12 6 
11650. .11730, 11661. .11774, 
11723. .11779, 11857. . 11967, 
12049. .12144, 12050. . 12142, 
12465. .12608, 12735 .. 12842, 
12922. .13059, 12924 .. 13058, 



25614 



12927. .13076, 13265 13435, 13268. .13429 



Seq. No. 25575 

Gene No. 53069 

Start 10620 

Name . O J9 90 4 1 4_0 7 . 9Bl"2 . C3 4 . o2 . t w 

Start 10704 

GI none 
Exons 



Seq. ID OJ990414_07.9B12.C34 
Strand 

End 13435 

Method TBLASTX : Wheat 

End 11923 

Score 62 



10704. .10757, 11679. .11795, 11703 11777 , 11855 .. 11923, 
11857.. 11922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



25575 
53069 
10620 

OJ990414_07.9B12.C34.ol.ts 
11703 



OJ990414 07.9B12.C34 



none 

11703. 

12049. 

12468. 

12922. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.11774, 11723. .11779, 11857 .. 11955, 11858 11971, 
,12144, 12050. .12142, 12464 .. 12601, 124 65 12 608 , 
,12611, 12731. .12805, 12735 .. 12821, 12825 12848 , 
,13059, 12924. .13058, 13265 13435, 13268.. 13417 



13435 

TBLASTX : Soybean 

13435 

115 



25575 
53069 
10620 

OJ990414_07. 9B12.C34.o2.tc 

11894 

none 

11894. .11983, 11902. .11967, 
12464. .12541, 12465. .12545 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_07.9B12.C34 
13435 

TBLASTX: Cress 

12545 

118 



1204 9. .12144, 12050. .12142, 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



25575 
53069 - 
10620 

OJ990414_07.9B12.C34.ol.tw 

11924 

none 



Seq. ID OJ990414_07.9B12.C34 
Strand 

End 13435 

Method TBLASTX : Wheat 

End 12848 

Score 4 6 



11924. .11953, 12049. .12144, 12050 .. 12142, 12450 12596, 
12464. .12589, 124 64 .. 12601, 12465 .. 12608, 12744 12821, 
12746. .12820, 12816. .12848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25575 
53069 
10620 

OJ990414_07.9B12.C34.ol.tc 
12546 
none 
12546 
12822 

13253. .13426, 13268. .13411 



OJ990414 07.9B12.C34 



Seq. ID 
Strand 
End 

_ Method ■ 

End 
Score 

12608, 12743. .12811, 12744 .. 12812, 12821 12847 , 
12848, 12922. .13059, 12924 .. 13058, 13252 .. 13377 , 



13435 

TBLASTX: Cress 

13426 

94 



25576 Seq. ID OJ990414 

53070 Strand + 

419 End 6954 

OJ9904 14_07 . 9B12 . C35 . ol . gp Method AAT/GAP 

2467 End 4172 

18072 1.R1084 Score 810 



07.9B12.C35 



25615 




Exons 2467.. 2540, 3806.. 4172 

GI Descrip. f 2645165/dbj I D50573 | D50573 4.0e-42 Oryza sativa mRNA, similar to 
ribosomal protein' 



Seq. No. 


25576 


Seq. ID 


OJ990414_ 


07 . 9B12 .C35 


Gene No. 


53071 


Strand 


— 




Start 


8232 


End 


8976 




Name 


OJ990414 07.9B12.C35.o2.gs 


Method 


GENSCAN 




Start 


8232 


End 


8976 




GI 


none 


Score 


.46 




Exons 


8232. .8347, 8943. .8976 








Seq. No. 


25577 


Seq. ID 


OJ990414_ 


07. 9B12.C37 


Gene No. 


53072 


Strand 


*** 




Start 


313 


End 


608 




Name 


OJ990414 07.9B12.C37.ol.gs 


Method 


GENSCAN 




Start 


313 


End 


608 




GI 


none {^fe*'*- ■ 


Score 


.98 




Exons 


313. .40'4 ; ," T 482. .608 








Seq. No. 


25578 


Seq. ID 


OJ990414_ 


01 . 9B12 .C38 


Gene No. 


53073 


Strand 


+ 




Start 


276 


End 


403 




Name 


OJ990414 07. 9B12.C38.ol.gs 


Method 


GENSCAN , 




Start 


276 


End 


403 




GI 


none 


Score 


.99 




Exons 


276. .403 








Seq. No. 


25579 


Seq. ID 


OJ990414_ 


07.9B12.C39 


Gene No. 


53074 


Strand 


+ 




Start 


1 


End 


1049 




Name 


OJ990414 07.9B12.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1049 




GI 


6630696 


Score 


1785 




Exons 


1..1049 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


25579 










Seq. ID 


OJ990414_07.9B12 


.C39 


Gene No. 


53074 










Strand 


+ 




Start 


1 










End 


1049 




Name 


OJ990414 07 


.9B12, 


.C39. 


.o2. 


,tm 


Method 


TBLASTX: Maize ' 




Start 


2 










End 


337 




GI 


none 










Score 


229 




Exons 


2. .337, 79. 


.177 














Seq. No. 


25579 










Seq. ID 


OJ990414JD7.9B12 


.C39 


Gene No. 


53074 










Strand 


+ 




Start 


1 










End 


1049 




Name 


OJ990414 07 


.9B12. 


,C39. 


.o3. 


,ts 


Method 


TBLASTX: Soybean 




Start 


2 










End 


211 




GI 


none 










Score 


190 




Exons 


2. .211, 79. 


.147 














Seq. No. 


25579 










Seq. ID 


OJ990414_07. 9B12 


.C39 


Gene No. 


53074 










Strand 


+ 





25616 




Start 


1 






End 


1049 




Name 


OJ990414 


07.9B12.C39.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


580 




GI 


none 






Score 


157 




Exons 


2. .172, 167. .373, 310.. 


363, 527.. 580 






Seq. No. 


t j j i j 






Seq. ID 


OJ990414_07.9B12 


.C39 


bene lno . 


53074 






Strand 






Start 


1 






End 


1049 




Name 


OJ990414 


07. 9B12.C39.ol 


.gs 


•Method 


GENSCAN 




Start 


77 






End 


994 




GI 


none 






Score 


. 66 




Exons 


77 . . 994 












Seq. No. 


2557 9 






Seq. ID 


OJ990414_07.9B12 


.C39 


bene lnu ■ 


53074 






St rand 






Start 








End 


1049 




Name 


OJ990414 


07. 9B12.C39.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


226 






End 


577 




GI 


none 






S core 


141 




Exons 


996 ^Qf) 


997 ^fiS ^RS 


S7^ 
. 1 j / jf 


^fifi S74 


, 395. .577 




Seq. No. 


d d i y 








OJ990414_07.9B12 


.C39 


bene inu . 


^?07 4 






JUL Cll 1U. 


4* 




Start 


1 
X 








1049 




Name 




D7 QR1 9 o1 


+- m 

. LIU 


1 JtJ LllUU. 


TBLASTX: Maize 




Start 


353 






End 


724 




GI 


none 






Score 


362 




Exons 


JJJ . . / £.*i. , 


"376 79^ 










Seq. No. 










OJ990414_07.9B12 


.C39 


Gene No. 










+ 




OLalL 








End 


1 n 4 q 

X U ft .7 




Name 


O.TQQ04 1 4 


f)7 QR1 9 nl 


. tw 


L iC L11UU 


TBLASTX: Wheat 




Start 


581 






End 


1048 




GI 


none 






Score 


105 




Exons 


JUl • • \J <J J , 


Sft9 641 Sfifi 

JUL 1 • U41j JOU 


. . 681, 


S86 6S4 


, 620. .1018, 664. 


.104 


- 


670 1 047 


671 1048 










Seq. No. 


25579 








OJ990414_07.9B12 


.C39 


CZ. fine Mo 


JJU ( 4 






U Li ClllU 


+ 




Start 


1 






End 


1049 




Name 


OJ990414 


07.9B12.C39.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


587 






End 


928 




GI 


none 






S core 


97 




Exons 


rot inn 

JO / • • I \J\J f 


coo 6QH 7 1 Q 




7 94 fi 4 Q 

/ ^ *a • . 04 j 






Seq. No. 


25580 






Seq, ID 


OJ990414_07. 9B12 


.C40 


bene ino . 


53075 






Strand 


_i_ 




Start 


502 






End 


758 




Name 


OJ990414 


07.9B12.C40.ol 


.gp 


Method 


AAT/GAP 




Start 


502 






End 


758 




GI 


426253 






Score 


450 




Exons 


502. .758 












Seq. No. 


25581 






Seq. ID 


OJ990414_07. 9B12 


.C41 


Gene No. 


53076 






Strand 


+ 





25617 




Start 


3390 








End 


3484 




Name 


OJ990414 07 


.9B12 


,C41.o2 


.np 


Method 


AAT/NAP 




Start 


3390 








End 


3484 




GI 


5852084 








Score 


78 




Exons 


3390. .3484 














GI Descrip. 


(AL117264) 


zwh0007.r [Oryza sativa] 






Seq. No. 


25581 








Spa TD 


OJ990414 


_07.9B12.C41 


Patio Kl f~\ 


J O VJ f I 








St rand 






Start 


2275 








End 


2976 




Name 


"OJ990414 07 


.9B12 


.C41.ol 


. gs 


Method 


GENSCAN 




Start 


2275 








End 


2976 




GI 


none 








Score 


.95 




Exons 


2275. .2976 














Seq. No. 


25581 








Seq. ID 


OJ990414 


_07.9B12.C41 


Gene No. 


53077 








l_> L. J- CL 1 1U 






Start 


2275 








End 


2976 




Name 


OJ990414 07 


.9B12 


.C41.ol 


. np 


Method 


AAT/NAP 




Start 


2278 








End 


2976 




GI 


2266666 








Score 


701 




Exons 


2278. .2976 














GI Descrip. 


(Y14202) hypothetical protein 


[Hordeum 


vulgare] 




Seq. No. 










Seq. ID 


OJ990414 


_07.9B12.C41 


Gene No. 


jjU / o 








Strand 








fi O 








End 


4848 




Name 


uj y yu4 14 u / 


GDI O 


^ A 1 /-y o 

. L,4 1 . Oz 


. till 


Method 


TBLASTX : 


Maize 


Start 


2274 








End 


4846 




GI 


none 








Score 


62 




Exons 


2274. .2381, 


2275 


. .2523, 


2276. 


.2518, 4610.. 4732, 


4637. .4750, 




4638. .4751, 


4766 


. .4846, 


4767. 


.4844 






Seq. No. 


25581 








Seq. ID 


OJ990414 


_07.9B12.C41 


Gene No. 


53078 








Strand 






Start 


4628 








End 


4848 






OJ990414 07 


.9B12 


,C41.ol 


.ts 


Method 


TBLASTX: 


o \j y kj can 


Start 


2278 








End 


4846 




GI 


none 








Score 


123 




Exons 


2278. .2553, 


2279 


. .2536, 


2572. 


.2631, 2573.. 2635, 


2656. .2703, 




2713. .2754, 


2770 


. .2904, 


4637. 


.4750, 4638. .4751, 


4766. .4846, 




4773. .4844 














Seq. No. 


25581 








Seq. ID 


OJ990414 


_07.9B12.C41 


Gene No. 


53078 








Strand 






O Lax. L. 


4628 








End 


4848 




Name 


OJ990414 07 


.9B12 


.C41.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2554 








End 


2907 




GI 


none 








Score 


130 




Exons 


2554. .2631, 


2564 


. .2638, 


2648. 


.2755, 2656.. 2754, 


2764. .2859, 




2767. .2907, 


2768 


. .2884 










Seq. No. 


25581 








Seq. ID 


OJ990414 


_07.9B12.C41 


Gene No. 


53078 








Strand 






Start 


4628 








End 


4848 




Name 


OJ990414 07 


. 9B12 


.C41.o2 


.gs 


Method 


GENSCAN 




Start 


4628 








End 


4750 





25618 




GI 


none 


Score 


. 93 




Exons 


4628. .4750 








Seq. No. 


25581 


Seq. ID 


OJ990414_07 . 9B12 


.C41 


Gene No. 


53078 


Strand 






Start 


4628 


End' 


4848 




Name 


OJ990414_07 . 9B12 . C4 1 . o3 . np 


Method 


AAT/NAP 




Start . 


4631 


End 


4848 




GI 


5669008 


Score 


279 




Exons 


4631 . .4848 








GI Descrip. 


(AF079526) secretory protein 


[Triticum 


aestivum] 




Seq. No. 


25582 


Seq. ID 


OJ990414_07 . 9B12 


. C42 


Gene No. 


53079 


Strand 


+ 




Start 


1614 


End 


3085 




Name 


OJ9904 14_07 . 9B12 . C4 2 . ol . gs 


Method 


GENSCAN 




Start 


1614 


End 


2933 




GI 


none 


Score 


. 98 




Exons 


1614. .1961, 2592. .2933 








Seq. No. 


25582 


Seq. ID 


OJ990414_07 . 9B12 


. C42 


Gene No. 


53079 


Strand 


+ 




Start 


1614 


End 


3085 




Name 


OJ990414_07.9B12.C42.ol.np 


Method 


AAT/NAP 




Start 


1614 


End 


2933 




GI 


2266664 


Score 


745 




Exons 


1614.. 1961, 2592.. 2933 








GI Descrip. 


(Y14201) hypothetical protein 


[Hordeum 


vulgare] 




Seq. No. 


25582 


Seq. ID 


OJ990414_07 . 9B12 


.C42 


Gene No. 


53079 


Strand 


+ 




Start 


1614 


End 


3085 




Name 


OJ990414_07 . 9B12 .C42 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1686 


End 


2930 




GI 


none 


Score 


108 




Exons 


1686.. 1817, 2S98..2636, 2601. 


.2636, 2655.. 2930, 2672.. 2926 


Seq.. No. 


25582 


Seq. ID 


OJ990414_07. 9B12 


.C42 


Gene No. 


53079 


Strand 


+ 




Start 


1614 


End 


3085 




Name 


OJ990414 07. 9B12.C42.ol.gp 


Method 


AAT/GAP 




Start 


2621 


End 


3085 




GI 


. LIB3432-008-P1-K1-E12 


Score 


890 




Exons 


2621. .3085 








GI Descrip. 


'2266664/emb|CAA74593| 7.0e-35 (Y14201) 


■ hypothetical protein 




[Hordeum vulgare] ' 








Seq. No. 


25582 


Seq. ID 


OJ990414_07.9B12 


.C42 


Gene No. 


53079 


Strand 


+ 




Start 


1614 


End 


3085 




Name 


OJ990414 07.9B12.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


2685 


End 


2936 




GI 


none 


Score 


329 




Exons 


2685.. 2936, 2690.. 2935 








Seq. No. 


25583 


Seq. ID 


OJ990414_07.9B12 


.C43 


Gene No. 


53080 


Strand 


+ 





25619 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



OJ990414_07.9B12.C43.ol.gp 
1 

none 



End 

Method 

End 

Score 



1324 
AAT/GAP 
1324 
868 



1..155, 281. .452, 930. .1035, 1282. .1324 



25583 
53080 
1 

OJ990414_07.9B12.C43.ol.gs 
63 

none 

63. .155, 345. .485 



Seq. ID OJ990414_07.9B12.C43 



Strand 
End 

Method 

End 

Score 



+ 

1324 

GENSCAN . 

485 

.63 



25584 
53081 
1 

OJ990414_07 . 9B12 .C45 .ol .np 
1 

6539580 



Seq. ID OJ990414_07.9B12.C45 
Strand + 

3813 
AAT/NAP 
3244 
626 



End 

Method 
End 
Score 

1..394, 486.. 679, 773. .1089, 1588. .1841, 2005. .2566, 2652. .2836, 
2937. .3020, 3110. .3244 

(AP000837) hypothetical protein [Oryza sativa] 



25584 
53081 
1 

OJ990414_07. 9B12.C45.ol.gs 

341 

none 



Seq. ID OJ990414_07.9B12.C45 

Strand + 

End 3813 

Method GENSCAN 

End 3813 

Score .89 



341. .394, 486. .659, 750. .1053, 1132. .1223, 1315. .1381, 
1469. .1540, 1675. .1892, 2041. .2175, 2287. .2582, 2665.-2836, 
3137. .3241, 3335. .3435, 3522. .3711, 3775. .3813 



25584 
53082 
3450 

OJ990414_07. 9B12.C45.o2.np 
3450 
6539581 
3450. .3532, 4378. .5982 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. ID OJ990414_07.9B12.C45 
Strand 

End 5982 

Method AAT/NAP 

End- 5.982 

Score 1254 



Seq. No. 


25584 








Seq. ID 


OJ990414 


Gene No. 


53082 








Strand 




Start 


3450 








End 


5982 


Name 


OJ990414 07 


. 9B12, 


.C45.o2. 


.gs 


Method 


GENSCAN 


Start 


4249 








End 


5649 


GI 


none 








Score 


.77 


Exons 


4249. .4310, 


4530, 


. .5649 








Seq. No. 


25584 








Seq. ID 


OJ990414 


Gene No. 


53082 








Strand 




Start 


3450 








End 


5982 


Name 


OJ990414 07 


.9B12, 


.C45.ol. 


. tm 


Method 


TBLASTX: 


Start 


5320 








End 


5944 



25620 




GI 


none 








Score 


72 


Exons 


5320. .5601, 


5626. 


.5943, 


5692. 


.5925, 5708. .5944 


Seq. No. 


25584 








Seq. ID 


OJ990414_07 . 9B12.C4 5 


Gene No. 


53082 








Strand 




Start' 


3450 








End 


-5982 


Name 


OJ990414 07. 


9B12. 


C45.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5392 








End 


5830 


GI 


none 








Score 


102 


Exons 


5392. .5613, 


5629. 


.5829, 


5654. 


.5830 . 




Seq. No. 


25584 








Seq. ID 


OJ990414_07.9B12.C45 


Gene No . 


53082 








Strand 




Start 


3450 








End 


5982 


Name 


OJ990414 07. 


9B12. 


C45.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5455 








End 


5973 


GI 


none 








Score 


137 


Exons 


5455. .5625, 


5629. 


.5973, 


5659. 


.5961, 5717. .5962 


Seq. No. 


25584 








Seq. ID 


OJ990414_07.9B12.C45 


Gene No . 


53082 








Strand 




Start 


3450 








End 


5982 


Name 


OJ990414 07. 


9B12. 


C45.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5749 








End 


5982 


GI 


none 








Score 


35 


Exons 


5749. .5805, 


5749. 


.5979, 


5756. 


.5980, 56 


J36..5982 


Seq. No. 


25585 








Seq. ID 


OJ990414_07.9B12.C46 


Gene No. 


53083 








Strand 




Start 


95 








End 


5143 


Name 


OJ990414 07. 


9B12. 


C46.ol 


. gs 


Method 


GENSCAN 


Start 


95 








End 


5125 


GI 


none 








Score 


.72 


Exons 


95. .238, 629 


. .708 


, 809. 


.922, 


1038. .1130, 1342. .1425, 1684. .1731, 




4079. .4319, 


4793. 


.5125 








Seq. No. 


25585 








Seq. ID 


OJ990414_07. 9B12.C4 6 


Gene No . 


53083 








Strand 




Start 


95 








" End 


5143 


Name 


OJ990414 07. 


9B12. 


C46.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4783 








End 


4921 


GI 


none 








Score 


150 


Exons 


4783. .4920, 


4784. 


.4921 








Seq. No. 


25585 








Seq. ID 


OJ990414_07.9B12.C46 


No. 


53083 








Strand 




Start 


95 








End 


5143 


Name 


OJ990414 07. 


9B12. 


C46.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4789 








End 


5143 


GI 


none 








Score 


129 


Exons 


4789. .4941, 


4790. 


.4927, 


4960. 


.5031, 4962.. 5030, 5030.. 5143 


Seq. No. 


25586 








Seq. ID 


OJ990414_07.9B12.C47 


Gene No. 


53084 








Strand 




Start 


1 








End 


2331 


Name 


OJ990414 07. 


9B12. 


C47.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1127 



25621 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6630696 Score 1910 

1. .1127 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



25586 Seq. ID 

53084 Strand 

1 End 
OJ990414_07.9B12.C47.ol.gs Method 

122 End 

none Score 

122. .270, 381. .1018, 1473. .1644, 2214. 



OJ990414_07 . 9B12 .C47 

2331 
GEN SCAN 
2331 
.68 
.2331 

OJ990414 07.9B12.C47 



25586 Seq. ID 

53084 Strand 
1 End 2331 

OJ990414_07.9B12.C47.ol.gp Method AAT/GAP . 
196 End 1086 

101595_1.R1084 Score 1451 

196.. 270, 386.. 1086 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 25586 Seq. ID 

Gene No. 53084 Strand 

Start 1 End 

Name OJ9904 14_07 . 9B12 . C47 . o2 . gp Method 

Start 1706 End 

GI 426253 Score 

Exons 1706.. 1994 



OJ990414_07.9B12.C47 

'2331 ' 
AAT/GAP 
1994 
510 



Seq. No. 25586 Seq. ID 

Gene No. 53085 Strand 

Start 3183 End 

Name OJ9904 14_07 . 9B12 . C47 . ol . tm Method 

Start . 1 End 

GI none Score 

Exons 1. .255/ 2. .253 



OJ990414_07.9B12.C47 
3762 

TBLASTX: Maize 

255 

343 



Seq. No.- 


25586 


Seq. ID 


OJ990414_07.9B12 


.C47 


Gene No. 


53085 


Strand 






Start 


3183 


End 


37 62 




Name 


OJ990414 07.9B12.C47 


.o2.tm Method 


TBLASTX: Maize 




Start 


778 


End 


1086 




GI 


none 


Score 


110 




Exons 


778. .1086, 781. .957, 


843. .986, 857. .1039 




Seq. No. 


25586 


Seq. ID 


OJ990414_07.9B12 


.C47 


Gene No. 


53085 


Strand 






Start 


3183 


End 


3762 




Name 


OJ990414 07.9B12.C47 


.ol.tw Method 


TBLASTX: Wheat 




Start 


837 


End 


1232 




GI 


none 


Score 


145 




Exons 


837. .968, 838. .1059, 


857. .1084, 1098.. 


1232 




Seq. No. 


25586 


Seq. ID 


* OJ990414_07.9B12 


.C47 



25622 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ~No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



53085 
3183 

OJ990414_07 . 9B12 .C47 . o2 . gs 

3183 

none 

3183.. 3573, 3602. .3762 

25586 
53085 
3183 

OJ990414_07.9B12.C47.ol.ts 

3213 

none 



Strand 
End 

Method 

End 

Score 



3762 
GEN SCAN 
3762 
.89 



Seq. ID OJ990414_07.9B12.C47 
Strand 

End 3762 

Method TBLASTX : Soybean 

End 3624 

Score 97 



3213. .3344, 3214. .3363, 3445. .3525, 3453. .3524, 3520. .3570, 
3547.. 3570, 3583. .3624 



Seq. ID OJ990414_07.9B12.C50 
Strand 

End 629 

Method ' AAT/NAP - 

End 629 

Score 182 



25587 
53086 
1 

OJ990414_07.9B12.C50.ol.np 
1 

1495768 
1..50, 112. .238, 346.-629 

(Z68506) chloroplast inner envelope protein, 110 JcD (IEP110) 
[Pisum sativum] 



25587 
53086 
1 

OJ990414_07 . 9B12 . C50 . ol . gp 
95 

60632_1.R1084 
95. .238, 346. .480 

? 1495768/emb|CAA92823| 1.0e-39 (Z68506) chloroplast inner 
envelope protein, 110 JcD (IEP110) [Pisum sativum] 1 



Seq. ID OJ990414_07.9B12.C50 
Strand 

End 629 

Method AAT/GAP 

End 480 

Score 442 



25587 , 

53086 

1 

OJ990414_07. 9B12.C50.ol.ts 

113 

none 



Seq. ID OJ990414_07.9B12.C50 
Strand 

End 629 

Method TBLASTX : Soybean 

End 475 

Score 71 



113. .220, 114. .221, 334. .471, 340. .471, 344. .475, 344. .475 



25587 
53086 
1 

OJ990414_07.9B12.C50.ol.gs 

116 

none 

116. .238, 346. .474 

25587 
53086 
1 

OJ990414_07.9B12.C50.ol.tm 
155 



Seq. ID OJ990414_07.9B12.C50 
Strand 

End 629 

Method GENSCAN 

End 474 

Score .81 



Seq. ID OJ990414_07.9B12.C50 
Strand 

End 629 

Method TBLASTX: Maize 

End 421 



25623 



GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 94 

155. .241, 156. .239, 160. .240, 340. .420, 344. 421 



Seq. ID OJ990414_07.9B12.C53 

Strand + 

End 505 

Method AAT/NAP 

End 299 

Score 300 



25588 
53087 
1 

OJ990414_07.9B12.C53.ol.np 
1 

5262169 
1. .299 

(AL080253) UDP-glucose 4-epimerase-like protein [Arabidopsis 
thaliana] 



Seq. No. 25588 

Gene No. 53087 

Start 1 

Name OJ990414_07 . 9B12 . C53 . ol . gs 

■Start 7 6 

GI none 

Exons 76. .247, 455. .505 



Seq. ID OJ990414_07.9B12.C53 

Strand + 

End 505 

Method GENSCAN 

End 505 

Score .71 



Seq. No. 25588 

Gene No. 53088 

Start 157 

Name OJ990414_07 . 9B12 . C53 .ol . ts 

Start 58 * 

GI none 
Exons 



-Seq. ID OJ990414_07.9B12.C53 
Strand 
End 

Method 
End 
Score 



599 

TBLASTX: Soybean 

435 

53 



58. .279, 74. .271, 75. .293, 88. .285, 409. .435 



Seq. No. 


25588 






Seq. ID 


OJ990414_07 . 9B12 .C53 


Gene No. 


53088 






Strand 




Start 


157 






End 


599 


Name 


OJ990414 07.9B12.C53. 


ol . tm 




Method 


TBLASTX: Maize 


Start 


59 






End 


479 


GI 


none 






Score 


308 


Exons 


59.-385, 73. .390, 74. 


.325, 


75 


..416, 411. .479 


Seq. No. 


25588 






Seq. ID 


OJ990414_07.9B12.C53 


Gene No. 


53088 






Strand 




Start 


157 






End 


599 


Name 


OJ990414 07.9B12.C53. 


ol.gp 




Method 


AAT/GAP 


Start 


157 






End 


599 


GI 


55796 1.R108.4 






Score 


874 


Exons 


157. .599 










GI Descrip. 


, 5852089/emb ICAB55396 


.11 1. 


Oe 


-15 (AL117264) zwhl2 . 1 [Oryza 




sativa] ' 










Seq. No. 


25589 






Seq. ID 


OJ990414_07.9B12.C54 


Gene No. 


53089 






Strand 


+ 


Start 


1 






End 


562 


Name 


OJ990414 07.9B12.C54. 


ol . np 




Method 


AAT/NAP 


Start 


1 






End 


562 


GI 


5103843 






Score 


368 


Exons 


1..138, 301. .562 











GI Descrip. (AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



25624 



Seq. No. 


25589 


Seq. ID 


OJ990414 


_07 . 9B12 . 


C54 


Gene No. 


53090 


Strand 








Start 


386 


End 


556 






Name 


OJ990414_07 . 9B12.C54 . ol. tm 


Method 


TBLASTX : 


Maize 




Start 


47 


End 


532 






GI 


none 


Score 


148 






Exons 


47. .139, 47. .139, 271. .501, 


298 . .498, 


497 . . 532 






Seq. No. 


25589 


Seq. ID 


OJ990414 


_07 . 9B12 . 


C54 


Gene No. 


53090 . . 


Strand 








Start 


386 


End 


556 * 






Name 


OJ990414_07 . 9B12 . C54 . ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


47 


End 


556 






GI 


none 


Score 


140 






Exons 


47. .139, 47. .139, 277. .486, 


298 . . 498, 


299. .556, 


374. .547 


Seq. No. 


25589 


Seq. ID 


OJ990414 


_07.9B12. 


C54 


Gene No. 


53090 


Strand 








Start 


386 


End 


556 






Name 


OJ9904l4_07 . 9B12 . C54 . ol . tc 


.Method 


TBLASTX: 


Cress 




Start 


298 


End 


550 






GI 


none 


Score 


234 






Exons 


298. .492, 299. .550, 317..535 


, 373 . . 54 ^ 








Seq. No. 


25589 


Seq. ID 


OJ990414 


_07.9B12. 


C54 


Gene No. 


53090 •'• • 


Strand 








Start 


386 


End 


556 






Name 


OJ9904l4_07 . 9B12.C54 .ol.gs 


Method 


GENS CAN 






Start 


386 


End 


475 






GI 


none 


Score 


.52 






Exons 


386. .475 










Seq. No. 


25590 


Seq. ID 


OJ990914 


_07.9B08. 


C2 


Gene No. 


53091 


Strand 


+ 






Start 


8902 


End 


15295 






Name 


OJ990914 07.9B08.C2.o3.gs 


Method 


GENSCAN 






Start 


8902 


End 


15295 






GI 


none 


Score 


.81 






Exons 


8902. .9976, 10070 . . 10420, 104 64 .. 10785/ 10799.. 


11409, 






11514. .11722, 11762. .12085, 


12167. .12367, 12437 


. .12750, 






12856. .13190, 13444. .14362, 


14545. . 15295 






Seq. No. 


25590 


Seq. ID 


OJ990914 


_07.9B08. 


C2 


Gene No. 


53091 


Strand 


+ 






Start 


8902 


End 


15295 






Name 


OJ990914 07.9B08.C2.o2.np 


Method 


AAT/NAP 






Start 


12176 


End 


15292 






GI 


5902445 


Score 


3035 






Exons 


12176. .14009, 14049.. 15292 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


25590 


Seq. ID 


OJ990914 


_07.9B08. 


C2 


Gene No. 


53092 


Strand 


+ 






Start 


20580 


End 


22622 






Name 


OJ990914 07.9B08.C2.o5.gs 


Method 


GENSCAN 






Start 


20580 


End 


22622 






GI 


none 


Score 


.89 







25625 




Exons 


ZU00U . . ZUbuu , 




22042. .22622 






Seq. No. 


oc con 




Seq. ID 


OJ990914 


m QnrtQ 

U / . yBUo 


. CZ 


Gene No. 


53093 




Strand 


+ 






Start 


I. ,514 0 




End 


27587 






Name 


OJ990914 07.9B08.C2. 


o5 .np 


Method 


AAT/NAP 






Start 


23146 




End 


27587 








5042463 




Score 


115 






Exons 


23146. .23189, 24735. 


.24971, 


25633. .25764, 25816 








2-7302. .27587 ■ 












GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


25590 




Seq. ID 


OJ990914_ 


u / . ybUo 


no 


Gene No . 


53094 




Strand 


+ 






Start 






End 


47374 






Name 


OJ990914 07.9B08.C2. 


08 . gs 


Method 


GENSCAN 






Start 


38220 




End 


47374 






GI 


none 




Score 


.57 






Exons 


38220. .38481, 39154. 


.39242,. 


39758. .39929, 40164 


. . 4 U<£ 41 , 






40524. .40708, 41326. 


.41722, 


42206. .42864, 42943 


A *3 *3 Q Q 






43477. .44363, 44442. 


.44612, 


44695. .44910, 46106 


A O A 
. . 4 DO Z 4 , 






46848. .47374 












beq. no. 


25590 




Seq. ID 


OJ990914_ 


.u / . ycUo 


r*o 


bene no . 


53094 




Strand 


+ 






Start 


38220 




End 


47374 






Name 


OJ990914 07.9B08.C2. 


o7 .np 


Method 


AAT/NAP 






Start 


39013 




End 


42861 






GI 


4680203 




Score 


1194 






Exons 


39013. .40669, 42805. 


.42861 










GI Descrip. 


(AF114171) TNP2-like 


i protein [Sorghum bicolor] 






Seq. No. 


25590 




Seq. ID 


OJ990914 


m ft d n 0 


r"~> 

. 


Gene No. 


53095 




Strand 


+ " 






Start 


75334 




End 


76692 






Name 


OJ990914 07.9B08.C2. 


ol4 .gs 


Method 


GENSCAN 






Start 


75334 




End 


76692 






GI 


none 




Score 


.75 






Exons 


75334 . . 7 6692 












Seq. No. 


25590 




Seq. ID 


OJ990914_ 


n "7 Qon 0 
U / . ypUo 


. 


Gene No. 


53095 




Strand 


+ 






Start 


75334 




End 


76692 






Name 


OJ990914 07.9B08.C2. 


o4 . gp 


Method 


AAT/GAP 






Start 


76082 




End . 


76415 






GI 


286643 




Score 


636 






Exons 


76082. .76415 












beq. No. 


25590 




Seq. ID 


OJ990914_ 


n "7 qd n q 


n 0 


Gene No. 


53096 




Strand 








Start 


3685 




End 


5180 






Name 


OJ990914 07.9B08.C2. 


ol . gs 


Method 


GENSCAN 






Start 


3685 




End 


5088 






GI 


none 




Score 


1 






Exons 


3685. .5088 












Seq. No. 


25590 




Seq. ID 


OJ990914_ 


_07. 9B08 


.C2 



25626 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53096 
3685 

OJ990914 _07 . 9B08 . C2 .ol . gp 

4831 

none 

4831. .'5180 

25590 
53097 
6855 

OJ990914_07. 9B08.C2.o2.gs 

6855 

none 

6855. .6997, 7114. .7249 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5180 
AAT/GAP 
5180 
692 



OJ990914 07.9B08.C2 



7249 
GEN SCAN 
7249 
.42 



OJ990914 07.9B08.C2 



25590 Seq. ID 

53098 Strand 

15510 End 19643 

OJ990914_07.9B08.C2.o4.np ■ Method AAT/NAP 

15510 End 18702 

6691716 Score 135 
15510. .15545, 18243.. 18702 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



25590 
53098 
15510 

OJ990914 J)7 . 9B08 . C2 . o4 . gs 

15925 

none 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 19643 

.Method GEN SCAN 

End 19643 

Score .72 



15925. .16058, 16296 .. 16424 , 16535 16680, 16817 .. 17211, 

17236. .17581, 17655 .. 17713, 17784 17 975, 18043 .. 18167 , 

18579. .18719, 18932 .. 19002, 19236 .. 19348 , 19507 .. 19631, 
19637.. 19643 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25590 
53098 
15510 

OJ990914_07.9B08.C2.o3.np 
16816 
6721561 
16816. .17581, 



OJ9.90914 07.9B08.C2 



Seq. ID _ 
Strand 
■ End 19643 
Method AAT/NAP 
End 18039 
Score 1185 
17713, 17784. .18039 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj |BAA90372.1| (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



17655. 



25590 Seq. ID 

53099 Strand 

24330 End 

OJ990914_07 . 9B08 . C2 .06 . gs Method 

.24330 End 

none Score 

24330. .24353, 27415. .28836 



OJ990914_07.9B08.C2 

28847 
GENSCAN 
28836 
.47 



25627 



Seq. No. 


25590 




Seq. ID 


OJ990914 


07 . 9B08 


.C2 


Gene No. 


53099 




Strand 








Start 


24330 




End 


28847 






Name 


OJ990914 07.9B08.C2. 


o2.gp 


Method 


AAT/GAP 






Start 


28429 




End 


28847 






GI 


2428673 




Score 


658 






Exons 


28429. .28847 












Seq. No. 


25590 




Seq. ID 


OJ990914 


_07 . 9B08 


-C2 


Gene No . 


53100 




Strand 








Start 


31065 




End 


36636 






Name 


OJ990914 07.9B08.C2. 


o7.gs 


Method ' 


GENSCAN 






Start 


31065 




End 


36636 






GI 


none 




Score 


.85 






Exons 


31065. .31128, 31192. 


.31336, 


31495. .31708, 32303 


. .32517, 






34007. .34081, 36019. 


.36252, 


36456. .36636 






Seq. No. 


25590 




Seq. ID 


OJ990914 


07 . 9B08 


.C2 


Gene No. 


53101 




Strand 








Start 


47946 




End 


48273 






Name 


' OJ990914 07. 9B08.C2. 


o9.gs 


Method 


GENSCAN 






Start 


47946 




End 


48273 






GI 


none 




Score 


.67 






Exons 


47946. .48053, 48181. 


.48273 










Seq. No. 


25590 




Seq. ID 


OJ990914 


_07.9B08 


.C2 


Gene No. 


53102 




Strand 








Start 


50324 




End 


53013 






Name 


OJ990914 07.9B08.C2. 


olO.gs 


Method 


GENSCAN 






Start 


50324 




End 


52988 






GI 


none 




Score 


.4 






Exons 


50324. .50637, 50845. 


.50907, 


51487. .51566, 51588 


. .52144, 






52164. .52988 












Seq. No. 


25590 




Seq. ID. 


OJ990914 


07 . 9B08 


.C2 


Gene No. 


53102 




Strand 








Start 


50324 




End 


53013 






Name 


OJ990914 07.9B08.C2. 


o3.gp 


Method 


AAT/GAP 






Start 


52672 




End • 


53013 






GI 


none 




. Score 


583 






Exons 


52672. .53013 












Seq. No. 


25590 




Seq. ID 


OJ990914 


_07.9B08 


.C2 


Gene No. 


53103 




Strand 








Start 


63407 




End 


69214 






Name 


OJ990914 07.9B08.C2. 


o9.np 


Method 


AAT/NAP 






Start 


63407 




End 


69214 






GI 


6552735 




Score 


897 






Exons 


63407. .63457, 65570. 


.65854, 


66269. .66563, 66633 


. . 67348, 






D /4ol . . bo 14 9 , byUo / . 


.69214 










GI Descrip. 


(AC013482) T26F17.17 


[Arabidopsis thaliana] 






Seq. No. 


25590 




Seq. ID 


OJ990914 


_07.9B08 


.C2 


Gene No. 


53103 




Strand 








Start 


63407 




End 


69214 






Name 


OJ990914 07.9B08.C2. 


08 .np 


Method 


AAT/NAP 







25628 



Start 63892 End 67337 

GI 4914370 Score 720 

Exons 63892. .63921, 65570 .. 65854 , 66269.. 67337 

GI Descrip. (AC007584) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25590 

53104 

71112 

OJ990 

4315 

none 

4315. 

4481. 

28222 

46376 

46637 

52365 

62065 

75619 

75814 



914 07.9B08.C2.o5.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4383, 4315. .4398, 4402. .4491, 4429. 
.4615, 4600. .4716, 4624. .4701, 28048 
..28356, 28253.-28357, 28342 .. 28458 , 
..46477, 46382. .46471, 4 6516 .. 4 6587 , 
..46759, 52194. .52265, 52194 .. 52292 , 52311 
..52499, 52366. .52500, 52485 .. 52 601 , 52509 
..62169, 62071. .62133, 62166 .. 6224 9, 62167 
..75735, 75625. .75711, 75720 .. 75854 , 75721 
..76023, 75841.. 76023 



OJ990914 07.9B08.C2 



76023 

TBLASTX: Maize 
76023 
59 

4491, 4480. .4614, 
.28107, 28177. .28233, 
28366. .28452, 
46588, 
52376, 
52595, 
62259, 
75855, 



46517. 



Seq. No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . ol2 . tw 

Start 104 99 

GI none 

Exons 10499. .10591, 10510 .. 10560, 
10673. .10741, 10752. .10844 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 76023 

Method TBLASTX: Wheat . 

End 10844 

Score 87 
10571. .10672, 10669. .10758, 



Seq. No. 


25590 




Seq. ID' 


OJ990914JD7.9B08 


.C2 


Gene No. 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


11474 




End 


11929 




GI 


none 




Score 


147 




Exons 


11474. .11656, 11482 


. .11655, 


11693. .11929, 11695. .11811 




Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


. ol . tw 


Method 


'TBLASTX: Wheat 




Start 


12121 




End 


12577 




GI 


none 




Score 


538 




Exons 


12121. .12576, 12122 


. .12577 








Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 




Strand 






Start 


■71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12251 




End ' 


12607 




GI 


none 




Score 


398 




Exons 


12251. .12607, 12321 


. .12533, 


12337. .12606 




Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No.. 


53104 




Strand 







25629 



Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12635 






End 


13018 




GI 


none 






Score 


330 




Exons 


12635. 


.13018, 12695 


. . 12907, 


12739. .13017 




Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


. C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


. o2.tw 


Method 


TBLASTX : Wheat 




Start 


12692 






End 


13116 




GI 


none 






Score 


463 




Exons 


12692. 


.13114, 12695 


. . 13096, 


12739. .13116 




Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


-C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12770 






■ End 


13171 




GI 


none 






Score 


311 ; 




Exons 


12770. 


.13171, 12772 


. . 12930 








Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


o7 . tw 


Method 


TBLASTX: Wheat 




Start' 


13259 






End 


13667 




GI 


none 






Score 


200 




Exons 


13259. 


.13486, 13260 


.13484, 


13494. .13667, 13532. .13666 




Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


13383 






End 


13766 




GI 


none 






Score 


81 




Exons 


13383. 


.13508, 13515 


. 13766 








Seq. No. 


25590 






Seq. ID 


OJ990914JD7.9B08 


-C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2 


oil . tw 


Method 


TBLASTX: Wheat 




Start 


13670 






End 


14026 




GI 


none 






Score 


214 




Exons 


13670. 


.14026, 13671 


. 13964 








Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14169 






End 


14474 




GI 


none • 






Score 


325 




Exons 


14169. 


.14474, 14186. 


.14473 








Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 . 





25630 



Name OJ990914_07 . 9B08 . C2 . o5 . tw 

Start 14169 

GI none 

Exons 14169. .14552, 14177.. 14551 

Seq. No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . o7 . tm 

Start 14 624 

GI none 

Exons 14624. .14782, 66262.. 66741 

Seq. No. " 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . o3 . tw 

Start 14674 

GI none 

Exons 14674. -.14931, 14675 15127, 
15152. .15280, 15157.. 15282 



Method TBLASTX : Wheat 
End 14552 
Score 359 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 76023 

Method TBLASTX : Mai ze 

End 66741 

Score 8 6 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 76023 

Method TBLASTX : Wheat 

End 15282 

Score 61 
14 680. .14778, 14824. .14 931, 



Seq: No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 .C2 . o9. tm 

Start 14981 

GI none 

Exons 14981. .15163, 15164.. 15247 



Seq. ID OJ990914_07 . 9B08 .C2 
Strand 

End 76023 

.Method TBLASTX: Maize 

End 15247 

Score 159 



Seq. No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . 08 . tw 

Start 39429 

GI none 

Exons 39429. .39734, 39461. . 39661, 3974 6 .. 39787, 397 96 39906, 
39800.. 39919 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 76023 

Method -TBLASTX : Wheat 

End 39919 

Score 192 



Seq. No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . o3 . ts 

Start 39444 

GI none 

Exons 39444. .39491, 3944 9.-39499, 
39746. .39778 



Seq. ID OJ990914_07.9B08;C2 
Strand 

End 76023 

Method TBLASTX : Soybean 

End 39778 

Score 47 
39497. .39715, 394 98.-39737, 



Seq. No. 25590 

Gene No. 53104 

Start 71112 

Name OJ990914_07 . 9B08 . C2 . o5 . ts 

Start 39799 

GI none 

Exons 39799. .40065, 39803.. 40066 



Seq. ID OJ990914_07.9B08.C2 
Strand 

End 76023 

Method TBLASTX : Soybean 

End 40066 

Score 217 



Seq. No. 



25590 



Seq. ID OJ990914_07.9B08.C2 



25631 




Gene No. 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


39800 




End 


40147 




GI 


none 




Score 


309 




Exons 


39800. .40147, 39805 


. .39954, 


39994. .40146 




Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


,C2 


Gene No . 


53104 




Strand 






Start 


71112 




. End 


76023 




Name 


OJ990914 07.9B08.C2 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


39934 




End 


40234 




GI 


none 




Score 


318 




Exons 


39934. .40182, 39935 


. .40234, 


39974. .40195 




Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


39986 




' End 


40435 




GI 


none 




Score 


238 




Exons 


39986. .40204, 39992 


. .40234, 


-40240. .40419, 40241. .40435 




Seq. No. 


25590 




Seq. ID 


OJ990914 07.9B08 


.C2 




53104 




Strand 






Start 


71112 




End 


76023 




-Name 


OJ990914 07.9B08.C2 


. 06. ts 


Method . 


TBLASTX : Soybean 




Start 


40271 




End 


40504 




GI 


none 




Score 


213 




Exons 


40271. .40504 










Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


-C2 


Gene No . 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


. o8.tm 


Method 


TBLASTX: Maize 




Start 


40580 




End 


40801 




GI 


none 




Score 


212 




Exons 


40580. .40801 










Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No . 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


.o9.tw 


Method 


TBLASTX : Wheat 




Start 


66268 




End 


66699 




GI 


none 




Score 


64 




Exons 


66268.-66699, 66461 


. .66613 








Seq. No. 


25590 




Seq. ID 


OJ990914JD7.9B08 


.C2 


Gene No . 


53104 




Strand 






Start 


71112 




End 


76023 




Name 


OJ990914 07.9B08.C2 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


66502 




End 


66834 




GI 


none 




Score 


103 




Exons 


66502. .66834, 66527 


. .66760, 


66661. .66738 




Seq. No. 


25590 




Seq. ID 


OJ990914_07.9B08 


.C2 


Gene No. 


53104 




Strand 







25632 




Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


67809 






■ End 


68105 




GI 


none 






Score 


191 




Exons 


67809. 


.68105 










Seq. No. 


25590 






Seq. ID 


OJ990914_07.9B08 


.C2 


Rpnp No - 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2. 


olO.tw ' 


Method 


TBLASTX: Wheat 




Start 


69205 






End 


73514 




GI 


none 






Score 


63 




Exons 


69205. 


.69297, 73161. 


.73502, 


73170.. 73514 




Seq. No. 


25590 






Seq. ID 


OJ99091.4_07.9B08 


.C2 


Gene No. 


53104 






Strand 






Start 


71112 






End 


76023 




Name 


OJ990914 07.9B08.C2. 


ol3 . gs 


Method 


GENSCAN 




Start 


71112' 






• End 


74806 




GI . 


none 






Score 


.61 




Exons. 


71112. 


.71232, 71545. 


.71696, 


73061. .73077, 7367 6 .. 7387 6, 






74010. 


.74060, 74156. 


.74342, 


74466. .74599, 74713. .74806 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25590 
53104 

71112 

OJ990914_07.9B08.C2.ol0.np 

71388 

6815107 

71388. .71405, 73088 .. 74330, 



OJ990914 07.9B08.C2 



Seq. ID _ 
Strand 

End 76023 
Method AAT/NAP 
End 75453 
Score 654 
75339.. 75453 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



25590 Seq. ID 

53104 Strand 

71112 End 

OJ990914_07 . 9B08 . C2 . 06 . tm Method 

73170 End ■ 

none Score 

73170. .73535, 73333.. 73512 



OJ990914_07. 9B08.C2 
76023 

TBLASTX: Maize 

73535 

73 



BAC 



Seq. No. 25590 Seq. ID 

Gene No. 53104 Strand 

Start 71112 End 

Name OJ990914_07 . 9B08 . C2 . ol . ts Method 

Start 73173 End 

GI none Score 

Exons 73173. .73688, 73173.. 73688 



OJ990914_07. 9B08.C2 
76023 

TBLASTX: Soybean 

73688 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25591 Seq. ID 

53105 Strand 
394 End 
OJ990 914_07 . 9B08 . C3 . ol . gs Method 

394 * - End 

none Score 



OJ990914_07.9B08.C3 
+ 

2586 
GENSCAN 
2586 
.58 



394. .511, 1359. .1495, 1902. .2020, 2505. .2586 



25633 



Seq. No. 25591 Seq. ID 

Gene No. 53106 Strand 

Start 7961 End 

Name OJ990914_07 . 9B08 . C3 :o3 . gp Method 

Start 7961 End 

GI uOosflcyp033a04bl Score 

Exons 7961.. 8342 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990914_07.9B08.C3 
+ 

10405 
AAT/GAP 
8342 
655 



Seq. No. 


25591 


Seq. ID 


OJ990914 


_07. 


9B08 


.C3 


Gene No. 


53106 


Strand 


+ 








Start 


7961 


End 


10405 








Name 


OJ990914 07.9B08.C3.o3.np 


Method 


AAT/NAP 








Start 


8051 


End 


10405 








GI 


6815109 


Score 


189 








Exons 


8051.. 8219, 9596.. 10099, 


10155. .10405 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25591 


Seq. ID 


OJ990914 


_07. 


9B08 


.C3 


Gene No. 


53107 " 


Strand 










Start 


4843 


End ' 


4946 








Name 


OJ990914 07. 9B08.C3.ol.gp 


Method 


AAT/GAP 








Start 


4843 


End 


4946 








GI 


uC-osflcyp088bl2bl 


Score 


135 








Exons 


4843. . 4946;^':;. 












GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone: 


P0026F07' 










Seq. No. 


25591 


Seq. ID 


OJ990914 


_07. 


9B08 


.C3 


Gene No. 


53108 


Strand 










Start 


6599 


End 


7032 








Name 


OJ990914 07.9B08.C3.ol.np 


Method 


AAT/NAP 








Start 


6599 


End 


7032 








GI 


4680185 


Score 


511 








Exons 


6599. .7032 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. . Nov;,^ . 


25591 


* Seq. ID 


OJ990914 


_07. 


9B08 


.C3 


Gene No. 


53109 


Strand 










Start 


7889 


End 


10405 








Name 


OJ990914 07.9B08.C3.o2.np 


Method 


AAT/NAP 








Start - 


7889 


End 


10405 








GI 


4680186 


Score 


276 








Exons 


7889. .8094, 8933. .8994, 10354. .10405 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


25592 


Seq. ID 


OJ990914 


_07. 


9B08 


,C4 


Gene No. 


53110 


Strand 


+ 








Start 


1 


End 


7899 








Name 


OJ990914 07.9B08.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


7899 








GI 


5803251 


Score 


150 








Exons 


1..28, 972. .1004, 5351. .5713, 7859.-7899 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25592 


Seq". ID 


OJ990914 


_07. 


9B08 


.C4 



25634 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



f! 

53110 Strand 

1 End 

OJ990914_07 . 9B08 . C4 . ol . gs Method 

95 End 

none Score 
95. .110, 647. .735 



+ 

7899 
GEN SCAN 
735 
.96 



Seq. ID OJ990914_07.9B08.C4 

Strand ' + 

End ...7.899 . 

Method AAT/GAP 

End 4935 

Score 82 



25592 
53110 

1- 

' OJ990914_07 .9B08.C4.ol. gp 
4874 

uC-osflcyplllc03al 
4874. .4935 

1 6069643/dbj IAP000616. 1 | AP000616 4.0e-ll Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


25592 




Seq. ID 


OJ990914_07.9B08. 


C4 


Gene No. 


53111 




Strand 


+ 




Start 


11516 




End 


12671 




Name 


OJ990914 07. 


9B08 .C4.o4 .gs 


Method 


GENSCAN 




Start 


11516 




End 


12671 




GI 


none 




Score 


.96 




Exons 


11516. .11636, 12562.. 12671 








Seq. No. . 


25592 




Seq. ID 


OJ990914_07.9B08. 


C4 


Gene No. 


53112 




Strand 






Start 


1 




End 


14973 




Name 


OJ990914 07. 


9B08.C4.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


5941 




GI 


2104712 




Score 


134 




Exons 


1..45, 5397. 


.5941 








GI Descrip. 


(U95180) endosperm specific 


protein [Zea mays] 




Seq. No. 


25592 




Seq. ID 


OJ990914_07.9B08. 




Gene No. 


53112 




Strand 






Start 


1 




End 


14973 




Name 


OJ990914 07. 


9B08.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3617 




End 


3872 




GI 


none 




Score 


197 




Exons 


3617. .3715, 


3618.. 3872, 3783 


. .3866 






Seq. No., 


25592 




Seq. ID 


OJ990914JD7.9B08. 


C4 


Gene No. 


53112 




Strand 






Start 


1 




End 


14973 




Name 


OJ990914 07. 


9B08.C4-.ol.tm 


Method 


TBLASTX: Maize 




Start 


3618 




End 


3872 




GI 


none 




Score 


249 




Exons 


3618. .3872, 


3620.. 3853, 3750 


. .3863 






Seq. No. 


25592 




Seq. ID 


OJ990914_07.9B08. 


C4 


Gene No. 


53112 




Strand 






Start 


1 




End 


14973 




Name 


OJ990914 07. 


9B08.C4.o3.np 


Method 


AAT/NAP 




Start 


5764 




End 


14973 




GI 


5042463 




Score 


100 




Exons 


5764. .5793, 


9856.-9934, 9984 


..10152, 12588. .12727, 13784 





25635 



14805. .14973 



GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


25592 


Seq. ID 


OJ990914 


Gene No. 


53112 


Strand 


- 


Start 


1 


End 


14973 


Name 


OJ990914 07 . 9BUo . C4 . ob . gs 


Method 


GENSCAN 


Start 


13991 


End 


14350 


GI 


none 


Score 


. 9 


Exons 


13991 .. 14099, 14316.. 14350 






Seq. No. 


O C C ft o 

25593 


Seq. ID 


OJ990914 


Gene No. 


53113 . 


Strand 


+ 


Start 


1 


End 


1447 


Name 


OJ990914 01.9B05.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1447 


GI 


6539580 


Score 


795 


Exons 


1..63, 194. .276, 360. .455, 


558.. 606, 732.. 970, 


GI Descrip. 


(AP000837) hypothetical, protein [Oryza 


sativa] 


Seq. No. 


25593 


Seq. ID 


OJ990914 


Gene No. 


53113 


Strand 


+ 


Start 


1 


End 


14 47 


Name 


OJ990914 01.9B05.C2.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


970 


GI 


none 


. Score 


. 84 


Exons 


194. .276, 360. .455, 558. .606, 732. .970 




Seq. No. 


25594 


Seq. ID 


OJ990914 


Gene No. 


53114 


Strand 


+ 


Start 


1 


End 


1650 


Name 


OJ990914 01.9B05.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


279 


GI 


6539580 


Score 




Exons 


1..74, 145. .279 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25594 


Seq. ID 


OJ990914 


Gene No. 


53114 


Strand 


+ 


Start 


1 


End' 


1650 


Name" 


OJ990914 01.9B05.C3.ol.gs 


Method 


GENSCAN 


Start 


145 


End 


1650 


GI 


none 


Score 


.63 


Exons 


145. .276, 404. .507, 1464. .1650 




Seq. No. 


25594 


Seq. ID 


OJ990914 


Gene No. 


53115 


Strand 




Start 


2025 


End 


4186 


Name 


OJ990914 01.9B05.C3.o2.gs 


Method 


GENSCAN 


Start 


2025 


End 


2959 


\j ± 


none 


Score 


.55 


Exons 


2025.. 2212, 2305.. 2959 






Seq. No. 


25594 


Seq. ID 


OJ990914 


Gene No. 


53115 


Strand 




Start 


2025 


End 


4186 


Name 


OJ990914 01. 9B05.C3.o2.np 


Method 


AAT/NAP 



25636 




Start 2066 End 4186 

GI 6539581 Score 3243 

Exons- 2066.. 2212, 2291.. 4186 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


25594 








Seq. ID 


OJ990914_01. 9B05.C3 


Gene No. 


53115 








Strand 




Start 


2025 








End 


4186 


Name 


OJ990914 01. 


9B05. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3197 








End 


3814 


GI 


none 








Score 


98 


Exons 


3197 . . 3478, 


3548 . 


. 3778, 


3548 . 


.3814, 3603.. 3791 


Seq. No. 


25594 








Seq. ID 


OJ990914_01. 9B05.C3 


Gene No. 


53115 








Strand 




Start 


2025 








End 


4186 


Name 


OJ990914 01. 


9B05. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3269 








End 


3668 


GI 


- none 








Score 


62 


Exons 


3269. . 3667, 


3573. 


. 3668 








Seq. No. 


25594 








Seq. ID 


OJ990914_01. 9B05.C3 


Gene No. 


53115 








Strand 




Start 


2025 








End 


4186 


Name 


OJ990914 01. 


9B05. 


C3.ol. 


ts 


- Method 


TBLASTX : Soybean 


Start 


3332 








End 


3873 


GI 


none 








Score 


81 


Exons 


3332. .3460, 


3548 . 


. 3814, 


3603. 


.3791, 3814. .3873, 3814. .3873 


Seq. No. 


25594 








Seq. ID 


OJ990914_01.9B05.C3 


Gene No. 


53115 








Strand 




Start 


2025 








End 


4186 


Name 


OJ990914 01. 


9B05. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3767 








End 


4056 


GI 


none 








Score 


162 


Exons 


3767 . . 3820, 


3820 . 


.4056 








Seq. No. 


25594 








Seq. ID' 


OJ990914_01.9B05.C3 


Gene No. 


53115 








Strand 




Start 


2025 








End 


4186 


Name 


OJ990914 01. 


9B05 . 


C3 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3910 








End 


4162 


GI 


none 








Score 


54 


Exons 


3910. .4155, 


3912. 


.3995, 


4013. 


.4162 




Seq. No. 


25595 








•Seq. ID 


OJ990914_01. 9B05.C4 


Gene No. 


53116 








Strand 


' + 


Start 


1932 








End 


11941 


Name 


OJ990914 01. 


9B05. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


1932 








End 


11941 


GI 


4467148 








Score 


130 


Exons 


1932. .1962, 


5484. 


.5768, 


6592. 


.6702, 6836.. 6952, 7065.. 7298, 



11831. .11941 

GI Descrip. (AL035540) putative protein [Arabidopsis thaliana] 



Seq. No. 25595 Seq. ID OJ990914_01 . 9B05 - C4 



25637 




Gene No. 


53116 




Strand 


+ 






Start 


1932 




End 


11941 








OJ990914 01.9B05.C4 


. o2 .gs 


Method 


GENSCAN 






Start 


5442 




End 


11920 






GI 


none 




Score 


.9 






Exons 


5442.. 5768, 6592.. 6702, 6836 


..6952, 7065. .7223, 


7646. .7780 




8099.. 8251, 8341.. 8462, 8582 


..9524, 9825. .10946 


, 11041. 


. n: 




11462. .11542, 11632 


. .11700, 


11792. .11920 






Seq. No. 


25595 




Seq. ID 


OJ990914 


_01. 9B05 


. C4 


Gene } No. 


53116 




Strand 


+ 






Starts 


1932 




End 


11941 






Name 


OJ990914 01.9B05.C4 


. o2 . np 


Method 


AAT/NAP 






Start 


8383 




End 


11941 






GI 


4467147 




Score 


736 






Exons 


8383.. 8436, 10128.. 


10211, 10269. .10946, 


11041. . 


11367, 






11462. .11542, 11632 


. .11700, 


11801. .11941 






GI Descrip. 


(AL035540) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


25595 * 




Seq. ID 


OJ990914 


01 . 9B05 


.C4 


Gene No. 


53117 




Strand 








Start 


143 




End 


4562 






Name 


OJ990914 01.9B05.C4 


.ol.gs 


Method 


GENSCAN 






Start 


143 




End 


4562 






GI 


none 




Score 


.8 






Exons 


143. .216, 371. .433, 


532. .630 


, 1056.. 1133, 1240. 


. 1287, 






1364.. 1423, 1510.. 1593, 4445 


. .4562 








Seq. No. 


25595 




Seq. ID 


OJ990914 


01 9B05 


.C4 


Gene No. 


53118 




Strand 








Start 


9876 




End 


11925 






Name 


OJ990914 01.9B05.C4 


. o 1 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


9876 




End 


11141 






GI 


none 




Score 


90 






Exons 


9876.. 10028, 10112. 


.10378, 10116. .10385, 10401. 


. 10463,' 






10403. .10465, 10440 


. .10496, 


10509. .10727, 10535 


. .10729, 






10755. .10802, 10803 


. .10946, 


10836. .10946, 10847 


/.10948, 






11039. .11116, 11040 


. .11141, 


11041. .11136 






Seq. No. 


25595 




Seq. ID 


OJ990914 


_01.9B05 


.C4 


Gene No . 


53118 




Strand 








Start 


9876 




End 


11925 






Name 


OJ990914 01.9B05.C4 


. o2.tc 


Method 


TBLASTX: 


Cress 




Start 


10167 




End 


10463 






GI 


none 




Score 


200 






Exons 


10167. .10382, 10172 


. .10384, 


10401. .10463 






Seq. No. 


25595 




Seq. ID 


OJ990914 


_01.9B05 


.C4 




53118 




. Strand 








Start 


9876 




End 


11925 






Name 


OJ990914 01.9B05.C4 


,o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


10230 




End 


10487 






GI 


none 




Score 


132 






Exons 


10230. .10385, 10263 


. .10355, 


10337. .10486, 10401 


. . 10487 




Seq. No. 


25595 




Seq. ID 


OJ990914 


_01. 9B05 


.C4 


Gene No. 


53118 




Strand 









25638 




Start ' 


9876 




End 


11925 


Name 


OJ990914 01 . 9B05 . C4 . 


o3 . tc 


Method 


TBLASTX : Cress 


Start 


10527 




End 


10721 


GI 


none 




Score 


181 


Exons 


10527 . . 10721, 10616. 


. 10720 






Seq. No. 


25595 




Seq. ID 


OJ990914_01 . 9B05 


Gene No. 


53118 




Strand 




Start . 


9876 




End 


11925 


Name 


QJ990914_01. 9B05.C4. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


10527 




End 


10721 


GI 


none 




Score 


182 


Exons 


10527 . . 10721, 10616. 


. 10720 






Seq. No. 


25595 




Seq. ID 


OJ9 90914 01 . 9B05 


Gene No. 


53118 




Strand 




Start 


9876 




End 


11925 


Name 


OJ990914_01. 9B05.C4. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


10749 




End 


11321 


GI 


none 




Score 


60 


Exons 


10749. .10814, 10830. 


. 10946, 


11041. .11160,, 11161. .11316, 




11187 . .11321 








Seq. No. 


25595 




Seq. ID 


OJ990914_01.9B05 


Gene No. 


53118 




Strand 




Start 


9876 • 




End 


11925 


Name 


OJ990914 01.9B05.C4. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


10758 




End 


11848 


GI 


none 




Score 


177 


Exons 


10758. .10946, 11041. 


. 11136, 


11161. .11247, 11187. .1124 6, 




11253. . 11375, 11254 . 


. 11370, 


114 59. .11578, 11629. .11703, 




11795. . 11848 








Seq. No. 


25595 




Seq. ID 


OJ990914_01.9B05 


Gene No. 


53118 




Strand 




Start 


9876 




End 


11925 


Name 


OJ990914 01.9B05.C4. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


11161 




End 


11925 • 


GI 


none 




Score 


211 


Exons 


11161. .11370, 11187. 


.11375, 


11459. .11578, 11641. .11700, 




11777. .11920, 11792. 


.11920, 


11794. .11925 



Seq. No. 


25596 






Seq. ID 


OJ990914 


Gene No. 


53119 






Strand 


+ 


Start 


3085 






End 


5259 


Name 


OJ990914 01.9B05 


.C5.ol 


. gs 


Method 


GENSCAN 


Start 


3085 






End 


5259 


GI 


none 






Score 


.99 


Exons 


3085.. 3219, 4456 


. .5259 








Seq. No. 


25596 






Seq. ID 


OJ990914 


Gene No. 


53120 






Strand 


+ 


Start 


8158 






End 


8471 


Name 


OJ990914 01.9B05 


.C5.ol 


.gp 


Method 


AAT/GAP 


Start 


8158 






End 


8471 


GI 


101990 1.R1084 






Score 


610 


Exons 


8158. .8471 











25639 



GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



? 5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 



25596 Seq. ID 

53121 Strand 

18653 End 

OJ990914_01 . 9B05 . C5 . o2 . gp Method 

18626 End 

uC-osroM202038g03bl Score 



OJ990914_01.9B05.C5 
+ 

23442 
AAT/GAP 
20105 
928 



18626. .18930, 19082 .. 19228, 20058.. 20105 

' 45104 03/gb | AAD21490 . 1 1 3.0e-23 (AC006587) putative DNA repair 
protein [Arabidopsis thaliana] ' 



25596 Seq. ID 

53121 Strand 

18653 End 

OJ990914_01. 9B05.C5.o3.gs Method 

18653 End 

none Score 
18653. 
20083. 
22050. 



OJ990914_01.9B05.C5 
+ 

23442 
GENSCAN 
23442 
.83 



.18736, 18817. .18930, 19082 19228 , 19562 19604 , 
,20161, 20247. .20483, 20784 .. 208 64 , 21880 .. 2197 1 , 
,22166, 22601. .22744, 23384.. 23442 



OJ990914_01.9B05.C5 
+ 



25596 Seq. ID 

53121 Strand 
18653 ' End 23442 

OJ990914_01 . 9B05 .C5 ,o4 .np Method AAT/NAP 

18653 End 22775 

4510403 Score 589 

18653. .18736, 18817 .. 18939, 
20247. .20339, 20790 .. 208 64 , 
22047. .22166, 22601. .22775 

(AC006587) putative RAD51B-like DNA repair protein [Arabidopsis 
thaliana] 



19082. .19228, 20058 
21705. .21768, 21908 



.20161, 
.21971, 



25596 
53122 
28740 

OJ990914_01. 9B05.C5.o5.np 
28740 
5852084 
28740.. 28825 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990914_01.9B05.C5 

Strand + 

End 28825 

Method AAT/NAP 

End 28825 

Score 76 



25596 
53123 
1 

OJ990914_01 . 9B05 .C5.ol.np 
1 

6539580 



Seq. ID OJ990914_01. 9B05.C5 
Strand 

End 16307 

Method AAT/NAP 

End 8133 

Score 1655 



1..93, 181. .808, 915. .1038, 1160. .1261, 1380. .1475, 3295. .3411, 
808 9.. 8 133 

(AP000837) hypothetical protein [Oryza sativa] 



25596 
53123 
1 



Seq. ID OJ990914_01. 9B05.C5 
Strand 

End 16307 



25640 



m • 

Name OJ990914_01 . 9B05 .C5 . o2 .gs Method GENSCAN 

Start 6994 ' End 16307 

GI none Score .72 

Exons 6994. .7133, 8106. .8248, 8261. .8767, 9013. .9140, 9386.-9469, 

10219. .10235, 10321. .10678, 10802 .. 114 06, 11449 11578, 

12361. .12450, 12535. .12569, 12650 .. 12931, 13528 .. 13728 , 

13895. .13985, 15969 .. 15992, 16149.. 16307 



Seq. No. 


25596 








Seq. ID 


OJ990914_01.9B05.C5 


Gene No. 


53124 








Strand- 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8274 








End 


9260 


GI 


none 








Score 


236 


Exons 


8274. .8402, 


8275 


. .8427, 


8488 . 


.8709, 841 


38. .8583, 8490. .8591 




8813. .8929, 


8814 


. .8915, 


9027. 


.9251, 9029.. 9259, 9030.. 9260 


Seq. No. 


25596 








Seq. ID 


OJ990914_01.9B05.C5 


Gene No. 


53124 








Strand 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


-CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8278 








End 


9194 


GI 


none 








Score 


208 


Exons 


8278. .8427, 


8283 


. .8390, 


8488. 


.8709, 8496.. 8591, 8676.. 8708 




8813. .8926, 


8814 


. ,8915, 


9029. 


.9187, 9030. .9194 - . 


Seq. No. 


25596 








Seq. ID 


OJ990914_01.9B05.C5 


fjpnp Wo 


53124 








Strand 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8281 








End 


8580 


GI 


none 








Score 


210 


Exons 


8281. .8427, 


8283 


. .8390, 


8488. 


.8580, 8496.. 8579 


Seq. No. 


25596 








Seq. ID 


OJ990914_01.9B05.C5 


Gene No. 


53124 








Strand 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


9087 








End 


9532 


GI 


none 








Score 


169 


Exons 


9087. .9263, 


9092 


. .9259, 


9386. 


.9532, 9427.. 9504 


Seq. No. 


25596 








Seq. ID 


OJ990914_01. 9B05.C5 


Gene No. 


53124 








Strand 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9194 








End 


9538 


GI 


none 








Score 


106 


Exons 


9194. .9259, 


9195 


. .9263, 


9386. 


.9535, 9386.. 9538 


Seq. No. 


25596 








Seq. ID 


OJ990914_01.9B05.C5 


Gene No. 


53124 








Strand 




Start 


25342 








End 


28367 


Name 


OJ990914 01. 


9B05 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


9386 








End 


9529 


GI 


none 








Score 


190 


Exons 


9386. .9529, 


9388 


. .9507 









25641 




Seq. No. 


25596 




Seq. ID 


OJ990914_01.9B05 


.C5 


Gene No . 


53124 




Strand 






Start 


25342 




End 


28367 




Name 


OJ990914 01.9B05.C5 


. o3 . tm 


. Method 


TBLASTX: Maize 




Start 


10800 . 




End 


11211 




GI 


none 




Score 


82 




Exons 


10800. . 10871, 10802 


. . 10885, 


10887. .10928, 10935 .. 11210 , 






10936. . 11211" 










Seq. No. 


25596 




Seq. ID 


OJ990914_01.9B05 


.C5 


Gene No . 


53124 




Strand 






Start 


25342 




End 


28367 




Name 


OJ990914JD1. 9B05.C5 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


21892 




End 


22168 




GI 


none 




Score 


121 




Exons 


21892 . .21969, 21893 


. .21970, 


21894. .21971, 22029 .. 22154 , 






22031 . .22168, 22039 


. .22167 








Seq. No. 


25596 




Seq. ID 


OJ990914_01.9B05 


-C5 


Gene No. 


53124 




Strand 






Start 


25342 




End 


28367 




Name 


OJ990914_01 . 9B05.C5 


. o4 .gs 


Method 


GENSCAN 




Start 


25342 




End 


28367 




GI 


none 




Score 


.47 




Exons 


25342. .25520, 27232 


. .27323, 


28282..28367 




Seq. No. 


25597 




Seq. ID 


.OJ990914_01.9B05 


.C6 


Gene No . 


53125 




Strand 


+ 




Start 


118 




End 


10508 




Name 


OJ990914 01.9B05.C6 


. ol.gs 


Method 


GENSCAN 




Start 


118 




End 


4909 




GI 


none 




Score 


.7 




Exons 


118. .155, 705. .840, 


1297.. 1436, 3093.. 


3284, 3841.. 3921, 






4712 . .4909 










Seq. No. 


25597 




Seq. ID 


OJ990914 01.9B05 


.C6 


Gene No. 


53125 




Strand 


+ 




Start 


118 




End 


10508 




Name' 


OJ990914 01.9B05.C6 


.ol.gp 


Method 


AAT/GAP 




Start 


3962 




End 


10508 




GI 


none 




Score 


690 




Exons 


3962. .4033, 7408. .7485, 10288. .10508 






Seq. No. 


25598 




Seq. ID 


OJ990914_01.9B05 


.C7 


Gene No. 


53126 




Strand 


+ 




Start 


4707 




End 


5154 




Name 


OJ990914 01.9B05.C7 


.ol.gp 


Method 


AAT/GAP 




Start 


4707 




End 


5154 




GI 


none 




Score 


781 




Exons 


4707. .5154 










Seq. No. 


25598 




Seq. ID 


OJ990914JU.9B05 


.C7 


Gene No. 


53127 




Strand 


+ 




Start 


5209 




End 


8597 




Name 


OJ990914 01.9B05.C7 


.ol.gs 


Method 


GENSCAN 




Start 


5209 


End 


7165 





25642 




GI 


none 


Score 


.82 


Exons 


5209.. 5930, 6032.. 6184, 6706 


. .6809, 6936. .7165 


Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No. 


53127 


Strand 


+ 


Start 


5209 


End 


8597 


Name 


OJ990914 01.9B05.C7.ol.np 


Method 


AAT/NAP 


Start 


5221 


End 


8541' 


GI 


5360996 


Score 


763 


Exons 


5221.. 5375, 5677.. 5800., 5900 


..5930, 6020. -.6253, 6706.. 6809, 




6930. .7084, 7479. .7576, 8336 


. .8541 




GI Descrip. 


(AF134116) APETALA2 protein 


homolog HAP 2 [Hyacinthus orientalis] 


Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No. 


• 53127 


Strand 


+ 


Start 


5209 


End 


8597 


Name 


OJ990914 01.9B05.C7.o2.gp 


Method 


AAT/GAP 


Start 


5900 


End 


6216 


GT 


38368 1.R1084 


Score 


440 


Exons 


5900. .5930, 6020. .6216 






GI Descrip. 


'5360996/gb|AAD22495.3|AF134116 1 1 . Oe 


-43 (AF134116) APETALA2 . ■ 




protein homolog HAP2 [Hyacinthus orientalis] 1 


Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No . 


53127 


Strand ■ 


+ 


Start 


5209 ' • . 


End 


8597 


Name 


OJ990914 01.9B05.C7.o3.gp 


Method 


AAT/GAP 


Start 


7463 


End 


8597 


GI 


427895 


Score 


7.28 


Exons 


7463. .7574, 8325. .8597 






Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No. 


53128 


Strand 


+ 


Start 


15768 


End 


18503 


Name 


OJ990914 01.9B05.C7.o3.gs 


Method 


GENSCAN 


Start 


15768 


End 


18472 


GI 


none 


Score 


.55 


Exons 


15768. .15843, 1664 9 16705, 


16928. .17102, 17299. .17388, 




17767. .184.72 






Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No. 


53128 


Strand 


+ 


Start 


15768 


End 


18503 


Name 


OJ990914 01.9B05.C7.o2.np 


Method 


AAT/NAP 


Start 


16809 . 


End 


18470 


GI 


3298441 


Score 


383 


Exons 


16809. .16986, 17966.. 18470 






GI Descrip. 


(AB010879) chloroplast ribosomal protein L10 [Nicotiana tabacum] 


Seq. No. 


25598 


Seq. ID 


OJ990914_01.9B05.C7 


Gene No.- 


53128 


Strand 


+ 


Start 


15768 


End 


18503 


Name 


OJ990914 01.9B05.C7.o5.gp 


Method 


AAT/GAP 


Start 


17860 


End 


18503 


GI 


74245 1.R1084 


Score 


1100 


Exons 


17860.. 18503 







GI Descrip. 1 3298441/dbj | BAA31511 1 5.0e-33 (AB010879) chloroplast ribosomal 



25643 



protein L10 [Nicotiana tabacum] 









Seq. ID 


OJ990914_ 


UJ-. ?DUJ • 


Cl 


Gene No. 


53129 




Strand 


+ 






Start 


24967 




End 


30957 






Name 


OJ9.90914 01.9B05.C7 


. o5 . gs 


Method 


GENS CAN 






Start 


24967 




End 


30957 






GI 


none 




Score 


.47 






Exons 


24967. .25182, 25197 


. .25227, 


26140. .26349, 26619. 


.26742, 






27476.-27668, 28827 


. .28966, 


30909. .30957 






Seq. No. 


25598 




Seq. ID 


OJ990914_ 


01 9B05 


Cl 


Gene No. 


53129 




Strand 


+ 






Start 


24967 




End 


30957 






Name 


OJ990914 01.9B05.C7 


.oS.np 


Method 


AAT/NAP 






Start 


25011 




End 


29899 






GI 


1707642 




Score 


233 






Exons 


25011. .25044, 26085 


• .26742, 


26868; .27182, 29825. 


.29899 




GI Descrip. 


(Y07748) TMK [Oryza 


sativa] 










Sea No 


25598 




Seq. ID 


OJ990914_ 


01 9B05 


Cl 


Gene No. 


53129 




Strand 


+ 






Start 


24967 




End 


30957 






Name 


OJ990914 01.9B05.C7 


. o4 . np 


Method 


AAT/NAP 






Start 


26125 




End 


29685 






GI 


2213607 




Score 


209 






Exons 


26125. .26742, 26868 


. .27128, 


29666. .29685 






GI Descrip. 


(AC000103) F21J9.1 


[Arabidopsis thaliana] 








or cqp 
t JJ -?o 




Seq. ID 


OJ990914_ 




cl 


Gene No. 


53130 




Strand 


+ 






Start 


31980 




End 


36872 






Name 


OJ990914 01.9B05.C7 


.06. gs 


Method 


GEN SCAN 






Start 


31980 




End 


36692 






GI 


none 




Score 


.74 






Exons 


31980. .32089, 32618 


. .32820, 


33096. .33214, 33292. 


.33368, 






33711. .33798, .34653 


. .34734, 


34959. .35008, 36531. 


.36692 




Seq. No.^ 


25598 




Seq. ID 


OJ990914_ 


01.9B05. 


Cl 


Gene No.' 


53130 




Strand 


+ 






Start 


31980 




End 


36872 






Name 


OJ990914 01.9B05.C7 


. 06. np 


Method 


AAT/NAP 






Start 


33711 




End 


36824 






GI 


6226358 




Score 


178 






Exons 


33711. .33798, 33884 


. .33964, 


34052. .34108, 34653. 


.34734, 






34959. .35008, 35306 


. .35362, 


35452. .35548, 36490. 


.36588, 





36715.. 36824 

GI Descrip. HYPOTHETICAL 35.0 KD PROTEIN STKORF319 gi 11732028 
unknown [Myxococcus xanthus] 



(AC000101) 



Seq. No. 25598, Seq. ID 

Gene No. 53130' : Strand 

Start 31980 End 

Name OJ990914_01 . 9B05 . C7 . 08 . gp Method 

Start 36500 End 

GI 2280938 Score . 

Exons 36500. .36588, 36712.. 36872 



OJ990914_01.9B05.C7 
+ 

36872 
AAT/GAP 
36872 
338 



25644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25598 
53131 
8426 

OJ990914_01 . 9B05 . C7 . o2 . gs 

8426 

none 



Seq. ID OJ990914_01.9B05.C7 



Strand 
End 

Method 

End 

Score 



11069 
GENSCAN 
11069 
.58 



8426. .8577, 8865.. 8887, 9871.. 10086, 10480 .. 10655, 108 92 11020, 
11049. .11069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene- No . 

Start 

Name 

Start 

GI 

Exons 



25598 
53132 
18586 

OJ990914_01 . 9B05 . C7 . o2 . tm 

5682 

none 

5682. .5801, 5683.. 5808, 5898. 
6017. .6256, 6018. .6254, 6065. 
6485. .6529, 6703 .. 6834 6704 . 
6941.. 6985, 6976.. 7032, 6977. 
8485.. 8538, 8545.. 8637, 8549. 

25598 
53132 
18586 

OJ990914_01.9B05.C7.ol.tc 

5683 

none 

5683. .5808, 5685. .5801, 5898. 
6018.. 6254, 6020.. 6259, 6065. 
6704. .6787, 6704. .6802 

25598 
53132 
18586 

OJ990914_01.9B05.C7.ol.ts 
5904 
none 
5904. 
6471. 
6704. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990914 01.9B05.C7 



24058 

TBLASTX: Maize 
8784 
175 

5930, 5899. .5931, 6006. .6128, 

6256, 6148.. 6261, 6483. .6530, 

6787, 6704.. 6835, 6933.. 7031, 

7033, 8483. .8524, 8485. .8550, 

8587, 8626.. 8640, 8764. .8784 



.5933, 6017. 
.6539, 6472. 
.6787 



.6262, 6018. 
.6531, 6695, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 01.9B05.C7 



24058 

TBLASTX: Cress 
6802 
175 

.5924, 5900. .5923, 6006. .6116, 
.6256, 6475. .6531, 6703. .6771, 



Seq. ID OJ990914_01.9B05.C7 
Strand 

End 24058 

Method TBLASTX : Soybean 

End . 6811 

Score 37 

.6104, 6018. .6263, 6469. .6531, 
.6811, 6700.. 6771, 6701.. 6787, 



Seq. No. 255.98 

Gene No. 53132 

Start 18586 

Name OJ990914JD1 . 9B05 . C7 . ol . tw 

Start 6066 

GI none 

Exons 6066.. 6275, 6107.. 6235 

Seq. No. 25598 

Gene No. 53132 

Start 18586 

Name OJ990914_01 . 9B05 . C7 . o2 . ts 

Start 17993 

GI none 
Exons 



Seq. ID OJ990914_01.9B05.C7 
Strand 

End 24058 

Method TBLASTX : Wheat 

End 6275 

Score 183 



Seq. ID OJ990914_01.9B05.C7 
Strand 

End 24058 

Method TBLASTX : Soybean 

End 18397 

Score 256 



17993. .18247, 18004 .. 18252 , 18232 .. 18327 , 18245 .. 18397 r 



25645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18266. . 18397 

25598 
53132 
18586 

OJ990914__01. 9B05.C7.ol.tm 

18013 

none 



Seq. ID OJ990914_01.9B05.C7 
Strand 
End 

Method 
End 
Score 



24058 

TBLASTX: Maize 

18412 

643 



18013. . 18372, 18014. .18412, 18173.. 18391 



25598 
53132 
18586 

OJ990914_01.9B05.C7.o4.gs 
18586 
none 

18586. .18701, 19122. .19188, 19602 .. 19694 , 19795 
20069. .20304, 20354 .. 20425, 20627 .. 20868, 21774 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914 01.9B05.C7 



24058 
GENS CAN 
24058 
.72 



.19938, 
.21829, 



22293. .22370, 22822 .. 22890, 22908 23101 , 23371 .. 234 97 , 
23918. .24058 



25598 
53132 
18586 

OJ990914JD1 . 9B05 . C7 . o3 . tm 
19519 
none 

19519. .19560, 19533. .19559, 19584 .. 19709, 19599 
19794. .19940, 19795 19941, 19805 .. 19939, 20068 



Seq. ID OJ990914_01.9B05.C7 
Strand 

24058 . 

TBLASTX: Maize 
20807 
59 

19712, 
20304, 



End 

Method 

End 

Score 



20069. .20305, 20070 20306, 20619 .. 20717 , 20721.. 20807 



Seq. No. 25598 Seq. ID 

Gene No. 53132 Strand 

Start 18586 End 

Name OJ990914_01 . 9B05 . C7 . o3 . ts Method 

Start 20129 End 

GI none Score 
Exons 



OJ990914_01.9B05.C7 
24058 

TBLASTX: Soybean 

20717 

64 



20129. .20263, 20132 .. 20305, 20151 .. 20306, 20628 20717 , 
20632. .20700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25598 
53132 
18586 

OJ990914_01.9B05.C7.o2.tc 
20183 



OJ990914 01.9B05.C7 



none 
20183. 
20714 . 
22222. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.20305, 20190. .20306, 20628 .. 20711, 207 11 .. 20908 , 
.20893, 20730. .20915, 20730 .. 20930, 22221 .. 22307 , 
.22299 



24058 

TBLASTX: Cress 

22307 

95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25598 
53132 
18586 

OJ990914_01.9B05.C7.o4.ts 

20736 

none 



Seq. ID OJ990914_01.9B05.C7 



Strand 
End 

Method 

End 

Score 



24058 

TBLASTX : Soybean 

21953 

117 



20736. .20909, 2074 0 20949, 21263 .. 21295, 2134 9 21375, 



25646 



21838. .21876, 21930. .21953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25598 
53132 
18586 

OJ990914_01 . 9B05 . C7 . o5 . tm 
20809 



OJ990914 01.9B05.C7 



none 
20809. 
21249. 
21830. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20907, 20810. .20908, 20811 .. 20927, 20812 .. 20916, 
21380> 21253. .21378, 212 63 .. 214 69, 21817 .. 21969, 
21961, 21834. .21965, 21850.. 21969 



24058 

TBLASTX: Maize 

21969 

95 



Seq. No. 25598 
Gene No. 53133 
Start 33125 

Name OJ990914_01 . 9B05 . C7 . o4 . tm 

Start 33125 
GI none 
Exons 33125 

33291 

33713 

34050 

34651 



». .33217, 33154. 

...33377, 33693. 

t. .33805, 33821. 

.34100, 34634. 

.34740, 34952. 



33216, 
33797, 
33964, 
34732, 
35026, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33286 

33698 

33878 

34634 

35303 



OJ990914 01.9B05.C7 



35529 

TBLASTX : Maize 
35529 
68 

33378, 33286. .33372, 
33796, 33712. .33804, 
33964, 34048. .34125, 
34744, 34641. .34733, 
35371, 35476.. 35529 



Seq. No. 25599 Seq. ID 

Gene No.' 53134 Strand 

Start 1 End 

Name OJ990914_01 . 9B05 . C8 . ol . gp Method 

Start 1 End 

GI 2798188 Score 

Exons 1. .114 



OJ990914_01. 9B05.C8 
+ 

114 

AAT/GAP 

114 

217 



Seq. No. 25599 Seq. ID 

Gene No. . 53135 Strand 

Start 818 End 

Name OJ990914_01 . 9B05 . C8 . o2 . gp Method 

Start .4 67 End 

GI 5004112 Score 
Exons 4 67.. 781 

GI Descrip. 5852077/emb | AL117264 . 1 | OSB6015 4.0e-10 Oryza sativa indica(GLA4) 

genomic DNA, chromosome 4, BAC clone: b6015 



OJ990914_01.9B05.C8 

12228 
AAT/GAP 
781 
578 



Seq. No. 25599 Seq. ID 

Gene No. 53135 Strand 

Start 818 End 

Name OJ990914_01 . 9B05 . C8 . ol . gs Method. 

Start 818 End 

GI none Score 
Exons 



OJ990914_01. 9B05.C8 

12228 
GENSCAN 
12228 
.79 



818. .945, 2060. .2264, 2349. .2547, 3142. .3324, 3834. .3974, 
4654. .4816, 7952. .8085, 8397. .8722, 9465. .9735, 10131 .. 1034 5, 
10646. .10743, 11084 .. 11192, 12112.. 12228 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25599 
53135 
818 

OJ990914 
9189 



01.9B05.C8.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990914_01.9B05.C8 
12228 

TBLASTX: Maize 
.10745 



25647 



GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 35 

9189. .9221, 9334. .9372, 9390. .9446, 9392. .9457, 9473. .9514, 
9474. .9524, 9529. .9735, 9537. .9734, 9556. .9765, 10125 . .1034 6, 



10130. .10348, 10130. .10384, 
10647. .10745 

25599 
53135 
818 

OJ990914_01. 9B05.C8.o3.gp 

9223 

4284 1.R1084 



1064 6. .10744, 1064 6. .1074 4, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_01. 9B05.C8 

12228 
AAT/GAP 
11373 
1831 



9223.. 9735, 10131 .. 10345, 10646 .. 10743, 11233.. 11373 
1 1943751 5.0e-49 (U93845) Arabidopsis thaliana ER-type calcium 
pump protein, complete sequence >gi_2078292 (U96455) ER-type 
Ca2+-pumping ATPase; ECAlp [Arabidopsis thaliana] ' 



25599 Seq. ID 

53135 ' . Strand 

818 " ' End 
OJ990914_01. 9B05.C8.ol.tc Method 
9621 End 
none Score 



OJ990914JD1. 9B05.C8 
12228 

TBLASTX: Cress 

10703 

48 



9621.. 9734, 10133. 
10647. .10703 



10384, 10136. .10204, 10227 .. 10394 , 



Seq. No. 25600 Seq. ID OJ990804_08 . 9B05 . C3 

Gene No. 53136 Strand 

Start 1 End 309 

Name OJ990804_08 . 9B05 . C3 . ol .np Method AAT/NAP 

Start 1 End 309 

GI 3513744 Score 103 

Exons 1..309 

GI Descrip. (AF080118) contains similarity to Medicago truncatula MtN3 
(GB:Y08726) [Arabidopsis thaliana] 



Seq. No. 


25600 








Seq. ID 


OJ990804_08.9B05 


.C3 


Gene No. 


53137 








Strand 






Start 


1085 








End 


1165 




Name 


OJ990804 08. 


9B05. 


C3.ol 


:tm 


Method 


TBLASTX: Maize 




Start 


67 








End 


423 




GI 


none 








Score 


155 




Exons 


67. .291, 70. 


.378, 


71. . 


298, 


385. .423 






Seq. No. 


25600 








Seq. ID 


OJ990804_08.9B05 


.C3 


Gene No. 


53137 








Strand 






Start 


1085 








End 


1165 




Name 


OJ990804 08. 


9B05. 


C3.ol 


.gs 


Method. 


GENSCAN 




Start 


1085 








End 


1165 




GI 


none 








Score 


.47 




Exons 


1085. .1165 














Seq. No. 


25601 








Seq. ID 


OJ990804_08.9B05 


.C4 


Gene No. 


53138 








Strand 


+ 




Start 


140 








End 


5195 




Name 


OJ990804 08. 


9B05. 


C4.ol 


. gs 


Method 


GENSCAN 




Start 


. 140 








End 


5195 





25648 



# • 



GI 


none 




Score 


. 61 






Exons' 


140.. 210, 2602.. 2999, 3192.. 


3578, 3652 


. . 5195 






Seq. No. 


25601 




Seq. ID 


OJ990804 


_08 . 9B05 


. C4 


Gene No. 


53138 




Strand 


+ 






Start 


140 




End 


5195 






Name 


OJ990804 08 


.9B05.C4.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


4428 




• End 


4805 






GI 


none 




Score 


190 






Exons 


4428. .480.5 












Seq. No. 


25601 




Seq. ID 


OJ990804 


__08 . 9B05 


.C4 


Gene No. 


53138 




Strand 


+ 






Start 


140 




End 


5195 






Name 


OJ990804 08 


.9B05.C4.ol.np . 


Method 


AAT/NAP 






Start 


4437 




End 


4915 






GI 


4680183 




Score 


257 






Exons 


4437. .4915 












GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


25602 




Seq. ID 


OJ990804 


_08 . 9B05 


. C5 


Gene No. 


53139 




Strand 


+ 






Start 


3020 




End 


3241 






Name 


OJ990804- 08 


.9B05.C5.ol.np 


Method 


AAT/NAP 






Start 


3020 




End 


3241 






GI 


6721512 




Score 


58 






Exons 


3020. .3139, 


3169. .3241 










GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


25603 




Seq. ID 


OJ990804 


_08. 9B05 


.C6 


Gene No. 


53140 




Strand 








Start 


1213 




End 


15630 






Name 


OJ990804 08 


.9B05.C6.ol.gs 


Method 


GEN SCAN 






Start 


1213 




End 


14239 






GI 


none 




Score 


.55 






Exons 


1213. .1226, 


4755.. 4781, 5225 


..5409, 5847. .6109, 


7058. .7112 




8832. .8994, 


9718. .9844, 10154 .. 10326, 


10347. .11030, 






11296. .12775, 13314 .. 13640, 


14225. .14239 






Seq. No. 


25603 




Seq. ID 


OJ990804 


_08.9B05 


,C6 


Gene No. 


53140 




Strand 








Start 


1213 




End 


15630 






Name 


OJ990804 08 


.9B05.C6.ol.tm 


. Method 


TBLASTX: Maize 




Start 


2448 




End 


9268 






GI 


none 




Score 


140 






Exons 


2448. .2513> 


8660.. 8836, 8861 


..9268, 8919. .9173 






Seq. No. 


25603 




Seq. ID 


OJ990804 


_08.9B05 


.C6 


Gene No. 


53140 




Strand 








Start 


1213 




End 


15630 






Name 


OJ990804 08 


.9B05.C6.ol.gp 


Method 


AAT/GAP 






Start 


2683 




End 


4819 






GI 


none 




Score 


879 






Exons 


2683. .2704, 


2768.. 2963, 3737 


..3868, 4673. .4819 






Seq. No. 


25603 




Seq. ID 


OJ990804 


_08.9B05 


.C6 


Gene No. 


53140 




Strand 









25649 



Start 
Name 
Start 
GI 

Exons 



End 15630 
Method TBLASTX : Soybean 
End 9256 
Score 35 

8633.-9256, 8661. .8837, 8666. .8995, 8865. .9062, 



1213 

OJ990804_08. 9B05 . C6 . ol . ts 
8579 
none 

8579. .8608, 
9102. .9254 



Seq. No. 


25603 Seq. ID 


OJ990804_08.9B05.C6 


Gene No. 


53140 Strand 




Start ' 


' 1213 End 


15630 


Name • 


OJ990804 08. 9B05 . C6 . ol . np Method 


AAT/NAP 


Start 


8609 End - 


12874 


GI 


2586082 Score 


3975 


Exons 


8609. .12874 




GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 


Seq. No. 


25603 Seq. ID 


OJ990804_08.9B05.C6 


Gene No. 


53140 Strand 




Start 


1213 End 


15630 ^ ■ 


Name 


OJ990804 08. 9B05 . C6 . o2 . np Method 


AAT/NAP 


Start 


8 930 End 


15630 


GI 


3980411 Score 


105 


Exons 


8930.. 8966, 13331 .. 13636, 15573.. 15630 




GI Descrip. 


(AC004561) putative proline-rich protein [Arabidopsis thaliana 


Seq. No*. 


25603 Seq. ID 


OJ990804_08. 9B05.C6 


Gene No. 


53140 Strand 




Start 


1213 End 


15630 


Name 


OJ990804 08. 9B05 . C6 . ol . tw Method 


TBLASTX: Wheat 


Start 


9020 End 


9460 


GI 


none Score 


55 



Exons 9020. .9340, 9021. .9107, 9080. .9331, 9138. .9341, 9350. .9460 



Seq. No. 25603 Seq. ID 

Gene No. 53140 Strand 

Start 1213 End 

Name OJ990804_08 . 9B05 .C6 . o2 . tm Method 

Start 9395 End 

GI none Score 

Exons 9395.. 9841, 9441., 9488, 9603.. 9818 



OJ990804_08.9B05.C6 
15630 

TBLASTX: Maize 

9841 

4 4 



Seq. No. 


25603 








Seq. ID 


OJ990804 


_08.9B05 


.C6 


Gene No. 


53140 








Strand 








Start 


1213 








End 


15630 






Name 


OJ990804 08, 


.9B05. 


C6.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


9629 








End 


9960 






GI 


none 








Score 


66 






Exons 


9629. .9832, 


9750. 


.9815, 


9843. 


.9929, 9928.. 9960 






Seq. No. 


25603 








Seq. ID 


OJ990804 


_08.9B05 


.C6 


Gene No. 


53140 








Strand 








Start 


1213 








End 


15630 






Name 


OJ990804 08. 


■9B05. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


9638 








End 


10128 






GI 


5509260 








Score 


120 






Exons 


9638. .9832, 


9651. 


.9815, 


9665. 


.9820, 9928.. 10128 






GI Descrip. 



















25650 




Q&rr Kin 






Seq. ID 


OJ990804_08.9B05 


. C6 


Gene No. 


53140 




Strand 






Start 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


ol.tc 


Method 


TBLASTX : Cress 




Start 


10723 




End 


11143' 




GI 


none 




Score 


84 




Exons 


10723. .10944, 10942. 


.11058, 


11054. .11143 




OC^t LN ^ . 


25603 




Seq. ID 


OJ990804_08.. 9B05 


. C6 


Gene No.- 


53140 




Strand 






Start 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10730 




End 


11053 




GI 


none 




Score 


93 




Exons 


10730. .10936, 10732. 


.10935, 


10946. .11053, 10951. .11040 






L JUU J 




Seq. ID 


OJ990804_08.9B05 


.C6 


Gene No. 


53140 




Strand . 






Start 


1213 




End - 


15630 




Name 


OJ990804 08.9B05.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10753 




End 


11149 




GI 


none 




Score 


77 




Exons 


10753. .10935, 10754. 


.10936, 


10927. .11037, 11060.. 11149 










Seq. ID 


OJ990804_08.9B05 


. C6 


Gene No. 


53140 




Strand 






Start 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11135 




End 


11566 




GI 


none 




Score 


74 




Exons 


11135. .11326, 11348. 


.11476, 


11462. .11566 






25603 




Seq. ID 


OJ990804_08.9B05 


.C6 


Gene No. 


53140 




Strand 






Start 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11646. 




End 


12037 




GI 


none> 




Score 


239 




Exons 


1164~6.\12020, 11648. 


.12037 










25603 




Seq. ID 


OJ990804_08. 9B05 


.C6 


Gene No. 


53140 




Strand 






Start 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


o5 . tm 


- Method 


TBLASTX: Maize 




Start 


11648 




End 


11941 




GI 


none 




Score 


91 




Exons 


11648. .11941, 11652. 


.11885 








Seq. No. 


25603 




Seq. ID 


OJ990804_08.9B05 


.C6 


Gene No. 


53140 




Strand 






Start. 


1213 




End 


15630 




Name 


OJ990804 08.9B05.C6. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


12206 




End 


12538 




GI 


none 




Score 


68 




Exons 


12206. .12538, 12275. 


.12367, 


12309. .12515, 12413. .12538 





25651 




Seq. No. 


25603 


Seq. ID 


OJ990804_08.9B05.C6 


Gene No. 


53140 


Strand 




Start 


1213 


End 


15630 


Name 


OJ990804 08. 9B05 . C6 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


12353 


End 


12656 


GI 


none 


Score 


154 • ' 


Exons 


12353. .12655, 12354. .12656 






Seq. No. 


25603 


Seq. ID 


OJ990804_08 . 9B05.C6 


Gene No . 


53140 


Strand 




Start 


1213 


End 


15630 


Name 


OJ990804 08. 9B05 . C6 . o2 . gs 


Method 


GENSCAN 


Start 


15442 


End 


15515 


GI 


none 


Score 


. 82 


Exons 


15442. .15515 






Seq. No. 


25604 


Seq. ID 


OJ990804_08 . 9B05.C7 


Gene No. 


53141 


Strand 


+ 


Start 


.1 


End 


1327 


Name 


OJ990804 08.9B05.C7.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


1327 


GI 


6721512 


Score 


61 


Exons 


1..24, 332.-487, 1287. .1327 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25605 


Seq. ID 


OJ990804_08.9B05.C8 


Gene No. 


53142 


Strand 


+ 


Start 


191 


End 


2993 


Name 


OJ990804 08.9B05.C8.ol.gp 


Method 


AAT/GAP 


Start 


108 


End 


577 


GI 


20814 1.R1084 


Score 


843 


Exons 


108. .577 






GI Descrip. 


, 6015437/dbj | AB008112 . 1 | AB008112 1 . Oe- 


10 Homo sapiens PEX1 mRNA, 




complete cds 1 






Seq. No. 


25605 


Seq. ID 


OJ990804_08.9B05.C8 


Gene No . 


53142 


Strand 


+ 


Start 


191 


End 


2993 


Name 


OJ990804 08.9B05.C8.ol.gs 


Method 


GENSCAN 


Start ■ 


191 


End 


2993 


GI 


none 


Score 


.43 


Exons 


191. .734, 1259. .1306, 2941.. 


2993 




Seq. No. 


25605 


Seq. ID 


OJ990804_08.9B05.C8 


Gene No. 


53143 


Strand 


+ 


Start 


3760 


End 


8086 


Name 


OJ990804 08.9B05.C8.o2.np 


Method 


AAT/NAP 


Start 


3760 


End 


8086 


GI 


3176874 


Score 


46 


Exons 


3760.. 3780, 6688.. 6817, 8037 


. .8086 




GI Descrip. 


(AF065639) cucumisin-like serine protease [Arabidopsis thaliana] 


Seq. No. 


25605 


Seq. ID 


OJ990804_08.9B05.C8 


Gene No. 


53144 


Strand 




Start 


3101 


End 


11306 


Name 


OJ990804 08. 9B05 . C8 . ol . np 


• Method 


AAT/NAP 


Start 


3101 


End 


7229^ 



•25652 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6815103 Score 171 

3101. .3122, 5085. .5285, 5454. .5560, 7201. .7229 
(AP001081) hypothetical protein [Oryza sativa] 



25605 
53144 
3101 

OJ990804JD8 . 9B05 . C8 . o2 . gs 

3499 

none 



Seq. ID OJ990804_08.9B05.C8 
Strand 

End 11306 

Method GENSCAN 

End 11306 . 

Score .47 



3499.-3528, 5454. .5567, 5619.. 5740, 6711.. 6957, 7085.. 7367, 
8952.. 9061, 10670. .10768, 10782.. 11306 



25605 Seq. ID 

53145 Strand 

12068 End 

OJ990804_08 . 9B05 . C8 . o3 . gs Method 

12068. End 

none „ Score 

12068.". 12140, 12535. .12819, 13547 

14810. .14974, 15716. .15934, 16326 



OJ990804 08.9B05.C8 



16453 
GENSCAN 
16409 
. 61 

13610, 13738, 
16409 



, 13789, 



25605 
53145 
12068 

OJ990804_08.9B05.C8.o2.gp 
14437 

13899_1.R1084 

14437. .14974, 15716 15934 , 
, 4455351/emb|CAB36761.1| 5. 
[Arabidopsis thaliana] ' 

25605 
53145 
12068 

OJ990804_08.9B05.C8.ol.tm 

14639 

none 

14639. .14677, 14640 14 687 , 
14759. .14980, 14766 .. 14 975, 
15716. .15934, 15723 .. 15917 , 



25605 
53145 
12068 
OJ990804 
14759 
none 
14759. 
15716. 
16317. 



Seq. ID 
Strand 

End 16453 
Method AAT/GAP 
End 16453 
Score 1607 
16326. .16453 
0e-63 (AL035524) 



OJ990804 08.9B05.C8 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14676. .14723, 
14783. .14977, 



putative protein 



OJ990804 08.9B05.C8 



16453 

TBLASTX: Maize 
16412 
54 

14677.V14727, 
14829. .14987, 



16294. .16392, 16323. .16412 



08.9B05.C8-ol.ts 



14980, 14790. 
15859, 15717. 
16412, 16324. 



,14975, 
,15860, 
,16410 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14832 

15860 



OJ990804 08.9B05.C8 



16453 

TBLASTX : Soybean 
16412 
234 

14987, 14881. .14988, 
15934, 15879. .15917, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25605 

53145 

12068 

OJ990804 

14768 



08.9B05.C8.o3.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ990804_08.9B05.C8 

16453 

AAT/NAP 

16448 



25653 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4455351 Score 561 

14768. .14997, 15712 .. 15934 , 16326.. 16448 
(AL035524) putative protein [Arabidopsis thaliana] 



25605 
53145 
12068 

OJ990804_08 . 9B05 .C8 . ol . tc 
14777 



OJ990804 08.9B05.C8 



none 
14777. 
15716. 
15861. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14920, 14778. .14921, 14828 14 923, 14 915 .. 14 980, 
15739, 15734. .15859, 15735 .. 158 60, 158 60 .. 15934 , 
15917, 16317. .16409 



16453 

TBLASTX: Cress 

16409 

176 



Seq. No. 


25606 


Seq. ID 


OJ990804_08 . 


9B05 . C9 


Gene No. 


53146 


Strand 


+ 




Start 


248 


End 


2706 




Name 


OJ990804 08.9B05.C9.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


2706 




GI 


none 


Score 


. 48 




Exons 


248.-272, 2411. .2706 








Seq. No. 


25606 


Seq. ID 


OJ990804 08. 


9B05 . C9 


Gene No. 


53147 


Strand 






Start 


4123 


End - 


4708 




Name 


OJ990804 08.9B05.C9.o2.gs 


Method 


GENSCAN 




Start 


4123 


End 


4708 




GI 


none 


Score 


.78 




Exons 


4123. .4238, 4663. .4708 








Seq. No. 


25607 


Seq. ID 


OJ990804_08. 


on a cr i a 

9B05 . CIO 


Gene No. 


53148 


Strand 


+ 




Start 


222 


End 


5211 




Name 


OJ990804 08.9B05.C10.ol.gs 


Method 


GENSCAN 




Start 


222 


End 


3662 




GI 


none 


Score 


.64 




Exons 


222. .311, 593. .687, 3098. .3206, 3520.. 


3662 




Seq. No. 


25607 


Seq. ID 


OJ990804_08. 


9B05.C10 


Gene No. 


53148 


Strand 






Start 


222 


End 


5211 




Name 


OJ990804 08.9B05.C10.o2.gp 


Method 


AAT/GAP 




Start 


1861 


End 


5211 




GI 


LIB3477-003-P1-K1-E9 


Score 


138 




Exons 


1861. .1913, 5159. .5211 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


25607 


Seq. ID 


OJ990804_08. 


9B05.C10 


Gene No. 


53149 


Strand 


+ 




Start 


5310 


End 


8806 




Name 


OJ990804 08.9B05.C10.ol.np 


Method 


AAT/NAP 




Start 


5310 


End 


8806 




GI 


5295951 


Score 


142 




Exons 


5310. .5576, 8783. .8806 









GI Descrip. (AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 



25654 



partial cds. (U23857) [Oryza sativa] 



Seq. No. 


25607 


Seq. ID 


OJ990804 


_08 . 9B05.C10 


Gene No. 


53150 


Strand 






Start 


1163 


End 


1316 




Name 


OJ990804 08.9B05.C10.ol.gp 


Method 


AAT/GAP 




Start 


1163 


End 


1316 




GI 


2338 1.R1084 


Score 


79 




Exons 


1163.. 1231, 129*6.. 1316 








GI Descrip. 


? 5803242/dbj | AP000399. 1 | AP000399 2.0e- 


40 Oryza 


sativa genomi 




DNA, chromosome 6, clone : P0535G04 1 






Seq. No. 


25607 


Seq. ID 


OJ990804 


_08.9B05.C10 


Gene No. 


53151 


Strand 






Start 


3857 


End 


4186 




Name 


OJ990804 08. 9B05 . CIO . o2 . gs 


Method 


GEN SCAN 




Start 


3857 


End 


4186 




GI 


none 


Score 


. 92 




Exons 


3857. .4072, 4 097. .4186 








Seq. No.. 


25607 


Seq. ID 


OJ990804 


_08.9B05.C10 


Gene No. 


53152 


Strand 






Start 


5380 ■ 


End 


7996 




Name 


OJ990804 08 . 9B05 . C10 . o3 . gs 


Method 


GENSCAN 




Start 


5380 


End 


7996 




GI 


none 


Score 


.79 




Exons 


5380.. 5565, 5576.. 5624, 6569. 


.6883, 7974. .7996 




Seq. No. 


25607 


Seq. ID 


OJ990804 


_08.9B05.C10 


Gene No. 


53153 


Strand 






Start 


9199 


End 


9912 




Name 


OJ990804 08.9B05.C10.o4.gs 


Method 


GENSCAN 




Start 


9199 


End 


9912 




GI 


none 


Score 


.66 




Exons 


9199. .9336, 9832.. 9912 








Seq. No. 


25608 


Seq. ID 


OJ990804 


_08.9B05.C12 


Gene No". 


53154 


Strand 


+ 




Start 


2238 


End 


11713 




Name 


OJ990804 08.9B05.C12.ol.gs 


Method 


GENSCAN 




Start 


2238 


End 


11453 




GI 


none 


Score 


.47 




Exons 


2238.. 2276, 2294.. 2669, 2766. 


.2999, 3505.. 3645, 


4505. .4599, 




6410. .6489, 7291.. 7518, 10278 


. .10507, 


10716. .11453 


Seq. No. 


25608 


Seq. ID 


OJ990804 


_08.9B05.C12 


Gene No. 


53154 


Strand 


+ 




Start 


2238 


End 


11713 




Name 


OJ990804 08.9B05.C12.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


10321 


End 


11491 




GI 


none 


Score 


187 




Exons 


10321. .10509, 10365. .10508, 10721 .. 11155, 10777 


. .11145, 




11153. .11401, 11155. .11400, 114 14 .. 114 91, 11415 


. .11465 



Seq. No. 
Gene No. 
Start 



25608 
53154 
2238 



Seq. ID OJ990804_08.9B05.C12 
Strand + 
End 11713 



25655 



Name 

Start 

GI 

Exons 



OJ990804_08.9B05.C12.ol.tc 

10324 

none 



Method TBLASTX : Cress 



End 
Score 



11494 
178 



10324. .10509, 10365. .10508, 10721 .. 11155, 10801 11031, 
11155. .11214, 11218. .11406, 11222 .. 11401, 11414 .. 11494 , 
11416. .11475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25608 Seq. ID OJ990804_08.9B05.C12 

53154 Strand + 

2238 End 11713 

OJ990804_08.9B05.C12.ol.np Method AAT/NAP 

10327 End 11713 

5921766 Score 793 

10327. .10507, 10716.. 11713 

CHALCONE SYNTHASE 8 (NARINGENIN-CHALCONE SYNTHASE 8) gi 12253119 

(AF007099) chalcone synthase [Bromheadia f inlaysoniana] 



25608 
53154 
2238 

OJ990804_08. 9B05 . C12 . ol . ts 

10360. 

none 

10360. .10512, 10371. .10508, 
11048. .11131, 11153. .11401, 
11416.. 11496 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10721. .11155, 
11155. .11406, 



OJ990804_08.9B05.C12 
+ 

11713 

TBLASTX : Soybean 
11497 
162 

10777. .11031, 
11414. .11497, 



Seq. No. 25609 Seq. ID 

Gene No. 53155 Strand 

Start 2908 End 

Name OJ990804_08 . 9B05 . C13 . ol . gs Method 

Start 2908 End 

GI none Score 

Exons 2908.. 3018 



OJ990804_08.9B05.C13 
+ 

3018 
GENS CAN 
3018 
.54 



Seq. No. 25609 

Gene No. 53156 

Start 4904 

Name OJ990804_08 . 9B05 . C13 . o3 . gs 

Start 4904 

GI none 

Exons 4904.. 5011, 
9545. .10.045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_ 
+ 

10045 
GENSCAN 
10045 
.58 



08. 9B05.C13 



6404. .6460, 6656. .6796, 7465.-7663, 9294. .9352, 



Seq. No. 25609 Seq. ID 

Gene No. 53157 Strand 

Start 3603 End 

Name OJ990804_08 . 9B05 . C13 . o2 . gs Method 

Start 3603 End 

GI none Score 

Exons 3603.. 3620, 3757.. 3906 

Seq. No. 25609 Seq. ID 

Gene No. 53158 Strand 

Start 10967 End 

Name OJ990804_08 . 9B05 . C13 . o4 . gs Method 

Start 10967 End 



OJ990804_08.9B05.C13 

3906 
GENSCAN 
3906 
.77 



OJ990804_08.9B05.C13 

18196 

GENSCAN 

18196 



25656 



GI 


none 




Score 


.5 


Exons 


10967. .11035, 11411. 


.11522, 


11621. .11777, 11783. . 11873, 




12304 . .13918, 14099. 


.16370, 


16647. .16892, 18109. .18196 


Seq. No. 


25609 




Seq. ID 


OJ99080.4_08.9B05.C13 


Gene.. No. 


53158 




Strand - 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


.o2.np 


Method 


AAT/NAP 


Start 


12162 




End 


13663 


GI 


2865202 




Score 


554 


Exons 


12162. .13663 








GI Descrip. 


(U19263) ORF [Saccharomyces 


paradoxus] 




Seq. No. " 


25609 




Seq. ID 


OJ990804_08.9B05.C13 


Gene No. 


53158 




Strand 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


.o3.np 


Method 


AAT/NAP 


Start 


12163 




End ■ 


16793 


GI 


4586028 




Score 


1534 


Exons 


12163. .14888, 14925. 


.16161, 


16264. .16427, 16599.. 16793 


GI Descrip. 


(AC007109) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05.C13 


Gene No. 


53158 




Strand 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


. ol . np 


Method 


AAT/NAP 


Start 


12168 




End 


16735 


GI 


2961349 




Score 


1611 


Exons 


12168. .13733, 13944. 


.14913, 


14943. .15236, 1587 6 .. 1614 4 , 




16510. .16735 








GI Descrip. 


(AL022140) LTR retrotransposon like protein [Arabidopsis 




thaliana] 








Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05.C13 


Gene No . 


53158 




Strand 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


12235 




End 


12855 


GI 


none 




Score 


65 


Exons 


12235. .12384, 12433. 


.12855, 


12488. .12568 


Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05.C13 


Gene No. 


53158 




Strand 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


.o2. ts 


Method 


TBLASTX: Soybean 


Start 


12326 




End 


12825 


GI 


none 




Score 


132 


Exons 


12326. .12577, 12334. 


.12384, 


12436. .12825, 12457 12636, 




12748. .12813 








Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05.C13 


Gene No. 


53158 




Strand 




Start 


10967 




End 


18196 


Name 


OJ990804 08.9B05.C13 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


12616 




End 


12993 


GI 


none 




Score 


76 



25657 




Exons 12616. .12846, 12859.. 12993 



Seq. No. 


25609 




Seq. ID 


OJ990804_08. 9B05 


.C13 


Gene No. 


53158 




Strand 






Start 


10967 




End 


18196 




Name 


OJ990804_08 . 9B05 .C13 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


12859 




End 


13131 




GI 


none 




Score 


63 




Exons 


12859. .13131, 12916. 


. 13125 








Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05 


.C13 


Gene No. 


COT CO 

53158 




Strand 






Start 


10967 




' End 


18196 




Name 


OJ990804_08 . 9B05 . C13 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12994 




End 


13527 




GI 


none 




Score 


93 




Exons 


12994 .. 13194 , 13189. 


. 13281, 


13285. .13527, 13400 .. 13513 




Seq. No. 


25609 




Seq. ID 


OJ990804JD8.9B05 


.C13 


Gene No. 


53158 




Strand 






Start 


10967 




End 


18196 




Name 


/"\ "t rt rt rt rt rt, A rt rt rt r> rt f™ rtt ^ rt 

OJ990804 08.9B05.C13 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13102 




End 


13527 




GI 


none 




Score 


82 




Exons 


13102. .13281, 13300. 


. 13527, 


13325.. 13510 




Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05 


.C13 


Gene No. 


53158 




Strand 






Start 


10967 




End 


18196 




Name 


OJ990804_08 . 9B05 . C13 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


13198 




End 


13701 




GI 


5509260 




Score 


87 




Exons 


13198. .13281, 13288. 


. 13701, 


13289. .13570 




GI Descrip. 












Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05 


.C13 


Gene No. 


5315.8 




Strand 






Start 


10967 




End 


18196 




Name 


T* rt rt rt rt a rtrt rt T"\ rt ^ /"l *i rt 

OJ990804 08.9B05.C13 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


13309 




End 


13570 




GI 


none 




Score 


142 




Exons 


13309 .. 13569, 13310. 


. 13570 








Seq. No. 


25609 


• 


Seq. ID 


OJ990804JD8. 9B05 


.C13 


Gene No. 


53158 




Strand 






Start 


10967 




End 


18196 




Name 


y-v t rt rt rt rt rt A rtrt rt rt ^ *n rt 

OJ990804 08 . 9B05 ,C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13948 




End 


14212 




GI 


none 




Score 


65 




Exons 


13948. .14079, 13985. 


. 14083, 


13989. .14084, 14054 .. 14212, 






14074. .14211 










Seq. No. 


25609 




Seq. ID 


OJ990804_08.9B05 


.C13 


Gene No. 


53158 




Strand 






Start 


10967 




End 


18196 




Name 


OJ990804 08.9B05.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14074 




End 


14421 





25658 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

14074. .14412, 14140. 



14421 



25609 
53158 
10967 

OJ990804_08.. 9B05 . C13 . o4 . tw 

14218 

none 

14218. .14664, 14357. .14650 

25609 
53158 
10967 

OJ990804_08.9B05.C13.o3.tm 

14242 

none 

14242. .14679 



25609 
53158 
10967 

OJ990804_08.9B05.C13. 
14272 



none 

14272. .14580, 14272. 



Score 81 



Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Wheat 

End 14664 

Score 81 



Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Maize 

End 14679 

Score 291 



Seq. ID OJ990804_08.9B05.C13 
Strand 

18196 

TBLASTX : Soybean 
14671 
101 



End 

Method 
End 
Score 



o3. ts 

14580, 14576. .14671, 14578. .14670 



25609 
53158 
10967 

OJ990804_08.9B05.C13.o3.tc 

14557 

none 

14557. .14751, 14558 .. 14725, 

25609 
53158 
10967 

OJ990804_08.9B05.C13.o4.tm 

14680 

none 

14680. .14850, 14 681 .. 14851, 
14877. .14987, 14 908 .. 14 985, 

25609 
53158 
10967 

OJ990804_08.9B05.C13.o2.tw 

14892 

none 

14892. .15077, 14 908 . .15111, 
15116. .15268 



Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Cress 

End 14838 

Score 81 
14785. .14838 

Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Mai ze 

End 14 988 

Score 142 
14684. .14857, 14685 .. 148 67, 
14911. .14988 

Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Wheat 

End 15268 

Score 149 
14911. .15132, 15115. .15261, 



Seq. No. 25609 

Gene No. 53158 

Start 10967 

Name OJ990804 08 . 9B05 .C13 . o5 . tm 



Seq. ID OJ990804_08.9B05.C13 
Strand 

End 18196 

Method TBLASTX : Mai ze 



25659 




Start 


16015 


End 


16251 


GI 


none 


Score 


95 


Exons 


16015. .16251, 16036. .16176 






Seq. No. 


25610 


Seq. ID 


OJ990804_08.9B05.C15 


Gene No. 


53159 


Strand 


+ 


Start 


526. 


End 


7694 


Name 


OJ990804 08. 9B05 . C15 . ol . gs 


Method 


GENS CAN 


Start 


526 


End 


7694 


GI 


none 


Score 


.65 


Exons 


526. .617, 2974. .3092, 3248.. 


3348, 3462 


. .3647, 3678. .4247, 




4290. .4365, 4455.-4543, 4655 


..4685, 4951. .5086, 5194. .6046, 




6149. . 6973, 7257. .7694 






Seq. No. 


25610 


Seq. ID 


OJ990804_08.9B05.C15 


Gene No. 


53160 


Strand 


+ 


Start 


13914 


End 


15339 


Name 


OJ990804_08.9B05.C15.o3.gs 


Method 


GENS CAN 


Start . 


13914 


End 


15339 


GI 


none 


Score 


.96 


Exons 


13914 .. 14068, 14247. .14308, 


14430. .14565, 14 665 .. 14737 , 




14 974. .15039, 15124. .15339 






Seq. No. 


25610 


Seq. -ID 


OJ990804_08.9B05.C15 


Gene No. 


53161 


Strand 




Start 


8301 


End 


12174 


Name 


OJ990804 08.9B05.C15.o2.gs 


Method 


GENS CAN 


Start 


8301 


End 


11856 


GI 


none 


Score 


.67 


Exons 


8301.. 10686, 10706.. 11856 






Seq. No. 


25610 


Seq. ID 


OJ990804_08.9B05.C15 


Gene No. 


53161 


Strand 




Start 


8301 


End 


12174 


Name 


OJ990804 08.9B05.C15.ol.np 


Method 


AAT/NAP 


Start 


8304 


End 


12174 


GI 


4206306 


Score 


2905 


Exons 


8304. .12174 






GI Descrip. 


(AF049110) prpol [Zea mays] 






Seq. No. 


25610 


Seq. ID 


OJ990804_08.9B05.C15 


Gene No. 


53161 


Strand 




Start 


8301 . 


' End 


12174. 


Name 


OJ990804 08.9B05.C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


8880 


End 


9254 


GI 


none 


Score 


49 


Exons 


8880.. 9104, 8887.. 9105, 9111 


. .9254, 9112. .9225 


Seq. No. 


25610 


Seq. ID 


OJ990804_08 . 9B05.C15 


Gene No. 


53161 


Strand 




Start 


8301 


End 


12174 


Name *- 


ojyyuoU4 Uo . yBUo . cio . oz . tm 


Method . 


TBLASTX: Maize 


Start 


8895 


End 


9257 


GI 


none 


Score 


98 


Exons 


8895.-9257, 8907.. 9071, 8953 


. . 9165 




Seq. No. 


25610- 


Seq. ID 


OJ990804_08.9B05.C15 



25660 




Gene No. 


53161 




Strand 






Start 


8301 




End 


12174 




Name 


OJ990804_08 . 


9B05.C15.o4 .tw 


Method 


TBLASTX : Wheat 




Start 


9027 




End 


9416 




GI 


none 




Score 


'45 




Exons 


9027 . . 9416, 


9109. . 9150/ 9205 


. . 9372 






Seq. No. 


25610 




Seq. ID 


f\ *T A A A O A Vl AO Ann C 

OJ990804_08 . 9B05 


. C15 


Gene No. 


53161 




Strand 






,Start 


8301 




End 


12174 > 




Name 


OJ990804_08 . 


9B05 . C15 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


9258 




End 


9524 




GI 


none 




Score 


77 




Exons 


9258 . . 9524, 


9259. . 9399 








Seq. No. 


25610 




Seq. ID 


OJ990804_08 . 9B05 


. C15 


Gene No. 


53161 




Strand 






Start 


8301 




End, 


12174 




Name 


OJ990804_08 . 


9B05.C15.o3.tw 


• Method 


TBLASTX : Wheat 




Start 


9727 




End 


10158 




GI 


none 




Score 


197 




Exons 


9727 . .10158, 


9735 . . 10157 








Seq. No. 


25610 




Seq. ID 


/-s to n r> n c\ a a o a n a c 

OJ990804_08 . 9B05 


. C15 


Gene No. 


53161 




Strand 






Start 


> 8301 




End 


' 12174' 




Name 


OJ990804_08 . 


9B05 . C15 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9801 




End 


10160 




GI 


none 




Score 


92 




Exons 


9801. . 10160, 


9802 . . 10149 








Seq. No. 


25610 




Seq. ID 


OJ990804 08.9B05 


. C15 


Gene No. 


53161 




Strand 






Start 


8301 




End 


12174 




Name 


OJ990804 08. 


9B05 . C15 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10425 




End 


10721 




GI 


none 




Score 


203 




Exons 


10425. . 10721 

> 










Seq. No. 


25610 




Seq. ID 


OJ990804_08 . 9B05 


. C15 


Gene No. 


53161 




Strand 






Start 


8301 




End 


12174 




Name 


OJ990804 08. 


9B05.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10434 




End 


10803 




GI 


none 




Score 


104 




Exons 


10434 . . 10721 


, 10536. . 10718, 


10540. .10719, 10723.. 10803 




Seq. No. 


25610 




Seq. ID 


OJ990804_08.9B05 


. C15 


Gene No. 


53161 




Strand 






Start 


8301 




End 


12174 




Name 


OJ990804_08 . 


9B05.C15.o4.tm 


Method 


TBLASTX: Maize 




Start 


10530 




End 


10860 




GI 


none 




Score 


94 




Exons 


10530. .10718 


, 10540. .10719, 


10717. .10860, 10732.. 10857 




Seq. No. 


25610 




Seq. ID 


OJ990804_08.9B05 


.C15 


Gene No. 


53161 




Strand 







25661 




Start 


8301 


End 


12174 




Name 


OJ990804 08 . 9B05 . C15 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


10888 


End 


11245 




GI 


none 


Score 


233 




Exons 


10888 11244, 10889. . 11245 








Seq. No. 


25610 


Seq. ID 


OJ990804 


_08.9B05.C15 


Gene No. 


53161 


Strand 






Start 


8301 


End 


12174 




Name 


OJ990804_08 . 9B05 . C15 . ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


10918 


End 


11373 




GI 


none 


Score 


297 




Exons 


10918 . . 11373, 10919. . 11347, 


10978. .11349 




Seq. No. 


25610 


Seq. ID 


OJ990804 


_08 . 9B05.C15 


Gene No. 


53161 


Strand 






Start 


8301 


End 


12174 




Name 


OJ990804_08 . 9B05 . CI 5 . o5 . tw 


Method 


TBLASTX: 


Wheat 


Start 


11578 


End 


11928 




GI 


none ' 


Score 


85 




Exons 


11578 .. 11799, 11579. .11800, 


11806. .11928 




Seq. No. 


25610 


Seq. ID 


OJ990804 


_08.9B05.C15 


Gene No. 


53162 


Strand 






Start 


14433 


End 


15360 




Name 


OJ990804 08. 9B05 . C15 . o3 . tm 


Method 


TBLASTX : 


Maize 


Start 


14433 


End 


15360 • 




GI 


none 


Score 


208 




Exons 


14433. . 14558, 14 4 35 14566, 


14436. .14567, 14438 


..14566, 




14524. .14 622, 14 662 14736, 


14663. .14737, 14663 


. . 14737, 




14 664. .14738, 14 971. .15039, 


14974. .15039, 15120 


. .15293, 




15121. . 15360, 15121 . . 15240, 


15123. .15350 




Seq. No. 


25611 


Seq. ID 


OJ990914 


_05. 9B19.C2 


Gene No. 


53163 


Strand 


+ 




Start 


1 


End 


2995 




Name 


OJ990914 05. 9B19.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2995 




GI 


6721512 


Score 


132 




Exons 


1..241, 1190. .1296, 1323. .1469, 1511.. 


1544, 294 


8. .2995 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25611 


Seq. ID 


OJ990914 


_05. 9B19.C2 


Gene No. 


53164 


Strand 


+ 




Start 


2937 


End 


8649 




Name 


OJ990914 05.9B19.C2.ol.gp 


Method 


AAT/GAP 




Start 


2937 


End 


8649 




GI 


183 3.R1084 


Score 


4762 




Exons 


2937. .3013, 4146. .4499, 4598 


..4685, 5429. .5556, 


5634. .5825, 




5930.. 6132, 6247.. 6410, 6539 


..6619, 6712. .6878, 


6959. .7064, 




7217.. 7467, 7556.. 7628, 7714 


..7842, 7933. .8649 




GI Descrip. 


'1362086/pir | | S57636 0.0e+00 









5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransferase (EC 2.1.1.14) - Madagascar periwinkle 
>gi_212 9919_pir S65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransferase (EC 2.1.1.14) - Madagascar periwinkle 



25662 



>gi_8 8647 l_emb_CAA5 8 4 7 4_ 
[Catharanthus roseus] ' 

Seq. No. 25611 

Gene No. 53164 

Start 2937 

Name OJ990914_05 . 9B19 . C2 . ol . gs 

Start 4150 

GI none 
Exons 



(X83499) methionine synthase 



Seq. ID OJ990914_05.9B19.C2 

Strand + 

End 8649 ■ 

Method GEN SCAN 

End 8301 

Score .95 



4150. .4499, 4598. .4685, 5429. .5556, 5634. .5825, 5930. .6132, 
6247. .6410, 6488. .6619, 6712 .. 6878, ' 6959 .. 7064 , 7217. .7467, 
7556. .7628, 7714. .7842, 7933. .8301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25611 Seq. ID OJ990914_05 . 9B19 . C2 

53164 Strand + 

2937 End 8649 

OJ990914_05 . 9B19 . C2 . o2 . np Method AAT/NAP 

4150 End 8298 

1362086 Score 3170 

4150. .4499, 4598. .4685, 5429. .5556, 5634. .5825, 5930. .6132, 
6247. .6410, 6539. .6619, 6712. .6878, 6959. .7064, 7217. .7467, 
7556. .7628, 7714. .7842, 7933. .8298 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
gi|2129919|pir| | S65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase {EC 2.1.1.14) - Madagascar periwinkle 
gi I 886471 1 emb | CAA58474 | (X83499) methionine synthase 
[Catharanthus roseus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25611 
53165 
8942 

OJ990914_05. 
4143 
none 
4143. 
4599. 
5626. 
6008. 
6247. 
6734. 
7216. 
7714. 
8001. 



9B19.C2.ol.tc 



.4502, 
.4688, 
.5826, 
.6136, 
.6423, 
.6898, 
.7467, 
.7845, 
.8333, 



4147. 
5429. 
5631. 
6012. 
6571. 
6957. 
7553. 
7716. 
8014. 



4497, 
5515, 
■5825, 
6137, 
6630, 
7085, 
7630, 
7871, 
8304, 



4148. 
5429. 
5867. 
6015. 
6572. 
6961. 
7554. 
7924. 
8147. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4501, 
.5563, 
.6007, 
.6137, 
.6625, 
.7059, 
.7655, 
.8301, 
.8311 



D OJ990914 05.9B19.C2 



9870 

TBLASTX: Cress 
8333 
538 
4597. .4683, 



5437, 
5924 , 
6237, 
6711, 
7214, 
7560, 
7931. 



,5532, 
.5992, 
.6422, 
.6878, 
.7468, 
,7631, 
,8107, 



4598. 
5466. 
5928. 
6245. 
6712. 
7216. 
7713. 
7944 . 



.4684, 
,5564, 
,6011, 
,6409, 
,6879, 
,7473, 
,7841, 
,8300, 



Seq. No. 25611 
Gene No. 53165 
Start 8942 

Name OJ990914_05 . 9B19 .C2 . ol . ts 

Start 4144 
GI hone 

Exons 4144.. 4497, 4145.. 4498, 4146. 

5429. .5518, 5440. .5562, 5470. 
S633..5827, 5924.. 5998, 5927. 
6005.. 6136, 6012.. 6137, 6015. 
6243.. 6407, 6245.. 6409, 6538. 



Seq. ID- OJ990914_05.9B19.C2 
Strand 

9870 

TBLASTX : Soybean 
8291 
583 

4502, 4587. .4691, 4599. .4688, 
5544, 5620.. 5826, 5631.. 5825, 
6008, 5931.. 6050, 
6138, 6237. .6422, 
6625, 6711.. 6875, 



End 

Method 

End 

Score 



6007, 5928, 
6137, 6034, 
6621, 6572, 



25663 



6712.. 6879, 6713.. 6883, 6955.. 7050, 6957.. 7085, 7214.. 7501, 
7214. .7465, 7216. .7473, 7553. .7630, 7560. .7631, 7708. .7845, 
7713. .7838, 7747. .7842, 7930. .8289, 7931. .8110, 7938. .8291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25611 
53165 
8942 

OJ990914_05, 
4145 
none 
4145. 
4599. 
5635. 
6237. 
6572. 
6958. 
7216. 



9B19.C2.ol. tm 



.4498, 
.4688, 
.5826, 
.6422, 
.6625, 
.7062, 
.7470, 
7708. .7845, 
7992. .8312, 



4146. 
5428, 
5911, 
6245, 
6711. 
6960. 
7216. 
7712. 
8434. 



.4502, 
.5556, 
.6081, 
.6409, 
.6878, 
.7091, 
.7473,. 
.7840, 
,8481 



4147. 
5429. 
5927. 
6247. 
6712. 
6961. 
7553. 
7713. 



25611 
53165 
8942 . 

O J990 914_05 .9B19.C2.o3. tw 

4145 

none 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4497, 
.5560, 
.6136, 
.6411, 
.6879, 
.7092, 
.7630, 
.7841, 



D OJ990914 05.9B19.C2 



9870 

TBLASTX: Maize 
8481 
614 
4587. .4685, 
5626. .5826, 
5928. .6137, 



6473. 
6734. 
7214. 
7560. 
7930. 



.6631, 
.6904, 
.7468, 
.7631, 
.8301, 



4598. 
5631. 
5931. 
6538. 
6957. 
7214. 
7691. 
7938. 



,4687, 
.5819, 
.6137, 
.6621, 
.7085, 
.7468, 
.7843, 
.8312, 



Seq. ID OJ990914_05. 9B19.C2 



Strand 
End 

Method 

End 

Score 



9870 

TBLASTX: Wheat 

4501 

371 



4145. .4405, 4148. .4498, 4150. .4497, 4424. .4501 



Seq. No. 25611 
Gene No. 53165 
Start 8942 

Name OJ990914_05 . 9B19 . C2 . o2 . tw 

Start 4597 
GI none 

Exons . 4597.. 4683, 4599.. 4688, 5429. 

5631.. 5825, 5636. .5830, 5923. 
5938.. 6015, 6008.. 6136, 6012. 
6246. .6287 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 05.9B19.C2 



9870 

TBLASTX: Wheat 
6289 
143 

.5518, 5429. .5587, 5626, 
.6012, 5928.. 6011, 5934, 



.5826, 
, 6014, 



.6137, 6016.. 6138, 6245.. 6289, 



Seq. No. 25611 
Gene No. 53165 
Start 8942 

Name OJ990914_05 . 9B19 .C2 . o4 . tw 

Start 6369 
GI none 

Exons 6369.. 6422, 6371.. 6409, 6372. 

6571.. 6630, 6572. .6625, 6711. 
6958.. 6996, 6959. .7000, 6960. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990914_05.9B19.C2 
Strand 

End 9870 

Method TBLASTX : Wheat 

End 7001 

Score 72 

.6410, 6376. .6423, 6538. .6621, 
.6878, 6712. .6879, 6730. .6879, 
.7001 

Seq. ID OJ990914_05. 9B19.C2 
Strand 

End 9870 

Method TBLASTX : Wheat 

End 8325 

Score 96 



25611 
53165 
8942 

OJ990914_05.9B19.C2.ol.tw 
7006 
none 

7006. .7059, 7008. .7085, 7214. .7468, 7216. .7470, 7216. .7473, 
7553.-7633, 7555. .7629, 7700. .7843, 7708. .7845, 7712. .7840, 



25664 



7713. .7841, 7747. .7842, 7930. .8325, 7931. .8317, 7938.-8324, 
8014. .8325 



Seq. No. 25611 

Gene No. 53165 

Start 8942 

Name OJ990914_05 . 9B19 . C2 . o2 . gs 

Start 8942 

GI none 

Exons 8942.. 9259, 9380.. 9870 

Seq. No. 25612 

Gene No. 53166 

Start 22 

Name OJ990914_05 -9B19.C3.ol. gs 

Start 22 

GI none 

Exons 22.. 206 



Seq. ID OJ990914_05.9B19.C2 
Strand 

End 9870 

Method GENSCAN 

End 9870 

Score .84 



Seq. ID OJ990914_05.9B19.C3 
Strand 

End 206 

Method GENSCAN 

End 206 

Score .92 



Seq. No. 25613 
Gene No. 53167 
Start 2117 

Name OJ990914_05 . 9B19 . C4 . ol . np 

Start 2117 
GI 4587554 
Exons 2117.. 2717, 2754.. 3966 

GI Descrip. (AC006577) Similar to gb|AJ005701 Na/Ca, K-exchanger from " 

Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 



Seq. ID OJ990914_05.9B19.C4 

Strand + 

End 3966 

Method AAT/NAP 

End . 3966 

Score 741 



Seq. No. 


25613 




Seq. ID 


OJ990914 


_05.9B19 


.C4 


Gene No. 


53167 




Strand 


+ 






Start 


2117 




End 


3966 






Name 


OJ990914 05.9B19.C4.ol. 


gs 


Method 


GENSCAN 






Start 


2198 




End 


3961 






GI 


none 




Score 


1 






Exons 


2198. .3961 












Seq. No. 


25613 




- Seq. ID 


OJ990914 


_05.9B19 


.C4 


Gene No. 


53168 




Strand 


+ 






Start 


5343 




End 


6629 






Name 


OJ990914 05.9B19.C4.o2. 


gs 


Method 


GENSCAN 






Start 


5343 


End 


6629 






GI 


none 




Score 


.55 






Exons 


5343.-6629 












Seq. No. 


25613 




Seq. ID 


OJ990914 


JD5.9B19 


.C4 


Gene No. 


53169 




Strand 








Start 


3942 




End 


4312 






Name 


OJ990914 05.9B19.C4.oI. 


gp 


Method 


AAT/GAP 






Start 


3942 




End 


4312 






GI 


uC-osflcypl49cl0al ■ 




Score 


735 






Exons 


3942. .4312 












GI Descrip. 


'5852170/emb|AL117265.'l 


IOST17804 l.Oe- 


177 Oryza 


sativa 





Seq. No. 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 
25613 Seq. ID OJ990914_05 . 9B19 . C4 



25665 



Gene No. 


53170 


Strand 




Start 


7670 


End 


11095 


Name 


OJ990914_05 . 9B19.C4 ,ol . ts 


Method 


TBLASTX: Soybean 


Start 


2390 


End 


2815 


GI 


none 


Score 


99 


Exons 


2390.. 2518, 2563.. 2688, 2576. 


.2689, 2786. .2815 


Seq. No. 


25613 


Seq. ID 


OJ990914_05.9B19.C4 


Gene No. 


53170 


Strand 




Start 


7670 


End 


11095 


Name 


OJ990914_05 . 9B19.C4 . ol . tm 


Method 


TBLASTX: Maize 


Start 


3424 


End 


3751 


GI 


none 


Score 


217 


Exons 


3424. .3498, 3425.-3658, 3479. 


.3592, 3650. .3751, 3664. .3750 


Seq. No. 


25613 


Seq. ID 


OJ990914_05.9B19.C4 


Gene No. 


53170 


Strand 




Start 


7670 


End 


11095 


Name 


OJ990914_05 . 9B19 . C4 . o3':gs 


Method 


GENSCAN 


Start 


7670 


End 


11095- 


GI 


none 


Score 


.77 


Exons 


7670. .7764, 7810. .7847, 7931. 


.9018, 9281. .9400, 10151 .. 10194 , 




10333.. 10381, 10577.. 110 95 






Seq. No. 


25614 


Seq. ID 


OJ990914_05.9B19.C5 


Gene No. 


53171 


Strand 


+ 


Start 


1037 


End 


1119 


Name 


OJ990914 05.9B19.C5.o2.gp 


Method 


AAT/GAP 


Start 


1037 


End 


1119 


GI 


38012_1.R1084 


Score 


99 


Exons 


1037 . . 1119 






GI Descrip. 


1 4097947/gb| U72255 IOSU72255 2 


.Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


25614 


Seq. ID 


OJ990914_05.9B19.C5 


Gene No. 


53172 


Strand 


+ 


Start 


1304 


End 


2487 


Name 


OJ990914_05 . 9B19.C5.ol .gs 


Method 


GENSCAN 


Start 


1304 


End 


2487 


GI 


none 


Score 


.51 


Exons 


1304. .1387, 2292. .2487 






Seq. No. 


25614 


Seq. ID 


OJ990914_05.9B19.C5 


Gene No. 


53173 


Strand 


+ 


Start 


2929 


End 


5811 


Name 


OJ990914_05 . 9B19 . C5 . o2 . gs 


Method 


GENSCAN 


Start 


2929 


End 


5109 


GI 


none 


Score 


.53 


Exons 


2929.. 3175, 3293.. 3381, 3916. 


.4075, 4649. .5109 


Seq. No. 


25614 


Seq. ID 


OJ990914_05.9B19.C5 


Gene No." 


53173 


Strand 


+ 


Start 


2929 


End 


5811 


Name 


OJ990914 05.9B19.C5.o2.np 


Method ■ 


AAT/NAP 


Start 


2929 


End 


5811 


GI 


6016874 


Score 


2153 


Exons 


2929.. 3007, 3091.. 3228, 3293.* 


.3525, 3916. .4075, - 4469. .4648, 



25666 



GI Descrip. 



4766. .5130, 5577. .5811 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 

. Start ., ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_ 
+ 

5811 
AAT/GAP 
4126 
958 



05. 9B19.C5 



25614 
53173 
2929 

OJ990914_05 . 9B19 . C5 . o3 . gp 
3618 

uC-osflcypll0c07bl 
3618. .4126 

f 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 

25614 Seq. ID OJ990914_05 . 9B19 . C5 

53174 Strand 

1 End ' 103 

OJ990914_05 . 9B19 . CS.ol. np Method AAT/NAP 

1 End 103 

133256 Score 73 

1. .103 

HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN Al, A2/B1 HOMOLOG 
gi 1 102861 1 pir | | S14432 heterogeneous ribonuclear particle protein 
Al homolog - American bird grasshopper gi | 10107 | emb | CAA38481 | 
(X54670) mammalian Al, A2 /Bl hnRNP homologue [Schistocerca 
americana] 



Seq. No. 


25614 






Seq. ID 


OJ990914_05.9B19. 


C5 


Gene No. 


53175 






Strand 






Start 


797 






End 


983 




Name 


OJ990914 05.9B19. 


CS.ol. 


gp 


Method 


AAT/GAP 




Start 


7 97 






End 


983 




GI 


15870 2.R1084 






Score 


267 




Exons 


797. .983 












GI Descrip. 


, 287403/dbj I D10838 | RICSBE1 8. 


Oe-69 Rice gene for starch 






branching enzyme 1 












Seq. No. 


25614 






Seq. ID 


OJ990914_05.9B19. 


C5 


Gene No. 


53176 






Strand 






Start 


3277 






End 


3723 




Name 


OJ990914 05.9B19. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3277 






End 


3723 




GI 


none 






Score 


69 




Exons 


3277. .3363, 3348. 


.3557, 


3349. 


.3627, 3628.. 3690, 3685.. 3723 


Seq. No. 


25614 






Seq. ID 


OJ990914_05.9B19. 


C5 


Gene No. 


53177 






Strand 






Start 


3817 






End 


4131 




Name 


OJ990914 05.9B19. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start , 


3817 






End 


4131 




GI 


none 






Score 


65 




Exons 


3817.. 3891, 3904. 


.4131, 


3912. 


.4130 






Seq. No. 


25614 






Seq. ID 


OJ990914_05. 9B19. 


C5 


Gene No. 


53178 






Strand 







25667 



Start 


4336 


End 


4688 




Name 


OJ990914 05.9B19.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


4336 


End 


4688 




GI 


none 


Score . 


240 




Exons 


4336. .4617, 4347. .4688 




; ; ' 




Seq. No. 


25614 


Seq. ID 


OJ990914J35. 9B19. 


C5 


Gene No. 


conn 


btrana 






Start 


4800 ' 


End 


5043 - 




Name. 


OJ990914 05.9B19.C5.o2.tm 


Method 


TBLASTX: Maize 




Stfart 


4800 


End 


5043 




GI 


none 


Score 


282 




Exons 


4800.. 4958, 4810.. 5043 








Seq. No. 


25615 


Seq. ID 


OJ990914_05. 9B19. 


C6 


Gene No . 


coi on 


btrana 


i 

T 




Start 


673 


End 


1758 




Name 


OJ990914 05.9B19.C6.ol.gs 


Method 


GEN SCAN 




Start 


673 


-End 


1758 




GI 


none 


Score 


1 




Exons 


673. .1758 








Seq. No. 


25615 


Seq. ID 


OJ990914_05. 9B19. 


C6 


Gene No. 


53181 


Strand 


+ 




o car z 


3324 


End 


12100 




Name 


OJ990914 05.9B19.C6.o2.np 


Method 


AAT/NAP 




Start 


3324 


End 


12100 




GI 


4678312 


Score 


242 




Exons 


3324.. 3381, 9404.. 9551, 11805.. 12100 






GI Descrip. 


(AL04 9655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25615 


Seq. ID 


OJ990914_05.9B19. 


C6 


Gene No. 


53181 


Strand 


+ 




Start 


3324 


End 


12100 




Name 


OJ990914 05.9B19.C6.o3.gs 


Method 


GEN SCAN 




Start 


9561 


End 


12032 




GI 


none 


Score 


.83 




Exons 


9561.. 9629, 11172.. 12032 








Seq. No. 


25615 


Seq. ID 


OJ990914_05.^9B19. 


C6 


Gene No. 


53182 


Strand 






o tart 


1423 


End 


5389 




Name 


OJ990914 05.9B19.C6.ol.np 


Method 


AAT/NAP 




Start 


1423 


End 


5389 




GI 


4585998 


Score 


449 




Exons 


1423.. 1677, 2992.. 3047, 4155 


..5010, 5362.. 5389 




GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25615 


Seq. ID 


OJ990914_05.9B19. 


C6 


bene no. 


53183 


Strand 






Start 


11929 


End 


12380 




Name 


OJ990914 05.9B19.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


11580 


End 


12005 




GI 


none 


Score 


71 




Exons 


11580. .11636, 11808. .12005, 


11816. .12001 




Seq. No. 


25615 


Seq. ID 


OJ990914_05. 9B19. 


C6 



25668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

■Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Gene No. 


53183 


Strand 








Start 


11929 


End 


12380 






Name 


OJ990914 05.9B19.C6.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11580 


End 


12005 






GI 


none 


Score 


71 






Exons 


11580. .11636, 11808. .12005, 


11816. .12001 






Seq. No. 


25615 


Seq. ID 


OJ990914 


JD5.9B19 


-C6 


Gene No. 


53183 


Strand 








Start 


11929 


End 


12380 






Name 


OJ990914 05.9B19.C6.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


11808 


End 


12005 






GI 


none 


Score 


318 






Exons 


11808. .12005, 11813. .12001, 


11835. .12002 






Seq. No. 


25615 


Seq. ID 


OJ990914 


_05.9B19 


.C6 


Gene No. 


53183 


Strand 








Start 


11929 


End 


12380 






Name 


OJ990914 05.9B19.C6.ol.gp 


Method 


AAT/GAP 






Start 


11929 


End' 


12380 






GI 


28447 1.R1084 


Score 


878 






Exons 


11929. .12380 










GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . 0e- 


-177 Oryza 


sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 



25616 Seq. ID 

53184 Strand 

1 End 

OJ990914_05 . 9B19 . C7 . ol . np Method 

1 End 

4680179 Score 
1. .2269 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990914_05. 9B19.C7 
+ 

2269 
AAT/NAP 
2269 
2792 



25616 
53184 
1 

OJ990914_05 .9B19.C7.ol. gs 

393 

none 

393. .1149, 1161. .1321, 1479. 



Seq. ID OJ990914_05.9B19.C7 
Strand + 

2269 
GENSCAN 
2210 
.66 



End 

Method 
End 
Score 
.2210 



25616 Seq. ID 

53185 Strand 
3968 End 
OJ990914_05 . 9B19 . C7 . ol . gp Method 
3968 End 
2428185 Score 
3968. .4399 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ990914_05. 9B19.C7 
+ 

4399 
AAT/GAP 
4399 
709 



25616 Seq. ID 

53186 Strand 

7549 End 

OJ990914_05.9B19.C7.o2.np . Method 

7549 End 



OJ990914_05. 9B19.C7 

+ ' 

8364 

AAT/NAP 

8364 



25669 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680183 Score 843 

7549.-8364 

(AF111709) gag-pol protein [Oryza sativa subsp. 



indica] 



25616 
53187 
20839 

OJ990914_05. 9B19.C7.o2.gp 
20839 

uC-osflcyp034f07bl 
20839. .20923, 21097, 



Seq. ID 
Strand 
End' 
Method 
End 
Score 

.21452 

? 5670155/gb|AF161269.1|AF161269 4.6e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ990914_05.9B19.C7 
+ 

21452 
AAT/GAP 
21452 
730 



25616 Seq. ID 

53188 Strand 

2920 End 

OJ990914_05. 9B19.C7.o2.gs Method 

2920 End 

none Score 

2920.. 3225, 3239.. 3361 



OJ990914_05.9B19.C7 

3361 
GEN SCAN 
3361 
.69 



Seq. No. 25616 Seq. ID 

Gene No. 53189 Strand 

Start 10364 End 

Name OJ990914_05. 9B19 . C7 . o3 . tw Method 

Start 377 End 

GI none Score 

Exons 377.-685, 378.. 692, 384.. 692 



OJ990914_05.9B19.C7 
16224 

TBLASTX: Wheat 

692 

476 



Seq. No. 25616 Seq. ID 

Gene No. 53189 Strand 

Start 10364 End 

Name OJ990914_05 . 9B19 . C7 . o2 . tm Method 

Start 378 End 

GI none Score 

Exons 378.. 692, 380.. 685 



OJ990914_05.9B19.C7 
16224 

TBLASTX: Maize 

692 

427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25616 

53189 

10364 

OJ990914 

720 

none 



05. 9B19.C7.o2.tw 



Seq. ID OJ990914_05.9B19.C7 



Strand 
End 

Method 

End 

Score 



16224 

TBLASTX: Wheat 

11323 

614 



720. .1259, 902. .1255, 11144 .. 11212 , 11216. .11323 



Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05.9B19. 


C7.ol 


,tc 


Method 


TBLASTX: Cress 




Start 


957 






End 


1283 




GI 


none 






Score 


90 




Exons 


957. .1139, 1140.. 


1283, 


1142. 


.1282 






Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 





25670 



Name 


OJ990914 05. 


9B19 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1047 






End 


1307 




GI 


none 






Score 


299 




Exons 


1047. .1307, 


1058 


. .1306 








Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914" 05. 


9B19 


,C7 .o5. tm 


Method 


TBLASTX: Maize 




Start 


1105 






End 


11212 




GI 


none 






Score 


394 




Exons 


1105. .1392, 


1106 


..1393, 1107 


..1397, 10994. .11041, 11108 


. .11212 


Seq. No. 


25616 






Seq. ID 


OJ990914J35.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05. 


9B19 


.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1266 






End 


11083 




GI 


none * 






Score 


692 




Exons 


1266. .1892, 


1268 


..1771, 1437 


. .1850, 1832. .1891, 10859. . 


11083 


Seq. No. 


25616 






Seq. ID 


OJ990914_05..9B19 


,C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05. 


9B19 


.C7 .ol .tm 


Method 


TBLASTX: Maize 




Start 


1445 






End 


2030 




GI 


none 






Score 


204 




Exons 


1445. .1600, 


1446 


..1607, 1604 


..1768, 1605. .2030, 1832. .2029 


Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05. 


9B19 


.C7.o7.tw 


Method 


TBLASTX: Wheat - 




Start 


1892 






End 


2224 




GI 


none 






. Score 


261 




Exons 


1892. .2107, 


1893 


..2153, 2102 


. .2224 






Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05. 


9B19 


. C7 . o3 . np 


Method 


AAT/NAP 




Start 


10364 






End 


15151 




GI 


4206306 






Score 


2893 




Exons 


10364. .14073, 15082. .15151 








GI Descrip. 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


25616 






Seq. ID 


OJ990914JD5.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 




Name 


OJ990914 05. 


9B19 


.C7.o7.tm 


Method 


TBLASTX: Maize 




Start 


10682 






End 


10924 




GI 


' none 






Score 


47 




Exons 


10682. .10924 


, 10683. .10757, 


10821. .10919 




Seq. No. 


25616 






Seq. ID 


OJ990914_05.9B19 


.C7 


Gene No. 


53189 






Strand 






Start 


10364 






End 


16224 





25671 



Name 


OJ990914 05.9B19.C7 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start ' 


10940 




End 


11314 




GI 


none 




Score 


51 




Exons 


10940. -.11164, 10947 


. .11165, 


11171. .11314, 4 11172.. 11285 




Seq. No. 


25616 




Seq. ID 


ujyyuyi4 uo.yniy. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




T-l _ J 

End 






Name 


OJ990914 05.9B19.C7 


. 06 . tm 


Method 


1 bLAo 1 a : Maize 




Start 


11213 




End 


11584 




GI 


none 




Score 


94 




Exons 


11213. .11584, 11265 


. .11459 








Seq. No. 


25616 




Seq. ID 


OJ990914_05.9B19. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


11786 




End 


12203 




GI 


none 




Score 


111 




Exons 


11786. .12034, 11787 

- 


. .11960, 


12020. .12202, 12027. .12203 




Seq. No. 


25616 




Seq. ID 


OJ990914_05.9B19. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


. o2.ts 


Method 


TBLASTX : Soybean 




Start 


12470 




End 


12853 




GI 


none 




Score 


92 




Exons 


12470. .12853, 12660 


. .12803 








Seq. No. 


25616 




Seq. ID 


OJ990914_05. 9B19. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12474 




End 


12898 • 




GI 


none 




Score 


199 - 




Exons 


12474. .12845, 12479 


. .12898, 


12585. .12845 




Seq. No. 


25616 




Seq. ID 


OJ990914_05.9B19. 


C7 


Gene No. 


53189 




Strand 






Start ' 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


12572 




' End 


12955 




GI 


none 




Score 


197 




Exons 


12572. .12955, 12585 


. .12845, 


12620. .12934 




Seq, No. 


25616 




Seq. ID 


OJ990914_05. 9B19. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12983 




End 


13340 




GI 


none 




Score 


207 




Exons 


12983. .13339, 12984 


. .13340 








Seq. No. 


25616 




Seq. ID 


OJ990914_05. 9B19. 


C7 


Gene No. 


53189 




Strand 






Start 


10364 




End 


16224 




Name 


OJ990914 05.9B19.C7 


. o5 . tw 


Method 


TBLASTX: Wheat 





25672 



Start 
GI 

Exons 



13013 End 13405 

none Score 264 

13013. .13405, 13014.. 13403 



Seq. No. 


25616 




Seq. ID 


OJ990914_05.9B19.C7 


Gene No . 


53-189 




Strand 




Start 


10364 




End 


16224 


Name 


OJ990914 05.9B19.C7 


.08 . tw 


Method 


TBLASTX: Wheat 


Start 


13548 




End 


13907 


GI 


none 




Score . 


92 


Exons 


13548. .13769', 13549 


. .13770 


, 13776... 13907 


Seq. No. 


25616 




Seq. ID 


OJ990914_05.9B19.C7 


Gene No. 


53189 




Strand 




Start 


10364 




End 


16224 


Name 


OJ990914 05.9B19.C7 


. o4 . np - 


Method 


AAT/NAP 


Start 


14543 




End 


16224 


GI 


6721562 




Score 


294 


Exons 


14543. .15605, 16053 


. .16224 






GI Descrip. 


(AP001073) Similar 


to Zea 


mays 22-kba 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


25616 


Seq. ID 


OJ990914J35.9B19 


Gene No. 


53189 


Strand 




Start 


10364 


End 


16224 


Name 


OJ990914 05.9B19.C7.o9.tw 


Method 


TBLASTX: Wheat 


Start 


14700 


End 


15044 


GI 


none 


Score 


183 


Exons 


14700. .15044 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25617 Seq. ID 

53190 Strand 

1 End 

OJ990914_05 .9B19.C8.ol. np Method 

1 End 

6815072 Score 
1..130, 486. .855, 964. .1067 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ990914_05.9B19.C8 
+ 

1067 
AAT/NAP 
1067 
493 



25617 Seq. ID 

53190 Strand 

1 End 

OJ990914_05 .9B19.C8.ol. gs Method 

53 End 

none Score 

53.. 101, 282.. 1024 



Seq. No. 25617 Seq. ID 

Gene No. 53190 Strand 

Start 1 End 

Name OJ990914_05 . 9B19 . C8 . ol . tm Method 

Start 599 End 

GI none Score 



OJ990914_05.9B19.C8 
+ 

1067 
GENSCAN 
1024 
.84 



OJ990914_05.9B19.C8 
+ 

1067 

TBLASTX: Maize 

1066 

68 



25673 



Exons 



599. .652, 668. .745, 767. .1066 



Seq. No. 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 




53191 


Strand 


+ 






Start 


1 


End 


7284 






Name 


OJ990914 05.9B19.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


7284 






GI 


6815072 


Score 


3068 






Exons 


1..397, 507. .793, 1205. .1639, 5511. .7284 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


: BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza 


sativa] 




Seq. No. 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 


Gene No. 


53192 


Strand 


+ 






Start 


11662 


End 


14857 






Name 


OJ990914 05.9B19.C9.o3.gp 


Method 


AAT/GAP 






Start 


11595 


End 


14670 






GI 


877 1.R1084 


Score 


1826 






Exons 


11595. .11907, 12053. . 12100-,..*.- 


12223. .12332, 12533 


. . 12590, 






14019. .14282, 14361. .14498, 


14619. . 14670 






GI Descrip. 


! 4574135/gb|AAD23907.1|AF073695 1 1 . Oe- 


■169 (AF073695) cysteine 




synthase [Oryza sativa] 1 










o e q . in o . 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 


Gene No. ■" . 


53192 


Strand 


■f 






Start 


11662 


• End 


14857 






Name ' 


OJ990914 05.9B19.C9.o3.gs 


Method 


GENS CAN 






Start 


11662 


End 


14595 






GI 


none 


Score 


.87 






Exons 


11662. .11907, 12053. .12100, 


12223. .12332, 12533 


. .12590, 






14019. .14282, 14361. .14498, 


14578. .14595 






Seq. No. 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 


fipnp No 


53192 


Strand 


+ 






Start 


11662 


End 


14857 






Name 


OJ990914 05.9B19.C9.o2.np 


Method 


AAT/NAP 






Start 


• 12068 


End 


14857 






GI 


4574135 


Score 


937 






Exons 


12068. .12100/ 12223. .12332, 


12533. .12590, 14019 


. .14282, 






14361. .14498, 14 619 .. 14 672, . 


14771. .14857 






GI Descrip. 


(AF073695) cysteine synthase 


[Oryza sativa] 






Seq. No. 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 


Gene No. 


53193 


Strand 








Start 


2860 


End 


9364 






Name 


OJ990914 05.9B19.C9.o2.gs 


Method 


GEN SCAN 






Start 


2860 


End 


9364 






GI 


none 


Score 


.53 






Exons 


2860. .3306, 4134. .4238, 4548 


..4722, 5136. .5248, 


9347. .9364 


Seq. No. 


25618 


Seq. ID 


OJ990914 


_05.9B19. 


C9 


Gene No. 


53193 


Strand 








Start 


2860 


End 


9364 






Name 


OJ990914 05.9B19.C9.ol.gp 


Method 


AAT/GAP 






Start 


3680 


End 


3873 






GI 


5667165 


Score 


360 






Exons 


3680. .3873 











25674 




GI Descrip. 5670155/gb | AF161269 . 1 1 AF161269 4.0e-86 Oryza sativa subsp. 





japonica BAC 


clone 34K24, complete sequence 




Seq. No. 


25618 








Seq. ID 


OJ990914 05.9B19. 


C9 


Gene No . 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


36 








End 


362 




GI 


none 








Score 


208 




Exons 


36. .260, , 59. 


.148, 


179. . 


259, 


284 . .361, 


285. .362 ' 




Seq. No. 


25618 








Seq. ID 


OJ990914 05.. 9B19. 


C9 


Gene No. 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


81 








End 


577 




GI 


none 








Score 


172 




Exons 


81. .272,. 170 


. .271 


, 276. 


.365, 


503. .577 






Seq. No. 


. 25618 








Seq. ID- 


OJ990914_05.9B19. 


C9 


Gene No. 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6087 








End 


6471 




GI 


none 








Score 


98 




Exons 


6087. .6470, 


6088. 


. 6189, 


6117 


. .6320, 6223. .6471 




Seq. No. 


25618 








Seq. ID 


OJ990914_05.9B19. 


C9 


Gene No . 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6760 








End 


7017 




GI 


none 








Score 


227 




Exons 


6760. .7017, 


6768. 


. 6965 










Seq. No. 


25618 








Seq. ID 


OJ990914_05.'9B19. 


C9 


Gene No . 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6763 








End 


7083 




GI 


none 








Score 


215 




Exons 


6763. .7002, 


6765. 


. 6902, 


6994 


. .7083, 6994. .7083 




Seq. No. 


25618 








Seq. ID 


OJ990914JD5. 9B19. 


C9 


Gene No . 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7009 








End 


7191 




GI 


none 








Score 


210 




Exons 


7009. .7191, 


7009. 


.7149, 


7056 


. .7190 






Seq. No. 


25618 








Seq. ID 


OJ990914__05.9B19. 


C9 


Gene No. 


53194 








Strand 






Start 


9955 








End 


10829 




Name 


OJ990914 05. 


9B19. 


C9.o2. 


gp 


Method 


AAT/GAP 




Start 


9955 








End 


10829 




GI 


LIB3477-003- 


Pl.-Kl 


-E9 




Score 


127 





25675 



Exons 9955.. 10017, 10789.. 10829 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 25618 
Gene No. 53195 
Start 11995 

Name OJ990914_05 . 9B19 . C9 . ol . tc 

Start 11995 

GI none 

Exons 11995. .12105, 12065 .. 12103, 12210 .. 12332 , 12211 

12528. .12590, 12531 .. 12590, 14001 .. 14294 , 14016 
14018. .14299, 14348. .14485, 14358 .. 14501 , 14360 
14468. .14500, 14576 .. 14 671, 14616 .. 14 672 , 14616 



Seq. ID OJ990914_05.9B19.C9 
Strand 

14681 

TBLASTX: Cress 
14681 
42 



End 

Method 

End 

Score 



.12333, 
.14300, 
.14428, 
.14681 



Seq. No. 25618 
Gene No. 53195 
Start 11995 

Name OJ990914_05 . 9B19 . C9 . ol . tm 

Start 12056 
GI none 
Exons 12056. 

12528. 

14018. 

14576. 



,12103, 12210. 

,12587, 12531. 

,14281, 14019. 

,14671, 14616. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 05.9B19.C9 



,12332, 12211, 

,12587, 125.33, 

,14300, 14358, 
,14672 



14681 

TBLASTX: Maize 
14672 
40 

12333, 12220. .12339, 
12589, 14018. .14281, 
14501, 14358. .14498, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



25618 Seq. ID 

53195 Strand 

11995 End 

0 J990 91 4_05 . 9B1 9 . C9 . ol . t s Method 

12193 End 

none Score 



OJ990914_05.9B19.C9 
14681 

TBLASTX: Soybean 

14672 

174 



12193. .12333, 12195 .. 12332, 12530 1258 6, 12531 .. 12590, 
13983. .14291, 14016 .. 14300, 14018 . .14299, 14358 .. 14501, 
14359. .14394, 14360 .. 14428, 14616 .. 14 672, 14624. .14671 



25618 
53195 
11995 

0 J9 90 914_05 . 9B1 9 . C9 . ol . tw 

12210 

none 



Seq. ID OJ990914_05.9B19.C9 
Strand 

End ' 14681 

Method TBLASTX : Wheat 

End 14240 

Score 193 



12210. .12332, 12211. .12333, 12528 .. 12590, 12531 .. 12590, 
14016. .14240, 14018. .14239 



Seq. No. 25618 Seq. ID 

Gene No. 53195 Strand 

.Start 11995 End 

Name OJ990914_05 . 9B19 .C9. o3 . tw Method 

Start 14359 End 

GI none Score 

Exons 14359. .14484, 14361 .. 14501, 14361 

14-615. .14671, 14616. .14672, 14616 



14498, 
14681 



OJ990914_05. 9B19.C9 
14681 

TBLASTX: Wheat 

14681 

145 

14471. .14500, 



Seq. No. 
Gene No. 



25619 
53196 



Seq. ID OJ990914_05.9B19.C10 
Strand + 



25676 




Start 


1 


End 


1275 




Name 


OJ990914 05.9B19.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1275 




GI 


877 1.R1084 


Score 


1007 




Exons 


1..103, 312. .371, 512. .592, 


948. .1275 






GI Descrip. 


, 4574135/gb|AAD23907.1 IAF073695 1 l.Oe 


-169 (AF073695) cyste 




synthase [Oryza sativa] 1 








Seq. No. 


25619 


Seq. ID 


OJ990914JD5.9B19 


-C10 


Gene No. 


53196 


Strand 


+ 




Start 


1 


End 


1275 




Name 


OJ990914 05.9B19.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1034 




GI 


4574135 


Score 


387 




Exons 


1.-103, 312. .371, 512. .592, 


948. .1034 






GI Descrip. 


(AF073695) cysteine synthase 


[Oryza sativa] 




Seq. No. 


25619 


Seq. ID 


OJ990914_05.9B19 


.C10 


Gene No. 


53196 


Strand 


+ 




Start 


1 


End 


1275 




Name 


OJ990914 05.9B19.C10.ol.gs 


Method 


GENSCAN 




Start 


336 


End 


1037 




GI 


none 


Score 


.75 




Exons 


336. .371, 512. .592, 948. .1037 






Seq. No. 


25620 


Seq. ID 


OJ990804_05.9B12 


.CI 


Gene No. 


53197 


Strand 






Start 


1 


End 


253 




Name 


OJ990804 05.9B12.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


253 




GI 


5042161 


Score 


78 




Exons 


1. .253 








GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25621 


Seq. ID 


OJ990804_05. 9B12 


.C2 


Gene No. 


53198 


Strand ' 






Start 


17' 


End 


207 




Name 


OJ990804 05. 9B12.C2.ol.np 


Method 


AAT/NAP 




Start 


17 


End 


207 




GI 


5042159 


Score 


131 




Exons 


17. .207 








GI Descrip. 


(AL078620) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25622 


Seq. ID 


OJ990804_05. 9B12 


.C3 


Gene No. 


53199 


Strand 






Start 


34 


End 


144 




Name 


OJ990804 05.9B12.C3.ol.gs 


Method 


GENSCAN 




Start 


34 


End 


144 




GI 


none 


Score 


.72 




Exons 


34. .144 








Seq. No. 


25623 


Seq. ID 


OJ990804_05.9B12 


.C5 


Gene No. 


53200 


Strand 


+ 




Start 


4463 


End 


5501 




Name 


OJ990804 05. 9B12 . C5 . o2 . gs 


Method 


GENSCAN 




Start 


4463 


End 


5501 




GI 


none 


Score 


.-62 





25677 



Exons 4463.. 4525, 5196.. 5501 



Seq. No. 


25623 








Seq. ID 


OJ990804_05.9B12 


.CS 


Gene No. 


53201 








Strand 


- 




Start 


1405 








End 


4359 




Name 


OJ990804 05 


.9B12 


.CS.ol. 


gs 


Method 


GENS CAN 




Start 


1405 








End 


4359 




GI 


none 








Score 


.54 




Exons 


1405. .1484, 


2162 


. .4096, 


4212. 


.4359 






Seq. No. 


ZD bzo 








Seq. ID 


OJ990804_05.9B12 


. Lj 


Gene No. 


53201 








Strand 






Start 


1405 








End 


4359 




Name 


OJ990804 05 


-9B12 


.CS.ol. 


np 


Method 


AAT/NAP 




Start 


2118 








End 


4353 




GI 


5042158 








Score 


592 




Exons 


2118. .4353 














GI Descrip. 


(AL078620) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


.25623 








Seq. ID 


OJ990804_05.9B12 


.'C5 


Gene No. 


53201 








Strand 






Start 


1405 








End 


4359 ■ 




Name 


OJ990804 05 


. 9B12 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3337 








End 


3507 




GI 


none 








Score 


168 




Exons 


3337. .3507, 


3339 


. .3506 










Seq. No. 


25623 








Seq. ID 


OJ9908.04_05.9B12 


.C5 


Gene No. 


53201 








Strand 






Start 


1405 








End 


4359 




Name 


OJ990804 05 


. 9B12 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3588 








End 


3851 




GI 


none 








Score 


273 




Exons 


3588. .3851, 


3589 


. .3834 











Seq. No. 25624 

Gene No. 53202 

Start 1 

Name OJ990804_05 . 9B12 . C10 . ol .np 

Start . 1 

GI 5912299 

Exons 1..23, 329.. 1842, 1947.. 2015, 
GI Descrip. (AJ133787) gigantea homologue 



Seq. ID 

Strand 

End 

Method 

End* 

Score 



OJ990804_ 
+ 

3425 
AAT/NAP 
3039 
3511 



05.9B12.C10 



2216. .2434, 2552. 
[Oryza sativa] 



,2644, 2737. .3039 



Seq. No. 25624 

Gene No. 53202 

Start 1 

Name OJ990804JD5 . 9B12 . C10 . ol . gs 

Start 298 

GI none 
Exons 



Seq. ID OJ990804_05.9B12.C10 



Strand 
End 

Method 

End 

Score 



+ 

3425 
GENSCAN 
3042 
.82 



298. .1842, 1947. .2015, 2216. .2434, 2737. .3042 



Seq. No. 25624 Seq. ID OJ990804 

Gene No. 53202 Strand + 

Start 1 End 3425 

Name OJ990804_05 . 9B12, C10 . ol . gp Method AAT/GAP 

Start '345 End 3425 



05.9B12.C10 



25678 




■GI 963JL.R1084 Score 4 967 

Exons 345. .1842, 1947. .2015, 2216. .2434, 2552. .2644, 2737. .3425 

GI Descrip. * 5912299/emb | CAB56058 . 1 | 0.0e+00 (AJ133787) gigantea homologue 
[Oryza sativa] 1 



Seq. No. 


25624 




Seq. ID 


OJ990804_05. 9B12 


.C10 


Gene No. 


53203 




Strand 


+ 




Start 


5851 




End 


10083 




Name 


OJ990804 05.9B12.C10.o2 


. np 


Method 


AAT/NAP 




Start 


5851 




End 


10083 




GI 


4883612 




Score 


195 




Exons 


CiftRI RQd^ ftl £fi P99^ 
ju jl . . DyHO , OlOU • . OZZ J, 


8323. 


.8486, 8662. .9222, 10063.. 


10083 


GI Descrip. 


(AC006922) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


25624 




Seq. ID 


OJ990804_05. 9B12 


-C10 


Gene No. 


53203 




Strand 


+ 




Start 


5851 




End 


10083 




Name 


OJ990804 05.9B12.C10.o3 


. gs 


Method 


GENSCAN 




Start 


7604 




End 


9505 




bi 


none 




Score 


.84 




Exons 


7604.. 7715, 8020.. 8225, 




.8561, 8662. .8857, 8938. .9159, 




9287.. 9313, 9377. .9505 










Seq. No. 


25624 




Seq. ID 


OJ990804_05. 9B12 


.C10 


Gene No. 


53204 




Strand 


- 




Start 


4"887 




End 


6091 ' 




Name 


OJ990804_05 . 9B12 .C10 . o2 


. tm 


Method 


TBLASTX: Maize 




C4- -i 

btart 


TOT 




End 


792 




GI 


none 




Score 


742 




Exons 


337. .792, 342. .791 










Seq. No. 


25624 




Seq. ID 


OJ990804_05. 9B12 


.C10 


Gene No. 


53204 




Strand 






Start 


4887 




End 


6091 




Name 


OJ990804 05.9B12.C10.o2 


. t:s 


Method 


TBLASTX : Soybean 




•Start 


343 




End 


696 






none 




Score 


512 




Exons 


343. .696, 348. .674 










Seq. No. 


25624 




Seq. ID 


OJ990804_05.9B12 


.C10 


Gene No. 


53204 




Strand 






Start 


4887 




End 


6091 




Name 


OJ990804 05.9B12.C10.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


•541. 




End 


984 




GI 


none 




Score 


208 




Exons 


541. .687, 541. .666, 543 


. . 680, 


700. .939, 


711. .827, 850.. 


984, 




942. .983 










Seq. No. 


25624 




Seq. ID 


OJ990804_05.9B12 


.C10 


Gene No. 


53204 




Strand 






Start 


4887 




End 


6091 




Name 


OJ990804 05.9B12.C10.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


703 




End 


1680 




GI 


none 




Score 


233 




Exons 


703. .903, 708. .830, 715 


. .903, 


716. . 934, 


922. .1458, 923. 


.1018 




937. .1149, 942. .1445, 1609. .1680 







25679 




Seq. No. 


25624 








Seq. ID 


OJ990804 


05.9B12.C10 


Gene No. 


53204 








Strand 






Start 


4887 








End 


6091 




Name 


OJ990804 05 


. 9B12. 


ClO.ol, 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1044 








End 


3059 




GI 


none 








Score 


647 




Exons' 


1044. .1448, 


1045. 


.1494, 


1045. 


.1458, 1046. .1459, 


1453. .1842, 




1457. .1843, 


1461. 


.1844, 


1471. 


.1845, 1485. .1844, 


1943. .2011, 




1947. .2021, 


2208. 


.2429, 


2213. 


.2437, 2215. .2436, 


2545. .2643, 




2549. .2644, 


2555. 


.2650, 


2731. 


.2871, 2736. .2867, 


2852. .2959, 




2863. .3054, 


2865. 


.3059, 


2871. 


.3059 






Seq. No. 


25624 








Seq. ID 


OJ990804 


_05.9B12.C10 


Gene No. 


53204 








Strand 






Start 


4887 








End 


6091 




Name 


OJ990804 05 


. 9B12 . 


C10.o3, 


, ts 


Method 


TBLASTX : 


Soybean 


Start 


1789 








End 


3026 




GI 


none 








Score 


71 




Exons 


1789. .1845, 


1947. 


.2021/ 


2213. 


.2347, 2213. .2338, 


2215. .2358, 




2347. .2430, 


2348. 


.2437, 


2545. 


.2643, 2549. .2644, 


2731. .2847, 




2736. .2822, 


2896. 


.3024, 


2898. 


.3026 






Seq. No. 


25624 








Seq. ID 


OJ990804 


_05.9B12.C10 


Gene No. 


53204 








Strand 






Start 


4887 








End 


6091 




Name 


OJ990804 05 


. 9B12. 


C10.o2. 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2264 








End 


2826 




GI 


none 








Score 


264 




Exons 


2264. .2461, 


2266. 


.2436, 


2542. 


.2643, 2549. .2644, 


2731. .2826, 




2736. .2825 














Seq. No. 


25624 








Seq. ID 


OJ990804 


_05.9B12.C10 


Gene No. 


53204 








Strand 






Start 


4887 








End 


6091 




Name 


OJ990804 05 


.9B12. 


C10.O2, 


. gs 


Method 


GEN SCAN 




Start . 


4887 








End 


6091 




GI 


none 








Score 


.-61 




Exons 


4887. .4958, 


5431. 


.5511, 


5924. 


.6091 






Seq. No. 


25624 








Seq. ID 


OJ990804 


_05. 9B12.C10 


Gene No. 


53205 








Strand 






Start 


8169 








End 


9010 




Name 


OJ990804 05 


.9B12. 


C10.O4, 


.ts 


Method 


TBLASTX: 


Soybean 


•Start 


8169 








End 


8568 




GI 


none 








Score 


54 




Exons 


8169. .8222, 


8326. 


.8562, 


8329. 


.8568, 8331.. 8567 




Seq. No. 


25624 








Seq. ID 


OJ990804 


_05.9B12.C10 


Gene No. 


53205 








Strand 






Start 


8169 








End 


9010 




Name 


OJ990804 05 


.9B12. 


C10.o3, 


.tm 


Method 


TBLASTX : 


Maize 


Start 


8434 








End 


9010 




GI 


none 








Score 


180 




Exons 


8434. .8574, 


8436. 


.8558, 


8647. 


.8844, 8651. .8830, 


8662. .8838, 




8935. .9009, 


8935. 


.9009, 


8942. 


.9010 






Seq. No. 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 



25680 




Gene No. 


53206 








Strand 


+ 




Start 


2431 








End 


3029 




Name 


OJ990804 05 


. 9B12 


.Cll .ol 


. gs 


Method 


GENS CAN 




Start 


2431 ~~ 








End 


3029 




GI 


none 








Score 


.71 




Exons 


2431. .2811, 


2832 


. . 3029 










Seq. No. 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 


Gene No. 


53207 








Strand 


+ 




Start 


5449 








End 


7494 




Name 


OJ990804 05 


. 9B12 


.Cll .ol 




Method 


AAT/GAP 




Start 


5400 ~~ 








End 


5717 




GI 


none 








Score 


559 




Exons 


5400. . 5717 














Seq. No. 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 


Gene No. 


53207 








Strand 


+ 




Start 


5449 . 








End 


7494 




Name 


OJ990804 05 


. 9B12 


.Cll.o2 


. as 


Method 


GEN SCAN 




Start 


5449 ~~ 








End 


7191 




GI 


none 








Score 


. 96 




Exons 


5449. .5760, 


5843 


. . 6115, 


7036. 


.7191 






Seq. No. 


25625 








Seq. ID 


OJ990804 


05.9B12.C11 


Gene No. 


53207 








Strand 


+ 




Start 


5449 








End 


7494 




Name 


OJ990804 05 


.9B12 


.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


5452 ~ 








End , 


7191 




GI 


6721176 








Score 


545 




IjAVI 1 J 


5452 5760. 


5843 


. .6115, 


7036. 


.7191 








(AC016829) 


hypothetical protein [Arabidopsis thaliana] 


Spct No 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 


(Ifi-nfi Mr) 


53207 








Strand 


+ 




Start 


5449 








End 


7494 




Name 


OJ990804 05 


.9B12 


.Cll.ol 


. tm 


Method . 


TBLASTX: 


Maize 


Start 


5493 








End 


7192 




GI 


none 








Score 


98 




Exons 


5493. .5573, 


5494 


. .5574, 


5577. 


.5702, 5578. .5712, 


5725. .-5760, 




5840. .6115, 


5840 


. .6037, 


5872. 


.6111, 7035. .7127, 


7036. .7152, 




7038. .7190, 


7039 


. .7167, 


7040. 


.7192 






Sea. No. 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 


Gpiip No - 


53207 








Strand 


+ 




Start 


. 5449 








End 


7494 




Name 


OJ990804 05 


.9B12 


.Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5494 








End 


7195 




GI 


none 








Score 


61 




Exons 


5494 . . 5565, 


5622 


. .5702, 


5644. 


.5712, 5725. .5760, 


5825. .6040, 




5840. .6115, 


5872 


. .6111, 


6087. 


.6116, 7033. .7098, 


7035. .7133, 




7036 7131 


7132 


. .7152, 


7154. 


.7195 






Seq. No. 


25625 








Seq. ID 


OJ990804 


_05.9B12.C11 


Gene No. 


53207 








Strand 


+ 




Start 


5449 








End 


7494 




Name 


OJ990804 05 


. 9B12 


.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


5647 








End 


7494 





25681 



GI 


3273 1.R1084 


Score 


1577 






Exons 


5647. .5760, 5843. .6115, 7036. .7494 








GI Descrip. 


•2199574 3.0e-09 (AF004293) 


aquaporin 


[Brassica 


rapa] r 




Seq. No. 


ZooZo 


oeq. lu 


OJ990804 


_05.9B12 


.C12 


Gene No. 


53208 


Strand 


+ 






Start 


1788 


End 








Name 


OJ990804 05.9B12.C12.ol.gp 


Method 


AAT/GAP 






Start 


1788 


End 


2010 - 






GI 


3273 1.R1084 


Score 


375 






Exons 


1788.. 2010 










GI Descrip. 


•2199574 3.0e-09 (AF004293) 


aquaporin 


[Brassica 


rapa] 1 




Seq. No. 


25626 


Seq. ID 


OJ990804_ 


_05.9B12 


.C12 


Gene No. 


53208 


Strand 


+ 






Start 


1788 


End 


2010 






Name 


OJ990804 05.9B12.C12.ol.np 


Method 


AAT/NAP 






Start 


1788 


End 


1943 






GI 


6721176 


Score 


146 






Exons 


1788. .1943 










GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25626 


Seq. ID 


OJ990804_ 


_05. 9B12 


.C12 


Gene No. 


53209 


Strand 


+ 






Start 


1965 


End 


2300 






Name 


OJ990804 05.9B12.C12.o2.gp 


Method 


AAT/GAP 






Start 


1965 


End 


2300 






GI 


1631515 


Score 


585 






Exons 


1965. .2300 










Seq. No. 


25626 


Seq. ID 


OJ990804_ 


_05.9B12 


.C12 


Gene No. 


53210 


Strand 








Start 


14 


End 


6305 






Name 


OJ990804 05. 9B12 . C12 . ol . gs 


Method - 


GEN SCAN 






Start 


14 


End 


4925 






GI 


none 


Score 


.55 






Exons 


14. .145, 2279. .2299, 3627.. 


4925 








..Seq. No. • , 


25626 


' ". >*Seq. I'D 


QJ?90804_ 


_05f9B12 


•C12 


Gene No. 


53210 " 


Strand 








Start 


14 


End 


6305 






Name 


OJ990804 05. 9B12 . C12 . o2 . np 


Method 


AAT/NAP 






Start 


3504 


End 


6305 






GI 


1272347 


Score 


216 







Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3504.. 3528, 5395.. 5905, 6074.. 6188, 6225.. 6305 
(U51739) secreted glycoprotein 2 [Ipomoea trifida] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 05.9B12.C12 



25626 
53210 
14 

OJ990804_05.9B12.C12.o3.gp 
4492 

71587_1.R1084 
4492..499S 

•4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



6305 
AAT/GAP 
4995 
869 



25682 



+ • 



Seq. No. 


25626 








Seq. ID 


OJ990804 


_05.9B12.C12 


Gene No. 


03211 








Strand 






Start 


6742 








End 


7730 




Name 


OJ990804 05. 


9B12 


.C12.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1787 








End 


1944 




GI 


none 








Score 


207 




Exons 


1787. .1903, 


1788 


. .1904, 


1791 


..1919, 1792. .1944 




Seq. No. 


25626 








oeq. iu 




_05.9B12.C12 


Gene No. 










Strand 






Start 


6742 








End 


7730 




Name 


OJ990804 05. 


9B12 


.C12.ol. 


ts 


Method 




Soybean 


Start 


1787 








bna 


1 y 1 U 




GI 


none 








Score 


i y u 




Exons 


1787. .1903, 


1788 


. .1904, 


1791 


. . iyiu 






Seq. No. 


25626 








beq. iu 


uj y yuo u4 


_05.9B12.C12 


Gene No. 


djZI 1 








Strand 






Start • 


6742 








End 


7730 




Name 


OJ990804 05. 


9B12 


.C12.o2. 


gs 


Method 


GENSCAN 




Start 


6742 








End 


7730 




GI- 


none 








Score 


.46 




Exons 


6742. .6793, 


7445 


. .7730 










3 

3 Seq. No. 


25627 








Seq. ID 


OJ990804 


_05.9B12.C13 


r| Gene No. 


53212 








Strand 


+ 




i 8 Start 


877 








End 


6646 




: ? Name 


OJ990804 05. 


9B12 


.C13.ol- 


gs 


Method i 


GENSCAN 




3 Start 


877 








End 


6646 




4 GI 


none 








Score 


.58 




3 Exons 


877. .917, 1731..: 


2077, 2238.. 


2327, 2459 


..2510, 2751. .3036, 




3324. .3407, 


3800 


. .3845, 


4147 


. .4222, 4771. .5063, 


6606. .6646 


Seq. No. 


25627 








Seq. ID 


OJ990804 


_05.9B12.C13 


a- s Gene No.. 


53213 








Strand 


+ 




4 Start 


7643 








End' 


11131 




^ Name 


OJ990804 05. 


9B12 


.C13.o2. 


gs 


Method 


GENSCAN 




*i Start 


7643 








End 


11131 






none . * ; ; 








Score 


-47 ■ 




Exons 

J 


7643; .7780, 


9881 


. .10009, 


1110 2 '. .11131 






Seq. No. 


25627 








Seq. ID 


OJ990804 


_05.9B12.C13 


Gene No. 


53214 








Strand 


+ 




Start 


11976 








End 


15525 




Name 


OJ990804 05. 


9B12 


.C13.o3. 




Method 


GENSCAN 




Start 


11976 








End 


15525 




GI 


none 








Score 


.51 




Exons 


11976. .12127 


, 12282. .12471, 


12644. .12788, 12840 


. .12887, 



13366. .13627, 14274 .. 14366, 15285.. 15525 



Seq. No. 


25627 


Seq. ID 


OJ990804_05.9B12.C13 


Gene No. 


53215 


Strand 




Start 


15910 


End 


16865 


Name 


OJ990804 05.9B12.C13.o4.gs 


Method 


GENSCAN 


Start 


15910 


End 


16737 


GI 


none 


Score 


.47 


Exons 


15910. .16737 







25683 




Seq. No. 


25627 


Seq. ID 


OJ990804_05.9B12.C13 


Gene No . 


53215 


Strand 




Start 


15910 


End 


16865 


Name 


OJ990804 05. 9B12 . C13 . ol . tm 


Method 


TBLASTX: Maize 


Start 


15979 


End - 


16398 


GI 


none 


Score 


107 


Exons 


15979. .16095, 16061. .16255, 


16165. .16398 


Seq. No. 


25627 


Seq. ID 


OJ990804_05.9B12.C13 


Gene No. 


53215 


Strand 




Start 


15910 


End 


16865 


Name 


OJ990804 05.9B12.C13.ol.np 


Method 


AAT/NAP 


Start 


16069 


End 


16865 


GI 


4538896 


Score 


669 


Exons 


16069. .16865 






GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25628 


Seq. ID 


OJ990804_05.9B12.C15 


Gene No. 


53216 


Strand 


+ 


Start 


50 


End 


307 


Name 


OJ990804 05. 9B12 . C15 . ol . gs 


Method 


GENSCAN 


Start 


50 


End 


307 


GI 


none 


Score 


.51 


Exons 


50. .307 






Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No . 


53217 


Strand 


+ 


Start 


2329 


End 


6557 


Name 


OJ990804 05 . 9B12 . CI 6 . o2 . gs 


Method 


GENSCAN 


Start 


2329 ~ 


End 


6557 


GI 


none 


Score 


.63 


Exons 


2329.. 2346, 2580.. 2753, 2903 


..3203, 5349.-5527, 6417.-6557 


Seq. No. 


25629 


Seq. ID 


OJ990804_05 . 9B12.C16 


Gene No. 


53218 


Strand 




Start 


1 


End 


3106 


Name 


OJ990804 05.9B12.C16.ol.np 


Method 


AAT/NAP 


Start 


1 ' - . * . • '■■ ■ 


" End . ' 


114*9 


GI • 


3287679 


Score 


570 


Exons 


1..359, 519. .694, 732. .794, 


887. . 964, 


1057. .1149 


GI Descrip. 


(AC003979) T22J18.6 [Arabidopsis thaliana] 


Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No. 


53218 


Strand 




Start 


1 


End 


3106 


Name 


OJ990804 05.9B12.C16.ol.gp 


Method 


AAT/GAP 


Start 


70 


End 


256 


GI 


963 1.R1084 


Score 


328 


Exons 


70. .256 






GI Descrip. 


' 5912299/embl CAB56058.il 0.0e+00 (AJ133787) gigantea homologue 




[Oryza sativa] 1 






Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No. 


53218 


Strand 




Start 


1 


End 


3106 


Name 


OJ990804 05.9B12.C16.ol.gs 


Method 


GENSCAN 



25.684 



Start 


85 


End 


1281 


GI 


none 


Score 


.89 


Exons 


85. .359, 519. .661, 740. .794 


, 887. .1026, 


1057.. 1074, 1239.. 1281 


Seq. No. 


25629 


Seq. ID 


OJ990804_05 . 9.B12 . C16 


Gene No. 


53218 


Strand 




Start 


1 


End 


3106 


Name 


OJ990804 05.9B12.C16.o2.gp 


Method 


AAT/GAP 


Start 


320 


End 


1159 


GI 


28435 1.R1084 


Score 


723 


Exons 


320. .359, 519. .661, 740. .794, 887. .964, 


1057. .1159 


GI Descrip. 


'5911782/emb|CAB56039.1| 1. 


0e-40 (AJ133786) gigantea protein 




[Arabidopsis thaliana] >gi 


6002680 gb AAF00092.1 AF105064 1 




(AF105064) GIGANTEA [Arabidopsis thaliana] ' 


Seq. No. 


25629 


Seq. ID 


OJ990o04_Uo . yBlz . CI o 


Gene No. 


53218 


Strand 




Start 


1 


End 


3106 


Name 


OJ990804 05. 9B12 . C16 . o3 . gp 


Method 


AAT/GAP 


Start 


1106 


End 


3106 


GI 


none 


Score 


702 


Exons 


1106. .1161, 1239. .1468, 3006. .3106 




Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No. 


53219- 


Strand 




Start 


9026 


End 


9154 


Name 


OJ990804 05.9B12.C16.o2.tm 


• Method 


TBLASTX: Maize 


Start 


72 


End 


290 


GI 


none 


Score 


241 


Exons 


72. .290, 84. .290 






Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No. 


53219 


Strand 




Start 


9026 


End 


9154 


Name 


OJ990804 05.9B12.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


81 


End 


633 


GI 


none 


Score 


67 


Exons 


81. .146, 82. .174, 84. .362, 


244. .360, 246. .362,. 519. .632, 




538. .633 






Seq. No. 


25629 


Seq. ID 


OJ990804_05.9B12.C16 


Gene No. 


53219 


Strand 




Start 


9026 


End 


9154 


Name 


OJ990804 05.9B12.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


* 553 


End 


1241 


GI 


none 


Score 


133 


Exons 


553. .663, 555. .662, 733. .771, 756. .797, 


881. .967, 885. .965, 




887. .967, 889. . 969, 1039. .1167, 1058. .1240, 1113. .1241 


Seq. No. 


25629 


Seq. ID 


OJ990804_05 . 9B12 . CI 6 


Gene No. 


53219 


Strand 




Start 


9026 


End 


9154 


Name 


OJ990804 05.9B12.C16.o3.gs 


Method 


GENSCAN 


Start 


9026 


End 


9154 


GI 


none 


Score 


.98 


Exons 


9026. .9154 







25685 



Seq. No. 25630 Seq. ID 

Gene No. 53220 Strand 

Start 7 End 

Name OJ990804_05 . 9B12 .C17 . ol . gs Method 

Start 7 ' End 

GI - none Score 

Exons 7.. 33, 370.. 432 



OJ990804__05.9B12.C17 
+ 

432 

GENSCAN 

432 

.73 



Seq. No. 25630 - Seq. ID 

Gene No. 53221. Strand 

Start 2704 End 

Name OJ990804_05. 9B12 .C17.o2.gs Method 

Start 2704 End 

GI none Score 

Exons 2704.. 2764, 2787.. 2954 



OJ990804_05.9B12.C17 

2954 
GENSCAN 
2954 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25630 . Seq. ID OJ990804_05.9B12.C17 

53221 Strand 

2704 . End 2954 

OJ990804_05. 9B12 . C17 . ol . np Method AAT/NAP 

2786 End 2954 

5042157 Score 171 

2786. .2954 

(AL078 620) putative WRKY DNA-binding protein [Arabidopsis 
thaliana] 



25631 
53222 
4967 

OJ990804_05.9B12.C18.o2.np 

4967 

4680203 



Seq. ID OJ990804_05.9B12.C18 



Strand 
End * 
Method 
End 
Score 



+ 

10552 
AAT/NAP 
9599 
3309 



05.9B12.C18 



4967. .5014, 6291. .7963, 8117. .8344, 8621. .9599 
(AF114171) TNP2-like protein [Sorghum bicolor] 

25631 Seq. ID OJ990804_ 

53222 Strand + 

4967 1 End 10552 

OJ990804_05.9B12.C18.o2.gp Method AAT/GAP 

5843 End 7364 

2310235 Score 304 

5843. .5880, 6291. .6430, 7307. .7364 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25631- Seq. ID 

53222 Strand 

4 967 End 
OJ990804_05 . 9B12 . C18 . o2 . gs Method 

6291 End 

none Score 

6291. .7361, 7406. .8888, 8969. .9570 



OJ990804_05.9B12.C18 

+ • 

10552 
GENSCAN 
9570 
.65 



Seq. No. 25631 Seq. ID OJ990804 

Gene No. 53222 Strand + 

Start 4967 End 10552 

Name OJ990804_05 . 9B12 . C18 . o4 . gp Method AAT/GAP 



05.9B12.C18 



25686 



Start 6295 End 10385 

GI 342_1.R1084 Score 6607 

Exons 6295. .9692, 9728.-9747, -9830 .. 9927 , . 10037 10385 

GI Descrip. 1 45744 06/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25631 
53222 
4967 

OJ990804_05 . 9B12 . C18 . o3 . gp 
6295 

342_1.R1084 

6295. .9692, 9728. .9747, 
■ 4 574 4 06/gb | AAD24042. 1 | 
sativa] ' 



Seq. ID OJ990804_05.9B12.C18 
Strand + 
End 10552 
Method AAT/GAP 
End 10383 
Score 6603 
9830.. 9927, 10037.. 10383 
0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 25631 Seq. ID 

Gene No. 53222 Strand 

Start 4 967 End 

Name OJ990804_05 . 9B12 . C18 . o5 . gp Method 

Start 6295 End 

GI 342_1.R1084 Score 

Exons 6295.. 9692, 9728.. 9747, 9830.. 9927, 10037.. 10381 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990804_05 . 9B12 . C18 
+ 

10552 
AAT/GAP 
10381 
6599 



Seq. No. 25631 

Gene No. 53222 

Start 4967 

Name OJ990804_05 . 9B12 . C18 . o7 . gp 

Start 6459 

GI 342JL.R1084 

Exons 64S9..9692, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9830.. 9927, 10037.. 10552 
M574406/gb|AAD24042.1| O.Oe'+OO (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990804_05.9B12.C18 
+ 

10552 
AAT/GAP 
10552 
6707 



9728. .9747, 



Seq. No. 


25631 


Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53223 


Strand 




Start; 


2577 


End* . 


5920 . , , 


Name 


OJ990804 05.9B12.C18.ol. 


gs Method 


GENSCAN 


Start 


2577 


End 


4890 


GI 


none 


Score 


.67 


Exons 


2577. .2715, 4190. .4507, 


4790. .4890 




Seq. No. 


25631 


Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53223 


Strand 




Start 


257-7 


End 


5920 


Name 


OJ990804 05.9B12.C18.ol. 


np Method 


AAT/NAP 


Start , 


3688 


End 


5920 


GI 


5042157 


Score 


154 


Exons 


3688. .3871, 4190. .4314, 


5864. .5920 




GI Descrip. 


(AL078 620) putative WRKY 


DNA-binding protein [Arabidopsis 




thaliana] 






Seq. No. 


25631 


Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 


Strand 




Start 


9240 


End 


9683 



25687 



Name 


OJ990804 05. 


9B12. 


C18 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4188 ~~ 








End 


4297 


GI 


none 








Score 


65 


Exons 


4188. .4241, 


4189. 


.4296, 


4190. 


.4297 




Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12. 


C18.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


4189 








End 


4297 


GI 


none 








Score 


124 


Exons 


4189. . 4296, 


4190. 


.4297 








Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12. 


C18.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


6642 








End 


6993 


GI 


none * 








Score 


103 


Exons 


6642. . 6749, 


6732. 


. 6983, 


6740. 


.6982, 6742.. 6993 


Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12 . 


C18 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6914 _ 








End 


7343 


GI 


none 








Score 


102 


Exons 


6914 . . 6997, 


6915. 


. 6989, 


6990. 


.7052, 7047. .7343, 7079. .7330 


Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12. 


C18.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7076 ~ 








End 


7391 


GI 


none 








Score 


278 


Exons 


7076. .7228, 


7083. 


.7391, 


7268. 


.7363 




Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 - 








•/Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12. 


C18.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7212 








End 


7680 


GI 


none 








Score 


72 


Exons 


7212. .7265, 


7220. 


.7264, 


7266. 


.7370, 7277. .7366, 7384. .7470, 




7385. .7471, 


7451. 


.7675, 


7471. 


.7680, 7474. .7680 


Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05. 


9B12. 


C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7269 








End 


7714 


GI 


none 








Score 


108 


Exons 


7269. .7391, 


7277. 


.7390, 


7385. 


.7510, 7391.. 7510, 7520.. 7714 


Seq. No. 


25631 * 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 



25688 



Name 


OJ990804 05 


.9B12. 


C18.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


7544 








End 


7786 


GI 


none 








Score 


216 


Exons 


7544. .7786 












Seq.. No. 


25631 ' 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


A/*o "3 


Name 


OJ990804 05 


.9B12. 


C18.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


7819 








End 


8229. 


GI 


none 








Score 


87 


Exons 


7819. .7869, 


7820. 


.7882, 


7888. 


.8070, 78 


92. .8110, 8138. .8227, 




8143. .8229, 


8144 . 


.8227 








Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990o04 05 


. 9B12 . 


Clo . Ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8230 








End 


9567 


GI 


none 








Score 


714 


Exons 


8230. .9009, 


8231. 


.9007, 


8816. 


.9016, 8989. .9147, 9018. .9131, 




9142. .9186, 


9146. 


.9181, 


9189. 


.9284, 9193.-. 9252, 9231.. 9371, 




9232. .9372, 


9385. 


. 9465, 


9454. 


.9567 




Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End' 


9683 


Name 


OJ990804 05 


.9B12. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8273 








End 


8587 


GI 


none 








Score 


307 


Exons 


8273. .8587, 


8284. 


.8445, 


8476. 


.8559 




Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name - 


OJ990804 05 


.9B12. 


C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


8514 








End 


8965 


GI 


none 








Score 


167 


Exons 


8514 ..8696, 


8518. 


.8955, 


8518. 


.8961, .8522... a?£5, 8528. ..8965 


Seq. No. 


25631 








Seq. ID 


OJ990804_05.9B12.C18 


Gene No. 


53224 








Strand 




Start 


9240 








End 


9683 


Name 


OJ990804 05 


.9B12. 


CI8.06 


• gp 


Method 


AAT/GAP 


Start 


9240 








End 


9683 


GI 


LIB3431-028- 


-Pl-Nl 


-A10 




Score 


793 


Exons 


9240. .9585, 


9613. 


.9683 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 


protein [Sorghum bicolor] 1 






Seq. No. 


25632 








Seq. ID 


OJ990804JD5 . 9B12 .C19 


Gene No. 


53225 








Strand 


+ 


Start 


77 








End 


496 


Name 


OJ990804 05 


.9B12. 


C19.ol 


,gs 


Method 


GENSCAN 


Start 


77 








End 


496 


GI 


none 








Score 


.97 


Exons 


77. .496 













25689 




Seq. No. 


25632 




Seq. ID 


OJ990804_05. 


9B12 


.C19 


Gene No. 


J jZZ J 




Strand 


+ 






Start 


77 




End 


496 






Name 


OJ990804 05.9B12.C19.o2 


.np 


Method 


AAT/NAP 






Start 


371 




End 


491 






GI 


3845248 




Score 


40 






Exons 


371. .491 












GI Descrip. 


(AE001410) hypothetical 


protein [Plasmodium falciparum] 




Seq. No. 


25632 




Seq. ID 


OJ990804_05. 


9B12 


.C19 


Gene No. 


0 JZZ D 




Strand 


+ 






Start 


850 




End 


1356 






Name 


OJ990804 05.9B12:C19.ol 


. np 


Method 


AAT/NAP 






Start . 


835 




End 


1356 






GI 


4680204 




Score 


177 






Exons 


835. .1356 












GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


O C C *3 O 




Seq. ID 


OJ990804_05. 


9B12 




Gene No. 


53226 




Strand 


+ 






Start 


850 




End 


1356 






Name 


OJ990804 05.9B12.C19.o2 


.gs 


Method 


GENSCAN 






Start 


850 




End 


1342 ■ 






GI 


none 




Score 


.96 






Exons 


850. .1342 












Seq. No. 


25633 




Seq. ID 


OJ990804JD5. 


9B12 


.C20 


Gene No . 


53227 




Strand 


+ 






Start 


1 




End 


2109 






Name 


OJ990804 05.9B12.C20.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2109 






GI 


4680204 




Score 


431 






Exons 


1..557, 632. .1729, 1839 


. .2109 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






beq. No. 


25633 




Seq. ID 


OJ990804_05. 


9B12 


. LzU 


Gene No. 


53227 




Strand 


+ 






Start 


1 




End 


2109 






Name 


OJ990804 05.9B12.C20.ol 


.gs 


Method 


GENSCAN 






Start 


109 




End 


2012 






GI 


none 




Score 


.76 






Exons 


109. .392, 438. .557, 632 


. .773, 


823.. 1729, 1839.. 2012 






Seq. No. 


25634 




Seq. ID 


OJ990804_05. 


9B12 


poo 


Gene No. 


53228 




Strand 


+ 






Start 


3028 




End 


4911 






Name 


OJ990804 05.9B12.C22.ol 


.gp 


Method 


AAT/GAP 






Start 


3028 




End 


4911 






GI 


none 




Score 


655 






Exons 


3028.. 3141, 4666. .4911 












Seq. No. 


25634 . 




Seq. ID 


OJ990804_05. 


9B12 


.C22 


Gene No. 


53229 




Strand 


+ 






Start 


8549 




End 


8671 






Name 


OJ990804 05.9B12.C22.o2 


.gp 


Method 


AAT/GAP 






Start 


8549 




End 


8671 







25690 



GI 


21070 1.R1084 


Score 


142 




Exons 


8549. .8671 








GI DescriD. 


*4928460/gb|AAD33596.1|AF133127 1 6.0e 


-28 (AF133127) thiore< 




h [Hevea brasiliensis] ' 








Seer No. 


25634 


. Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53230 


Strand 


+ 




Start 


10349 


End 


15160 




Name 


OJ990804 05. 9B12 .C22.o3.gs 


Method 


GENSCAN 




Start 


- 10349 ~ 


End 


15160 




GI 


none 


Score 


.78 




Exons 


10349. .11498, 12474. .12649, 


13277. .13323, 13499. .13796, 






15119. .15160 








Seq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53230 


Strand 


+ 




Start 


10349 


End 


15160 




Name 


OJ990804 05 . 9B12 .G22 .o3. gp 


Method 


AAT/GAP 




Start 


10906 ~ 


End 


11397 




GI 


none 


Score 


952 




Exons 


10906. .11397 








Seq." No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53230 


Strand 


+ 




Start 


10349 


End 


15160 




Name 


OJ990804 05.9B12.C22.o4.np 


Method 


AAT/NAP 




Start 


11731 


End 


11953 




GI 


2239136 


Score 


130 




Exon ^ 


11731. .11953 








\J -A* \mJ fcj X- «1» ^/ * 


(Y13730) NDH-A protein [Hordeum vulgare] 




Seq. No. 


25634 


Seq. ID 


OJ990804J35.9B12 


-C22 


Gene No. 


53230 


Strand 


+ 




Start 


10349 


. End 


15160 




Name 


OJ990804 05.9B12.C22.o4.gp 


Method 


AAT/GAP 




Start 


12267 


End 


12632 




GI 


none 


Score 


692 




Exons 


12267. .12632 








Seq. No. 


25634 


Seq-. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53231 


Strand 






Start 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.ol.np • 


Method 


AAT/NAP • 




Start 


1 


End 


944 




GI 


4538896 


Score 


623 




Exons 


1..310, 419. .839, 912. .944 








GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53231 


Strand 






Start 


1 


End 


13596 




Name " . 


OJ990804 05.9B12.C22.ol.gs 


Method 


GENSCAN 




Start 


11 


End 


3671 




GI 


none 


Score 


.57 




Exons 


11. .314, 750. .849, 1170. .1297, 1553. .1652, 1997. .2303, 





2987.. 3401, 3489.. 3671 



25691 



Sdq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


C "3 O "3 1 


Strand 






Start 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


492 


End 


836 




GI 


none 


Score 


115 




Exons 


492. .632/ 493. .648, 636. .683, 


705. .836 


, 706. .834 




Seq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53231 


Strand 






otart 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.o3.np 


Method 


AAT/NAP 




Start 


3338 


End 


13596 




GI 


5821153 


Score 


188 




Exons 


3338.. 3591, 5847.. 6151, 10336 


. .10886, 


11107. .11375, 13547. .13596 


GI Descrip. 


(AB016092) RNA binding protein [Homo sapiens] 




Seq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


.C22 


Gene No. 


53231 . . 


■Strand 






b tar u 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.o2.np 


Method 


AAT/NAP 




Start 


3547 


End 


10441 




GI 


6063557 


Score 


362 




Exons 


3547.. 3601, 6752.. 6903, 7152. 


.7345, 104.21. .10441 




GI Descrip. 


(AP000615-) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


25634 


Seq. ID 


OJ990804_05.9B12 


/C22 


Gene No . 


53231 


Strand 






Start 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


7524 


End 


9128 




GI 


none 


Score 


102 




Exons 


7524.. 7619, 7574. .7789, 7622. 


.7795, 9072.. 9128, 9075.. 9128 


Seq. No. 


25634 


Seq. ID 


OJ990804_05. 9B12 


.C22 


Gene No. 


53231 


Strand 






Start 


1 


End 


13596 




Name 


OJ990804 05.9B12.C22.o3.tm 


Method 


TBLASTX: Maize 




Start 


11341 < 


End 


.13324 




GI " 


none 


Score 


207 




Exons 


11341. .11514, 11342. .11494, 11356 .. 114 99, 124 67 .. 1264 9, 






12473. .12634, 13277.. 13324 








Seq. No. 


25635 


Seq. ID 


OJ990824_07.9B18 


.C6 


Gene No. 


53232 


Strand 


+ 




OLait 


1 . 


End 


1777 




Name 


OJ990824 07.9B18.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1777 




GI 


4680179 


Score 


2870 




Exons 


1. .1777 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


25635 


Seq. ID 


OJ990824_07.9B18 


.C6 


Gene No. 


53232 


Strand 


+ 




Start 


1 


End 


1777 




Name 


OJ990824 07.9B18.C6.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


1666 





25692 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



none Score . 55 

45. .331, 333. .528, 804. .992, 1218. .1666 



25635 
53233 
1 

OJ990824_07 . 9B18 . C6 . o4 .np 
1 

5295971 



Seq. ID OJ990824_07.9B18.C6 
Strand 

End 10628 

Method AAT/NAP 

End 10628 

Score 712 



1..78, 4945. .5544, 5591. .5897, 8183. .8753, .952 9 . . 9618 „ 
10588.. 10628 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



25635 
53233 
1 

OJ990824_07 . 9B18 .C6 . o4 . tw 
1 

none 

1..114, 2. .289, , 2. .199 

25635 
53233 
1 

OJ990824_07.9B18.C6.o3.tm 
2 

none 

2. .199, 2. .208, 7. .204 

25635 
53233 
1 

OJ990824_07 . 9B18 . C6 . o2 . tw 

338 

none 



Seq. ID- OJ990824_07. 9B18.C6 
Strand 

End 10628 

Method TBLASTX : Wheat 

End 289 

Score 332 



Seq. ID OJ990824_07. 9B18.C6 
Strand 

End 10628 

Method TBLASTX : Maize 

End 208 

Score 278 



Seq. ID OJ990824_07. 9B18.C6 
Strand 

End 10628 

Method TBLASTX : Wheat 

End 766 

Score 343 



338. .430, 342. .653, 342. .647, 512. .652, 647. .766, 649:. 765 



25635 
53233 
1 

OJ990824_07.9B18.C6.ol.ts 
561 
none 

561. .653, 649. .813, 650. .814 

25635 
53233 
1 

OJ990824_07. 9B18 . C6 . o2 . tm 
615 
none 

615. .647, 615. .647, 652. .900, 653. .904, 684. .902 



Seq. ID OJ990824_07. 9B18.C6 
Strand 

End 10628 

Method TBLASTX : Soybean 

End 814 

Score 89 



Seq. ID OJ990824_07. 9B18.C6 
Strand . - 
End 10628 
Method TBLASTX : Mai ze 
End 904 
Score 57 



25635 
53233 



Seq. ID OJ990824_07. 9B18.C6 
Strand 



25693 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 

OJ990824_07. 9B18.C6.ol.tw Method 

773 End 

none Score 
773. .1399, 775. .1398 

25635 Seq. ID 

53233 Strand 

1 End 

OJ990824_07.9B18.C6.ol.tm . Method 

953 End 

none Score 
953.. 1114, 961.. 1107, 1112.. 1552, 1114 

25635 Seq. ID 

53233 . Strand 

1 End 

OJ990824_07.9B18.C6.o3.tw Method 

1400 End 

none Score 
1400.. 1732, 1427.. 1507, 1492.. 1731 

25635 Seq. ID 

53233 Strand 

1 End 

OJ990824_07.9B18.C6.o6.tm Method 

1556 End 

none Score 
1556.. 1753 



10628 

TBLASTX: Wheat 

1399 

703 



OJ990824_07.9B18.C6 
10628 

TBLASTX: Maize 

1552 

226 

. .1209, 1279. .1539 
OJ990824_07.9B18.C6 
10628 

TBLASTX: Wheat 

1732 

358 



OJ990824_07.9B18.C6 
10628 

TBLASTX: Maize 

1753 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25635 Seq. ID 

53233 Strand 

1 End 

OJ990824_07 . 9B18 . C6 . o2 . np Method 

2043 End 

6815109 Score 



OJ990824_07.9B18.C6 

10628 
AAT/NAP 
4940 
150 



2043. .2778, 2836. .3289, 4883. .4940 

(AP001081) hypothetical protein [Oryza sativa] 



25635 Seq. ID 

53233 Strand 

1 End 

OJ990824_07. 9B18 . C6 . o3 . np Method 

3965 End 

4680183 Score 



OJ990824_07.9B18.C6 

10628 
AAT/NAP 
10628 
201 



3965. .4054, 4664. .4780, 10569. .10628 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



25635 Seq. ID 

53233 Strand 

1 End 

OJ990824_07. 9B18.C6.o4 .tm Method 

4945 ■ End 

none Score 



OJ990824_07.9B18.C6 
10628 

TBLASTX: Maize 

5409 

155 



4945. .5346, 5114. .5347, 5172. .5348, 5323. .5409 



Seq. No. 



25635 



Seq. ID OJ990824_07.9B18.C6 



25694 



# • 



Gene No. 


53233 




Strand 




Start 


1 




End 


10628 


Name 


OJ990824 07.9B18.C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4960 




End 


5325 


GI 


none 




Score 


135 


Exons 


4960.. 5325, 5090.. 5317 








Seq. No. 


25635 




Seq. ID 


OJ990824_07.9B18.C6 


Gene No. 


53233 




Strand 




Start 


1 




.. End 


10628 


Name 


OJ990824 07.9B18.C6.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8374 




End 


8640 


GI 


none 




Score 


100 


Exons 


8374. .8640, 8468. .8626 








Seq. No. 


25636 




Seq. ID 


OJ990824_07. 9B18.C7 


Gene No. 


53<£34 




Strand 


+ 


Start 


854 




End 


1013 


Name 


OJ990824 07.9B18.C7.ol. 


gs ■•■ 


Method 


GENSCAN 


Start 


854 




End 


1013 


GI 


none 




Score 


.87 


Exons 


854. .1013 








Seq. No. 


25636 




Seq. ID 


OJ990824_07.9B18.C7 


Gene No. 


53235 




• Strand 




Start 


1 




End 


1345 


Name 


OJ990824 07.9B18.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1345 


GI 


6466937 




Score 


918 


Exons 


1. .1345 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidop; 




thaliana] 








Seq. No. 


25636 




Seq. ID 


OJ990824_07. 9B18.C7 


Gene No. 


53235 




Strand 




Start 


1 




End 


1345 


Name 


OJ990824 07.9B18.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


211 


GI 


none 




Score 


93 


Exons' 


2. .211, 2. .211 








Seq. No. 


25636 




Seq. ID 


OJ990824_07.9B18.C7 


Gene No. 


53235 




Strand 




Start 


1 




End 


1345 


Name 


OJ990824 07.9B18.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


71" 




End 


656 


GI 


none 




Score 


77 


Exons 


71. .214, 275. .346, 355. 


.564, 


363. .656 




Seq. No. 


25636 




Seq. ID 


OJ990824_07.9B18.C7 


Gene No. 


53235 




Strand 




Start 


1 




End 


1345 


Name 


OJ990824 07. 9B18.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


273 




End 


911 


GI 


none 




Score 


76 


Exons 


273. .344, 275. .343, 351 


. .611, 


354. .737, 


364. .909, 774. .911 



25695 




Seq. No. 


25636 


Seq. ID 


OJ990824_07.9B18. 


C7 


Gene No. 


53235 


Strand 






Start 


1 


End 


1345 




Name 


OJ990824 07.9B18.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


504 


End 


887 




GI 


none 


Score 


184 




Exons 


504. .734, 505. .774, 792. .887 






Seq. No. 


2bo Jo 


beq. ID 


OJ990824_07.9B18. 


C7 


Gene No. 


53235 


Strand 






Start 


1 


End 


1345 




Name 




Method 


TBLASTX: Wheat 




Start 


/4 b 


bna 


1142 




GI 


none 


Score 


164 




Exons 


T / C 1 A 1 1 1 H A 1 1 Jl O QCO 

/4b. .1011/ //4..I142, oOZ. . 


1 1 A O 

114Z 






Seq. No. 


ZD 0 OD 


beq. id 


OJ990824_07.9B18. 


C7 


Gene No. 


53235 


Strand 






Start 


1 


End 


1345 




Name 


/-> t a a a o a a at Am o f*i >— o 4-™ 

OJ99Q824 07 . 9B18 . C7 . o2 . tm 


Method 


TBLASTX :Maize 




Start 


A 1 O 

912 


End 


1340 




GI 


none 


Score 


74 




Exons 


A1A 1 1 Jl O A A Jl 11JIO II^Jl 

912.. 1148, 924.. 1148, llo4. 


. 1 J40, llo8 


..1326, 1206.. 1340 


Seq. No. 


25637 


Seq. ID 


/-\taaaoo/i at nm o 

OJ990824 Q7.9B18. 


C8 


Gene No. 


53236 


Strand 


+ 




Start 


356 


End 


o4 O 




Name 


OJ990824 07.9B18.C8.ol.gs 


Method 


GENSCAN 




Start 


356 


End 


648 




GI 


none 


Score 


.53 




Exons 


356. .472, 551. .648 








Seq. No. 


25638 


Seq. ID 


OJ990824_07.9B18. 


C9 


Gene No. 


53237 


Strand 






btart 


1 


End 


244 




Name 


OJ990824 07.9B18.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


244 




GI 


100488 


Score 


250 




Exons 


1..244 








GI Descrip. 


TNP2 protein - garden snapdragon 






Seq. No. 


25638 


Seq. ID 


OJ990824_07.9B18. 


C9 


Gene No. 


53237 


Strand 






Start. 


1 


End 


244 




Name 


OJ990824 07.9B18.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


47 


End 


244 




GI 


none 


Score 


47 




Exons 


47. .136, 84. .125, 137. .244, 


141. .242 • 






Seq. No. 


25638 


Seq. ID 


OJ990824_07. 9B18. 


C9 


Gene No. 


53237 


Strand 






Start 


1 


.End 


244 




Name 


OJ990824 07.9B18.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


62 


End 


244 




GI 


none 


Score 


78 




Exons 


62. .244, 63.-242 









25696 



Seq. No. 25639 

Gene No. 53238 

Start - 112 

Name OJ990824_07 . 9B18 . CIO . ol . gs 

Start 112 ' 

GI none 

Exons 112.. 127, 304.. 356 

Seq. No. 25640 

Gene No. 53239 

Start 27 

Name OJ990824_07 . 9B18 . Cll . ol . gs 

Start 27 

GI none 

Exons 27.. 139 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_07 . 9B18 . CIO 
.356 

GENSCAN 

356 

.84 



Seq. ID OJ990824_07.9B18, 
Strand 

End 139 

Method GENSCAN 

End 139 

Score .74 



C1L 



Seq. No. 25641 Seq. ID 

Gene No. 53240 Strand 

Start 1 End 

Name OJ990824_07 . 9B18 . C12 . ol . np Method 

Start 1 . End 

GI 4680203 Score 

Exons 1 . . 373 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 25641 Seq. . ID 

Gene. No. 53240 - Strand 

Start 1 Erici 

Name OJ990824_07 . 9B18 . C12 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61 . . 156 



OJ990824_07.9B18.C12 
+ 

373 

AAT/NAP 

373 

172 



[Sorghum bicolor] 



OJ990824_07.9B18.C12 
+ 

373 

'GENSCAN 
156 
.63 



Seq. No. 25641 

Gene No. 53240 

Start 1 

Name OJ990824_07 . 9B18 . C12 . ol . ts 

Start 145 

GI none 

Exons 145.. 192, 150.. 200, 158.. 367, 



Seq. ID OJ990824_07.9B18.C12 

Strand + 

End 373 

Method TBLASTX: Soybean 

End 372 

Score 47 

198. .368, 199. .372 



Seq. No. 25642 Seq. ID 

Gene No. 53241 Strand 

Start 46 End 

Name OJ990824_07 . 9B18 . C16 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 46.. 489, 568.. 651 



OJ990824_07.9B18.C16 
651 

GENSCAN 

651 

.65 



Seq. No. 25643 Seq. ID 

Gene No. 53242 Strand 

Start ■ 42 . End 

Name OJ990824_07 . 9B18 . C17 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42.. 158, 790.. 873 



OJ990824_07 . 9B18 . C17 
873 

GENSCAN 

873 

.89 



25697 




Seq. No. 


25644 




Seq. ID 


OJ990824_07. 9B18 


-C18 


Gene No. 


53243 




Strand 


+ 




Start 


21 




End 


995 




Name 


OJ990824 07.9B18.C18 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


380 




GI 


J none 




Score 


199 




Exons 


2. .211, 3. .209, 216. 


.380, 269 


. .376 






Seq. No. 


25644 




Seq. ID 


OJ990824_07. 9B18 


-C18 


Gene No. 


53243 




Strand 


+ 




Start 


21 




End 


995 




Name 


OJ990824 07.9B18.C18 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


917 




GI 


none 




Score 


217 




Exons 


2. .211, 3. .209, 216. 


.416, 269 


..406, 414. .554, 428.-553, 






570. .620, 577. .621, 


621. .665, 


692. .796, 693. .797, 798.. 


917 


Seq. No. 


25644 




Seq. ID 


OJy90oz4 O/.yBIo 


VC18 


Gene No. 






Strand' 1 


+ 




Start 


21 




End 


995 




Name 


OJ990824 07.9B18.C18 


.ol .gs 


Method 


GENSCAN 




Start 


21 




End 


971 




GI 


none 




Score 


1 




Exons 


21. .971 










Seq. No. 


2564 4 




Seq. ID 


OJ990824 07.9B18 


.C18 


Gene No. 


53243 




Strand 


+ 




Start 


21 




End 


995 




Name 


OJ990824 07.9B18.C18 


. o 1 . np 


Method 


AAT/NAP 




Start 


53 




End 


995 




GI 


4680203 




Score 


574 




Exons 


53. .995 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


25644 




beq. id 


ujyyuo^ft u/.ytiio 


.C18 


Gene No. 


53243 




Strand 


+ 




Start 


21 




End 


995 




Name 


OJ990824 07.9B18.C18 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


.606 




End 


854 




GI 


none 




Score 


229 




Exons 


606. .854, 608. .790 










Seq. No. 


25645 




Seq. ID 


OJ990824_07.9B18 


.C19 


Gene No . 


53244 




Strand 


+ 




Start 


603 




End 


2771 




Name 


OJ990824 07.9B18.C19 


.ol.gs 


Method 


GENSCAN 




Start 


603 




End 


2689 




GI 


none 




Score 


.93 




Exons 


603.. 1012, 1800.. 2293, 2372.. 


2689 






Seq. No. 


25645 




Seq. ID 


OJ990824_07.9B18 


.C19 


Gene No. 


53244 




Strand * 


+ 




Start 


603 




End 


2771 




Name 


OJ990824 07.9B18.C19 


. ol. np 


Method 


AAT/NAP 




Start 


637 




End 


2771 




GI 


5032119 




Score 


100 




Exons 


637.. 999, 2653.. 2771 











25698 




GI Descrip. Ser/Arg-related nuclear matrix protein (plenty of prolines 

101-like) gi 1 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. No. 


25645 




Seq. ID 


OJ990824_07 


.9B18. 


C19 


Gene No. 


53245 




Strand 


+ 






Start 


2939 




End 


4387 






Name 


OJ990824 07.9B18.C19.o2. 


,gs 


Method 


GENSCAN 






Start 


2939 




End 


4387 






GI 


none 




Score 


. DO 






Exons 


2939.-3284, 3458. .3791, 


4123. 


.4387 








Seq. No. 


25646 




Seq. ID 


OJ990824_07 


.9B18. 


C20 


Gene No. 


53246 




Strand 


+ 






Start 


60 




End 


1520 






Name 


OJ990824 07.9B18.C20.ol. 


.gs 


Method 


GENSCAN 






Start 


60 




End 


1520 






GI 


none 




Score 


.DO 






Exons . 


60. .144, 458. .541, 1342. 


. .1520 










Seq. No. 


25646 




Seq. ID 


OJ990824_07 


. 9B18. 


C20 


Gene No. 


53247 




Strand 


+ 






Start 


22018 




End 


22749 






Name 


OJ990824 07. 9B18.C20.o5. 


. gs 


Method 


GENSCAN 






Start 


22018 




End 


22749 






GI 


none 




Score 


.79. 






Exons 


22018.. 22749 












Seq. No. 


25646 




Seq. ID 


OJ990824_07 


.9B18. 


C20 


Gene No. 


53248 




Strand 


+ 






Start 


24205 




End 


24379 






Name 


OJ990824 07.9B18.C20.o2, 


• gp 


Method 


AAT/GAP 






Start 


24205 




End 


24379 






GI 


LIB3433-026-P1-K1-C1 




Score 


237 






Exons 


24205. .24379 












GI Descrip. 


, 5852170/emb|AL117265.1! 


IOST17804 l.Oe- 


44 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: 


tl7804 ' 


Seq. No. 


25646 




Seq. ID 


OJ990824_07 


.9B18- 


C20 


Gene No. 


53249 




Strand 








Start 


2066 




End 


4071 






Name 


OJ990824 07.9B18.C20.ol, 


.np 


Method 


AAT/NAP 






Start 


1960 




End 


4071 






GI 


6721512 




Score 


113 






Exons 


I960.. 2020, 2063.. 2201, 


2228. 


.2355, 4040. .4071 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


25646 




Seq. ID 


OJ990824_07 


.9B18. 


C20 


Gene No. 


53249 




Strand 








Start 


2066 




End 


4071 






Name 


OJ990824 07.9B18.C20.o2. 


.gs 


Method 


GENSCAN 






Start 


2066 




End 


3107 






GI 


none 




Score 


.61 






Exons 


2066.. 2290, 3096.. 3107 












Seq. No. 


25646 




Seq. ID 


OJ990824_07 


.9B18. 


C20 


Gene No. 


53250 




Strand 









25699 




Start 


19629 




End 


28318 


Name 


OJ990824 07.9B18.C20 


.o9. tm 


Method 


TBLASTX: Maize 


Start 


11611 




End 


11862 


GI 


none 




Score 


221 


Exons 


11611. .11862, 11649. 


.11861 






Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


Gene No. 


53250 




Strand 




Start 


19629 




End 


28318 


Name 


OJ990824 07.9B18.C2.0 


-ol. tc 


Method 


TBLASTX: Cress 


Start 


12745 




End 


16453 


GI 


none 




Score 


113 


Exons 


12745. .12915, 15869. 


.16060, 


15869. .15988, 15880 16032 , 




16048. .16182, 16052. 


.16180, 


16247. .16297, 16319.. 16453 



Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




, ; End 


28318 




Name 


OJ990824 07.9B18.C20 


. o3.ts 


Method 


TBLASTX: Soybean 




Start 


12751 




End 


16453 




GI 


none 




Score 


80 




Exons 


12751. .12831, 15869. 


.16180, 


15982. .16176, 16301.. 16453 




Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


.06. tw 


Method 


TBLASTX: Wheat 




Start . - 


15866 




End 


16180 




GI 


none 




Score 


132 




Exons 


15866. .16021, 15905. 


.15994, 


16042. .16179, 16052.. 16180 




Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15929 




End 


16282 




GI 


none 




Score 


394 




Exons 


15929. .16168', 15929. 


.15994, 


15931. .16167, 16232. .16270, 






16247. .16282 










Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


,o4 .gs 


Method 


GENSCAN 




Start 


19629 


End 


20979 




GI 


none 




Score 


.81 




Exons 


19629. .20132, 20223. 


.20416, 


20835. .20979 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25646 
53250 
19629 

OJ990824_07.9B18.C20.o2.np 

19689 

6466937 



Seq. ID OJ990824_07.9B18.C20 
Strand 

End 28318 

Method AAT/NAP 

End 28318 

Score 2133 



19689. .21524, 24 4 96 .. 25167 , 25217 .. 2 6393, 26433 .. 27010, 
28265. .28318 



GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 



25700 




thaliana] 



Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name ' 


OJ990824 07.9B18.C20 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


19725 




• End 


20363 




GI 


none 




Score 


54 




Exons 


19725. .20363, 19794. 


.20003, 


20038. .20316 




Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


19983 




End 


20339 




GI 


none 




Score 


176 




Exons 


19983. .20339, 20038. 


.20337 








Seq. No'. 


25646 




Seq. ID 


OJ990824_07. 9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


,o4 . tw 


. Method 


TBLASTX: Wheat 




Start 


20394 




End 


20786 




GI 


none 




Score 


34 




Exons 


20394. .20786, 20407. 


.20427, 


20415. .20786 




Seq. No. 


: "25646 




Seq. ID 


OJ990824JD7.9B18 


.C20 


Gene No. 


53250 




' Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20404 




End 


21042 




GI 


none 




Score 


278 




Exons 


20404. .20808, 20406. 


.20810, 


20821. .21042, 20822.. 21040 




Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824. 07.9B18.C20 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


20634 




End 


21006 




GI 


none 




Score 


66 




Exons 


20634. .20804, 20644. 


.20799, 


20821. .21006, 20822.. 20905 




Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


•28318 




Name 


OJ990824 07.9B18.C20 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


20878 




End 


21270 




GI 


none 




Score 


141 




Exons 


20878. .21270, 20882. 


.21166 








Seq. No. 


25646 




Seq. ID 


OJ990824_07.9B18 


.C20 


Gene No. 


53250 




Strand 






Start 


19629 




End 


28318 




Name 


OJ990824 07.9B18.C20 


.06. tm 


Method 


TBLASTX: Maize 




Start 


21043 




End 


21465 




GI 


none 




Score 


157 




Exons 


21043. .21273, 21277. 


.21465, 


21296. .21463, 21334.. 21465 





25701 



Seq. No. 25646 

Gene No. 53250 

Start 19629 

Name OJ990824_07 . 9B18 . C20 . o3 . tm 

Start 21466 

GI none 

Exons 21466. .21528, 24497. 

24749.-24958, 24783. 



Seq. ID OJ990824_07.9B18.C20 
Strand 

End 28318 

Method TBLASTX : Mai ze 

End s 24968 

Score 86 
24964, 24506. .24697, 24513 .. 24716, 
24968 



Seq. No. 25646 

Gene No. 53250 

Start 19629 

Name OJ990824_07 . 9B18 . C20 . o2 . tw 

Start 24587 

GI none 

Exons 24587. .24988 



Seq. ID OJ990824_07.9B18.C20 
Strand 

End 28318 

Method TBLASTX : Wheat 

End 24988 

Score 352 



Seq. No. 25646 Seq. ID 

Gene No. 53250 Strand 

Start 19629 End 

Name OJ990824_07 . 9B18 . C20 . ol . ts Method 

Start 24713 " End 

GI none Score 

Exons 24713. .25060, 24752.. 24955 

Seq. No. 25646 Seq. ID 

Gene No. . 53250 Strand 

Start 19629 End 

Name OJ990824_07 . 9B18 . C20 . olO . tm Method 

Start 24983 End 

GI none Score 

Exons '24983. .25141, 25011.. 25133 



OJ990824_07 . 9B18 . C20 
28318 

TBLASTX : Soybean 

25060 

86 



OJ990824_07.9B18.C20 
28318 

TBLASTX: Maize 

25141 

123 



OJ990824 07.9B18.C20 



Seq. No. 25646 Seq. ID 

Gene No. 53250 Strand 

Start 19629 End 

Name OJ990824_07 . 9B18 . C20 . o5 . tw Method 

Start 25037 End 

GI none Score . 

Exons 25037.. 25213, 25068.. 25214, 25203 .. 25568 , 25219.. 25488 



28318 

TBLASTX: Wheat 

25568 

79 



Seq. No. 25646 Seq. ID 

Gene No. 53250 Strand 

Start 19629 End 

Name OJ990824_07 . 9B18 .C20 . o4 . tm Method 

Start 25142 End 

GI none Score 

Exons 25142. .25219, 25212 25622, 25215.. 25610 



OJ990824 07.9B18.C20 



28318 

TBLASTX: Maize 
25622 
169 



Seq. No. 25646 Seq-. ID 

Gene No. 53250 Strand 

Start 19629 End 

Name OJ990824_07 . 9B18 . C20 . o4 . ts Method 

Start 25218 End 

GI - none Score 

Exons 25218. .25409, 25218.. 25532 



OJ990824_07 . 9B18 . C20 
28318 

TBLASTX : Soybean 

25532 

67 



25702 




Seq". No. 


25646 


Seq. ID 


OJ990824_07 . 9B18 


.C20 


Gene No . 


53250 


Strand 






Start 


19629 


End 


28318 




Name 


OJ990824 07.9B18.C20.o8.tm 


Method 


TBLASTX: Maize 




Start 


25775 


End 


26083 




GI 


none 


Score 


106 




Exons 


25775. .26083, 25802 . .25975 








Seq. No. . 


.25646 


Seq. ID 


OJ990824_07.9B18 


-C20 


Gene No . 


53250 


Strand 






Start 


19629 


End 


28318 




Name 


OJ990824 07.9B18.C20.o7.tm 


Method 


TBLASTX: Maize 




Start 


26247 


End 


26708 




GI 


none 


Score 


60 




Exons 


26247. .26474, 26257 26445, 26532 .. 2 6708, 26551., 26655 




Seq. No. 


25647 


Seq. ID 


OJ990824_07 . 9B18 


.C21 


Gene No. 


53251 


Strand 


+ 




Start 


980 


End 


14 92 




Name 


OJ990824 07.9B18.C21.ol.gs 


Method 


GENSCAN 




Start 


980 


End 


1283 




GI 


none 


Score 


.96 




Exons 


980. .1283 








Seq. No. 


25647 


Seq. ID 


OJ990824_07.9B18 


.C21 


Gene No. 


53251 


Strand ■ 


+ 




Start 


980 


End 


1492 




Name 


OJ990824 07.9B18.C21.ol.np . 


Method 


AAT/NAP 




Start 


980 


End 


1492 




GI 


2943742 


Score 


319 




Exons 


980.. 1284, 1456.. 1492 








GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Seq. No. 


. 25648 


Seq. ID 


OJ990824_07.9B18 


.C22 


Gene No. 


53252 


Strand 


+ 




Start 


1 


End 


677 




Name 


OJ990824 07.9B18.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


677 




GI 


4836930 


Score 


289 




Exons 


1. .677 








GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


.25648 


Seq.. ID 


OJ990824_07.9B18 


.C22 


Gene No. 


53252 


Strand 


+ 




Start 


1 


End 


677 




Name 


OJ990824 07.9B18.C22.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


607 - 




GI 


none 


Score 


.6 




Exons 


144. .396, 444. .607 








Seq. No. 


25648 


Seq. ID 


OJ990824_07.9B18 


.C22 


Gene- No. 


53252 


Strand 


+ 




Start 


1 


End 


677 




Name 


OJ990824 07.9B18.C22.ol *ts 


Method 


TBLASTX : Soybean 




Start 


199 


End 


610 




GI 


none 


Score 


14 5 





25703 




Exons 


199. .336, 201. .332, 280. .336, 


358. .441, 


456. . 608, 456. .509, 




458. .610 






Seq. No. 


25649 


Seq. ID 


OJ990824_07 . 9B18 .C24 


Gene No. 


53253 


Strand 


+ 


Start 


85 


End 


251 


Name 


OJ990824 07.9B18.C24.ol.gs 


Method 


GENSCAN 


Start 


85 * 


End 


251 


GI 


none 


Score 


. 64 


Exons 


85.. 251 . . 






Seq. No. 


25650 


Seq. ID 


OJ990824_07.9B18.C27 


Gene No. 


53254 


Strand 


+ 


Start 


349 


End 


756 


Name 


OJ990824 07.9B18.C27.ol.gs 


Method 


GENSCAN 


Start 


349 


End 


756 


GI 


none 


Score 


.64 


Exons 


349. .558, 604. .756 






Seq. No. 


25651 


Seq. ID 


OJ991114_41. 9C06.C1" 


Gene No. 


53255 


Strand 


+ 


Start 


2073 


End - . 


2478 


Name 


OJ991114 41.9C06.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2073 


End 


2478 


GI 


none 


Score 


800 


Exons 


2073.. 2478 






Seq. No. 


25651 


Seq. ID 


OJ991114 41.9C06.C1 


Gene No. 


53256 


Strand 


+ 


Start 


2979 


End 


3095 


Name 


OJ991114 41.9C06.Cl.o2.gp 


Method 


AAT/GAP 


Start 


2979 


End 


3095 


GI 


35458 1.R1084 


Score 


152 


Exons 


2979. .3095 






GI Descrip. 


'3868853/dbj IBAA34247 | 1.0e-21 (AB013853) GPI-anchored protein 




[Vigna radiata] 1 






Seq. No. 


25651 


Seq. ID 


OJ991114_41.9C06.C1 


Gene No. 


53257 


Strand 




Start 


1 


End 


999 


Name 


OJ991114 41.9C06.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


999 


GI 


3152595 


Score 


158 


Exons 


1..24, 538. .999 






GI Descrip. 


(AC002986) Similar to D'. melanogaster sno gene gb|U95760. EST 




gb|N97148 and gb|Z26221 come 


from this 


gene. [Arabidopsis 




thaliana] 






Seq. No. 


25651 


Seq. ID 


OJ991114_41.9C06.C1 


Gene No. 


53257 


Strand 




Start 


1 


End 


999 


Name . 


OJ991114 41.9C06.Cl.ol.gs 


Method 


GENSCAN 


Start 


508 


End 


975 


GI 


none 


Score 


.72 


Exons 


508. .975 






Seq. No. . 


25651 


Seq. ID 


OJ991114_41.9C06.C1 



25704 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



53258 
2448 

OJ991114_41 . 9C06 . CI . o2 . gs 

2448 

none 



Strand 

End 5403 

Method GEN SCAN 

End 5403 

Score .76 

2448. .25-70, 2853.-2942, 3146. .3418, 3774. .4208, 4281. .4439, 
4873. .5024, 5061. .5403 



Seq. No. 25652 
Gene No. 53259 - * 

Start 1155 "'' 4l 

Name OJ991114_41 . 9C06 . C2 - ol . np 

Start 1155 
GI 3152595 
Exons 1155.. 1227, 3325.. 3736, 

GI Descrip. (AC002986) Similar to D 

gb|N97148 and gb|Z26221 

thaliana] 



6357, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6409 



OJ991114_ 
+ 

6409 
AAT/NAP 
6409 
163 



41.9C06.C2 



melanogaster sno gene gb|U957 60. 
come from this gene. [Arabidopsis 



EST 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25652 Seq. ID 

53259 Strand 

1155 End 

OJ991114_41 . 9C06 . C2 . o2 . gs Method 

3311 End 

none Score 

3311...3724, 4842.. 5360, 5501.. 6175 



OJ991114_41.9C06.C2 
+ 

6409 
GENS CAN 
6175 
.56 



Seq. No. 25652 Seq. ID 

Gene No. 53260 Strand 

Start 727 End 

Name OJ991114_41 . 9C06 . C2 . ol . gs Method 

Start 727 End 

GI none Score 

Exons 727.. 1194 



OJ991114_41.9C06.C2 

1254 
GENSCAN 
1194 
.81 



Seq. No. 25652 Seq. ID 

Gene No. 53260 Strand 

Start 727 End 

Name OJ991114_41 . 9C06 . C2 .ol . gp Method 

Start 787 . End 

GI none Score 

Exons 787.. 1254 



OJ991114_41. 9C06.C2 

1254 
AAT/GAP 
1254 
896 



Seq. No. 25653 Seq. ID 

Gene No. 53261 Strand 

Start 365 End 

Name OJ991114_41 . 9C06 . C3 . ol . gs Method 

Start 365 End 

GI none Score 

Exons 365 . . 463 



OJ991114_41.9C06.C3 
+ 

463 

GENSCAN 

463 

1 



Seq. No. 25653 Seq. ID 

Gene No. 53262 Strand 

Start 5805 End 

Name OJ991114_41 . 9C06 . C3 . ol . gp Method 

Start 5694 End 

GI 43210 1.R1084 Score 



OJ991114_41.9C06.C3 
+ 

10031 
AAT/GAP 
6181 
968 



25705 




Exons 5694.. 6181 

GI Descrip. M099914 8.0e-17 (U91857) ethylene-responsive element binding 





protein homolog 


[Stylos ant he s 


hamata] ' 








Seq. No. .. v 


25653 




Seq. ID 


OJ991114 


_41.9C06. 


C3 


Gene No. 


53262 




Strand 


+ 






Start 


5805 




End 


10031 






Name 


OJ991114 41.9C06 


.C3.ol.np 


Method 


AAT/NAP 






Start 


5799 




End 


6515 






GI 


4587373 




Score 


266 






Exons 


5799'. .6226, 6269 


. .6515 










GI Descrip. 


(AB024575) ethylene responsive element 


binding 


factor [Nic< 




tabacum] 












Seq. No. 


25653 




Seq. ID 


OJ991114 


_41.9C06. 


C3 


Gene No. 


53262 




Strand 


+ 






Start 


5805 




End 


10031 






Name 


OJ991114 41.9C06 


. C3 . o2 . gs 


Method 


GENSCAN 






Start 


5805 _ 




End 


10031 






GI 


none * 




Score . . 


.89 






Exons 


5805. .6469, 7212 


..7354, 7563. 


.78 96/ : ' 84 J 


34. .8608, 


9292. .9328 




9449. .10031 












Seq. No. 


25653 




Seq. ID 


OJ991114 


41.9C06. 


C3 


Gene No . 


53262 




Strand 


+ 






Start - ' 


5805- 




End 


10031 






Name 


OJ991114 41.9C06 


,C3.o2igp 


Method 


AAT/GAP 






Start 


6469 




End 


6802 






GI 


432499 




Score 


620 






Exons 


6469. .6802 












Seq. No. 


25653 




Seq. ID 


OJ991114 


_41.9C06. 


C3 


Gene No . 


53263 




Strand 


+ 






Start 


17042 




End 


18346 






Name 


OJ991114 41.9C06 


. C3 . o5 . gs 


Method 


GENSCAN 






Start 


17042 




End 


18346 






GI 


none 




Score 


.92 






Exons 


17042. .17124, 17536. .17704, 17807.. 18346 






Seq. No. 


25653 




Seq. ID 


OJ991114 


_41.9C06. 


C3 


Gene No . 


53264 




Strand 








Start 


11733 




End 


15697 






Name 


OJ991114 41.9C06 


.C3.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


5799 




End 


6061 






GI 


none 




Score 


224 






Exons 


5799.. 6044, 5870 


. .6061 










Seq. No. 


25653 




Seq. ID 


OJ991114 


_41.9C06. 


C3 


Gene No. 


53264 




Strand 








Start 


11733 




End 


15697 






Name 


OJ991114 41.9C06 


.C3.o2.tm 


- Method 


TBLASTX: 


Maize 




Start 


5868 




End 


6061 






GI 


none 




Score 


244 






Exons 


5868.. 6044, 5869 


..5943, 5870. 


.6061 








Seq. No. 


25653 




Seq. ID 


OJ99L114 


_41.9C06. 


C3 


Gene No. 


53264 




Strand 









25706 




Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


,ol.tc 


Method 


TBLASTX: Cress 




Start 


5870 




End 


6058 




GI 


none 




Score 


209 




Exons 


5870. .6058, 5871. .6044 








Seq. No. 


25653 




Seq. ID 


OJ991114_41.9C06. 


C3 


Gene No . 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


ol . tw 


Method 


TBLASTX: Wheat. 




Start 


5878 




End 


6061 




GI 


none 




Score 


194 




Exons 


5878. .5943, 5880. .6044, 5882. .6061 






Seq. No. 


25653 




Seq. ID 


OJ991114_41.9C06. 


C3 


ijene ino . 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


, o3.tm 


Method 


TBLASTX: Maize 




Start 


6221 




End 


6442 




GI 


none 




Score 


98 




Exons 


6221.. 6370, 6222.. 6335, 6350.. 6442, 6382.. 6438 




Seq. No. 


25653 




Seq. ID 


OJ991114_41.9C06. 


C3 


Gene No. 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


o3.gp 


Method 


AAT/GAP • 




Of 3 v-+- 


11733 




End 


13652 




GI 


10551 1.R1084 




Score 


1251 




Exons 


11733. .12082, 12193. 


.12240, 


12372. .124 69, 12967. .1304 6, 






13288. .13359, 13463. 


.13504, 


13612. .13652 




GI Descrip. 


, 4006872/emb|CAB16790.1| 2. 


Oe-58 (Z99707) methionyl 






aminopeptidase-like 


protein 


[Arabidopsis thaliana] ' 




Seq. No. 


25653 




Seq. ID 


OJ991114_41. 9C06. 


C3 


Gene No . 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11917 




End 


12474 






none 




Score 


142 




Exons 


11917. .12084, 11937. 


.12095, 


12370. .12474, 12389.. 12469 




Seq. No. 


25653 




Seq. ID 


OJ991114_41.9C06. 


C3 


Gene No. 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


ol . tm 


Method 


TBLASTX: Maize 




otart 


11935 




End 


14061 




GI 


none 




Score 


149 




Exons 


11935. .12084, 11937. 


.12095, 


11955. .12092, 12370. .12474, 






12389. .12463, 13268. 


.13360, 


13285. .13359, 134 63 .. 13510, 






13467. .13511, 13611. 


.13754, 


13612. .13797, 13612 .. 13797,' 






13622. .13798, 13879. 


.13968, 


13880. .13966, 13996.. 14061 




Seq. No. 


25653 




Seq. ID 


OJ991114_41.9C06. 


C3 


Gene No. 


53264 




Strand 






Start 


11733 




End 


15697 




Name 


OJ991114 41.9C06.C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11937 




End 


14121 





25707 



GI 

Exons 



none 



Score 



165 



11937. .12095, 11941. .12084, 12188 12220, 12194 .. 12238, 

12368. .12472, 12370 .. 12474 , 12967 13047 , 12969 .. 1304 9, 

13265. .13360, 13285 .. 13359, 134 63 13510 , 134 67 .. 13508 , 

13612. .13794, 13622 .. 13774 , 13623 13775 , 13870 .. 14 121, 

13883. ;14011, 13918.. 14094 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25653 
53264 
11733 

OJ991114_41.9C06.C3.o2.np . 
11940 
4006872 

11940. .12082, 12193. .12240, 12372 
13288. .13359, 134 63 .. 13504 , 13612 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991114 41.9C06.C3 



15697 
AAT/NAP 
14142 
773 

12469, 12967. .13046, 
13773, 13879.. 14142 
(Z99707) methionyl aminopeptidase-like protein [Arabidopsis 
thaliana] 

25653 Seq. ID OJ991114_4 1 . 9C06 . C3 

53264 Strand 

11733 End 15697 

OJ991114_41 . 9C06 . C3 . o4 . gs Method GENSCAN 

12763 End 15697 

none Score .56 

12763.. 12783, 13288 13359, 134 63 .. 13504 , 13612 13773, 

13879. .14030, 14056. . 14141, 14 968 .. 15107 , 15355 15517 , 

15627. .15697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



-25654 
53265 
35 

OJ991114 41.9C06.C4.ol. 

35 ~* 

none 

35. .321, 404. .472 . 

25655 
53266 
361 

OJ991114_41.9C06.C5.ol. 

361 

none 

361. .528, 4303. .4560 

25655 
53267 
4233 

OJ991114_41.9C06.C5.ol. 

4233 
3901268 

4233. .4317, 5204. .5419, 
6579.. 6914 

(AF060173) SV2 related 

25655 
53267 
4233 



Seq. ID OJ991114_41.9C06.C4 
Strand 

End 472 

gs Method GENSCAN 

' End 472 

Score .42 



Seq. ID OJ991114_41.9C06.C5 

Strand + 

End 4560 

gs Method GENSCAN 

End 4560 

Score .48 



Seq. ID OJ991114_41.9C06.C5 
Strand 

End 6914 

np Method AAT/NAP 

End 6914 

Score 401 
5567... 5770, 5845. .6073, 6167. .6383, 

protein [Rattus norvegicus] 

Seq. ID OJ991114_41.9C06.C5 
Strand 

End 6914 



25708 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991 1 14_4 1 . 9C06 . C5 . o2 . gs Method GEN SCAN 

5189 End 6816 

none Score . 5 

5189.. 5419, 5922.. 6383, 6579.. 6816 



25655 
53267 
4233 

OJ991114_4 1 . 9C06 . C5 . ol . tm 

5223 

none 



Seq. ID OJ991114_41.9C06.C5 
Strand 

End 6914 

Method TBLASTX: Maize 

End 6326 

Score 140 



5223. .5414, 5225. .5422, 5564. .5773, 5564. .5770, 5838. .6056, 
5860.. 6057, 6162.. 6326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



25655 
53267 
4233 

OJ991114_41.9C06.C5.o2.tm 

6330 

none 



Seq. ID OJ991114_41. 9C06.C5 
Strand 
End 

Method 
End 
Score 



6914 

TBLASTX: Maize 

6809 

191 



6330.. 6410, 6577... 6750, 6579.. 6809, 6583.. 6807 



OJ991114_41.9C06.C6 
+ 

11190 
GENSCAN 
5690 ' 
.52 



41. 9C06.C6 



25656 Seq. ID 

53268 Strand 

4411 End 

OJ9 91 1 1 4_4 1 . 9C0 6 . C6 . o2 . gs Method- 

4411 End 

none Score 

4411.. 4522, 4665.. 4802, 5611.. 5690 

25656 Seq. ID 

53268 Strand 
4411 End 
OJ991114_4*l. 9C06.C6.o2.np Method 
4 694 End 
3152598 Score 
4694. .4756, 6404. .6798, 7868. .8814 

(AG002986) Contains similarity to C2-HC type zinc finger protein 
C.e-MyTl gb|U67079 from C. elegans and to 

hypersensitivity-related gene 201 isolog T28M21.14 from A. 
thaliana BAC gb|AF002109. [Arabidopsis thaliana] 



OJ991114_ 
+ 

11190 
AAT/NAP 
8814 
837 



25656 Seq. ID 

53268 Strand 
4411 End 
OJ9911 14_4 1 . 9C0 6 . C6 . o3 . gp Method 
6320 End 
uC-osroM202004bllbl Score 
6320. .6775 

'3152598 3.0e-19 (AC002986) Contains similarity to C2-HC type 
zinc finger protein C.e-MyTl gb_U67079 from C. elegans and to 
hypersensitivity-related gene 201 isolog T28M21.14 from A. 
thaliana BAC gb_AF002109. [Arabidopsis thaliana] ' 



OJ991114_41. 9C06.C6 
+ 

11190 
AAT/GAP 
6775 
836 



25656 
53268 
4411 



Seq. ID OJ991114_41.9C06.C6 
Strand + 
End 11190 



25709 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991114_41 . 9C06 .C6 . o3 . gs Method 
6361 End 
none Score 
6361. .6798, 7868. .8170, 8254. .8829 



GENSCAN 

8829 

.92 



25656 Seq. ID 

53268 Strand 
4411 End 
OJ991114_41.9C06.C6.o4 . gp Method 
8340 -End 
LIB3434-024-P1-K1-A7 Score 
8340. .8836 

•3152598 1.0e-34 (AC002986) Contains similarity to C2-HC type 
zinc finger protein C.e-MyTl gb_U6707 9 from C. elegans and to 
hypersensitivity-related gene 201 isolog T28M21.14 from A. 
thaliana BAC gb_AF002109. [Arabidopsis thaliana] 1 



OJ991114_41.9C06~.C6 
+ 

11190 
AAT/GAP 
8836 
945 



25656 Seq. ID 

53268 . Strand 
4411 End 
OJ991114_41 . 9C06 . C6 . o3 . np Method 
8461 End 
1351865 Score 
8461.. 8497, 8859.. 8903, 10875:. 11190 

ACROSIN PRECURSOR gi | 10854 68 | pir | | S4 7538 acrosin (EC 3.4.21.10) 
precursor - rabbit gi 1451842 (U05204) preproacrosin [Oryctolagus 
cuniculus] gi | 1090525 Iprf | | 2019255A prepro-acrosin [Oryctolagus 
cuniculus] 



OJ991114_41.9C06.C6 
+ 

11190 
AAT/NAP 
11190 
44 



OJ991114_41.9C06.C6 
+ 

14036 
AAT/GAP 
14036 
121 



25656 Seq. ID 

53269 Strand 
13956 End 
OJ991114_41. 9C06.C6.o5.gp Method 
13956 End ■ 

5867_1.R1084 Score 
13956.. 14036 

, 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 . 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



25656 Seq. ID 

53270 Strand 

14727 End 

OJ991114_41. 9C06.C6.o5.np Method 

14727 End 

3152598 Score 



OJ991114_41.9C06.C6 
+ 

17454 
AAT/NAP 
17442 
794 



14727. .14745, 15352 .. 15758 , 16466.. 17442 

(AC002986) Contains similarity to C2-HC type zinc finger protein 
C.e-MyTl gb|U67079 from C. elegans and to 

hypersensitivity-related gene 201 isolog T28M21.14 from A. 
thaliana BAC gb|AF002109. [Arabidopsis thaliana] 



Seq. No. 



25656 



Seq. ID OJ991114_41.9C06.C6 



25710 



Gene No. 


53270 


Strand 


+ 


OLdlt 


1 A 1 0 7 


Hi 11 CI 




Name 


OJ991114 41.9C06.C6.o4.np 


Method 


AAT/NAP 


Start 


15367 


End 


17454 


GI 


6910569 


Score*. 


787 


Exons 


15367. .15758,, 16466.. 17454 






GI Descrip. 


(AC006424) -Highly similar 


to YUP8H12R. 


39. [Arabidopsis thaliana] 


Seq. No. 


25656 


Seq. ID 


OJ991114_41. 9C06.C6 


Gene No . 


DOZ. /.U 


Oil allU 


_j_ 


Start 


14727 


End 


17454 


Name 


OJ991114 41.9C06.C6.o5.gs 


Method 


GENSCAN 


Start 


15368 


End 


17445 


GI 


none 


Score 


.98 


Exons 


15368. .15778, 16483. .17445 






Seq. No. 


25656 


Seq. ID 


OJ991114_41.9C06.C6 


Gene No. 


53271 


Strand 


+ 


O Lai L 


18002 


End 


18903 


Name 


OJ991114 41.9C06.C6.o6.np 


Method 


AAT/NAP 


Start 


18002 


End 


18903 


GI 


6633851 


Score 


42 


Exons 


18002. .18097, 18780. .18903 






GI Descrip. 


(AC008047) F2K11.13 [Arabidopsis thaliana] 


Seq. No.' 


25656 


Seq. ID 


OJ991114_41.9C06.C6 


Gene No. 


53272 


Strand 


+ 


Start 


19708 


End 


19787 


Name 


OJ991114 41.9C06.C6.o7.np 


Method 


AAT/NAP 


Of a 


19708 


End 


19787 


GI 


6630699 


Score 


86 


Exons 


19708. .19787 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


25656 


Seq. ID 


OJ991114_41. 9C06.C6 


Gene No. 


53273 


Strand 


+ 




19923 . 


End 


20376 


Name 


OJ991114 41.9C06.C6.o8.np 


Method 


AAT/NAP 


Start 


19923 


End 


20376 


GI 


6539570 


Score 


167 


Exons 


19923. .20116, 20310.. 20376 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25656 


Seq. ID 


OJ991114_41.9C06.C6 


Gene No. ■ 


53274 


Strand 




Start 


1 


End 


2282 


Name 


OJ991114 41.9C06.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


840 


GI 


6226936 


Score 


154 



Exons 1..39, 553.. 840 

GI Descrip. HYPOTHETICAL 58.3 KD PROTEIN ZK637 . 1 IN CHROMOSOME III 

gi I 3878108 | emb| CAA80131.il (Z22175) predicted using Genefinder; 
similar to Sugar transporter; cDNA EST yk311g8.3 comes from this 
gene; cDNA EST yk311g8.5 comes from this gene [Caenorhabditis 
elegans] gi I 3881675 | emb | CAA77460 . 1 1 (Z11115) predicted using 



25711 



# 



Genefinder; similar to Sugar transporter; cDNA EST yk311g8.3 



Seq. No. 


25656 




Seq. ID 


OJ991114_41.9C06 


.C6 


Gene No. 


53274 




Strand 


_ 




Start 


1 




End 


2282 




Name 


OJ991114 41.9C06.C6. 


ol.gs 


Method 


GEN SCAN 




Start 


323 




End 


2282 




GI 


none 




Score 


.47 




Exons 


323. .428, 778. .842, 


1377. .1406, 2094.. 


2282 




Seq. No. 


25656 




Seq. ID 


OJ991114_41.9C06 


.C6 


Gene No. 


53275 




Strand 






Start 


12256 




End 


13183 




Name 


OJ991114 41.9C06.C6. 


o4 . gs 


Method 


GENSCAN 




Start 


12256 




End 


13183 




GI 


none 




Score 


.9 




Exons 


12256. .12294, 12659. 


. 12728, 


12861. .13023, 13090.. 13183 




Seq. No. 


25656 




Seq. ID 


OJ991114_41.9C06 


.C6 


Gene No. 


53276 




Strand 






Start 


17916 




End 


18542 




Name 


OJ991114 41.9C06.C6. 


06 . gs 


Method 


GENSCAN 




Start 


17916 




End 


18542 




GI 


none 




Score 


.57 




Exons 


17916. .18011, 18390. 


.18542 








Seq. No. 


25656 




Seq. ID 


OJ991114_41.9C06 


• C6 


Gene No. 


53277 




Strand 






Start 


19923 




End 


20036 




Name 


OJ991114 41.9C06.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


621 




End 


858 




GI 


none 




Score 


134 




Exons 


621. .704, 621. .704, 


622. .705 


, 622. .705 


, 647.. 706, 698.. 


841, 



705. .842, 706. .858 



Seq. No. 


25656 








Seq. ID 


OJ991114 


_41.9C06.C6 


Gene No. 


53277 








Strand 






Start 


19923 








End 


20036 




Name 


OJ991114 .41 


.9C06. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6432 








End 


15724 




GI 


none 








Score 


121 




Exons 


6432.. 6518, 


6433. 


.6522, 


6582. 


.6641, 6622. .6702, 


15581. .15724 


Seq. No. 


25656 








Seq. ID 


OJ991114 


_41.9C06.C6 


Gene No. 


53277 








Strand 






Start 


19923 








End 


20036 




Name 


OJ991114 41 


.9C06. 


C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6715 








End 


16935 




GI 


none 








Score 


102 




Exons 


6715. .6804, 


6765. 


.6803, 


7861. 


.8040, 7862. .8041, 


8174. .8251, 




8194. .8277, 


8195. 


.8245, 


8281. 


.8304, 828 


18. .8305, 


15692. . 15757 



- 16476. .16571, 16477 .. 16590, 16642 .. 16785, 16830 .. 16874 , 

16831. .16884, 16837 .. 16887 , 16917 .. 16934 , 16918. .16935 

Seq. No. 25656 Seq. ID OJ991114_4 1 . 9C06 . C6 

Gene No. 53277 Strand 

Start 19923 . End 20036 



25712 




Name 


OJ991114 41.9C06.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8409 


End 


17442 


GI 


none 


Score 


452 


Exons 


8409. .8726, 8410. .8727, 17035 


. .17442, 


17044 . .17130, 17070. .1744 


Seq. No: 


25656 


Seq. ID 


OJ991114_41.9C06.C6 


Gene No. 


53277 


Strand 




Start 


19923 


End 


20036 


Name 


OJ991114 41.9C06.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8464 


End 


17367 


GI 


none 


Score 


90 


Exons 


8464. .8544, 8469. .8540, 8545. 


.8727, 8574. .8723, 17095 .. 17 175 , 




17100. .17132, 17175. .17363, 17176.. 17367 


Seq. No. 


o c c c c 


Seq. ID 


OJ991114_41.9C06.C6 


Gene No. 


C Q O T T 


Strand 




Start 


l y yz j 


End 


20036 


Name 


ojyyni4 4 1. ycu d . Co . oo . tm 


Method 


TBLASTX: Maize 


Start 


o boo 


End 


17451 


GI 


none 


Score 


130 


Exons 


8653. .8727, 8655. .8726, 8782. 


.8811, 8877. .8900, 17284 .. 17451 , 




17286. .17438 






Seq. No. 




Seq. ID 


OJ991114_41.9C06.C6 


Gene No. 


ooZ i 1 


Strand 




Start 


lyyzj 


End 


20036 


Name 


ujyyiii4 4 i . yLUb . to . o / . gs 


Method 


GENS CAN 


Start 


i o n o o 

iyyz j 


End 


20036 


GI 


none 


Score 


.99 


Exons 


19923. .20036 






Seq. No. 


25657 


Seq. ID 


OJ991114_41.9C06.C7 


Gene No. 


53278 


Strand 




Start 


261 


End 


2005 


Name 


OJ991114 41.9C06.C7.ol.gp 


Method 


AAT/GAP 


Start 


261 


End 


1195 


GI > 


33855 1.R1084 


Score 


1204 


Exons 


261. .742, 1066. .1195 






GI Descrip. 


, 2842482/emb|CAA16879.1| 6.0e 


-27 (AL02174 9) protein phosphatase 




2C-like protein [Arabidopsis 


thalia'na] 1 


Seq. No. 


25657 


Seq. ID 


OJ991114_41.9C06.C7 


Gene No. 


53278 


Strand 




Start 


.261 


End 


2005 


Name 


OJ991114 41.9C06.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


590 


End 


2005 


GI 


none 


Score 


188 


Exons 


590. .745, 590. .745, 1063. .1227, 1064.. 


1228, 1306.. 1401, 




1316. .1612, 1317. .1601, 1458. 


.1625, 1730.. 2005, 1731.. 1901, 




1732. .1983 






Seq. No. 


25657 


Seq. ID 


OJ991114_41.9C06.C7 


Gene No. 


53278 


Strand 




Start 


261 


End 


2005 


Name 


OJ991114 41.9C06.C7.ol.gs 


Method 


GENS CAN 


Start 


602 


End 


1981 


GI 


none 


Score 


.71 



25713 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



602. .742, 1066. .1220, 1318. .1600, 1730. .1981 



25657 
53278 
261 

OJ991114_41.9C06.C7.ol.np 
608 

2842482 



Seq. ID OJ991114_41. 9C06.C7 
Strand 

End , 2005 

Method AAT/NAP 

End 1924 

Score 757 



608. .733, 1019. .1220, 1318. .1600, 1730. .1924 

(AL021749) protein phosphatase 2C-like protein [Arabidopsis 

thaliana] 



25657 
53278 
261 

OJ991114_41.9C06.C7.ol.tc 

611 

none 



Seq. ID OJ991114_41.9C06.C7 
Strand 

End ' . 2005 

Method TBLASTX : Cress 

End 1595 

Score 73 



611. .745, 620. .733, 1063. .1221, 1064. .1222, 1316. .1372, 
1379.. 1594, 1380.. 1595 



25657 
53278 
261 

OJ991114_41 . 9C06 . C7 . ol . ts 

1063 

none 



Seq. ID OJ991114_41. 9C06.C7 
Strand 

End 2005 

Method TBLASTX : Soybean 

End 1921 

Score 85 



1063. .1221, 1063. .1221, 1064. .1222, 1316. .1372, 1379. .1627, 
1380. .1604, 1382. .1651, 1730. .1921, 1740. .1895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25657 
53278 
261 

OJ991114_41 . 9C06 . C7 . o2 . tw 

1094 

none 



Seq. ID OJ991114_41. 9C06.C7 
Strand 

End 2005 

Method TBLASTX : Wheat 

End 1537 

Score 8 6 

1094. .1222, 1099. .1221, 1316. .1366, 1317. .1355, 1376. .1537, 
1380. .1514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991114_41.9C06.C7 
Strand 

End 2005 

Method AAT/GAP 

End 2002 

Score 964 



25657 
53278 
261 

OJ991114_41.9C06.C7.o2.gp 
1364 

15400_1.R1084 
1364.. 1600, 1730.. 2002 

1 4336436/gb|AAD17805| 2.0e-47 (AF092432) protein phosphatase 
type 2C [Lotus japonicus] ' 



25657 
53278 
261 

OJ991114_41.9C06.C7.o2.tc 

1728 

none 



Seq. ID OJ991114_41.9C06.C7 
Strand 

End 2005 

Method TBLASTX: Cress 

End 1912 

Score 64 



1728. .1811, 1729. .1824, 1733... 1912, 1740. . 1895 



25714 



Seq. No. 


25657 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53278 


Strand 






Start 


261 


End 


2005 




Name 


OJ991114 41.9C06.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1817 


End 


2005 




GI 


none 


Score 


122 




Exons 


1817. .2005, 1818. .1901, 1819. 


.1983 






Seq. No. 


25658 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. • 


53279 


Strand 


+ 




Start 


279 


End 


683 




Name 


OJ991114 41.9C06.C8.ol.gs 


Method 


GEN SCAN 




Start 


279 


End 


683 




GI 


none 


Score 


. 45 




Exons 


279. .500, 579. .683 








Seq. No. 


25658 . 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53280 


Strand 


_ 




Start 


367 


End 


• 638 




Name 


OJ991114 41.9C06.C8.ol.gp 


Method 


AAT/GAP 




Start 


367 


End 


638 




GI 


426179 


Score 


514 




Exons 


367.. 638 








Seq. No. 


25659 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53281 


Strand 


+ 




Start 


891 


End 


2374 




Name 


OJ991114 41. 9C06.C9.ol.gs 


Method 


GEN SCAN 




Start 


891 


End 


2374 




GI 


none 


Score 


.76 




Exons 


891. .964, 2314. .2374 








Seq. No. 


25659 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53282 


Strand 


+ 




Start 


8948 


End ■ 


12102 




Name 


OJ991114 41.9C06.C9.o3.gs 


Method 


GENSCAN 




Start 


8948 


End 


11340 




GI 


none 


Score 


.43 




Exons 


8948.. 9286, 9511.. 9953, 10297 


. ,10588, 


10857. .11085, 


111* 


Seq. No. 


25659 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53282 


Strand 


+ 




Start 


8948 


End 


12102 




Name 


OJ991114 41. 9C06.C9.o3.np 


Method 


AAT/NAP 




Start 


8979 


End 


12102 




GI 


4680199 


Score 


581 




Exons 


8979.. 9298, 9392.. 9953, 10345 


. .10455, 


10534. .11085, 






11168. .11280, 11451. .11635, 12064. .12102 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


25659 


Seq. ID 


OJ991114_41. 


9C06 


Gene No. 


53283 


Strand 






Start 


1 


End 


140 




Name 


OJ991114 41.9C06,C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


140 




GI 


6815109 


Score 


135 




Exons 


1. .140 









25715 



GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


25659 








Seq. ID 


OJ991114 


_41 . 9C06 . C9 


Gene No. 


53284 








Strand 






Start 


3332 








End 


11947 




Name 


OJ991114 41 


.9C06 


.C?.o2. 


gs ' 


Method 


GEN SCAN 




Start 


3332 








End 


8622 




GI 


none 








Score 


.55 




Exons 


3332. .3461, 


4050 


. .4112, 


4306. 


.4484, 5098. .5193, 


5940'. .6053, 




6401. .6420, 


6473 


. .6584, 


7323. 


.7422, 8402. .8622 




Seq. No. 


25659 








Seq. ID 


OJ991114 


_41. 9C06.C9 


Gene No. 


53284 








Strand 






Start 


3332 








End 


11947 




Name 


OJ991114 41 


. 9C06 


.C9.ol. 




Method 


AAT/GAP 




Start 


5735 








End 


6042 




GI 


5004059 - 








Score 


612 




Exons 


5735. .6042 














Seq. No. 


25659 








Seq. ID 


OJ991114 


41 . 9C06 . C9 


Gene No. 


53284 








Strand 






Start 


3332 








End 


11947 




Name 


' OJ991114 41 


. 9C06 


.C9.o5. 


tm 


Method 


TBLASTX 


Maize 


Start 


6016 








End 


7434 




GI 


none . 








Score 


71 




Exons 


6016. .6054, 


6017 


. .6058, 


6463. 


.6549, 6463. .6591, 


6471. .6599, 




7255. .7434, 


7294 


. .7419, 


7295. 


.7423 






Seq. No. 


25659 








Seq. ID 


OJ991114 


_41. 9C06.C9 


Gene No. 


53284 








Strand 






Start 


3332 








End 


11947 




Name 


OJ991114 41 


.9C06 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


7109 








End 


11947 




GI 


3152595 








Score 


174 




Exons 


7109.. 7203, 


7272 


. .7431, 


11904 


. .11947 







GI Descrip. (AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 -and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 25659 

Gene No. 53284 

Start 3332 

Name OJ991114_41 . 9C06 .C9 . o4 . tm 

Start 8992 

GI none 

Exons 8992.. 9126, 8993.. 9271 

Seq. No. 25659 

Gene No. 53284 

Start 3332 

Name OJ991114_41 . 9C06 . C9 . o2 . ts 

Start 9095 

GI none 

Exons 9095.. 9271 



Seq. ID OJ991114_41.9C06.C9 
Strand 

End 11947 

Method TBLASTX : Mai ze 

End 9271 

Score 222 



Seq. ID OJ991114_41. 9C06.C9 
Strand 

End 11947 

Method TBLASTX : Soybean 

End 9271 

Score 191 



Seq. No. 
Gene No. 



25659 
53284 



Seq. ID OJ991114_41. 9C06.C9 
Strand 



25716- 




Start 3332 End 11947 

Name OJ991114_41 . 9C06 , C9 . o2 . tm Method TBLASTX: Maize 

Start 9607 End 9944 

GI none Score 53 

Exons 9607. .9741, 9655. .9747, 9703 9930, 9732 .. 9938, 9762.-9944 



Seq. No. 


25659 




Seq. ID 


OJ991114_41.9C06. 


C9 


Gene No. 


53284 




Strand 






Start 


3332 




End 


11947 




Name 


OJ991114 41.9C06.C9. 


o3 . tm 


Method- 


TBLASTX: Maize 




Start 


10544 




End 


11036 




GI 


none 




Score 


106 




Exons 


10544. .10744, 10678. 


.10755, 


10785. .11036, 10835. .10879, 






10920.. 11015 










Seq. No. 


25659 




Seq. ID 


OJ991114_41.9C06. 


C9 


Gene No. 


53284 




Strand 






Start 


3332 




End 


11947 . 




Name 


OJ991114_41.9C06.C9. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


10721 




End 


11116 




GI 


none 




Score 


62 




Exons 


10721. .10789, 10733. 


.10777, 


10782. .10799, 10809 .. 11087, 






10841. .11092, 10856. 


.11116 








Seq. No. 


25659 




Seq. ID 


OJ991114_41.9C06. 


C9 


Gene No . 


53284 ' 




Strand 






Start 


3332 




End 


11947 




Name 


OJ991114 41.9C06.C9. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


10824 




End 


11259 




GI 


none 




Score 


183 




Exons 


10824. .11093, 10835. 


.11095, 


11166. .11243, 11167. .11259 




Seq. No. 


25659 




Seq. ID 


OJ991114_41.9C06. 


C9 


Gene No. 


53284 




Strand 






Start 


3332 




End 


11947 




Name 


OJ991114 41.9C06.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11116 




End 


11522 




GI 


none 




Score 


179 




Exons 


11116. .11268, 11161. 


.11331, 


11162. .11326, 11172. .11330, 






11336. .11518, 11337. 


.11522, 


11337. .11522 




Seq. No. 


25660 ' 




Seq. ID 


OJ991114_41.9C06. 


Cl( 


Gene No. 


53285 




Strand 


+ 




Start 


1 




End 


5901 




Name 


OJ991114 41.9C06.C10 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


335 




GI 


5455614 




Score 


661 




Exons 


1. .335 











Seq. No. 25660 Seq. ID 

Gene No. 53285 Strand 

Start 1 End 

Name OJ991114_4 1 . 9C06 . C10 . ol . np Method 

Start 1 End 

GI 6069646 Score 

Exons 1..31, 479.. 1326, 1609.. 2585 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 



OJ991114_41.9C06.C10 
+ 

5901 
AAT/NAP 
2585 
1026 



25717 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX : Mai ze 

End 839 

Score 104 

352. .507, 364. .489, 490. .774, 528. .737, 747. .839, 748. .834 



Seq. No. 25660 

Gene No. 53285 

Start 1 

Name OJ991114_41 . 9C06 . C10 . o2-. tm 

Start 352 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25660 
53285 
1 

OJ991114_41.9C06.C10.ol.gs 

394 

none 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method GENSCAN 

End 5901 

Score .47 



394. .1475, 1872. .2091, 4711. .4785, 5775. .5901 



Seq. No. 25660 

Gene No. 53285 

Start 1 

Name OJ991114_4 1 . 9C06 . C10 . o3 . tw 

Start 427 

GI none 

Exons 427.. 567, 556.. 762 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End . 5901 

Method TBLASTX : Wheat 

End. 7 62 

Score 91 



Seq. No. 25660 

Gene No. 53285 

Start 1 

Name OJ991114_41 . 9C06.C10.o2 . tw 

Start 769 

GI none 

Exons 769.. 1056, 792.. 1055 

Seq. No. 25660 

Gene No. 53285 

Start 1 

Name ' OJ991114_41 . 9C06.C10.ol . tm 

Start 8 62 

GI none 

Exons 862.. 1554, 1095.. 1331 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX : Wheat 

End 1056 

Score 210 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX : Mai ze 

End 1554 

Score 447 



Seq. No. 25660 

Gene No. 53285 

Start 1 

Name OJ991114_41 . 9C06.C10 . ol . ts 

Start 1168 

GI none 

Exons 1168.. 1494, 1594.. 1716 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX: Soybean 

End 1716 

Score 157 



Seq. No. 25660 

Gene No. 53285 

Start 1 

Name OJ991114 41 . 9C06.C10.ol . tw 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX : Wheat 



25718 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1189 End 
none Score 
1189.. 1491, 1191. .1343, 1531. .1629 



1629 
180 



25660 
53285 
1 

OJ991114_41.9C06.C10.o3.tm 

2011 

none 



Seq. ID OJ991114_41.9C06.C10 

Strand + 

End 5901 

Method TBLASTX : Maize 

End 2547 

Score 311 



2011.. 2547, 2026.. 2289, 2133.. 2378 



25661 
53286 
1 

•OJ991114_41.9C06.C12.ol.np 
1 

3152595 



Seq. ID OJ991114_41.9C06.C12 
Strand 

End 2294 

Method AAT/NAP 

End 2294 

Score 1033 



1..123, 224. .300, 419. .549, 627. .800, 925. .990, 1617. .1658, 
1788. .2294 

(AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


25661 








Seq. ID 


OJ991114 


Gene No . 


53286 








Strand 




Start 


1 








End 


2294 


Name 


OJ991114 41. 


9C06. 


C12.ol 


. gs 


Method 


GEN SCAN 


Start 


224 








End 


2252 


GI 


none 








Score 


.93 


Exons 


224. .300, 419. .549, 627 


. .800, 


925. .990 


, 1617. .2 


Seq. No. 


25661 








Seq. ID 


OJ991114 


Gene No. 


53287 








Strand 




Start 


3415 








End 


8257 


Name 


OJ991114 41. 


9C06. 


C12.o2 


. np 


Method 


AAT/NAP 


Start 


2800 








End 


5065 


GI 


228207 








Score 


159 


Exons 


2800. .2839, 


4368. 


.4442, 


4549. 


.4728, 4814.. 5065 


GI Descrip r 


' tnpl protein [Antirrhinum majus] 




Seq. No. 


25661 








Seq. ID 


OJ991114 


Gene No. 


53287 








Strand 




Start 


3415 








End 


8257 


Name 


OJ991114 41. 


9C06. 


C12.ol 


.gp 


Method 


AAT/GAP 


Start 


3112 








End 


3863 


GI 


3760064 








Score 


950 


Exons 


3112. .3471, 


3580. 


.3689, 


3796. 


.3863 




Seq. No. 


25661 








Seq. ID 


OJ991114 


Gene No." 


53287 








Strand 




Start 


3415 








End 


8257 


Name 


OJ991114 41. 


9C06. 


C12.o2 


. gs 


Method 


GENSCAN 


Start 


3415 








End 


8242 


GI 


none 








Score 


.69 


Exons 


3415. .3471, 


3796. 


.4146, 


4350. 


.4442, 4549.-4752, 




5362. .5384, 


5699. 


.7616,' 


7793. 


.8242 





25719 



Seq. No. 25661 
Gene No. 53287 . 

Start 3415 

Name OJ991114_41 . 9C06 .C12 . o3 .np 

Start 4068 
GI 3152595 
Exons 4068.. 4119, 7793.. 8257 

GI D.escrip. (AC002986) Similar to D. melanogaster sno gene gb|U95760. EST 
gb|N97148 and gb|Z26221 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ991114_41.9C06.C12 
Strand 

8257 
AAT/NAP 
8257 
133 



End 

Method 

End 

Score 



Seq. No. 25661 

Gene No. 53287 

Start 3415 

Name OJ991114_4 1 . 9C06 . C12 . o2 . gp 

Start 5164 

GI 3760063 

Exons 5164.. 5720 



Seq. ID OJ991114_41.9C06.C12 
Strand 

End 8257 

Method AAT/GAP 

End 5720 

Score 1098 



Seq. No. 25661 

Gene No. 53287 

Start 3415 

Name OJ991114_41 . 9C06 . C12 . o3 . gp 

Start 5823 

-GI ' 3107412 

Exons 5823.. 6140 



Seq. ID OJ991114_41.9C06.C12 
Strand 

End 8257 
Method AAT/GAP 
End 6140 
Score - 'f&6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25661 
53288 
9306 

OJ991114_41.9C06.C12.ol.ts 
68 

none 



Seq. ID OJ991114_41.9C06.C12 
Strand 

End 12146 

Method TBLASTX : Soybean 

End 774 

Score 76 



68. .124, 72. .152, 225. .296, 232. .294, 418. .552, 437. .559, 
440. .526, 624. .770, 626. .691, 627. .773, 628. .774 



Seq. No. 25661 

Gene No. 53288 

Start 9306 

Name OJ991114_41 . 9C06 . C12 . ol . tc 

Start 3853 

GI none 
Exons 



Seq. ID OJ991114_41.9C06.C12 
Strand . 

End 12146 

Method TBLASTX : Cress 

End 10347 

Score 4 58 



3853. .4146, 3855. .4169, 3951. .4148, 3998. .4153, 4350. .4451, 
4351. .4446, 4547. .4609, 4548. .4610, 4550. .4609, 9563. .9748, 
9573.. 9734, 10288.. 10347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25661 
53288 
9306 

OJ991114_4 1 . 9C06 . C12 . o3 . gs 

9306 

none 



Seq. ID OJ991114_41.9C06.C12 
Strand 

End 12146 

Method GENSCAN 

End 12146 

Score .83 



9306. .9404, 9521. .9856, 9926. .10033, 10288 104 91 , 10569 .. 10822, 
11696. .12146 



Seq. No. 



25662 



Seq. ID OJ991114_41.9C06.C14 



25720 




Gene No. 


53289 






Strand 






Start 


13 






End 


123 




Name 


OJ991114 


41 9C06 C14 ol 


. CfS 


Method 


GENSCAN 




Start 


13 






End 


123 




GI 


none 






Score 


. 7 




Exons 


13. . 123 












Seq. No. 


25663 






Seq. ID 


OJ991114_41.9C06 


.C15 


Gene No. 


53290 






Strand 


+ 




.Start 


56 






End 


439 




Name 


OJ991114 


41.9C06.C15.ol 


. CfS 


Method 


GENSCAN 




Start 


56 






End 


439 




GI 


none 






Score 


. 68 




Exons 


56. .78, 312. .439 










Seq. No. - 


25664 






Seq. ID 


OJ991114 41.9C06 


.C16 


Gene No. 


53291 






Strand 






Start 


587 






End 


2213 




Name 


OJ991114 


41. 9C06.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


276 






End 


927 




GI 


none 






Score 


44 




Exons 


276. .305, 


277.. 303, 319 


. . 375, 


320. .376, 


521. .550, 521. .. 


556, 




569. .922, 


573.. 926, 574 


. . 927, 


575. . 925 






Seq. No. 


25664 






Seq. ID 


OJ991114_41.9C06 


.C16 


Gene No. 


53291 






Strand 






Start 


587 






End 


2213 




Name 


OJ991114 


41. 9C06.C16.ol 


. ts 


Mpt hoei 


TBLASTX • Sovbean 




Start 


529 






End 


926 




GI 


none 






Score 


163 




Exons 


529. .894, 


587.. 925, 588 


. . 926 








Seq. No. 


25664 






Seq. ID 


OJ991114_41. 9C06 


.C16 


Gene No. 


53291 






Strand 






Start 


587 






End 


2213 




Name 


OJ991114 


41.9C06.C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


582 






End 


926 




GI 


none 






Score 


323 




Exons 


582. .926, 


584. .925 










Seq. No. 


25664 






Seq. ID 


OJ991114_41.9C06 


.C16 


Gene No. 


53291 






Strand 






Start 


587 






End 


2213 




Name 


OJ991114 


41.9C06.C16.ol 


. gs 


Method 


GENSCAN 




Start 


587 






End 


926 




GI 


none 






Score 


.79 




Exons 


587. .926 












Seq. No. 


25664 






Seq. ID 


OJ991114 41.9C06 


.C16 


Gene No. 


53291 






Strand 






Start 


587 






End 


2213 




Name 


OJ991114 


41. 9C06.C16.ol 


. np 


Method 


AAT/NAP 




Start 


590 






End 


2213 




GI 


4337195 






Score 


454 




Exons 


590. .926, 


2165. .2213 











GI Descrip. (AC006403) putative protein kinase [Arabidopsis thaliana] 



25721 




Seq. No. 


25664 


Seq. ID 


OJ991114_41.9C06. 


C16 


Gene No. 


53291 


Strand 






Start 


587 


End 


2213 




Name 


OJ991114 41.9C06.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


627 


End 


925 




GI 


none 


Score 


102 




Exons 


627. .800, 659. .925, 668. .922 








Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


C17 


Gene No. 


53292 


Strand 


+ 




Start 


6745 


End 


6917 




Name 


OJ991114 41.9C06.C17.ol.gp 


Method 


AAT/GAP 




Start 


6745 


End 


6917 




GI 


LIB3433-026-P1-K1-C1 


Score 


237 




Exons 


6745. . 69.17 








GI Descrip. 


, 5852170/emb|AL117265. 1IOST17804 1 . Oe- 


44 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


25665 


Seq. ID 


. OJ991114_41.9C06. 


C17 


Gene No. 


53293 


Strand 


+ 




Start 


8530 


End 


13010 




Name 


OJ991114 41.9C06.C17.o2.np 


Method 


AAT/NAP 




Start 


8530 


End 


13010 




GI 


4680179 


Score 


5623 




Exons 


8530. .13010 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


C17 


Gene No. 


53294 


Strand 


- + 




Start 


15026 


End 


18101 




Name 


OJ991114 41.9C06.C17.o3.np 


Method 


AAT/NAP 




Start 


15026 


End 


18101 




GI 


6561960 


Score 


512 




Exons 


15026. .15356, 15954 .. 16054 , 


16082. .16437, 16513 .. 16990,. 






17429. .17924, 18061.. 18101 








GI Descrip. 


(AL132964) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25665 


Seq. ID 


- OJ991114_41.9C06. 


C17 


Gene No. 


53294 


Strand 


+ 




Start 


15026 


End 


18101 




Name 


OJ991114 41.9C06.C17.o4.gs 


Method 


GENSCAN 




Start 


15026 


End 


17929 




GI 


none 


Score 


.41 




Exons 


15026. .15411, 15973.. 17929 








Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


C17 


Gene No. 


53295 


Strand 






Start 


1 


End 


1299 




Name 


OJ991114 41. 9C06.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1299 




GI 


4337195 


Score 


1007 




Exons 


1..89, 371. .1299 








GI Descrip. 


(AC006403) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


25665 


Seq. ID 


OJ991114__41.9C06. 


C17 


Gene No. 


53296 


Strand 






Start 


13449 


End 


14237 





25722 



Name 


OJ991114 41.9C06.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


355 


End 


1233 




GI 


none 


Score 


330 




Exons 


355. .717, 370. .1035, 371. .889, 


465. .1028, 1082. .1222, 






1084. .1233, 1126. .1221, 1128.. 


1232 






Seq. No. 


25665 


Seq. ID 


OJ991114_41. 9C06. 


C17 


Gene No. 


53296 


Strand 






Start 


13449 


End 


14237 




Name ; 


OJ991114 41.9C06.C17.ol.ts 


Method • 


TBLASTX : Soybean 




Start"' 


355 


End 


1203 




GI 


none 


Score 


282 




Exons 


355. .705, 366.-872, 370. .1140, 


371. .1141, 638. .748, 640. 


.702, 




1126.. 1203, 1127.. 1192 








Seq. No. 


25665 


Seq. ID 


OJ991114_41. 9C06. 


C17 


Gene No. 


53296 


Strand 


— 




Start 


13449 


End 


14237 




Name , 


OJ991114 41.9C06.C17.ol.tc 


Method 


TBLASTX: Cress 




Start * 


370 


End 


753 




GI 


none 


Score 


385 




Exons 


370. .669, 371. .673, 670. .753, 


674 . .748 






Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


C17 


Gene No. 


53296 


Strand 


_ 




Start ' 


13449 


End 


14237 




Name 


OJ991114 41.9C06.C17.o9.tw 


Method 


TBLASTX: Wheat 




Start 


* 370 


End 


651 




GI 


none 


Score 


211 




Exons 


370. .414, 412. .651 








Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


C17 


Gene No. 


53296 


Strand 


. - 




Start 


13449 


End 


14237 




Name 


OJ991114 41.9C06.C17.o2.tc 


Method 


TBLASTX: Cress 




Start 


760 


End 


1129 




GI 


none 


Score 


168 




Exons 


760. .1065, 778. .1020, 1079. .1129 






Seq. No. 


25665 


Seq. ID 


OJ991114_41. 9C06. 


C17 


Gene No. 


53296 


Strand 






Start 


13449 


End 


14237 




Name 


v OJ991114 41.9C06.C17.oll.tw 


Method 


TBLASTX: Wheat 




Start 


916 


End 


1219 




GI 


none 


Score 


183 




Exons 


916.. 975, 964.. 1218, 964.. 1218, 1007.. 


1219 




Seq. No. 


25665 


Seq. ID 


OJ991114_41.9C06. 


CI 7 


Gene No. 


53296 


Strand 






Start 


13449 


End 


14237 




Name 


OJ991114 41.9C06.C17.ol0.tw 


Method 


TBLASTX;; Wheat 




Start 


8752 


End 


8950 * 




GI 


none 


Score 


215 




Exons 


8752. .8949, 8753.. 8950 








Seq. No. 


25665 


Seq. ID 


OJ991114_41. 9C06. 


C17 


Gene No.- 


53296 


Strand 







25723 




Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9001 




End 


9352 




GI 


none 




Score 


307 




Exons 


9001.. 9174, 9002.. 9352, 9150 


. .9218 


- 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o7 . tm 


'Method 


TBLASTX: Maize 




Start 


9002 




End 


9307 




GI 


none 




Score 


246 




Exons 


9002 . . 9307 










Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


• C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 




Name 


-OJ991114 41.9C06.C17 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9686 




End 


10039 




GI 


none 




Score 


257 




Exons 


9686. . 10039 










Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 " 




Name 


OJ991114' 41.9C06.C17 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10171 




End 


10654 




GI 


none 




Score 


531 




Exons 


10171 . . 10611, 10172. 


. 10654, 


10175. .10651 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.o5 . ts 


Method 


TBLASTX : Soybean 




Start 


10208 




End 


10522 




GI 


none 




Score 


198 




Exons 


10208 . . 10522 










Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41. 9C06.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10237 




End 


10684 




GI 


none 




Score 


369 




Exons 


10237 .. 10674 , 10241. 


. 10684 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End 


14237 




Name . 


OJ991114 41.9C06.C17 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


10595 




End 


10990 




GI 


none 




Score 


57 




Exons 


10595. .10627, 10595. 


.10627, 


10631. .10684, 10633. .10674, 






10739. .10990, 10747. 


.10980 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 







25724 




Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.06. tm 


Method 


TBLASTX: Maize 




Start 


10739 




End 


11071 




GI 


none 




Score 


306 




Exons 


10739. .11071, 10792. 


.11070 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene no. 






Strand 






Start * 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o5 . tw 


Method , 


TBLASTX: Wheat 




Start 


10742 




End 


11005 




GI 


none 




Score 


369 




Exons 


10742. .11005, 10744. 


.11004 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No . 


ojz y d 




oirana 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o3 . tw 


Method 


TBLASTX : Wheat 




Start 


11006 




End 


11431 




GI 


none 




Score 


584 




Exons 


11006. .11431, 11008. 


.11424 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No . 


o jz y b 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.o4.ts ■ 


Method 


TBLASTX : Soybean. 




Start 


11012 




End 


11260 




GI 


none 




Score 


208 




Exons 


11012. .11260 










Seq. No. 


25665. 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No . 


o oz y o 




otrana 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


11078 




End 


11431 




GI 


none 




Score 


448 




Exons 


11078. .11431, 11083. 


.11424 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


o y b 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11459 




End 


11998 




GI 


none 




Score 


625 




Exons 


11459. .11998, 11641. 


.11994 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


-C17 


Gene No. 


3oz y D 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


11696 




End 


12022 




GI 


none 




Score 


89 




Exons 


11696. .11878, 11879. 


.12022', 


11881. .12021 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


13449 




End . 


14237 





25725 



Name 


OJ991114 41.9C06.C17 


. o3. ts 


Method 


TBLASTX : Soybean 




Start 


11786 




End 


12046 




GI 


none 




Score 


301 




Exons 


11786. .12046, 11797. 


.12045 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 






Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11844 




End 


12136 




GI 


none 




Score 


411 




Exons 


11844. .12131, 11845. 


.12132, 


11846. .12136 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


-C17 


Gene No. 






Strand 






Start 


13449 ' 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12005 




End 


12631 




GI 


none 




Score 


715 




Exons 


12005. .12631, 12008. 


.12352, 


12064. .12510, 12571.. 12630 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53296 




Strand 






Start 


1J4 4 9 




End 


14237 




Name 


OJ991114 41.9C06.C17 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12184 




End 


12754 




GI 


none 




Score 


229 




Exons 


12184. .12339, 12185. 


.12346, 


12199. .12348, 12343 .. 12507, 






12344. .12754, 12571. 


.12741 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 






Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o7 .tw 


Method 


TBLASTX: Wheat 




Start 


12631 




End 


12965 




GI 


none 




Score 


164 




Exons 


12631. .12747, 12632. 


.12763, 


12750. .12965 




Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No . 


o j^y o 




Strand 






Start 


13449 




End 


14237 




Name 


OJ991114 41.9C06.C17 


. o3.gs 


Method 


GENSCAN 




Start 


13449 




End 


14237 




GI 


none 




Score 


.64 




Exons 


13449. .13689, 13720. 


.14237 








Seq. No. 


25665 




Seq. ID 


OJ991114_41.9C06 


.C17 


Gene No. 


53297 




Strand 






Start 


i c n o c 




End 


15415 




Name 


OJ991114 41.9C06.C17 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


15025 




End 


15415 




GI 


none 




Score 


134 




Exons 


15025. .15099, 15026. 


.15106, 


15026. .15106, 15188. .15271, 






15395. .15415 










Seq. No. 


25666 




Seq. ID 


OJ991114_41.9C0'6 


.C18 


Gene No. 


53298 




Strand 







25726 



"Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



690 

AAT/NAP 
690 
659 



OJ991114_41. 9C06.C18.ol.np 
1 

2498930 
1..372, 540.. 603, 632.. 690 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



25666 
53298 
1 

OJ9911'14_4 1 . 9C06 . C18 . ol . gs 
70 

none 

70. .372, 540. .599 



Seq. ID OJ991114_41.9C06.C18 
Strand 

End 690 

Method GENSCAN 

End 599 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25667 
53299 
23 

OJ991114_43.9C08.Cl.ol.gs 
23 

none 

23. .182, 409. .629 

25668 
53300 
502 

OJ991114_43 . 9C08 . C2 . ol . gs 

502 

none 

502. .673, 1010. .1116 



Seq. ID OJ991114_43. 9C08.C1 
Strand 

End 62 9. v - 

Method GENSCAN 

End 62 9 

Score .52 



Seq. ID OJ991114_43. 9C08.C2 
Strand' 

End 1116 

Method GENSCAN 

End 1116 

Score .41 



25669 
53301 
1 

OJ991114_43.9C08.C3.ol.np 
1 

4538896 
1..181, 290. .710, -783. .815 

(AL04 9482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991114_43. 9C08.C3 
Strand 

End 2174 

Method AAT/NAP 

End 815 

Score 491 



25669 
53301 
1 

OJ991114_43. 9C08.C3.ol.gs 

71 ■ 
none 



Seq. ID OJ991114_43. 9C08.C3 
Strand 

End 2174 

Method GENSCAN 

End 2174 

Score .54 



71. .185, 621. .720, 1041. .1168, 1424. .1523, 1868. .2174 



25669 
53301 
1 

OJ991114_43 . 9C08 . C3 . ol . tm 

363 

none 



Seq. ID OJ991114_43. 9C08.C3 
Strand 

End 2174 

Method TBLASTX: Maize 

End 707 

Score 115 



363.. 503, 364.. 519, 507. .554, 576.. 707, 577.. 705 



25727 




Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


53302 




Strand 


+ 




Start 


190 




End 


2073 




Name 


OJ991114 43.9C08.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


190 




End 


2073 




GI 


none 




Score 


655 




Exons 


190. .303, 1828. .2073 










Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


. 53303 




Strand 


. +' 




Start 


5700 




End 


5822 




Name 


r\ Torn 1 1 / jio opho r> a *-«. O 

OJ991114 43 . 9C0o . C4 . Ol . 


gp 


Method 


AAT/GAP 




Start 


5700 




End 


5822 




GI 


21070 1.R1084 




Score 


142 




Exons 


5700. .5822 










GI Descrip. 


'4928460/gb|AAD33596.1| 


AF133127 1 6.0e 


-28 (AF133127) thioredoxin 




h [Hevea brasiliensis] ' 










Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


C *3 "5 n A 

D 3304 




Strand 


+ 




Start 


7500 




End 


16013 




Name 


OJ991114 43.9C08.C4.o2. 


gs 


Method 


GENSCAN 




Start 


7500 




End 


16013 




GI 


none 




Score 


.76 




Exons 


7500. .8649, 9625. .9800, 


10428 


.. 10474, 


10650. .10947, 1588 


8. .16013 


Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


5330.4 




Strand 


+ 




Start 


7500 




End 


16013 




Name 


OJ991114 43.9C08.C4.o3. 


gp 


Method 


AAT/GAP 




Start 


8057 




End 


8548 




GI 


none 




Score 


952 




Exons 


8057. .8548 










Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


03304 




Strand 


+ 




Start 


7500 




End 


16013 




Name 


OJ991114 43.9C08.C4.o4. 


gp 


Method 


AAT/GAP 




Start 


9418 




End 


9783 




GI 


none 




Score 


692 




Exons 


94*18. .9783 










Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


53305 




Strand 






btart 


698 




End 


7592 




Name 


OJ991114 43.9C08.C4.ol. 


np 


Method 


AAT/NAP 




Start 


698 




End 


7592 




GI 


6063557 




Score 


364 




Exons 


698. .730, 3903. .4054, 4303. .4496, 7572 


. .7592 




GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08. 


C4 


Gene No. 


53306 




Strand 






Start 


14074 




End 


25116 




Name 


OJ991114 43.9C08.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4675 




End 


6279 




GI 


none 




Score 


102 





25728 




Exons 


4675. .4770, 4725. .4940, 4773 


..4946, 6223. .6279 






Seq. No. 


25670 




. Seq. ID 


OJ991114 


_43. 9C08 


.C4 




53306 




Strand 








Start 


14074 




End 


25116 






Name 


OJ991114 43.9C08.C4. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


8492 




End 


9800 






GI 


none 




Score 


207 






Exons 


.8492. .8665, 8493. .8645, 8507 


..8650, 9618.. 9800, 


9624. .9785 


Seq. No. 


25670 




Seq.' ID 


OJ991114 


43 9C08 


. C4 


f Ann "M /-\ 


^306 




Strand 








Start . 


14074 




End 


25116 






Name 


OJ991114 43.9C08.C4. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


10427 




End 


10640 






GI 


none 




Score 


188 






Exons 


10427. .10600, 10428. 


.10604, 


10599. .10640, 10601 


. .10636 




Seq. No. 


25670 




Seq. ID 


OJ991114 


_43.9C08 


. C4 


Gene No. 


53306 




Strand 








Start 


14074 




End 


25116 






Name 


OJ991114 43.9C08.C4. 


o2 . np 


Method 


AAT/NAP 






Start 


14074 




End 


25116 






GI 


2462828 




Score 


585 






Exons 


14074. .14264, 14581. 


.14699, 


16890. .17017, 17758 


. .17844, 






17916. .18129, 18285. 


.18461, 


18807. .1884 


[8, 19176 


. .19426, 






25023.. 25116 












GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25670 




Seq. ID 


OJ991114 


_43.9C08 


. C4 


Gene No . 


53306 




Strand 








Start 


14074 




End 


25116 






Name 


OJ991114 43.9C08.C4. 


o5 . tm 


Method 


TBLASTX: 


Maize 




O Lai L 


14643 




End 


19385 






GI 


none 




Score 


75 






Exons 


14643. .14741, 16877. 


.17017, 


16887. .17015, 16888 


. .17019, 






17774. .17842, 17778. 


.17843, 


18029. .18049, 18055 


. .18141, 






18276. .18422, 18282. 


.18479, 


18283. .18465, 19203 


. .19310, 






19231. .19311, 19335. 


.19385 










Seq. No. 


25670 




Seq. ID 


OJ991114 


_43. 9C08 


. C4 


Gene No. 


53306 




Strand 








^ta rt- 

o Lai L 


14074 




End 


25116. 






Name 


OJ991114 43.9C08.C4. 


o3 . gs 


Method 


GENSCAN 






Start 


17182 




End 


19616 






GI 


none 




Score 


.9 






Exons 


17182. .17237, 17758. 


.17841, 


17973. .18129, 18285 


. .18461, 






18807. .18854, 19182. 


.19616 










Seq. No. 


25670 




Seq. ID 


OJ991114 


_43. 9C08 


.C4 


Gene No. 


53306 




Strand 








Start 


14074 




End 


25116 






Name 


OJ991114 43.9C08.C4. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


17774 




End 


19388 






GI 


none 




Score 


97 






Exons 


17774. .17836, 17971. 


.18051, 


18055. .18141, 18282 


. .18467, 






18286. .18462, 19227. 


.19325, 


19335. .19388 







25729 



Seq. No. 
Gene No. 
Start 
■Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25670 * Seq. ID 

53306 Strand 

14074 End 

OJ991114_4 3 . 9C08 . C4 . ol . tc Method 

18273 End 

none Score 
18273. .184 64, 18304. .18450 



25670 
53306 
14074 

OJ991114__4 3. 9C08 .C4 .o4 .np 

21693 

6721519 



OJ991114_43.9C08.C4 
25116 

TBLASTX: Cress 
18464 



OJ991114 43.9C08.C4 



Seq. ID _ 
Strand 

End 25116 
Method AAT/NAP 
End 23879 
Score 7 8 
21693. .21727, 2344 9 .. 23572, 23779.-23879 

(AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114 43.9C08.C4 



25670 
53306 
14074 - 

OJ991114_43.9C08.C4.o5.gp 
24170 

18323_1.R1084 
24170. .24819, 24905. .25116 

1 3080439/emb|CAA18756.1| 2.0e-14 (AL022605) putative protein 
[Arabidopsis thaliana] ' 



25116 
AAT/GAP 
25116 
1513 



Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08 


.C4 


Gene No. 


53306 




.Strand 






Start . 


14074 




End 


25116 




Name 


OJ991114 43.9C08.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24482 




End 


25038 




GI 


none 




Score 


39 




Exons 


24482. .24529, 24599 


. .24646, 


24619. .24648, 24766. . 24822, 






24783. .24827, 24865 


. .25038, 


24866. .25036, 24904.. 25038 




Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08 


.C4 


Gene No. 


53306 




Strand 






Start 


14074 




End 


25116 




Name 


OJ991114 43.9C08.C4 


. o4 . gs 


Method 


GENSCAN 




'Start 


24603 




End 


25035 




Gl" 


none 




Score 


. 97 




Exons 


24603. .24819, 24905 


. .25035 








Seq. No. 


25670 




Seq. ID 


OJ991114_43.9C08 


.C4 


Gene No. 


53306 




Strand 






Start 


14074 




End 


25116 




Name 


OJ991114 43.9C08.C4 


. o5 .np 


Method 


AAT/NAP 




Start 


24609 




End 


25116 




GI 


1495251 




Score 


191 




Exons 


24609. .24710, 24765 


. .24819, 


24905.. 25116 




GI Descrip. 


,(Z70314) heat-shock 


protein 


[Arabidopsis thaliana] 




Seq. No. 


25671 




Seq. ID 


OJ991114_43.9C08 


.C5 


Gene No. 


53307 




Strand 


+ 





25730 




Start 


100 




End 


282 




Name 


OJ991114 43.9C08.C5;ol 


.gs 


Method 


GEN SCAN 




Start 


100 




End 


282 




GI 


none 




Score 


.42 




Exons 


100. .282 










Seq. No. 


25672 




Seq. ID 


OJ991114_ 


43.9C08.C6 


Gene No. 


c o r\ o 

53308 




Strand 


+ 




Start 


4358 




End 


5100 




Name 


OJ991114 43.9C08.C6.o3 


.gp 


Method 


AAT/GAP 




Start 


4358 




End 


5100 




GI 


none 




Score 


1359 




Exons 


4358. .5100 










Seq. No. 


25672 




Seq. ID 


OJ991114_ 


43.9C08.C6 


Gene. No. 


53309 




Strand 






Start 


1073 




End 


2405 




Name 


OJ991114 43.9C08.C6.ol 


-gp 


Method 


AAT/GAP 




Start 


458 




End 


1457 




GI 


20626 3.R1084 




Score 


303 




Exons 


458. .531, 1352. .1457 










GI Descrip. 


' 466172/ sp|Q0 57 37 | YPT2 


_MAIZE 


2.0e-62 GTP-BINDING 


PROTEIN YPTM2 



>gi_283056_pir B38202 ypt family - maize 

>gi_287835_emb_CAA44 919_ (X63278) yptm2 [Zea mays] ' 



Seq. No. 


25672 — 








Seq. ID' 


OJ991114_43.9C08.C6 


Gene No. 


53309 








Strand 




Start 


1073 








End 


2405 


Name 


OJ991114 43. 


9C08 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


1073 








. End 


2405 


GI 


none 








Score 


.48 


Exons 


1073. .1421, 


2191 


. .2405 








Seq. No. 


25672 








Seq. ID 


OJ991114_43.9C08.C6 


Gene No. 


53310 








Strand 




Start 


5466 








End 


6760 


Name 


OJ991114 43. 


9C08 


.C6.o3. 


gs 


Method 


GENSCAN 


Start 


5466 








End 


6760 


GI 


none 








Score 


.57 


Exons 


5466. .5540, 


5674 


. .5967, 


6277. 


.6350, 6481. .6760 


Seq. No. 


25672 








Seq. ID 


OJ991114_43.9C08.C6 


Gene No. 


53310 








Strand 




Start 


5466" 








End 


6760 


Name 


OJ991114 43. 


9C08 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5688 








End 


5801 


GI 


none 








Score 


118 


Exons 


5688. .5801, 


5692 


. .5775 








Seq. No. 


25672 








Seq. ID 


OJ991114_43.9C08.C6 


Gene No. 


53310 








Strand 




Start 


5466 








End 


'6760 


Name 


OJ991114 43. 


9C08 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6113 








End 


6634. 


GI 


none 








Score 


105 


Exons 


6113. .6181; 


6277 


. .6357, 


6279. 


.6371, 6282. .6353, 6478.-6633, 



6479. .6634 



25731 




Seq. No. 


25673 








Seq. ID 


OJ991114 43.9C08 


. C7 


Gene No. . 


53311 








Strand 






Start 


158 








End 


10047 




Name 


OJ991114 43 


.9C08 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


158 








End 


3689 




GI 


none 








Score 


.44 




Exons 


158. .496, 2377.. 


2461, 3646.. 


3689 






Seq. No. 


O C C ^ o 








Seq. ID 


OJ991114_43.9C08 


.C7 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


ATQQ1 1 1 / A Q 


.9C08 


.C7.ol. 


np 


Method 


AAT/NAP 




Start 


o c o o 








End 


10047 




GI 


a c a a con 

4584539 








Score 


1086 




Exons 


OCOO OC01 

2538 . . 2581, 


6202 


. .6362, 


6431 


..6504, 8990. .10047 




GI Descrip. 


/7\t r\ a n c no \ 

(ALU49o08) i 


extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


25673 








Seq. ID 


OJ991114_43. 9C08 


. c / 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


OJ991114 43 


. 9C08 


.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


8512 








End 


9312 




GI 


none 








Score 


1559 




Exons 


8512 . . 9312 














Seq. No. 


25673 








Seq. ID 


OJ991114_43.9C08 


. C7 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


OJ991114 43 


. 9C08 


.C7 ,o3. 


gs 


Method 


GENSCAN 




Start 


8980 








End 


10044 




GI 


none 








Score 


.43 




Exons 


oyoU . . 1UU4 4 














Seq. No. 


25673 








Seq. ID 


OJ991114_43.9C08 


. C7 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


A7(101 11/1 A O 

OJ9yill4 43 


.9C08 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9460 








End 


9940 




GI 


none 








■ Score 


539 




Exons 


9460 . . 9939, 


9467 


. .9940 










Seq. No. 


25673 








Seq. ID 


OJ991114_43. 9C08 


.C7 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


OJ991114 43 


.9C08 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9463 








End 


10035 




GI 


none 








Score 


34 




Exons 


9463. .9522, 


9494 


. .9523, 


9553 


..9600, 9598. .9822, 9632. .9781, 




9799. .10035 














Seq. No. 


25673 








Seq. ID 


OJ991114_43.9C08 


.C7 


Gene No. 


53311 








Strand 






Start 


158 








End 


10047 




Name 


OJ991114 43 


.9C08 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9568 








End 


9993 




GI 


none 








Score 


95 





25732 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9568.. 9825, 9592.. 9822, 9593.. 9820, 9613.. 9822, 9832.. 9993, 
9839.. 9976 



25673 
53311 
158 

OJ991114_4 3 . 9C08 . C7 . ol . tw 

9736 

none 

9736.. 10047, 9737.. 10000 

25674 
53312 
2318 

OJ991114_4 3.9C08.C8.ol.gs 

2318 

none 

2318.. 2497, 2502.. 2665 



Seq. ID OJ991114_43.9C08.C7 
Strand 

End 10047 

Method TBLASTX : Wheat 

End 10047 

Score 165 



Seq. ID OJ991114_43.9C08.C8 
Strand 

End 2665 

Method GENSCAN 

End 2665 

Score .42 



Seq. ID OJ991114_43.9C08.C9 
Strand 

3308 
AAT/NAP 
3308 
3647 



25675 
53313 
1173 

OJ991114_4 3.9C08.C9.ol.np 
1173 
6539553 
1173. .3308 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



End - 
Method 
End 
Score 



Seq. No. 


25675 








Seq. ID 


OJ991114 


_43.9C08 


-C9 


Gene No. 


53313 








Strand 








Start 


1173 








End 


3308 






Name 


OJ991114 43. 


9C08 


.C9.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1309 








End 


1785 






GI 


none 








Score 


337 






Exons 


1309, .1695, 


1347 


. .1694, 


1710. 


.1784, 1712. .1783, 


1714. .1785 


Seq. No. 


25675 








Seq. ID 


OJ991114 


_43.9C08 


.C9 


Gene No. 


53313 








Strand 








Start 


1173 








End 


3308 






Name 


OJ991114 43. 


9C08 


.C9.o4. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1437 








End ■ 


1778 






GI 


none 








Score 


81 






Exons 


1437. .1646, 


1458 


. .1646, 


1665. 


.1778, 1672.. 1752 






Seq. No. 


25675 








Seq. ID 


OJ991114 


_43.9C08 


.C9 


Gene No. 


53313 








Strand 








Start 


1173 








End 


3308 






Name 


OJ991114 43. 


9C08 


.C9.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1641 








End 


1980 






GI 


none 








Score 


206 






Exons 


1641. .1979, 


1642 


. .1980 












Seq. No. 


25675 








Seq. ID 


OJ991114 


_43.9C08 


.C9 


Gene No. 


53313 








Strand 









25733 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


. 9C08. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1791 








End 


2136 


GI 


none 








Score 


124 


Exons - 


1791. .2135, 


1936. 


.2136 








Seq. No. 


25675 








Seq. ID 


OJ991114_43.9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 






- 


End 


3308 


Name 


OJ991114 43 


.9C08. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1989 








End 


2534 


GI 


none 








Score 


48 


Exons 


1989. .2195, 


1999. 


.2121, 


2190. 


.2534, 2214. .2387, 2494.. 2517 


Seq. No. 


25675 






- 


Seq. ID 


OJ991114_43.9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


.9C08. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


- 2070 








End 


2535 


GI 


none 








Score 


55 


Exons 


2070. .2534, 


2173. 


.2283, 


2217. 


.2399, 2353.. 2535 


Seq. No. 


25675 








Seq. ID 


OJ991114_43.9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


. 9C08. 


C9.ol. 


ts. 


Method ■ 


TBLASTX: Soybean' 


Start 


2205 








End 


2669 


GI 


5509260 








Score 


58 


Exons 


2205. .2669, 


2224. 


.2283, 


2356. 


.2574 




GI Descrip. 














Seq. No. 


25675 








Seq. ID 


OJ991114_43.9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


.9C08. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


■ 2316 








End 


2576 


GI 


none 








Score 


115 


Exons 


2316. .2576, 


2404. 


.2574 








Seq. No. 


25675 








Seq. ID 


OJ991114_43.'9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


. 9C08. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2589 








End 


3308 


GI 


none 








Score 


200 


Exons. 


2589. .2828, 


2590. 


.2748, 


2606. 


.2836, 2609. .2806, 2857. .3306, 




2868. .3308, 


2880. 


,3308 








Seq. No. 


25675 








Seq. ID 


OJ991114_43.9C08.C9 


Gene No. 


53313 








Strand 




Start 


1173 








End 


3308 


Name 


OJ991114 43 


I9C08. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2994 








End 


3308 


GI 


none 








Score 


38 


Exons 


2994. .3167, 


3121. 


.3159, 


3168. 


.3308, 3214.. 3306 



Seq. No. 25676 Seq. ID OJ991114_43 . 9C08 . C10 



25734 



Gene No. 


53314 


Strand 


+ 




Start 


3305 


. End 


8723 




Name 


OJ991114 43.9C08.C10.o3.np 


Method 


AAT/NAP 




Start 


3305 


End 


8714 




GI 


4680214 


Score 


326 




Exons 


3305.. 3334, 7766. .8041, 8130 


. .8714 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


25676 


Seq. ID 


OJ991114_43. 


9C08.C10 


Gene No. 


53314 


Strand 


. + . 




Start 


3305 


End 


8723 




Name 


OJ991114 43. 9C08.C10-ol.gp 


Method 


AAT/GAP 




Start 


3452 


End 


4530 




GI 


LIB3477-003-P1-K1-E9 


Score 


115 




Exons 


3452. .3506, 4493. .4530 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] * 








Seq. No. 


25676 


Seq. ID 


OJ991114_43. 


9C08.C10 


Gene No. 


53314 


Strand 


+ 




Start 


3305 


End 


8723 




Name 


OJ991114 43.9C08.C10.o2.gs 


Method 


GENSCAN 




Start 


7574 


End 


8723 




GI 


none 


Score 


.72 




Exons 


7574. .8041, 8136. .8723 








Seq. No. 


25676 


Seq. ID 


OJ991114_43. 


9C08.C10 


Gene No. 


53315" 


Strand 


+ 




Start 


12194 


End 


14097 




Name 


OJ991114 43.9C08.C10.o4.gs 


Method 


GENSCAN 




Start 


12194 


End 


14097 




GI 


none 


Score 


.9 




Exons 


12194. .12590, 13841.. 14097 








Seq. No. 


25676 


Seq. ID 


OJ991114_43. 


9C08.C10 


Gene No. 


53316 


Strand 






Start 


1 


End 


6918 




Name 


OJ991114 43.9C08.C10.ol.np 


Method 


AAT/NAP 




Start * 


1 ;.; 


?.End. 


1619 




GI 


6539553 


Score 


2801 




Exons 


1. .1619 









GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIR] 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25676 
53316 
1 

OJ991114_43.9C08.C10.ol.gs 

101 

none 



Seq. ID OJ991114_43.9C08.C10 
Strand 

End 6918 

Method GENSCAN 

End 6886 

Score .43 



101. .1528, 1813. .2032, 2154. .2323, 4572. .4674, 6755. .6886 



Seq. No. 
Gene No. 



25676 
53316 



Seq. ID 
Strand 



OJ991114 43.9C08.C10 



25735 



oiart 


1 


End 


ft 


Name 


OJ991114 43.9C08.C10.o2.np 


Method 


AAT/NAP 


Start 


4684 


End 


6918 


GI 


4733891 


Score 


135 


Exons 


4684. .4765, 6745. .6918 






GI Descrip. 


(AF104 924) unconventional myosin heavy 


chain [Zea mays] 


Seq. No. 


25676 


Seq. ID 


OJ991114_43.9C08 


Gene No. 


53317 


Strand 




Of n -y-4- 

OLaiL. 


9438 


End 


10220 


Name 


OJ991114 43.9C08.C10.o4.np 


Method 


•AAT/NAP 


Start 


9438 


End 


10220 


GI 


2213632 


Score 


852 


Exons 


9438. .10220 






GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


25676 


Seq. ID 


OJ991114_43.9C08 


r"\ A M /-v 

oene lno . 


53318. 


Strand 




Start 


15736 


• End 


16682 


Name 


OJ991114 43.9C08.C10.o5.gs 


Method 


GENSCAN 


Start 


15736 


End ■ 


16682 


GI 


none 


Score 


.43 


Exons 


15736. .15870, 15958 .. 16138.; 


16666.. 16682 


Seq. No. 


25676 


Seq. ID 


OJ991114_43.9C08 


Gene No. 


53319 


Strand 




Q4- a V+- 


18816 


End 


32363 


Name 


OJ991114 43.9C08.C10.o5.np 


Method 


AAT/NAP 


Start 


18816 


End 


32363 


GI 


1771158 


Score 


994 


Exons 


18816. .20477, 20946 .. 21125, 


22781. .22922, 32264.. 32363 


GI Descrip. 


(Y07861) MFP1 protein [Lycopersicon esculentum] 


Seq. No. 


25676 


Seq. ID 


OJ991114_43.9C08 


Gene No. 


53319 


Strand 






1881.6 


End 


32363 


Name 


OJ991114 43.9C08.C10.o7.gs 


Method 


GENSCAN 


Start 


25403 


End 


27557 


GI 


none 


Score 


.86 


Exons 


25403. .25559, 25972 .. 26389, 


26545. .26645, 268.99 .. 2704 1, 




27498. .27557 






Seq. No. 


25676 


Seq. ID 


OJ991114_43. 9C08 


bene no. 


53320 


Strand 




Start 


39722 


End 


42979 


Name 


OJ991114 43.9C08.C10.o3.tm 


Method 


TBLASTX: Maize 


Start 


356 


End 


678 


GI 


none 


Score 


395 


Exons 


356. .523, 357. .671, 358. .651 


, 424. .678 




Seq. No. 


25676 


Seq. ID 


OJ991114_43.9C08 


Gene No. 


53320 


Strand 




Start 


39722 


End 


42979 


Name 


OJ991114 43.9C08.C10.o5.tm 


Method 


TBLASTX: Maize 


Start 


1177 


End 


1490 


GI 


none 


Score 


297 


Exons 


1177. .1482, 1179. .1490 







25736 



Seq. No. 


25676 








Seq. ID 


OJ991114_4 3 . 9C08 .C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


.C10.O2 


• tw 


Method 


TBLASTX: Wheat 


Start 


1238 








End 


1625 


GI 


none 








Score 


258 


Exons 


1238. .1501, 


1239. 


. .1625, 


1240. 


.1614 




Seq. No. 


25676 








Seq. ID 


OJ991114 4 3 . 9C08 .C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


.C10.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


6753 








End 


6925 


GI 


none 








Score 


86 


Exons 


6753. .6878, 


6755. 


. .6925, 


6756. 


.6914 




Seq. No. 


25676 








Seq. ID 


OJ991114_4 3.9C08.C10 


Gene "No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


,C10.o4 


.tm 


Method 


TBLASTX : Maize 


Start 


7742 








End 


8699 


GI 


none 








Score 


160 


Exons 


7742. .7897, 


7743. 


. . 8027, 


7747. 


.8049, 7748. .8044, 7927. .8058, 




8139. .8336, 


8535. 


. .8699 








Seq. No. 


25676 








Seq. ID 


OJ991114_43.9C08.C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


9501 








End 


9978 


GI 


none 








Score 


37 


Exons 


9501. .9566, 


9502. 


. .9555, 


9561. 


.9716, 9570.. 9608, 9572.. 9733, 




9589. .9915, 


9606. 


. .9977, 


9607. 


.9978 




Seq. No. 


25.67 6 








Seq. ID 


OJ991114_43.9C08.C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


9512 








End 


9935 


GI 


none 








Score 


172 


Exons 


9512. .9733, 


9513, 


, .9740, 


9516. 


.9716, 9523.. 9747, 9750.. 9935, 




9766. .9930 












Seq. No. 


25676 . 








Seq. ID 


OJ991114_43.9C08.C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


,C10.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


9996 








End 


10550 


GI 


none 








Score 


79 


Exons 


9996. .10343, 


10440. .10550 






Seq. No. 


25676 








Seq. ID 


OJ991114_4 3. 9C08.C10 


Gene No. 


53320 








Strand 




Start 


39722 








End 


42979 


Name 


OJ991114 43. 


9C08. 


.C10.O4 


.tw 


Method 


TBLASTX: Wheat 


Start 


10056 




T v. 




End 


10343 



25737 




GI 


none 




Score 


218 




Exons 


10056. .10343 










Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


Gene No. 


DOoZi) 




Strand 






Start 


39722 




End 


42979 




Name 


OJ991114 43.9C08.C10 


.08. tm 


Method 


TBLASTX: Maize 




Start 


18811 




End 


19112 




GI 


none 




Score 


127 




Exons 


18811. .19107, 18813. 


.19112, 


18820. .18984, 18828.. 19019 




Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


Gene No . 


jj oZ U 




Strand 






Start 


39722 




End 


42979 




Name 


OJ991114 43.9C08.C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18834 




End 


19223 




GI 


none 




Score 


125 




Exons 


18834. .19019, 18845. 


.19003, 


18849. .19223, 19131.. 19217 




Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


Gene No. 






Strand 






Start 


39722 




End 


42979 




Name 


OJ991114 43.9C08.C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


19074 




End 


19484 




GI 


none 




Score 


290 




Exons 


' 19074. .19484 










Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


Gene No. 


53320 




Strand 






otart 


jy / zz 




End 


42979 




Name 


OJ991114 43.9C08.C10 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


19203 




End 


19724 




GI 


none 




Score 


101 




Exons 


19203. .19286, 19216. 


.19290, 


19290. .19628, 19294 .. 19542 , 






19302. .19598, 19560. 


.19724 








Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


bene wo. 


Do oZU 




Strand 






Start 


39722 




End 


42979 




Name 


OJ991114 43.9C08.C10 


. 06. tm 


Method 


TBLASTX : Maize 




Start 


19776 




End 


20273 




GI 


none 




Score 


329 




Exons 


19776. .20225, 19778. 


.20272, 


19782. .20273, 19799. .20272 




Seq. No. 


25676 




Seq. ID 


OJ991114_43.9C08 


.C10 


Gene No. 


53320 




Strand 








39722 




End 


42979 




Name 


OJ991114 43.9C08.C10 


. 0 6 . np 


Method 


AAT/NAP 




Start 


39722 




End 


42979 




GI 


4680214 




Score 


280 




Exons 


39722. .39754, 42125. 


.42979 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


25677 




Seq. ID 


OJ991114_43. 9C08 


.Cll 


Gene No. 


53321 




Strand 


+ 




Start 


112 




End 


972 




Name 


OJ991114 43.9C08.C11 


.ol.gs 


Method 


GENSCAN 





25738 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - . . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



112 End 
none Score 
112. .218, 567. .709, 893. .972 

25677 
53322 
12638 

OJ991114_43.9C08-Cll.o2.gp 

12638 
none 

12638. .12984 
25677 

53323 Strand 
1436 End 
OJ991114_43. 9C08.Cll.o2.gs Method 
1436 End 
none Score 



972 
.69 



Seq. ID OJ991114_43.9C08.C11 

Strand + 

End 12984 

Method AAT/GAP 

End 12984 

Score 656 



Seq. ID OJ991114_43.9C08.C11 



11070 
GENSCAN 
11070 
.94 



1436. .1906, 2379. .2506, 2996. .3137, 3186. .3572, 3712. .3897, 

4049. .4326, 4424... 4550, 4937. .5109, 5277. .5324, 5401. .5434,, 

5504. .5632, 6532. .6627, 7086. .7152, 7421. .7515, 8189. .8284, 

8794.. 9889, 10889.. 11070 



Seq. No. 25677 
Gene No. 53323 
Start 1436 

Name OJ991114_43 . 9C08 . Cll . ol . np 

Start 1439 
GI 4775578 

Exons 1439.. 1906, 2379.. 2506, 2996. 

4049. .4326, 4424. .4550, 4913. 
5504.. 5632, 6532.. 6627, 7086. 
8794. .9987 

GI Descrip. (AJ238786) MUS2 protein [Zea mays] 



Seq. ID OJ991114_43.9C08.C11 
Strand. 
End 

Method 
End 
Score 



11070 
AAT/NAP 
9987 
3594 

3092, 3186.. 3572, 3712. 
5109, 5277. .5324, 5401. 
7152, 7697..77S2, 8189. 



.3897, 
.5434, 
.8284, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25677 
53323 
1436 

OJ991114_43.9C08.Cll.ol.gp 
1774 

uC-osflcyp031f07bl 
1774.. 1906, 2379.. 2506, 2996., 
, 4775580/emb|CAB42556.1| 5.0e- 
mays] 1 

25677 
53324 
12382 

OJ991114_43.9C08.Cll.o2.ts 
1772 
none 

1772. .1918, 
2994. .3092 



Seq. ID OJ991114_43.9C08.C11 

Strand , - 

End 11070 

Method AAT/GAP 

End- 3299 

Score 864 

3092, 3186.. 3299 

76 (AJ238787) MUS2 protein [Zea 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_43.9C08.C11 
13000 

TBLASTX : Soybean 

3099 

114 



1791.. 1907, 2376.. 2525, 2376.. 2504, 2992.. 3099, 



Seq. No. 
Gene No. 
Start 



25677 
53324 
12382 



Seq. ID 

Strand 

End 



OJ991114 43.9C08.C11 



13000 



25739 



Name 


OJ991114 43.9C08.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


3415 


End 


4279 


GI 


none 


Score 


154 


Exons 


3415.. 3549, 3420.. 3563, 3422.. 


3574, 3423.. 3563, 3709.. 3900, 




3712. .3894, 4045. .4278, 4046.. 


4279, 4046. .4279 


Seq. No. 


25677 


Seq. ID 


OJ991114_43.9C08.C11 


Gene No. 


53324 


Strand 




Start 


12382 


End 


13000 


Name 


OJ991114 43.9C08.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4205 


End 


4550 


GI 


none 


Score 


68 


Exons 


4205. .4318, 4205. .4330, 4422.. 


4550, 4423. .4545 


Seq. No. 


25677 


Seq. ID 


OJ991114_43.9C08.C11 


Gene No. 


53324 


Strand 




Start 


12382 


End 


13000 


Name 


OJ991114 43.9C08.Cll.o3.gs 


Method 


GEN SCAN 


Start 


12382 


End 


13000 


GI 


none 


Score 


.69 


Exons 


12382. .13000 






Seq. No. 


25678 


Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53325 


Strand 


+ 


Start 


7531 


End 


11248 


Name 


OJ991114 43.9C08.C12.ol.gp 


Method 


AAT/GAP- 


Start 


6934 


End 


7823 


GI 


36935 1.R1084 


Score 


878 


Exons 


6934. .7053, 7482. .7823 






GI Descrip. 


, 5902359/gb|AAD55461.1|AC009322 1 2.0e-30 (AC009322) Heat-shock 




protein [Arabidopsis thaliana] 






Seq. No. 


25678 


Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53325 


Strand 


+ 


Start 


7531 


End 


11248 


Name 


OJ991114 43.9C08.C12.ol.np 


Method 


AAT/NAP 


Start 


7531 


End 


11248 


GI 


5902359 


Score 


2481 


Exons 


7531. .8700, 9573. .9782, 9889.. 


9984, 10081. .10302, 10876 .. 11070 , 




11144. .11248 






GI Descrip. 


(AC009322) Heat-shock protein 


[Arabidopsis thaliana] 




gi| 6453873 |gb IAAF09057.il AC011717 24 


(AC011717) putative 




heat-shock protein [Arabidopsis thaliana] ■ 


Seq. No. 


25678 


Seq. ID 


OJ991114_43 . 9C08 .C12 


Gene No. 


53325 


Strand 


+ 


Start 


7531 


End 


11248 


Name 


OJ991114 43.9C08.C12.o2.gs 


Method 


GENSCAN 


Start 


7531 


End 


11237 


GI 


none 


Score 


.85 


Exons 


7531.. 8700, 9573.. 9782, 9889.. 


9984, 10081. .10194, 10876 .. 11070, 




11144. .11237 






Seq. No. 


25678 


Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53325 


Strand 


+ 


Start 


7531 


End 


11248 


Name 


OJ991114 43.9C08.C12.o2.gp 


Method 


AAT/GAP 



25740 



Start 


8224 




End 


8707 


GI 


uC-osroM202006f05bl 




Score 


903 


Exons 


8224. .8707 








GI Descrip. 


1 14 95251/emb|CAA94389| 


l.Oe- 


67 (Z70314) 


heat-shock protein 




[Arabidopsis thaliana] ' 








Seq. No. 


25678 




Seq. ID 


OJ991114_43 . 9C08 .C12 


Gene No. 


53325 




Strand 


+ 


Start 


7531 




End 


11248 


Name 


OJ991114 43.9C08.C12.o3 


.gp 


Method 


AAT/GAP 


Start 


10194 




End 


11248 


GI 


18323 1.R1084 




Score 


682 


Exons 


10194. .10302, 10876. .11070, 


11144.. 11248 


GI Descrip. 


, 3080439/emb|CAA18756.1 


I 2.0e-14 (AL022605) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


25678 




Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53326 




Strand 




Start 


219 




End 


2794 


Name 


OJ991114 43.9C08.C12.ol 


. gs 


Method 


GENSCAN 


Start 


219 




End 


2794 


GI 


none 




Score 


.93 


Exons 


219.. 330, 509.. 598, 672 


. .834 


, 956. .1062 


!, 1196.. 1277, 1361.. 1398, 




1481. .1567, 2405. .2515, 


2657 


. .2794 




Seq. No. 


25678 




Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53327 




Strand 




Start 


7492 




End 


11248 


Name 


OJ991114 43.9C08.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7492 




End 


11073 


GI 


none 




Score 


365 


Exons 


7492. .8085, 7542. .7826, 


8113 


..8595, 8113. .8346, 8150. .8236, 




8214. .8594, 8589. .8672, 


8590 


. .8673, 10936. .11073 


Seq. No. 


25678 




Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53327 




Strand 




Start 


7492 




End 


11248 


Name 


OJ991114 43.9C08.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


7517 




End 


7848 


GI 


none 




Score 


81 


Exons 


7517.. 7606, 7521.. 7826, 


7522 


. .7848 




Seq. No. 


25678 




Seq. ID 


OJ991114_43.9C08.C12 


Gene No. 


53327 




Strand 




Start 


7492 




End 


11248 


Name 


OJ991114 43.9C08.C12.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


7522 




End 


7808 


GI 


none 




Score 


417 


Exons 


7522.. 7806, 7522.. 7803, 


7524 


. .7808 




Seq. No. 


25678 




Seq. ID 


OJ991114_43.9C08.C12 . 


Gene No. 


53327 




Strand 




Start 


7492 




End 


11248 


Name 


OJ991114 43.9C08.C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7524 




End 


11248 


GI 


none 




Score 


1754 


Exons 


7524. .8702, 7531. .8715, 


9519 


..9638, 9633.. 9785, 9692.. 9793, 



25741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9889.. 9981, 9891. .9992, 9892. .9987, 10873 .. 11073, 10878 11072, 
10888. .11076, 11120. .11248, 11141. .11248 



25678 
53327 
7492 

OJ991114_43. 9C08.C12.ol.ts 

7825 

none 



Seq. ID OJ991114_43.9C08.C12 
Strand 
End 

Method 
End 
Score 



11248 

TBLASTX : Soybean 

11248 

1325 



7825.. 8703, 7866.. 8702, 8600. ."871,6, 9537.. 9614, 9572.. 9613, 
9618.. 9731, 9633.. 9704, 9730. .9774, 9732.-9785, 9891. .9992, 
9892. .9987, 10138 .. 10200, 10177 .. 10305, 10873 11073, 
10873. .11070, 10875. .11072, 11141 11248 , 11148. .11246 



25678 Seq. ID 

53327 Strand 

74 92 End 
OJ991114_43. 9C08.C12.o3.tm Method 

7848 End 

none Score 

7848. .8030, 7849. .8031 



25678 

53327 

74 92 

OJ9911 

8031 

none 

8031. . 

8435. . 

9892. . 

10148. 

10264. 

10875. 

11141. 



OJ991114__43.9C08.C12 
11248 

TBLASTX: Maize 

8031 

280 



OJ991114 43.9C08.C12 



14 43. 9C08.C12.ol-.tm 



11248 

TBLASTX: Maize 

11248 

519 - 



8702, 

8716, 

9981, 

.10222 

.10305 

.11081 

.11248 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8032. .8703, 8033. .8386, 8041. .8700, 8073. .8702, 
9519.. 9785, 9571.. 9780, 9572.. 9793, 9891.. 9992, 
10125. .10205, 10134. .10205, 10135 .. 10209, 
10262. .10303, 10263. .10304, 10263 .. 10304 , 
10788. .10862, 10873. .11073, 10873. .11070, 
10959. .11075, 11033. .11095, 11117 .. 11248, 



Seq. No. 


25679 


Seq. ID 


OJ991114_43.9C08 


.C13 


Gene No. 


53328 


Strand 


+. 




Start 


1 


End 


768 




Name 


OJ991114 43.9C08.C13.ol.np 


- Method 


AAT/NAP 




Start 


1 


End 


768 




GI 


6453855 


Score 


105 




Exons 


1..173, 355. .768 








GI Descrip. 


(AC011717) unknown protein 


[Arabidopsis 


> thaliana] 




Seq. No. 


25679 


Seq. ID 


OJ991114_43.9C08 


.C13 


Gene No. 


53328 


Strand 


+ 




Start 


1 


End 


768 




Name 


OJ991114 43. 9C08.C13.ol.gs 


Method 


GEN SCAN 




Start 


. 69 


End 


755 




GI 


none 


Score 


.99 




Exons 


69. .755 








Seq. No. 


25679 


Seq. ID 


OJ991114_43. 9C08 


.C13 


Gene No. 


53328 


Strand 


+ 




Start 


1 


End 


768 




Name 


OJ991114 43.9C08.C13.ol.ts 


Method 


TBLASTX: Soybean 





25742 



, Start 
.GI 

Exons 



427 End 732 

none Score 171 

427. .573, . 462. .572, 691. .732 



Seq. No. 25680 Seq. ID 

Gene No. 53329 Strand 

Start 406 ~ End 

Name OJ991114_43 . 9C08 .C15.ol.gs Method 

Start 406 End 

GI none Score 

Exons 406.. 717 



OJ991114_43.9C08.C15 
+ 

717 

GENSCAN 

717 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25681 
53330 
144 

OJ991114_43.9C08.C16.ol.np 
144 

2239136 
144. .313, 518. .540 

(Y13730) NDH-A protein [Hordeum vulgare] 



Seq. ID OJ991114_43.9C08.C16 
Strand 

End 540 

Method AAT/NAP 

End 540 

Score 134 



25682 
53331 
385 

OJ991114_43.9C08.C17.ol.gs 

385 

none 

385.-439 



Seq. ID OJ991114_43.9C08.C17 
Strand 

End 4 39 

Method GENSCAN 

End 439 * 

Score ;.91" 



Seq. No. 25683 

Gene No. 53332 

Start 27 

Name OJ991114_44 . 9C30 . C2 . ol . gp 

Start 27 

GI uC-osflcypl77b01bl 

Exons 27.. 4 12 

GI Descrip. f 4191791 3.0e-29 (AC005917) putative sf21 {Helianthus annuus } 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991114_44.9C30.C2 

Strand + 

End 412 

Method AAT/GAP 

End 412 

Score 574 



Seq. No. 


25683 












Seq. ID 


OJ991114 


Gene No. 


53332 












Strand 


+ 


Start 


27 












End 


412 


Name 


OJ991114 


_44, 


.9C30 


,C2 


.ol 


.gs 


Method 


GENSCAN 


Start 


222 










End 


332 


GI 


none 












Score 


.73 


Exons 


222. .332 
















Seq. No. 


25683 












Seq. ID 


OJ991114 


Gene No. 


53333 












Strand 




Start 


281 












End 


577 


Name 


OJ991114 


_44, 


■ 9C30 


.C2 


.o2 


.gp 


Method 


AAT/GAP 


Start 


281 












End 


577 


GI 


none 












Score 


494 


Exons 


281. .577 
















Seq. No. 


25683 












Seq. ID 


OJ991114 


Gene No. 


53334 












Strand 





25743 



Start 


905 




End 


1006 








Name 


OJ991114 44.9C30.C2.o2 


.gs . 


Method 


GENSCAN 








Start 


905 




End 


1006 








GI 


none 




Score 


.61 








Exons 


905. .1006 












* 


Seq. No. 


25684 




Seq. ID 


OJ991114 


_44. 


9C30 


.C5 




j jjj j 






.{- 








Start 


228 




End 


364 








Name 


OJ991114 44.9C30.C5.ol 


. gs 


Method 


GENSCAN. 








Start 


228 




End 


364" 








GI 


none 




Score 


.4 








Exons 


228. .364 














Seq. No. 


25685 




Seq. ID 


OJ991114 


_44 . 


9C30 


.C6 








c+- y~ anH 


+ 








Start 


37 




End 


226 








Name 


OJ991114 44.9C30.C6.ol 


.gs 


Method 


GENSCAN 








Start 


37 




End 


226 








GI 


none 




Score 


1 








Exons 


37. .226 


- 












Seq. No. 


25685 




Seq. ID 


OJ991114 


_44. 


9C30 


.C6 


Gene No. 


53337 




Strand 


+ 








Start 


708 




End 


837 








Name 


OJ991114 44.9C30.C6.ol 


. np 


Method 


AAT/NAP 








Start 


708 




End 


837 








GI 


2062176 




Score 


147 








Exons 


708. .837 














GI Descrip. 


(AC001645) Myb-related transcription activator 


(MybStl) 


isolog 




[Arabidopsis thaliana] 














Seq. No. 


25686 




Seq. ID 


OJ991114 


_44. 


9C30 


.C9 


Gene No. 


53338 




Strand 


+ 








Start 


336 




End 


1056 








Name 


OJ991114 44.9C30.C9.ol 


.gp 


Method 


AAT./GAP 








Start 


336 




End 


582 








GI 


65275 2.R1084 




Score 


390 








Exons 


336. .582 














GI Descrip. 


' 3288564/emb | CAA6577 6 | 


l.Oe- 


14 (X97066) 











1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



Seq. No. 


25686 






Seq. ID 


• OJ991114 


Gene No. 


53338 






Strand '* 




Start 


336 






End 


1056 


Name 


OJ991114 


44.9C30.C9 


ol .gs 


Method 


GENSCAN 


Start 


446 






End 


1056 


GI 


none 






Score 


.77 


Exons 


446. .553, 


616. .771, 


896. .1056 






Seq. No. 


25686 






Seq. ID 


OJ991114 


Gene No. 


53338 






Strand 


+ 


Start 


336 






End 


1056 


Name 


OJ991114 


44.9C30.C9. 


ol .np 


Method 


AAT/NAP 


Start 


446 






End 


1056 


GI 


3288564 






Score 


707 


Exons 


446. .771, 


896. .1056 









25744 



GI Descrip. (X97066) 1-aminocyclopropane-l-carboxylic acid synthase [Oryza 
satival 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



25686 
53339 
881 

OJ991114_4 4 .9C30.C9.ol.ts 

496 

none 



Seq. ID OJ991114_44.9C30.C9 
Strand 

End 1064- 

Method TBLASTX : Soybean 

End 1057 

Score 52 



496. .546, 497. .547, 552. .581, 583.-657, 597. .656, 718. .768, 
895. .1056, 896. .1057 



25686 Seq. ID 

53339 Strand 

881 End 

OJ991114_4 4 . 9C30 . C9 . ol . tc Method 

4 97 End 

none Score 



OJ991114_44.9C30.C9 
1064 

TBLASTX: Cress 

1051 

55 



497. .547, 499. .546, 552. .581, 583. .657, 591. .650, 718. .771, 
892. .1050, 893. .1051 



25686 Seq. ID 

53339 Strand 

881 End 

OJ991114_44 . 9C30.C9.ol.tw Method 

718 . End 

none Score 



OJ991114_44.9C30.C9 
1064 

TBLASTX: Wheat 

1057 

57 



718. .771, 738.-755, 856. .954, 892. .1056, 893. .1057 

25686 Seq. ID OJ991114_4 4 . 9C30 . C9 

53339 Strand 

881 End 1064 

OJ991114_44 . 9C30.C9.o2.gp Method AAT/GAP 

881 End 1064 

4881122 Score 322 

881. .1064 

3288564/emb|CAA65776| 8.0e-43 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



25687 Seq. ID 

53340 Strand 

1 End 
OJ991114_44 . 9C30 . C14 . ol . gp Method 

1 End 

3061151 Score 
1. .258 



OJ991114_4 4 . 9C30.C14 
+ 

258 

AAT/GAP 

258 

431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25688 Seq. ID 

■53341 Strand 
353 End 
OJ9911 14_4 4 . 9C30 . CI 6 . ol . gs Method 

353 . End 
none Score 



OJ991114_4 4 . 9C30. C16 
+ 

1381 
GEN SCAN 
1381 
.83 



353.. 404, 869. .1058, 1077.. 1292, 1333.. 1381 



25688 
53342 



Seq. ID 
Strand 



OJ991114 44.9C30.C16 



25745 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



895 



End 

Method 
End 
Score 



1445 
AAT/NAP 
1445 
196 



OJ991114_44.9C30.C16.ol.np 
895 

6466937 
895.. 1445 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



25688 

53342 ' k. 
895 

OJ991114_44.9C30.C16.ol.tm 

978 

none 



Seq. ID OJ991114_44.9C30.C16 
Strand 

End 1445 

Method TBLASTX : Mai ze 

End 1441 

Score 60 



978. .1100, 986. .1171, 989. .1159, 1012. .1170, 1201. .1350, 
1237. .1344, 1349. .1441 



25689 
53343 
90 

OJ991114_44 . 9C30 . C17 . ol . np 
90 

4680179 
90.. 1175, 1209.. 1948 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End' 1948 - 

Method AAT/NAP 

End 1948 

Score 1459 



25689 
53343 
90 

OJ991114_44 .9C30.C17.ol.gs 

93 

none 

93. .1879 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End .1948 

Method GENSCAN 

End 1879 

Score .79 



Seq. No. 25689 

Gene No. 53343 

Start 90 

Name OJ991114_44 . 9C30 . C17 . ol . tw 

Start 324 

GI none 

Exons 324.. 686, 326.. 685 

Seq. No. 25689 

Gene No. 5334 3 

Start 90 

Name . OJ991114_44 . 9C30 . C17 . ol . tm 

Start 567 

GI none 

Exons 567.. 872, 581.. 697 

Seq. No. 25689 

Gene No. 53343 

Start 90 

Name OJ991114_44 . 9C30 . C17 . o3 . tw 

Start 687 

GI none 

Exons 687.. 917 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End 1948 

Method TBLASTX: Wheat 

End- 686- 

Score 293 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End 1948 

Method TBLASTX: Maize 

End 872 

Score 229 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End 1948 

Method TBLASTX : Wheat 

End 917 

Score 173 



25746 



Seq. No. 25689 

Gene No. 53343 

Start 90 

Name 0 J9 9 1 1 1 4_4 4 . 9C 3 0 . C 1 7 . o2 . tin* 

Start 1200 

GI none 

Exons 1200.. 1553, 1202.. 1369 



Seq. ID OJ991114_44.9C30.C17 



Strand 
End 

Method 

End 

Score 



+ 

1948 

TBLASTX: Maize 

1553 

189 



Seq. No. 25689 

Gene No. 53343 

Start 90 

Name OJ991114_44 . 9C30 . C17 . o2 . tw 

Start 1235 

GI none 

Exons 1235.. 1444, 1236.. 1445, 1490. 



Seq. ID OJ991114_44.9C30.C17 

Strand + 

End 1948 

Method TBLASTX : Wheat 

End 1604 

Score 159 
.1603, 1491. .1604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25690 Seq. ID 

53344 Strand 
5047 End 
OJ991114_4 4 . 9C30 . C18 . o2 . np Method 
5047 End 
629693 Score 
5047.. 6201 

probable integrase - common tobacco (fragment) 

gi I 530742 |emb |CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ991114_44.9C30.C18 
+ 

6201 
AAT/NAP 
6201 
387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25690 Seq. ID 

53344 Strand 

5047 End 
OJ991114_4 4 .9C30.C18.o3.gs Method 

5281 End 

none Score 
5281.. 5868 



OJ991114_44.9C30.C18 
+ 

6201 
GENSCAN 
5868 
.79 



Seq. No. 


25690 


Seq. ID 


OJ991114 


_44, 


.9C30 


.C18 


Gene No. 


53345 


Strand 


+ 








Start 


7782 


End 


9873 








Name 


OJ991114 44.9C30 


.C18.o4.gs Method 


GENSCAN 








Start 


7782 


End 


9873 








GI 


none 


Score 


.57 








Exons 


7782.. 8296, 8311 


..8765, 9008.. 9873 










Seq. No. 


25690 


Seq. ID 


OJ991114 


_44, 


.9C30 


.C18 


Gene No. 


53346 


Strand 


+ 








Start 


14454 


End 


17340 








Name 


OJ991114 44.9C30 


.C18.o3.np Method 


AAT/NAP 








Start 


14454 


End 


17340 








GI 


6691191 


Score 


2714 








Exons 


14454. .17340 












GI Descrip. 


(AC007534) F7F22 


.15 [Arabidopsis thaliana] 








Seq. No. 


25690 


Seq. ID 


OJ991114_ 


_44. 


, 9C30 


.C18 


Gene No. 


53347 


Strand 


+ * 








Start 


21174 


End 


22423 








Name 


OJ991114 44.9C30 


.C18.o4.np Method 


AAT/NAP 








Start 


21174 


End 


22423 









25747 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



5852181 Score 
21174. .21370, 22360. .22423 
(AL117265) zhbOOll.l [Oryza sativa] 



105 



25690 
53347 
21174 

OJ991114_4 4.9C30.C18.o5.np 
22007 
2832245 . 
22007. .22423 

(AF031569) hypothetical protein [Zea mays] 



Seq. ID OJ991114_44.9C30.C18 
Strand + 

22423 
AAT/NAP 
22423 
209 



End 

Method 

End 

Score 



25690 
53348 
1 

OJ991114_4'4.9C30.C18.ol.np 
1 

5295971 
1./38, 3144. .3984 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ991114_44.9C30.C18 
Strand 

End 4023 

Method AAT/NAP 

End- 3984 

Score 37 9 



25690 
'53348 
1 

OJ991114_44 . 9C30 .C18 . o2 . gs 

3133 

none 

3133. .4023 

25690 
53348 
1 

OJ991114_44 .9C30.C18.o3.tm 

3373 

none 

3373. .3699, 3392. .3700 

25690 ... 

53348 

1 

OJ991114_44 . 9C30.C18.o5.ts 

3376 

none 

3376.-3765, 3389. .3700 

25690 
53348 
1 

OJ991114_44 . 9C30 .C18 .o7 . tw 

3395 

none 



Seq. ID OJ991114_44.9C30.C18 

Strand : 

End 4023 

Method GENSCAN 

End 4023 

Score .99 



Seq. ID OJ991114_44.9C30.C18 
Strand 

End ' 4023 

Method T BLAST X : Maize 

End 3700 

Score 169 



Seq. ID OJ991114_44.9C30.C18 
Strand 

End 4023 

Method TBLASTX : Soybean 

End 37 65 

Score 104 



Seq. ID OJ991114_44.9C30.C18 
Strand 

End 4023 

Method TBLASTX : Wheat 

End 3807 

Score 94 



3395. .3586, 3424. .3807, 3520. .3597, 3629. .3766 

25690 Seq. ID OJ991114_44.9C30.C18 



25748 




bene No . 






Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.o4 .ts 


Method 


. TBLASTX: Soybean 




Start 


5350 




End 


16721 




GI 


none 




Score 


97 . 




Exons 


5350. .5574, 


16464. .16721, 164 90 .. 16720 






Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30. 


C18 


Gene No . 


y 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.o9.tw 


Method 


TBLASTX: Wheat 




Start 


5352 




End 


16727 




GI 


none 




Score 


124 




Exons 


5352. .5504, 


5353. .5583, 16491 .. 16727, 


16494. .16715, 16496. .16726 


Seq. No. 


25690 




Seq. ID 


HTQQ1114 AA QP^O 


A. O 


Gene No. 


53349 




Strand 






Start 


c; *3 c; c\ 




End 


1 79/17 




Name 


OJ991114 44. 


9C30.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


, 5629 




End 


17247 




GI 


none 




Score 


D -7 




Exons 


5629. .5772, 


16759. .17148, 16760. .16942 


1 67 61 1 701 R 






17052. .17147 


, 17158.. 17247 








Seq. No. 


25690 




Seq. ID 


O.TQQ1 1 1 A AA QP"30 


P1 P 


Gene No. 


y 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.o4.tw" 


Method 


TBLASTX: Wheat 




Start 


5653 




End 


17153 




GI 


none 




Score 


63 




Exons 


5653. .5772, 


16771. .17151, 16827. .17153 






Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30. 


PI R 


Gene No . 


joj4 y 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9097 




End 


13579 




GI 


none 




Score 


80 




Exons 


9097. .9267, 


13226. .13579 








Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30. 


C18 


Gene No . 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.olO.tw- 


Method 


TBLASTX: Wheat 




Start 


10180 




End 


10536 




GI 


none 




Score 


77 




Exons 


10180. .10305, 10312. .10536, 


10446. .10532 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30. 


C18 


Gene No . 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44. 


9C30.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10729 




End . 


15115 




GI 


none 




Score 


447 




Exons 


10729. .11160 


, 10755. .11183, 


14906. .15115 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30. 


C18 



25749 




Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10768 




End 


15076 




GI 


none 




Score 


101 




Exons 


10768. .10992, 10999. 


.11133, 


14651. .15076, 14677. .14916, 






14951. .15076 










Seq. .No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


■ 53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10857 




End 


15157 




GI 


none 




Score 


413 




Exons 


10857. .11213, 10858. 


. 11214, 


14906. .15157, 14924. .14995, 






15050. .15157 










Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11209 




End 


15583 




GI 


none 




Score 


148 




Exons 


11209. .11580, 11355. 


.11501, 


15152. .15583, 15173. .15559 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11242 




End 


15523 




GI 


none 




Score 


387 




Exons 


11242. .11625, 11278. 


. 11520, 


11352. .11612, 15185. .15523 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




. End 


17247 




Name 


OJ991114 44.9C30.C18 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11407 




End 


15559 




GI 


none 




Score 


112 




Exons 


11407. .11580, 15305. 


.15364, 


15350". .15559, 15350.. 15559 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


14660 




End 


14901 




GI 


none 




Score - 


222 




Exons 


14660. .14899, 14668. 


.14901 








Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 ' 




- End 


17247 




Name 


OJ991114 44.9C30.C18 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


15619 




End 


15890 




GI 


none 




Score 


67 




Exons 


15619. .15819, 15632. 


.15775, 


15636. .15890, 15685.. 15858 





25750 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15723 




End 


.16034 




GI 


none 




Score 


'215 




Exons 


15723. .16034 










Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15903 




End 


16373 




GI 


none 




Score 


199 




Exons 


15903. .16106, 15906. 


.16073, 


16095. .16190, 16170.. 16373 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 




Strand 






Start 


. 5350 




End 


17247 




Name 


OJ991114 44.9C30.C18 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


15909 




End 


16043 




GI 


none 




Score 


199 




Exons 


15909. .16043, 15909. 


.16025, 


15923.. 16030 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53349 


. ■ 


Strand 






Start 


5350 




End 


17247 




Name 


OJ991114 '44 . 9C30.C18 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16086 




End 


16469 




GI 


none 




Score 


55 




Exons 


16086. .16145, 16167. 


.16469, 


16181. .16267, 16319.. 16468 




Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53350 




Strand 






Start 


21602 




End 


22036 




Name 


OJ991114 44.9C30.C18 


.o7.ts 


Method 


TBLASTX : Soybean 




Start 


21602 




End 


21973 




GI 


none 




Score 


192 




Exons 


21602. .21973 










Seq. No. 


25690 




Seq. ID 


OJ991114_44.9C30 


.C18 


Gene No. 


53350 




Strand 






Start 


21602 




. End 


22036 




Name 


OJ991114 44.9C30.C18 


. o5 . tw 


Method 


TBLASTX : Wheat 




Start 


21605 




End 


22036 




GI 


none 




Score 


325 




Exons 


21605. .22036, 21607. 


.22029 








Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53351 




Strand 


+ 




Start 


1 




End 


7569 




Name 


OJ991114 44.9C30.C19 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3549 




GI 


6721516 




Score 


633 




Exons 


1..268, 678. .769, 1261. .1501, 1911. .2240, 3492. .3549 





GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



25751 



Seq. No. 25691 Seq. ID OJ991114_44.9C30.C19 

Gene No. 53351 Strand + 

Start 1 End 7569 

Name, OJ991114_44 . 9C30 ,C19.ol . gs Method GENSCAN 

Start • 166, End 7569 . , 

GI • " nonej. Score . 57 

Exons 166.. 284, 391.. 560, 678.. 855, 1935.. 2118, 3570.. 3888, 
4213. .4316, 7021. .7569 



Seq. No. 25691 Seq. ID 

Gene No. 53351 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 . C19 .o3 . gp Method 

Start 5990 End 

GI LIB3475-004-P1-K2-A5 Score 

Exons 5990.. 6242 

GI Descrip. 1 5777 612 /emb | AJ2 45900 . 1 1 OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



OJ991114_44 . 9C30.C19 
+ 

7569 
AAT/GAP 
6242 
427 



Seq. No. 


25691 


Seq. ID 


Gene No. 


53352 


Strand 


Start 


12455 


End 


Name 


OJ991114 44.9C30.C19.o5.gp 


Method 


Start 


12350 


End 


GI 


uC-osflcyp033a04bl 


Score 


Exons 


12350. .12733 




GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e 




DNA, chromosome 1, clone : P0711E10 ' 


Seq. No. 


25691 


Seq. ID 


Gene No. 


53352 


Strand 


Start 


12455 


End. 


Name 


OJ991114 44.9C30.C19.o3.gs 


Method 


Start 


12455 


End 


GI 


none 


Score 


Exons 


12455. .12520, 13623 .. 14388, 


14427. .14 




19909. .20200, 20331 .. 20502, 


20759. .20 


Seq. No. 


25691 


Seq. ID 


Gene No. 


53352 


Strand 


Start 


12455 


End 


Name 


OJ991114 44.9C30.C19.o3.np 


Method 


Start 


14674 


End 


GI 


4680179 


Score 


Exons 


14674. .15757, 15791. .19194 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


Seq. No. 


25691 


Seq. ID 


Gene No. 


. 53353 


Strand 


Start 


21384 


End 


Name 


OJ991114 44.9C30.C19.o6.gp 


Method 


Start 


21279 


End 


GI 


uC-osflcyp033aO'4bl 


Score 


Exons 


21279. .21664 




GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe 



44.9C30.C19 



OJ991114; 
+ 

20866 
AAT/GAP 
12733 
685 



Oryza sativa genomic 



OJ991114_44.9C30.C19 
+ 

20866 
GENSCAN 
20866 
.94 



,19180, 



OJ991114_44 . 9C30 .C19 
+ 

20866 
AAT/NAP 
19194 
5405 



indica] 



OJ991114_ 
+ 

23497 
AAT/GAP 
21664 
649 



44.9C30.C19 



DNA, chromosome 1, clone : P0711E10 1 



25752 




Seq. No. 


25691 




Seq. ID 


OJ991114_ 


44.9C30 


.C19 


(aene ino . 


53353 












Start . 


21384 




End 


23497 






Name 


OJ991114 44.9C30.C19.o4 


.gs 


Method 


GENS CAN 






Start 


21384 




End 


23387 






GI 


none 




Score 


.98 






Exons 


21384. .21449, 22701. .23387 










Seq. No. 


£. -J \> u ± 




Seq. ID 


OJ991114^ 


44.9C30 


.C19 


Gene No. 


JJjJJ 




Strand 


+ 






O Ceil- L 






End 


234 97 






Name 


OJ991114 44.9C30.C19.o7 


.np 


Method 


AAT/NAP 






Start 


22701 




End 


23497 






GI 


4512231 




Score 


1270 






Exons 


22701. .23497 












GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 








Seq. No. 


25691 




Seq. ID 


,OJ991114_ 


44.9C30 


.C19 


Gene No. 


53354 




Strand 


- 






Start 


5591 




End 


5841 






LN aiuc 


OJ991114 44.9C30.C19.o2 


.gp 


Method 


AAT /GAP 






Start 


5591 




End 


5841 






GI 


LIB3475-004-P1-K2-A5 




Score 


424 






Exons 


5591. .5841 












GI Descrip. 


■5777612/emb|AJ245900.1|OSA245900 1 . Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037- 


207F1' 


complete 


genome 1 






Seq. No. 


25691 




Seq. ID 


OJ991114_ 


44 .9C30 


.C19 


Gene No. 


53355 




Strand 








Start 


8280 




End 


13848 






Name 


OJ991114 44.9C30.C19.o2 


.gs 


Method 


GEN SCAN 






Start 


8280 




End 


11367 






GI 


none 




Score 


.43 






Exons 


8280. .8771, 8820. .8952, 


9317. 


.9392, 9533.. 10214, 


10957. 


. 11367 


Seq. No. 


25691 




Seq. ID 


OJ991114_ 


44 .9C30 


.C19 


Gene No. 


53355 




Strand 








Start 


8280 




■End 


13848 






Name 


OJ991114 44.9C30.C19.o2 


.np 


Method 


AAT/NAP 






Start 


8283 




End 


13848 






GI 


4680179 




Score 


2959 






Exons 


8283. .10309, 13818. .13848 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


25691 




Seq. ID 


OJ991114_ 


44 .9C30 


.CI 9 


Gene No. 


53356 




Strand 








Start 


17507 




End 


23522 






Name 


OJ991114 44 .9C30.C19.o7 


. tm 


Method 


TBLASTX: Maize 






5566 




End 


6209 






GI 


none 




Score 


105 






Exons 


5566... 5682, 5567.. 5692, 


5570. 


.5695, 5571. .5708, 


5680. .5796, 




5686.. 5808, 5688.. 5810, 


5688. 


.5810, 5965.. 6081, 


5966. .6091, 




5969.. 6094, 5970.. 6107, 


6079. 


.6195, 6080.. 6208, 


6087. .6209, 




6087. .6209 












Seq. No. 


25691 • 




Seq. ID 


OJ991114_ 


44 .9C30 


.C19 


Gene No. 


53356 




Strand 









25753 



Start 


17507 






End 


23522 




Name 


OJ991114 44. 


9C30.C19.o6 


- tw 


Method 


TBLASTX: Wheat 




Start 


8328 






End 


19149 




GI 


none 






Score 


70 




Exons 


8328. .8660, 


8379. .8510, 


8380. 


.8661, 18816. .19085, 18817 


. .19149, 




18820. .19128 












Seq. No. 


25691 






Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 






Strand 






Start 


17507 






End 


23522 




Naiue 


OJ991114 4 4 


9C30.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8523 " . 






End 


18969 




GI 


none 






Score 


115 




Exons 


8523..8948, 


8524. .8721, 


8785. 


.8949, 8946. .9107, 8953. .9108, 




18370. .18531 


, 18378. .18524, 18529 .. 18969, 18531 .. 18953, 






18691. .18954 












Seq. No. 


25691 






Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 






Strand 






Start 


17507 






End 


23522 




Name 


OJ991114 44. 


9C30.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8661 






End 


18816 




GI 


none 






Score 


44 




Exons 


8661. .9287, 


8662. .8721, 


8670. 


.9230, 8782.. 9285, 18190.. 


18816, 




18246. .18704, 18691.. 18813 








Seq. No. 


25691 






Seq. ID 


OJ991114_44. 9C30' 


.C19 


Gene No. 


53356 






Strand 






O Lai u 


17507 






End 


23522 




Name 


OJ991114 44. 


9C30.C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


9156 






End 


18321 




GI 


none 






Score 


87 




Exons 


9156. .9446, 


9159. .9302, 


9160. 


.9447, 9160. .9447, 18029.. 


18190, 




18030. .18317 


, 18031. .18321 








Seq. No. 


25691 






Seq. ID 


OJ991114_44. 9C30 


.C19 


ucnc I'U • 


53356 






Strand 






Start 


17507 






End 


23522 




Name 


. OJ991114 44. 


9C30.C19.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


9246 . 






End 


18231 




GI 


none 






Score 


186 




Exons 


9246. .9506, - 


■9247. . 9495, 


17971 


. .18231, 


17976. .18230 




Seq. No. 


25691 






Seq. ID 


OJ991114_44. 9C30 


.C19 


Gene No. 


53356 






Strand 






Start 


17507 






End 


23522 




Name 


OJ991114 44. 


9C30.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


9270 






End 


18207 




GI 


none 






Score 


81 




Exons 


9270. .9413, 


9271. .9411, 


9414. 


.9596, 17890. .18063, 18064 


. .18207, 




18066. .18206 












Seq. No. 


25691 






Seq. ID 


OJ991114_4 4.'9C30 


.C19 


Gene No. 


53356 






-Strand 






Start 


17507 






End 


23522 




Name 


OJ991114 44. 


9C30.C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


9294 






End 


18183 





25754 




GI 


none 


Score 


323 




Exons 


9294.. 9833, 9298.. 9669, 17616 .. 18182, 


17647. .18183 




Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


.Cl-9 


Gene No. 


53356 


Strand 






otart 


17507 


End 


23522 




Name 


OJ991114 44.9C30.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


9861 


End 


17625 




GI 


none 


Score 


193 




Exons 


9861.. 10214, 9868.. 10209, 17262 .. 17612, 17263 .. 17616, 






17263.. 17625 








Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 


Strand 






d tan 


17507 


End 


23522 




Name 


OJ991114 44.9C30.C19.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9861 


End 


17613 




GI 


none 


Score 


202 




Exons 


9861.. 10169, 9861.. 10286, 9868.. 10284, 


17191. .17613, 






17223. .17612 








Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


:ci9 


Gene No. 


53356 


Strand 






btart 


17507 


End 


23522 




Name 


OJ99.1114 44.9C30.C19.o3.ts 


Method 


TBLASTX: Soybean 




Start 


10032^ 


End 


17442 




GI 


none 


Score 


38 




Exons 


10032. .10280, 10051. .10095, 


10135. .10254, 17197. .17442, 






± 1 ZLH . . 1 / 








Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


.C19 


bene ino . 


53356 


Strand 






Start 


17507 


End 


23522 




Name 


OJ991114 44.9C30.C19.o9.tw 


Method 


TBLASTX: Wheat 




Start 


14857 


End 


15116 




GI 


none 


Score 


211 




Exons 


14857. .14904, 14917 .. 15114 , 


14919. .15116 




Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


.C19 


bene ino ■ 


53356 


Strand 






Start 


17507 


End 


23522 




Name 


OJ991114 44.9C30.C19.o7.tw 


Method 


TBLASTX: Wheat 




Start 


15150 


End 


15501 




GI 


none 


Score 


293 




Exons 


15150. .15329, 15151.. 15501 








Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No . 


53356 


Strand 






Start 


17507 


End 


23522 




Name 


OJ991114 44.9C30.C19.o6.tm 


Method 


TBLASTX: Maize 




Start 


15151 


End 


15456 




GI 


none 


Score 


232 




Exons 


15151. .15456, 15165. .15281 








Seq. No. 


25691 


Seq. ID 


OJ991114_44 .9C30 


.C19 


Gene No. 


53356 


Strand 






Start 


17507 


End 


- 23522 





25755 



Name 


OJ991114 44.9C30.C19 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


15786 ~ 




End 


16137 




GI 


none 




Score 


191 




Exons 


15786. . 15953, 15814. 


.16137 








Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


.CI 9 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


.08. tw 


Method 


TBLASTX : Wheat 




Start 


15819 




End 


16242 




GI 


none 




Score 


158 




Exons 


15819. .16028, 15820. 


.16029, 


16074. .16187, 16075. .16242 




Seq. No. 


25691 




Seq. ID 


OJ991114_44. 9C30 


.C19 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16357 




End 


16839 




GI 


none 




Score 


51 




Exons 


16357. .16407, 16461. 


.16796, 


16462. .16839 




Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


16369 




End 


16658- 




GI 


none 




Score 


274 • 




Exons 


16369. . 16656, 16467 . 


.16658 








Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


. o4 . tm 


• Method 


TBLASTX: Maize 




Start 


16726 




- End 


17226 




GI 


none 




Score 


167 




Exons 


16726. .16905, 16734. 


.16880, 


16912. .17226, 17052 .. 17105, 






17133. . 17183 










Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


-C19 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


16780 




End 


17175 




GI 


none 




Score 


57 




Exons 


16780. .16812, 16782. 


.16811, 


16816. .17175, 16817. .16849, 






16818. .16856, 16884. 


.17174, 


16903. .17175 




Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


-C19 


Gene No. 


53356 




Strand 






Start 


17507 




End 


23522 




Name 


OJ991114 44.9C30.C19 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16888 




End 


17190 




GI 


none 




Score 


369 




Exons 


16888. .17190, 16890. 


.17174, 


16891.. 17184 




Seq. No. 


25691 




Seq. ID 


OJ991114_44.9C30 


.C19 


Gene No. 


53356 




Strand 







25756 



Start 


17507 


End 


23522 


Name 


OJ991114 44. 9C30.C19.o5.np 


Method 


AAT/NAP 


Start 


17507 


End 


21566 


GI 


5852180 


Score 


611 


Exons 


17507. .17528, 19945 .. 20355, 


20407. .20524, 21513.. 21566 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


25691 


Seq. ID 


OJ991114_44 . 9C30 


Gene No. 


53356 


Strand 




Start- 


17507 


End 


23522 


Name 


OJ991114 44.9C30.C19.o4.np 


Method 


AAT/NAP 


Start 


19942 


End 


22467 


GI 


5852180 


Score 


596 


Exons 


19942. .20355, 20407 .. 20524 , 


21513. .21560, 22435.. 22467 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


25691 


Seq. ID 


OJ991114_44.9C30 


Gene No. 


53356 


Strand 




Start 


17507 


End 


23522 


Name 


OJ991114 44.9C30.C19.o6.np 


Method 


AAT/NAP 


Start 


21212 


End 


23522 


GI 


4680186 


Score 


324 


Exons 


21212. .21413, 22250. .22310, 


23406. .23522 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


25692 


Seq. ID 


OJ991114_44.9C30 


Gene No. 


53357 


Strand 


+ 


Start 


1 


End 


2810 


Name 


OJ991114 44.9C30.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2810 


GI 


4680179 


Score 


2379 


Exons 


1..805, 833. .2208, 2776. .2810 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


25692 


Seq. ID 


OJ991114_44.9C30 


Gene No. 


53357 


Strand 


+ 


Start 


1 


End 


2810 : 


Name 


OJ991114 44.9C30.C20.ol.gs 


Method 


GENS CAN 


Start 


166 


End 


2293 


GI 


none 


Score 


.76 - 


Exons 


166. .1740, 1815. .2244, 2270. 


.2293 




Seq. No. 


25692 


Seq. ID 


OJ991114_44.9C30 


Gene No. 


53357 


Strand 


+ 


Start 


1 


End 


2810 


Name 


OJ991114 44.9C30.C20.o3.tw 


Method 


TBLASTX: Wheat 


Start 


205 


End . 


556 


GI 


none 


Score 


313 


Exons 


205. .360, 206. .556, 354. .398 






Seq. No. 


25692 


Seq. ID 


OJ991114_44. 9C30 


Gene No. 


53357 


Strand 


+ 


Start 


1 


End 


2810 


Name 


OJ991114 44.9C30.C20.o2.tm 


Method 


TBLASTX: Mai z.e 


Start 


206 


End 


544 


GI 


none 


Score 


238 


Exons 


206. .544, 232. .363, 233. .451 







25757 



Seq. No. 
Gene No. 
Start 

■ Name 
/; x Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

■ Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25692 
53357 
1 

OJ991114_44, 

890 

none 

890. .1243 

25692 
53357 
1 

OJ991114_44. 

1394 

none 

1394. .1675, 

25692 
53357 
1 

OJ991114_44. 

1394 

none 

1394. .1813, 

25692 
53357 
1 

OJ991114_44. 

1412 

none 

1412. .1723 

25692 
53357 
1 

OJ991114_44, 

1745 

none 

1745. .1801, 

25692 
53357 
1 

OJ991114_44. 

1834 

none 

1834. .2019, 

25692 
53357 
1 

OJ991114_44 < 

1936 

none 

1936. .2019, 



9C30.C20.o4.tw 



9C30.C20.ol.tm 
1435. .1677 

9C30.C20.ol.tw 
1435. .1800 

9C30.C20.o2.ts 



9C30.C20.o3.tm 
1834.. 1881, 1936. 

9C30.C20.ol.ts 
1836.. 1877, 1950. 

9C30.C20.o2.tw 
1944. .2018, 2019. 



Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 

Method TBLASTX : Wheat 

End 1243 

Score 253 



Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 ■ 

Method TBLASTX : Mai ze 

End 1677 

Score 326 



Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 

Method TBLASTX : Wheat 

End 1813 

Score 4 69 



Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 — ' 

Method TBLASTX : Soybean 

End 1723 

Score 193 



Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 

Method TBLASTX: Maize 

End 2199 

Score 58 

.2016, 2022.. 2120, 2023.. 2199 

Seq. ID OJ991114_44.9C30.C20 

Strand + 

End 2810 

Method TBLASTX : Soybean 

End 2190 

Score 178 

.2018, 2019. .2180, 2026. .2190 

Seq. ID OJ991114_44.9C30.C20 

Strand + 

End - 2810 

Method TBLASTX: Wheat 

End 2216 

Score 123 
.2216, 2023.. 2208 



25758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



* 



OJ991114 44.9C30.C22 



25693 Seq. ID 

53358 Strand 

1 End 1837 . 

OJ991114_44 .9C30.C22.ol.np Method AAT/NAP 

1 End 1548 

6466937 Score 877 
1. .1548 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25693 ' Seq. ID 

53358 Strand 

1 End 
OJ991114_4 4 .9C30.C22.ol.ts Method 

1 End 

none Score 

1..210, 3. .290 



OJ991114_44.9C30.C22 
1837 

TBLASTX: Soybean 

290 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25693 Seq. ID 

53358 Strand 

1 End 
OJ991114_44 ..9C30.C22.o2.tm Method 

3 End 

none Score 

3. .284,. 52. .204, 290. .409, 291. .410 



OJ991114_44.9C30.C22 
1837 

TBLASTX: Maize 

410 

68 



Seq. No. ' 25693 Seq. ID 

Gene No. 53358 * Strand 

Start 1 End 

Name OJ991114_4 4 . 9C30 . C22 . o2 . tw Method 

Start 67 End 

GI none Score 

Exons 67.. 219, 87.. 290, 93.. 290 

Seq. No. 25693 Seq. ID 

Gene No. 53358 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 . C22 . ol . tw Method 

Start 308 End 

GI - none Score 

Exons 308.. 790, 312.. 779 

Seq. No. 25693 Seq. ID 

Gene No. 53358 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 .C22 . ol . tc Method 

Start 338 End 

GI none Score 

Exons 338.. 661, 341.. 430, 489.. 638 

Seq. No. 25693 Seq. ID 

Gene No. 53358 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 . C22 . ol . tm Method 

Start 411 End 

GI hone Score 

Exons 411. .830, 412. .828, 413. .886 



OJ991114_44.9C30.C22 
1837 

TBLASTX: Wheat 

290 

69 



OJ991114_44.9C30.C22 
1837 

TBLASTX: Wheat 

790 

212 



OJ991114_44.9C30.C22 
1837 

TBLASTX: Cress 

661 

44 



OJ991114_44 . 9C30 . C22 
1837 

TBLASTX: Maize 

886 ■ 

278 



25759 



Sea No 


25693 


Sea ID 


OJ991114 


Gene No. 


53358 


Strand 




Start 


1 


End 


1837 


Name 


OJ991114 44.9C30.C22.o2.ts 


Method 


TBLASTX: 


Start 


452 


End 


754 


GI 


none 


Score 


184 


Exons 


452. .754 






Sea. No. 


- 25693 


Sea. ID 


OJ991114 


Gene No. 


53358 


Strand 




Start 


1 


End 


1837 


Name 


OJ991114 44.9C30.C22.ol.gs 


Method 


GENSCAN 


Start 


614 


End 


1837 


GI 


none 


Score 


.82 


Exons 


614. .1251, 1722. .1837 






Seq. No. 


25694 


Seq. ID 


OJ991114 


Gene No. 


53359 


Strand 


+ 


Start 


289 


End 


502 


Name 


OJ991114 44.9C30.C23.ol.gs 


Method 


GENSCAN 


Start 


289 


End 


502 


GI 


none 


Score 


.44 


Exons 


289. .502 






Seq. No. 


- 

25695 


Seq. ID 


OJ991114 


Gene No. 


53360 


Strand 


- 


Start 


229 


End 


683 


Name 


OJ991114 44.9C30.C24.ol.gp 


Method 


AAT/GAP 


Start 


229 


End 


683 


GI 


95437 1.R1084 


Score 


774 


Exons 


229. .683 






GI Descrip. 


' 4512226/dbj | AB014738 . 1 | AB014738 l.Oe- 


■134 Oryza 




gypsy-type retrotransposon RIRE3 DNA, 


internal 




sequence ' 






Seq. No. 


25696 


Seq. ID 


OJ991114 


Gene No . 


53361 


Strand 


+ 


Start 


1 


• End 


2794 


Name 


OJ991114 44.9C30.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2794 


GI 


5852180 


Score 


419 


Exons 


1..435, 2755. .2794 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


25696 


Seq. ID 


O.J991114_ 


Gene No. 


53362 


Strand 




Start 


1876 


End 


2794 


Name 


OJ991114 44.9C30.C25.o2.np 


Method 


AAT/NAP 


Start 


1876 


End 


2794 


GI 


6063554 


Score 


139 


Exons 


1876. .2049, 2726. .2794 







GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



25696 



Seq. ID OJ991114_44.9C30.C25 



25760 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53362 Strand 

1876 End 
OJ991114_4 4 . 9C30 . C25 . o3 . np Method 

2601 End 

5852178 Score 
2601.. 2695 

(AL117265) zhb0008.1 [Oryza sativa] 



25697 
53363 
1 

OJ991114_44 .9C30.C26.ol.gp 
1 

314_3.R1084 
1..62, 207. .332, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

425. .541, 714. .835, 



2794 
AAT/NAP 
2695 
125 



OJ991114_ 
-I- • 
3071 
AAT/GAP 
1492 
1269 
1170. .1492 



44.9C30.C26 



, 543867/sp| P26360|ATP3_IPOBA 1.0e-137 ATP SYNTHASE GAMMA CHAIN, 

MITOCHONDRIAL PRECURSOR >gi_1076684_pir A47493 H+-transporting 

ATP synthase (EC 3.6.1.34) gamma chain precursor - sweet potato 
>gi_303626_dbj_BAA03526_ (D14 699) Fl-ATPase gammma subunit 
[Ipomoea batatas] 1 

25697 Seq. ID OJ991114_44.9C30.C26 

53363 Strand + 

1 End 30.71 

OJ991114_44.9C30.C26..ol.np Method AAT/NAP 

1 End 1236 

543867 Score 486 

1..52, 195. .332, 425. .541, 714. .835, 1170. .1236 

ATP SYNTHASE GAMMA CHAIN, MITOCHONDRIAL PRECURSOR 

gi 1 1076684 |pir | | A47493 H+-transporting ATP synthase (EC 

3.6.1.34) gamma chain precursor - sweet potato 

gi|303626|dbj IBAA03526I (D14699) Fl-ATPase gammma subunit 

[Ipomoea batatas] 



Seq. No. 


25697 




Seq. ID 


OJ991114_44 . 


9C30 


.C26 


Gene No. 


53363 




Strand 


+ 






Start 


1 




End 


3071 






Name 


OJ991114 44.9C30.C26.ol, 


.gs 


Method 


GENSCAN 






Start 


210 




End 


3071 






GI 


none 




Score 


.77 






Exons 


210. .332, 425. .541, 714, 


. .835, 


3014. .3071 






Seq. No. 


25697 




Seq. ID 


OJ991114_44 . 


9C30 


.C26 


Gene No. 


53364 




Strand 


+ 






Start 


3894 




End 


19352 






Name 


OJ991114 44.9C30.C26.o4, 


.np 


Method 


AAT/NAP 






Start 


3713 




End 


19020 






GI 


161752 




Score 


118 






Exons 


3713.. 3752, 5970.. 6102, 


17832 


. .18048, 


18196. .18332, 







GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



18366. .18441, 18587 .. 18665, 18933. .19020 

(L03710) cnjB [Tetrahymena thermophila] gi I 737494 | prf | 1 1922371A 
cnjB gene [Tetrahymena thermophila] 



25697 Seq. ID 

53364 Strand 

3894 End 

OJ991114_44.9C30.C26.o2.gs . Method 



OJ991114_4 4 .9C30.C26 
+ 

19352 
GENSCAN 



25761 



Start 


3894 


End 


5057 


GI 


none 


Score 


.72 


Exons 


3894. .394.6, 3967. .4035, 4188. 


.4305, 44 


173. .5057 


Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 


Gene No. 


53364 


Strand 


+ 


Start 


3894 


End 


19352 


Name 


H.TQQI 1 1 A AA QP^n P9fi rrc 
\JO ? J J. J. J. H. 4 4 . jLjU .OiD .Oj. yo 


Method 


GEN SCAN 


Start 


6800 


End 


10464 


GI ■ 


none 


Score 


.66 


Exons 


6800. .6850„ .6945. .7159, 7321. 


.7808, 7914. .8416, 8497. .8575, 




8663. .8922, 8998. .9057, 9163. 


.9246, 9327. .9677, 9729.-9953, 




10198. .10464 






Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 




53364 


Strand 


+ 


Start 


3894 


End 


19352 


Name 


OJ991114 44.9C30.C26.o5.gs 


Method 


GEN SCAN 


Start 


■ • 14510 


End 


15528 


GI 


none 


Score 


.81 


Exons 


14510. .14883, 15065. .15186, 15443. .15528 


Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 




53364 


Strand 


+ 


Start 


3894 


End 


19352 


Name 


OJ991114 44.9C30.C26.o6.gs 


Method 


GENSCAN 


Start 


16052 


End 


19352 


GI 


none 


Score 


.84 


Exons 


16052. .16132, 17685. .19088, 19197. .19352 


Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 


Gene No. 


53365 


Strand 




Start 


2692 


End 


2972 


Name 


OJ991114 44.9C30.C26.o2.gp 


Method 


AAT/GAP 


Start 


2692 


End 


2972 


GI 


31877 1.R1084 


Score 


204 


Exons 


2692.. 2769, 2904.. 2972 






GI Descrip. 


'4521193/dbj I ABO 13 4 50 . 1 1 ABO 134 50 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 






Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 


Gene No. 


53366 


Strand 




Start 


7156 . 


End 


16343 


IN a. I UG 


OJ991114 44.9C30.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


207 


End 


1236 


GI 


none 


Score 


179 


Exons 


207. .335, 233. .331, 448. .546, 


449. .562, 713. .835, 714. .836, 




718. .849, 718. .843, 1167. .1226, 1167.. 


1232, 1168.. 1233, 




1168. .1236 






Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30.C26 


Gene No. 


53366 


Strand 




Start 


7156 


End 


16343 


Name 


OJ991114 44.9C30.C26.o2.tm 


Method 


TBLASTX: Maize 


Start 


207 


End 


1354 


GI 


none 


Score 


197 


Exons 


207. .335, 207. .332, 211. .333, 


236. .334 


, 431. .544, 448. .546, 



25762 




713. .835, 714. .836, 715. .837, 1156. .1239, 1167. .1238, 
1167. .1280, 1168. .1254, 1324. .1350, 1328. .1354 



Seq. No. 


25697 


Seq. ID 


OJ991114_44. 9C30 


.C26 


Gene No. 


53366 


Strand 






Start 


7156 


End 


16343 




Name 


OJ991114 44.9C30.C26.o2.ts 


Method 


TBLASTX : Soybean 




Start 


207 


End 


1239 




GI 


none 


Score 


18'5 




Exons 


207. .335, 207. .323, 233. .352, 


448. .546, 


449. .562, 713.. 


835, 




714. .836, 715. .843, 716. .859, 


1167. .1235, 1168. .1239 




Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 


Strand 






Start 


7156 


End 


16343 




Name 


OJ991114 44.9C30.C26.o5.tw 


Method 


TBLASTX: Wheat 




Start 


426 


End 


1365 




GI 


none 


Score 


124 




Exons - 


426. .542, 452. .562, 453. .542, 


454. .546, 


713. .835, 714.. 


836, 




714. .842, 715. .843, 716. .847, 


1167. .1265, 1167. .1265, 






1168 .. 1269, 1333 .. 1365 








Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 


Strand 






Start 


.7156 


End 


16343 




Name 


OJ991114 44 . 9C30.C26.o3.-gp 


Method 


AAT/GAP 




Start 


7156 


End 


7465 




GI 


2309703 


Score 


525 




Exons 


7156. .7465 








Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30 


♦ C26 


Gene No. 


53366 


Strand 






Start 


7156 


End 


16343 




Name 


OJ991114 44.9C30.C26.o3.np 


Method 


AAT/NAP 




Start 


7307 


End 


16343 




GI 


5852180 


Score 


636 




Exons 


7307. .7382, 13878 13925, 14 629 15040 , 


15092. .15208, 






16286.. 16343 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 


Strand 






Start 


7156 


End 


16343 




Name 


OJ991114 44.9C30.C26.o6.ts 


Method 


TBLASTX : Soybean 




Start 


10421 


End 


10653 




GI 


none 


Score 


47 




Exons 


10421. .10462, 10426. .10464, 1048 6 .. 10653, 10487.. 10651 




Seq. No. 


25697 


Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 


Strand 






Start 


7156 


End 


16343 




Name 


OJ991114 44.9C30.C26.o2.np 


Method 


AAT/NAP 




Start 


10432 


End 


13505 




GI 


4206306 


Score 


1221 




Exons 


10432.. 13505 









GI Descrip. (AF049110) prpol [Zea mays] 



25763 




Seq. No. 


25697 




Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10483 




End 


10836 




GI 


none 




Score 


88 




Exons 


10483. .10836, 10490. 


.10687, 


10745. .10828 




Seq. No. 


25697 




beq. iu 


Pi TQQ1 1 1 /I A A QP^n 


-C26 


Gene No. 


c *3 *3 a zr 

53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


.o4 . ts 


Method 


1 oLAb 1 a : boyoean 




Start 


10996 






1 1 "3 Q 1 




GI 


none 




Score 






Exons 


10996. .11391 










Seq. No. 


25697 




beq. id 


Pl TQQ1 1 1 >1 A A QpOH 


.C26 


Gene No . 


53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


. o4 . tm 


Metnoci 


1 b L/\b 1 a : Ma 1 z e 




Start 


11017 




End 


1 1 jy / 




GI 


none 




Score 


(1 A 




Exons 


. 11017. .11241, 11239. 


.11397 








Seq. No. 


25697 




Seq. ID 


OJyyiii4 44.ycou 


.C26 


Gene No. 


53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


11122 




End 


11415 




GI 


none 




Score 


138 




Exons 


11122. .11226, 11251. 


.11415 








Seq. No. 


25697 




Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


c n *3 c c 

53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11816 




End 


12214 




GI 


none 




Score 


66 




Exons 


11816. .12085, 11934. 


.12074, 


12125. . 12214 




Seq. No. 


25697 




Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. ; 


53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


11849 




End 


12259 




GI 


none 




Score 


102 




Exons 


11849. .12100, 11934. 


.12101, 


12108. .12257, 12122. .12259, 






12122. .12259 










Seq. No. 


25697 - 




Seq. ID 


OJ991114_44.9C30 


.C26 


Gene No. 


53366 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


12440 




End 


12880 




GI 


none 




Score 


82 




Exons 


12440. .12598, 12441. 


.12554, 


12594. .12842, 12599. .12880 





25764 




Seq. No. 


25697 




. Seq. ID 


OJ991114_44.9C30 


.C26 


ucllc vi\J . 


JJJOO 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


12497 . 




End 


12895 




GI 


none 


- 


Score 


102- 




Exons 


12497. .12598, 12560.. 


12895, 


12564.. 12878 




Seq. No. 


25697 




Seq. ID 


OJ991114_44.9C30 


.C26 




*J J «J U \J 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12566 




End 


13027 




GI 


none 




Score 


223 




Exons 


12566. .13027, 12567.. 


12878, 


12638.. 13027 




Seq. No. 


25697 




Seq. ID 


OJ991114_44. 9C30 


.C26 


Gene No. 


53366 




Strand 






O ICli L- 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12896 




End 


13301 




GI 


none 




Score 


152 




Exons 


12896. .13249, 12911.. 


13240, 


12939. .13241, 13244 .. 13300, 






13254.. 13301 










Seq. No. 


25697 




Seq. ID' 


OJ991114_44.9C30 


.C26 




•J «J -J v D 




.Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13028 




End 


13246 




GI 


none 




Score 


186 




Exons 


13028. .13246, 13029.. 


13241, 


13046. .13246 




Seq. No. 


25697 




Seq. ID 


OJ991114_44.9C30 


.C26 


UCilC IS\J • 


JJJUO 




Strand 






Start 


7156 




End 


16343 




Name 


OJ991114 44.9C30.C26. 


o5.ts 


Method 


TBLASTX : Soybean 




Start 


13097 




End 


13451 




GI 


none 




Score 


68 




Exons 


13097. .13231, 13238.. 


13450, 


13272. .13451 




Seq. No. 


25698 




Seq. ID 


OJ991114 44.9C30 


.C27 


uCUC IN » 


53367 




Strand 


+ 




Start 


70 




End 


575 




Name 


OJ991114 44.9C30.C27. 


ol . gs 


Method 


GENSCAN 




Start 


70 




End 


575 




GI 


none 




Score 


.93 




Exons 


70. .146, 509. .575 










Seq. No. 


25698 




Seq. "ID. 


OJ991114_44.9C30 


.C27 


Gene No. 


53368 




Strand 






Start 


. 1 




End 


3843 




Name 


OJ991114 44.9C30.C27. 


o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


2543 




GI 


4567294 




Score 


45 




Exons 


1..28, 2336.-. 2543 










GI Descrip. 


(AC006918) putative Athila 


retroelement ORF1 protein 





25765 



[Arabidopsis thaliana] 

Seq. No. 25698 

Gene No. 53368 

Start 1 

Name OJ991114_44 . 9C30 . C27 . o2 . gs 

Start 1019 

GI none 
Exons 



Seq. ID OJ991114_44.9C30.C27 
Strand 

End 3843 

Method GENSCAN 

End 3843 

Score .42 



1019.. 1516, 2077.. 2229, 2653.-2835, 3480.. 3843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991114_44.9C30.C28 

Strand + 

End 618 

Method AAT/NAP 

End 618 

Score 137 



25699 
53369 
1 

OJ991114_4 4 . 9C30.C28.ol.np 
1 

1084415 
1..171, 279. .385, 587. .618 

RNA-binding protein - Wood tobacco gi I 624925 | dbj | BAA05170 | 
(D26182) RNA-binding glycine rich protein (RGP-2) [Nicotiana 
sylvestris] 



Seq. ID OJ991114_44.9C30.C28 

Strand + 

End 618 

Method • AAT/GAP 

End • 387 

Score 2 98 



25699 
53369 
1 

OJ991114_44 . 9C30 . C28 . ol . gp 
99 

3759893 
99. .171, 279. .387 

1084415/pir | | S46286 5.0e-31 RNA-binding protein - Wood tobacco 
>gi_624 925_dbj_BAA05170_ (D26182) RNA-binding glycine rich 
protein. (RGP-2) [Nicotiana sylvestris] 



Seq. No. 


25699 








Seq. ID 


OJ991114_44.9C30 


.C28 


Gene No. 


53369 








Strand 


+ 




Start 


1 








End 


618 




Name 


OJ991114 


44.9C30.C28 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


101 • 








End . 


401 




GI 


none 








Score 


85 




Exons 


101. .175, 


102. .170, 


278 


. .385, 


294. .401 






Seq. No". 


25699 








Seq. ID 


OJ991114_44.9C30 


.C28 


Gene No. 


53369 








Strand 


+ 




Start 


1 








End . 


618 




Name 


OJ991114 


44.9C30.C28 


.ol 


,ts 


Method 


TBLASTX: Soybean 




Start 


102 








End 


385 




GI 


none 








Score 


91 




Exons 


102. .170, 


111. .173, 


259 


.327, 


278. .385, 


278. .385 




Seq. No. 


25699 








Seq. ID 


OJ991114_44.9C30 


.C28 


Gene No. 


53369 








Strand 


+ 




Start 


1 








End 


618 




Name 


OJ991114 


44.9C30.C28 


.ol 


gs 


Method 


GENSCAN 




Start 


103 








End 


385 




GI 


none 








Score 


1 




Exons 


103. .171, 


279. .385 












Seq. No. 


25700 








Seq. ID 


OJ991114_44.9C30 


.C29 



25766 



Gene No. 53370 Strand 

Start 1 End 

Name OJ9911 1 4_4 4 . 9C30 . C2 9 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..1249 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 25700 - Seq. ID 

Gene No. 53370 / Strand 

Start 1 End' 

Name OJ991114_44 . 9C30 . C2 9 . o2 . tw Method 

Start 2 End 

GI none Score 

Exons 2.. 325, 3.. 326 



+ 

1249 
AAT/NAP 
1249 
1770 



sativa subsp. indica] 



OJ991114_44.9C30.C29 
+ 

1249 

TBLASTX: Wheat 

326 

508 



Seq. No. 25700 Seq. ID 

Gene No. 53370 Strand 

Start 1 End 

Name OJ991114_4 4 . 9C30 . C29 . ol . tm Method 

Start 5 End 

GI none Score 

Exons 5. . 334, 6. . 338 



OJ991114_44.9C30.C29 
+ 

1249 

TBLASTX: Maize 

338 

460 



Seq. No. 25700 Seq. ID 

Gene No. 53370 Strand 

Start 1 End 

Name OJ991114_4 4 . 9C30 . C2 9 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 1034 



OJ991114_44.9C30.C29 

1249 
GENSCAN 
1034 
.53 



Seq. No. 25700 Seq. ID 

Gene No. 53370 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 . C29 . ol . tw Method 

Start 327 End 

GI none Score 

Exons 327.. 905, 338.. 901 , 



OJ991114_44.9C30.C29 
+ 

1249 

TBLASTX: Wheat 

905 

653 



Seq. No. 25700 Seq. ID 

Gene No. 53370 Strand 

Start 1 End 

Name OJ991114_44 . 9C30 . C29 . ol . tc Method 

Start 612 End 

GI none Score 

Exons 612.. 785, 786.-929, 788.-928 



OJ991114_44.9C30.C29 
+ 

1249 

TBLASTX: Cress 

929 

90 



Seq. No. 25700 

Gene No. 53370 

Start 1 

Name OJ991114_44 . 9C30 .C29 . ol . ts 

Start 693 

GI none 

Exons 693.. 953, 696.. 944, 698.. 952 

Seq. No. 25700 



Seq. ID OJ991114_44.9C30.C29 

Strand + 

End 1249 

Method TBLASTX : Soybean 

End 953 

Score 297 



Seq. ID OJ991114_44.9C30.C29 



25767 




Conn M /~\ 






on ai i\X 


-}. 


Start 


1 




End 


1249 


Name 


OJ991114 44.9C30.C29.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


714 




End 


973 


GI 


none 




Score 


363 


Exons. 


714. .956, 717. .971, .719 


. .973 


, 821. .973 




Seq. No. 


25700 




Seq. ID 


OJ991114_44.9C30.C29 


Gene No. 


53370 




Strand 


+ 


Q+- a r-f- 
gLdi L 


1 




End 


124 9 


Name 


OJ991114 44.9C30.C29.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


912 




End 


1247 


GI 


none 




Score 


113 


Exons 


912.. 1019, 968.. 1015, 1015.. 


1083, 1058 


. .1246, 1064 . . 1234, 




1077. .1247 








Seq. No. 


- 

25700 




Seq. ID 


OJ991114_44 . 9C30.C29 


belle INU . 


53370 




O Li GllU 


+ 


Start 


1 




End 


1249 


Name 


- OJ991114_44.9C30.C29.o3 


.tm 


Method 


TBLASTX: Maize 


Start 






End 


1187 


GI 


none 




Score 


67 


Exons 


975. .1022, 1014. .1064, 


1015. 


.1083, 106 


5. .1187, 1077. .1181 


Seq. No. 


25701 




Seq. ID 


OJ991114_44 . 9C30 .C30 


Gene No. 


53371 




Strand . 


+ 


OUal L 


1 




End 


747 


Name 


OJ991114 44.9C30.C30.ol 


.np 


Method - 


AAT/NAP 


Start 


i 

X 




End 


747 


GI 


4680179 




Score 


990 


Exons 


1. .747 








GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa subsp. indica] 


Seq. No. 


25701 




Seq. ID 


OJ991114_44 . 9C30.C30 




53371 




Strand 


+ 


Start 


1 




End 


747 


Name • 


OJ991114 44.9C30.C30.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


232 


GI 


none 




Score 


96 


Exons 


1..108, 3. .65, 89... 232, 


121. 


.228 




Seq. No. 


25701 




Seq. ID 


OJ991114_44 . 9C30.C30 


UCUC LN U . 


53371 




Strand 


+ 


Start 


1 




End 


747 


Name 


OJ991114 44.9C30.C30.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


220 


GI 


none 




Score 


119 


Exons 


1..111, 3. .86, 38. .220, 


121. 


.219 




Seq. No. 


25701 




Seq. ID 


OJ991114_44 . 9C3O.C30 


Gene No. 


53371 




Strand 


+ 


Start 


1 




End 


747 


Name 


OJ991114 44.9C30.C30.ol 


.gs 


Method 


GENSCAN 


Start 


119 




End 


709 


GI 


none 




Score 


.61 


Exons 


119. .709 









25768 



Seq. No. 


25701 






Seq. ID 


OJ991114_44.9C30 


.C30 


Gene No. 


53371 






Strand 


+ 




Start 


1 






End 


747 




Name 


OJ991114 


44.9C30.C30.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


221 






End 


747 




GI 


none 






Score 


573 




Exons 


221. .745, 


232. .747, 345. 


.746, 


544. .747 






Seq. No. 


25701 






Seq. ID 


OJ991114_44. 9C30 


.C30 


Gene No. 


533.71. 






Strand 


+ 




Start 


1 






End 


747 




Name 


OJ991114 


44.9C30.C30.ol. 


tm 


Method' 


TBLASTX: Maize 




Start 


458 






End 


747 




GI 


none 






Score 


255 




Exons 


458. .745, 


473. .613, 559. 


.747 








Seq. No. 


25702 






Seq. ID 


OJ991114_44. 9C30 


.C31 


Gene No. 


53372 






Strand 


+ 




Start 


1724 






End 


6588 




Name 


OJ991114 


44 .9C30.C31.ol. 


gs 


Method 


GENSCAN 




Start 


1724 






End 


6588 




GI 


none 






Score 


.45 





Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1724. .1954, 3644. .3759, 4516. .4576, 5381. .5465, 5635. .5703, 
5811. .5917, 6517. .6588 



Seq. ID OJ991114_44.9C30.C31- 
Strand + 
End "" . 6588 
Method AAT/GAP 
End 5917 
Score 568 
5077. .5107, 5381. .5502, 5635. .5703, 5811. .5917 

1084415/pir | IS46286 5.0e-31 RNA-binding protein - Wood tobacco 
>gi_624 925_dbj_BAA05170_ (D26182) RNA-binding glycine rich 
protein (RGP-2) [Nicotiana sylvestris] 



25702 
53372 
1724 

OJ991114_44.9C30.C31.ol.gp 

5077 

3759893 



Seq. ID OJ991114_44.9C30.C31 

Strand + 

End 6588 

Method AAT/NAP 

End 5917 

Score 208 



25702 
53372 
1724 

OJ991114_44.9C30.C31.ol.np 
5394 

1084415 ' 

5394.. 5502, 5635.. 5703, 5811.. 5917 

RNA-binding protein - Wood tobacco gi | 624 925 | dbj | BAA05170 | 
(D26182) RNA-binding glycine rich protein (RGP-2) [Nicotiana 
sylvestris] 



25702 
53373 
4924 

OJ991114_44 .9C30.C31.o2.np 

4924 

6498436 



Seq. ID OJ991114_44.9C30.C31 
Strand 

End 12196 

Method AAT/NAP 

End 12196 

Score 155 



4924..4999, 7062. .7260, 11106 .. 11192, 11362 .. 11457 , 12163. .12196 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 25702 



Seq. ID OJ991114 44.9C30.C31 



25769 




Gene No. 


53373 








Strand 






Start 


A ft O A 

4 yz4 








End 


12196 




Name 


OJ991114 44. 


. 9C30. 


C31.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5385 








End 


5933 




GI 


none 








Score 


74 




Exons 


5385. .5483, 


5481. 


.5504, 


5633. 


.5707, 5634.. 5702, 


5810. .5917, 




5826. .5933 














Seq. No. 


25702 








Seq. ID 


OJ991114 


_44.9C30.C31 


Gene No.. ■ 


53373 








Strand 






Start 


4924 








End 


12196 




Name 


OJ991114 44. 


. 9C30. 


C31.ol. 


ts 


Method 


. TBLASTX: 


Soybean 


Start 


5394 








End 


5917 




GI 


none 








Score 


50 




Exons 


5394. .5438, 


5442. 


.5486, 


5481. 


.5504, 5634. .5702, 


5643. .5705, 




5791. .5859, 


5810. 


.5917 











Seq. No. 


25702 






Seq. ID 


OJ991114 


Gene No. 


53373 






Strand 




Start 


4924 






End 


12196 


Name 


OJ991114 44. 


.9C30.C31.o2. 


.gs 


Method 


GENSCAN 


Start 


7307 






End 


8592 


GI 


none 






Score 


.93 


Exons 


7307. .7330, 


7858. .8026, 


8474. 


.8592 





Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25702 
53373 
4924 

OJ991114_44.9C30.C31.o3.gs 

10523 

none 



Seq. ID OJ991114_44.9C30.C31 
Strand 

End 12196 

Method GENSCAN 

End 11938 

Score .71 



10523. .10975, 11408 .. 11543, 11808. .11938 



Seq. No. 25703 Seq. ID 

Gene No. 53374 Strand 

Start 247 End 

Name OJ991114_44 . 9C30 . C32 . ol . gs Method 

Start 247 End 

GI none Score 

Exons 247.. 322 



OJ991114_44 . 9C30 . C32 
322 

GENSCAN 

322 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25704 Seq. ID OJ991114_31 . 9C13 . CI 

53375 Strand 

1 _ End 641 

OJ991114_31 . 9C13 . CI . ol . np Method AAT/NAP 

1 End 641 

2498930 Score 741 

1..410, 578. .641 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



25704 . • Seq. ID 

53375 Strand 

1 End 

OJ991114_31. 9C13.Cl.ol.gs Method 

16 End 

none Score 



OJ991114_31.9C13.Cl 
641 

GENSCAN 

637 

1 



25770 




Exons 


16. .410, 578. .637 












Seq. No. 


25705 


Seq. ID 


OJ991114_ 


_31 


.9C13. 


C2 


Gene No. 


53376 


Strand 










Start 


1 


End 


450 








Name 


OJ991114 31.9C13.C2 


.ol.np Method 


AAT/NAP 








Start 


1 


End 


450 








GI 


3645899 


Score 


198 ' 








Exons 


1. .450 












GI Descrip. 


(U68408) 5* end not 


determined experimentally [Zea 


mays] 




Seq. No. 


25705 


Seq. ID 


OJ991114_ 


_31 


.9C13. 


C2 


Gene No. 


53377 


Strand 










Start 


378 


End 


2286 








Name 


OJ991114 31.9C13.C2 


.ol.gs Method 


GENSCAN 








Start 


378 


" End 


2286 








GI 


none 


Score 


.44 








Exons 


378,. 445, 526. .747, 


791. .1409, 1766.. 2005, 2119 


. .2286 




Seq. No. 


25706 


Seq. ID 


OJ991114 


_31 


.9C13. 


C3 


Gene No. 


53378 


Strand 


+ 








Start 


511 


End 


2642 








Name 


OJ991114 31.9C13.C3 


.ol.gs Method 


GENSCAN 








Start 


511 


End 


2642 








GI 


none 


Score 


.77 








Exons 


511. .588, 1151. .118 


5", 1613.. 1731, 1750 


..1930, 2224 


. .2378 






2482. .2642 












Seq. No. 


25706 


Seq. ID 


OJ991114 


_31 


.9C13. 


C3 


Gene No. 


53378 


Strand 


+ 








Start 


511 


End 


2642 








Name 


OJ991114 31.9C13.C3 


.ol.np Method 


AAT/NAP 








Start 


1000 


End 


1868 








GI 


4680186 


Score 


193 








Exons 


1000.. 1162, 1737.. 1868 










GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 








Seq. No. 


25706 


Seq. ID 


OJ991114 


_31 


.9C13. 


C3 


Gene No. 


53379 


Strand 


+ 








Start 


12814 


End 


26308 








Name 


OJ991114 31.9C13.C3 


.o3.gs Method 


GENSCAN 








Start 


12814 


End 


26304 








GI 


none 


Score 


.7 








Exons 


12814. .12819, 13177 


..14171, 14988. .15158, 15324 


. .15348, 





15428. .15554, 16096 .. 16224 , 16537 .. 16682, 17561 .. 17695, 

20260. .20301, 21565 21670, 224 98.-22624, 22827 .. 22875, 

22907. .23382, 23422 .. 23641, 24145 .. 24486, 24 508 .. 24 699, 

24975. .25116, 25694 .. 25780, 25856.. 26304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25706 
53379 
12814 

OJ991114_31. 9C13.C3.o4.np 

24056 

6967112 



Seq. ID OJ991114_31.9C13.C3 



Strand 
End 

Method 

End 

Score 



+ 

26308 
AAT/NAP 
26308 
373 



24056. .24075, 25480 .. 25780, 25856. .26308 
(AL138652) putative protein [Arabidopsis thaliana] 



25771 




Seq. No. 


25706 




Seq. ID 


OJ991114_ 


31.9C13.C3 


Gene No. 


53380 




Strand 


+ 




Start 


37786 




End 


45986 




Name 


OJ991114 31.9C13.C3. 


o7.gs 


Method 


GENSCAN 




Start 


37786 




End 


45986 




GI 


none 




Score 


.62 




Exons 


37786. .37790, 38473. 


.38668, 


39004. .39083, 39176. 


.39269, 




39414. .39512, 39983. 


.40183, 


40863. .40966, 41175. 


.41247, 




42158. .42355, 45957. 


.45986 








Seq. No. 


25706 




Seq. ID 


OJ991114_ 


31.9C13.C3 


Gene No. 


53380 




Strand 


+ 




Start 


37786 




End 


45986 




Name 


OJ991114 31.9C13.C3. 


o6.np 


Method 


AAT/NAP 




Start 


37999 




End 


41523 




GI 


3047118 




Score 


440 




Exons 


37999. .38057, 39176. 


.39269, 


39414. .39512, 40091. 


.40183, 




40.263. .40355, 40863. 


.40970, 


31179. .41251, 41447. 


.41523 " 


GI Descrip. 


(AF058919) No definition line found [Arabidopsis 


thaliana] 


Seq. No. 


25706 




Seq. ID 


OJ991114_ 


31. 9C13..C3 


Gene No. 


53381 




Strand 


+ 




Start 


48046 




End 


48201 




Name 


OJ991114 31.9C13.C3. 


08 . gs 


Method 


GENSCAN 




Start 


48046 




End 


48201 




GI 


none 




Score 


.76 




Exons 


48046. .48201 











Seq. No. 


25706 


Seq. ID 


OJ991114_ 


31. 9C13.C3 


Gene No. 


53382 


Strand 


+ 




Start 


49276 


End 


50015 




Name 


OJ991114 31.9C13.C3.ol0.gs 


Method 


GENSCAN 




Start 


49276 


End 


50015 




GI 


none 


Score 


.44 




Exons 


49276.-49347, 49381 .. 4 9691, 


49709. .50015 




Seq. No. 


25706 


Seq. ID 


OJ991114_ 


31. 9C13.C3 


Gene No. 


53383 


Strand 


+ 




Start 


53445 


End 


59548 




Name ■ 


OJ991114 31.9C13.C3.o7.np 


Method 


AAT/NAP 




Start 


53445 


End 


59512 




GI 


5922631 


Score 


6509 




Exons 


53445. .53568, 53827 .. 54068 , 


54337. .54511, 54557. 


.55121, 




55164. .55326, 55453 .. 56377 , 


56984 . .59512 




GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 


(C12145) 


correspond 




region of the predicted gene 


. ; similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 25706 Seq. ID OJ991114 

Gene No. 53383 Strand + 

Start 53445 End 59548 

Name OJ991114_31.9C13.C3.ol3.gs Method GENSCAN 



31. 9C13.C3 



25772 



Start 


57439 


End 


, 59548 


GI 


none 


Score 


.7 


Exons 


57439. .58716, 58766. .59548 






Seq. No. 


25706 - 


Seq. ID 


OJ991114_31. 


Gene No. 


53384 


Strand 


+ 


Start 


75357 


End 


75446 


Name 


HTQQ1 114 "31 QP1 "3 rrn 


Method 


AAT/GAP 


Start , 


75357 


End 


75446 


GI ■ 


3760640 


Score 


81 


Exons 


75357. .75446 






GI Descrip. 


4176420/dbj IBAA37167I 2.0e- 


11 (AB008097) cytochrome 




[Arabidopsis thaliana] 






Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


Gene No. 


53385 


Strand 


+ 


Start 


81281 


End 


81682 


Name 


OJ991114 31.9C13.C3.ol0.np 


Method 


n 7\t /Map 


orar u 


81281 


End 


81682 


GI 


6630699 


Score 


125 


Exons 


81281. .81512, 81602. .81682 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical 




[Oryza sativa] 






Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


Gene No. 


53386 


Strand 


i 

T 


Start 


84766 


End 


84843 


Name 


OJ991114 31.9C13.C3.ol2.np 


Method 


AAT/NAP 


Otail 


84766 


End 


84843 


GI 


6630699 


Score 


88 


Exons 


84766. .84843 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical 




[Oryza sativa] 






Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


Gene No. 


53387 


Strand 


+ 




84979 


End 


85409 


Name 


OJ991114 31.9C13.C3.ol3.np 


Method • 


AAT/NAP 


Start 


84979 


End 


85409 


GI 


6539570 


Score 


182 


Exons 


84 979. .85185, 85355. .85409 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


• sativa] 


Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


Gene No. 


53388 


Strand 






2341 


End 


49776 


Name 


OJ991114 31.9C13.C3.o2.np 


Method 


AAT/NAP 


Start 


2341 


End 


3902 


GI 


4680186 


Score 


177 


Exons 


2341. .2374, 3735. .3902 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


Gene No. 


53388 


Strand 




Start 


2341 


End 


49776 



9C13.C3 



9C13.C3 



protein 



25773 



Name 


OJ991114 31. 


9C13 . C3 . o2 . gs Method 


GEN SCAN 




Start 


3286 


End 


12089 




GI 


none 


Score 


.61 




Exons 


3286. .3409, 


3713. .3914, 4267.. "4390, 4560. .4671, 


5379. .5508, 




6410. .6543, 


7326. .7419, 10900 .. 11008 , 


11883. .11931, 12064.. 12089 


Seq. No. 


25706 


Seq. ID 


OJ991114 


_31.9C13.C3 


Gene No. 


53388 


Strand 






Start 


2341 


End 


49776 




Name . 


OJ991114 31. 


9C1 3 . C3 . o3 . np Method 


AAT/NAP 




Start 


5437 


End 


49776 . 




GI 


2832633 


Score 


709 




Exons 


5437. .5508, 


6098. .6261, 6410. .6543, 7326. .7419, 


10900. .11008, 




11883. .11931, 49756.. 49776 






GI Descrip. 


(AL021711) putative protein [Arabidopsis thaliana] 


Seq. No. 


25706 


Seq. ID 


OJ991114 




Gene No. 


53388 


Strand 






btart 


2341 


End 


49776 




Name 


OJ991114 31. 


9C13.C3.ol.gp Method 


AAT/GAP 




Start 


28770 


End 


32966 




GI 


2605620 


Score' 


2675 




Exons 


28770. .29818, 32541 .. 32670, 32783.. 32966 




GI Descrip. 


2605621/dbj IBAA23339I 1.0e-117 (D88619) OSMYB3 


[Oryza sativa] 


Seq. No. 


25706 


Seq. ID 


OJ991114 


_31.9C13.C3 


Gene No. 


53388 


Strand 






Of ^ -v*4- 

btar z 


2341 


End 


49776 




Name 


OJ991114 31. 


9C13 . C3 . o5 . np Method 


AAT/NAP 




Start 


29119 


End 


32915 




GI 


2605621 


Score 


1649 




Exons 


29119. .29818 


, 32541. .32670, 32783.. 32915 




GI Descrip. 


(D88619) OSMYB3 [Oryza sativa] 






Seq. No. 


25706 


Seq. ID 


OJ991114 


_31.9C13.C3 


Gene No. 


53388 


Strand 






Start 


2341 


End 


49776 




Name 


OJ991114 31. 


9C13 . C3 . o2 . gp Method 


AAT/GAP 




Start 


46300 


End 


46607 




GI 


72524 1.R1084 " Score 


427 




Exons 


46300. .46607 








GI Descrip. 


'5091496/dbj | AB023482.2 | AB023482 3 . Oe- 


■84 Oryza 


sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 25706 

Gene No. 53388 

Start 2341 

Name OJ991114_31 . 9C13.C3.o9.gs 

Start 48632 

GI none 

Exons 48632. .49162 



Seq. ID OJ991114_31.9C13.C3 
Strand 

End 4 977 6 

Method GENSCAN 

End 49162 

Score 1 



Seq. No. 25706 

Gene No. 5.3389 

Start 50969 

Name OJ991114_31 . 9C13 . C3 . oil . gs 

Start. 50969 



Seq. ID OJ991114_31.9C13.C3 
Strand 

End 52094 

Method GENSCAN 

End 52094 



25774 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

50969. .51670, 51768.. 52094 



Score .75 



25706 Seq. ID 

53390 Strand 
'52269 End 
OJ991114_31 . 9C13 . C3 . o3 . gp Method 
52269 End 
72524_1.R1084 Score 
52269. .52585 

1 50914 96/dbj | AB023482 . 2 | AB023482 3 
DNA, chromosome 6, clone P0680A03, 



OJ991114_31.9C13.C3 

52585 ■ 
AAT/GAP 
52585 
411 



Oe-84 Oryza sativa genomic 
complete sequence' 



25706 Seq. ID 

53391 Strand 

59868 End 

OJ991114_31 . 9C13 . C3 . ol4 . gs Method 

59868 End 

none Score 



OJ991114_31.9C13.C3 

62779 
GENSCAN 
62779 
. 94 



59868. .60319, 60382 .. 60459, 60559. . 60748, 60823 61022 , 
61088. .61443, 61520 .. 61809, 61896. . 62230, 62389. .62779 



25706 
53391 
59868 

OJ991114_31.9C13.C3.o8.np 

59880 

6691716 

59880. .60319, 60382 . . 604 94 , 
61088. .61267, 6134 6 .. 61443, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
60645. .60748, 
61520. . 61694, 



OJ991114 31.9C13.C3 



62779 
AAT/NAP 
62779 
2494 

60823. 
61886. 



,61010, 
, 62779 



(AP0004 92) hypothetical protein [Oryza sativa] 

gi| 6691717 |dbj IBAA89397.1 | (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


9C13. 


C3 


Gene No. 


53392 


Strand 








Start 


66143 


End 


66920 






Name 


OJ991114 31.9C13.C3.ol5.gs 


Method 


GENSCAN 






Start 


66143 


End 


66920 






GI "" 


none 


Score 


.63 






Exons 


66143. .66224, 66859.. 66920 










Seq. No. 


25706 


Seq. ID 


OJ991114_31. 


9C13. 


C3 


Gene No. 


53393 


Strand - 








Start 


67900 


End 


79710 






Name 


OJ991114 31.9C13.C3.o9.np 


Method 


AAT/NAP 






Start 


67900 


End 


70148 






GI 


4680201 


Score 


262 






Exons 


67900. .67948, 69839.. 70148 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


25706 


Seq. ID 


OJ991114_31; 


9C13. 


C3 


Gene No. 


53393 


Strand 








Start 


67900 


End 


79710 






Name 


OJ991114 31.9C13.C3.o4.gp 


Method 


AAT/GAP 






Start 


69783 


End 


71462 






GI 


43390 1.R1084 


Score 


996 







25775 



Exons 

GI Descrip. 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



69783. .70226, 71387. .71462 

*4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



25706 
53393 
67900 

OJ991114_31.9C13.C3.ol6.gs 

69786 

none 



Seq. ID OJ991114_31.9C13.C3 
Strand. 

End 79710 

Method GENSCAN 

End 7 9710 

Score .64 . 



69786. .70226, 71132 .. 71413, 73680 .. 73809, 74120 . . 74313, 
74593. .74917, 79706.. 79710 



25706 
53394 
81119 

OJ991114_31. 9C13.C3.ol7-.gs 

81119 

none 

81119. .81439 



Seq. ID OJ991114_31.9C13.C3 
Strand 

End 81439 

Method GENSCAN 

End 81439 

Score . . 94 



OJ991114 31.9C13.C3 



25706 Seq. ID 

53395 Strand 
81598 . End 84704 

OJ991114_31. 9C13.C3.o6.gp Method AAT/GAP 

81598 End 82025 

LIB3479-006-Q6-K1-B11 Score 606 

81598. .82025 

, 5734616/dbj IAP000391.1 IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone: P0538C01 1 



25706 Seq. ID 

53395 Strand 

81598 End 

OJ991114_31. 9C13.C3.ol8.gs Method 

.81818 End 

none Score 



OJ991114_31. 9C13.C3 

84704 
GENSCAN 
84689 
.73 



81818. .81932, 81938 .. 82128, 82399 .. 82531, 82585 .. 82754 , 
83122. .83318, 83510 .. 83783, 83979 .. 84 142 , 84 4 58 .. 84482,. 
84528. .84689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25706 Seq. ID 

53395 Strand 
81598 End 
OJ991114_31 . 9C13 . C3 . oil . np Method 
81821 End 
5922620 Score 
81821. .82028, 82583 .. 82684, 
84458.-84482, 84528. .84704 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991114_31.9C13.C3 

84704 
AAT/NAP 
84704 
481 

83312. .83493, 83670 .. 83740, 



25706 
53396 



Seq. ID 
Strand 



OJ991114 31.9C13.C3 



25776 




Start 


84979 


End 


85113 


Name 


OJ991114 31.9C13.C3.ol9.gs 


Method 


GENSCAN 


Start 


84979 


End 


85113 


GI 


none 


Score 


.79 


Exons 


84979. .85113 






Seq. No. 


25706 


Seq. ID 


OJ991114_31. 9C13.C3 


Gene No. 


53397 


Strand 




Start 


87170 


End 


89945 ■ 


Name 


OJ991114 31 9C13 C3 o4 ts 


Method 


\TBLASTX: Soybean 


Start' 


5446 


End 


11933 


GI 


none 


Score 


161 


Exons 


5446.. 5523, 6096.. 6266, 6101 


..6262, 6405. .6545, 6407. .6556 




6408.. 6542, 6409.. 6546, 7212 


..7451, 7322. .7417, 10893. .110 




10898. .11011, 11883.. 11933 






Seq. No. 


25706 


Seq. ID 


OJ991114_31.9C13.C3 


Gene No. 


53397 


Strand 




Start ' 


87170 


End 


. 89945 


Name 


OJ991114 31 . 9C13.C3 . 06. tm 


Method 


TBLASTX : Maize 


Start 


6091 


End 


11017 


GI 


none 


Score 


73 


Exons 


6091.. 6225, 6096.. 6272, 6098 


. .62 62, 6408. .6539, 6408. .654 5 




6419.. 6550, 7236.. 7472, 7322 


..7417, 10893. .11009, 10898.'. 1 




10898.. 11011 






Seq. No. 


25706 


Seq. ID 


OJ991114_31.9C13.C3 


Gene No. 


53397 


Strand 




Start 


87170 


End 


89945 


Name 


OJ991114 31.9C13.C3.o2.tc 


Method 


TBLASTX : Cress 


Start 


6176 


End 


11933 


GI 


none 


Score 


90 


Exons 


6176.. 6262, 6177.. '6272, 6408 


..6545, 6417. .6542, 7218. .7451 




7322. .7417, 108 93 .. 11009, 10898.. 11011 


, 11883. .11933 


Seq. No. 


25706 


Seq. ID 


OJ991114_31.9C13.C3 


Genp No 


53397 


Strand 




Start 


87170 


End 


89945 


Name 


OJ991114 31.9C13.C3.ol*0.tw 


Method 


TBLASTX: Wheat 


Start 


25417 


End 


25782 


GI 


none 


Score 


260 


Exons- 


25417. .25782, 25486. .25737 






Seq. No. 


25706 


Seq. ID 


OJ991114_31. 9C13.C3 


Gene* No 


53397 


Strand 




Start 


87170 


End 


89945 


Name 


OJ991114 31.9C13.C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


25518 


End 


25953 


GI 


none 


Score 


206 


Exons 


25518. .25574, 25522 .. 25782 , 


25644. .25730, 25855. .25953 


Seq. No. 


25706 


Seq. ID 


OJ991114_31.9C13.C3- 


Gene No. 


53397 


Strand 




Start 


87170 


End 


89945 


Name 


OJ991114 31.9C13.C3.o4 .tm 


Method 


TBLASTX: Maize 


Start 


25537 


End 


26064 


GI 


none 


Score 


88 



25777 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25537. .25596, 25627 
25855.. 26064 



.25740, 25638.-25739, 25852 .. 2 6040, 



25706 
53397* 
87170 

OJ991114_31. 9C13.C3.o7.ts 

25959 

none 

25959. .26201, 25960.. 26169 



Seq. ID * OJ991114_31.9C13.C3 
Strand 

End 89945 

Method TBLASTX : Soybean 

End 26201 

Score- 199 



25706 
53397 
87170 

OJ991114_31. 9C13.C3.oll.tm 
27722 
none 

27722.. 27829, 27723.-27899, 27723.-278 96, 27857 .. 27910 , 
27899.. 28030 



Seq. ID OJ991114_31.9C13.C3 
Strand 

End 89945 
Method TBLASTX: Maize 
End 28030 
168 



Score 



25706 
53397 
87170 

OJ991114__31. 9C13.C3.ol.tc 

29725 

none 

29725. .29850, 29726 .. 29827 , 
32616. .32687, 32779. . 32904, 

25706 
53397 
87170 

OJ991114_31. 9C13.C3.ol.ts 

29725 

none 

29725. .29850, 29741 .. 29827, 
32848.. 32916 

25706 
53397 
87170 

OJ991114_31. 9C13.C3.o5.tm 

29734 

none 

29734.-29856, 29744 .. 29827, 
32781. .32924, 32782.-32928 

25706 
53397 • 
87170 

bJ991114_31. 9C13.C3.o7.tw 

32540 

none 

32540. .32674, 32543 .. 32611, 
32781. .32915, 32783 .. 32920, 



Seq. ID OJ991114_31-9C13.C3 
Strand 

End 89945 

Method TBLASTX: Cress 

End 32904 

Score 105 
32540. .32587, 32540 .. 32674 , 
32781. .32903 

Seq. ID OJ991114_31.9C13.C3 
Strand 

End 89945 

Method TBLASTX : Soybean 

End 32916 

Score 100 
32540. .32674, 32781 .. 32915, 



Seq. ID OJ991114_31.9C13.C3 
Strand 

End ' 89945 

Method TBLASTX : Mai ze 

End 32928 

Score 98 
32540. .32674, 32541.-32675, 



Seq. ID OJ991114_31. 9C13.C3 
Strand 

End 89945 

Method TBLASTX : Wheat 

End 32921 

Score 58 
32616. .32675, 32779. .32916, 
32802. .32921 



Seq. No. 



25706 



Seq. ID OJ991114_31.9C13.C3 



25778 



# • 



WvllC IN « 


53397 




Strand 






Start- 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


40105 




End 


40391 




GI 


none 




Score 


109 




Exons 


40105. .40158, 40106 


. .40186, 


'40241. .40387, 40260.. 40391 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Rpnp No. 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.o9*.tw 


Method 


.' TBLASTX: Wheat 




Start 


54726 




End 


55127 




GI 


none 




Score 


280 




Exons 


54726. .55127 










Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


rjpnp No 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


55719 




End 


56168 




GI 


none 




Score 


91 




Exons 


55719. .55823, 55938 


. .56168, 


55942. .56166 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 




53397 




Strand 






Start 


87170 




End 


89945 v 




Name 


OJ991114 31.9C13.C3 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


56359 




End 


56718 




GI 


none 




Score 


425 




Exons 


56359. .56718, 56373 


. .56717, 


56374.. 56718 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gptip No 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


56434 




End 


56799 




GI 


none 




Score 


138 




Exons 


56434. .56.658, 56665 


. .56799 








Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gene JJo m 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


56524 




End 


56880 




GI 


none 




Score 


372 




Exons 


56524. .56880, 56565 


. .56870 








Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gene No 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


56749 




End 


57168 




GI * 


none 




Score 


503 




Exons 


56749. .57168, 56751 


. .57167 








Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gene No. 


53397 




Strand . 







25779 




Start 


87170 




End 


89945 


Name 


OJ991114 31.9C13.C3. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


56908 




End 


57291 


GI 


none 




Score 


348 


Exons 


56908. .57291, 57012. 


.57290 






Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13.C3 




53397 




Strand 




Start 


87170 




End 


89945. 


Name 


OJ991114 31.9C13.C3. 


o3. ts 


Method 


TBLASTX : Soybean 


Start ■ 


57013 




End 


57417 


GI 


none 




Score 


270 


Exons 


57013. .57417, 57060. 


.57203, 


57076. .57357 


Seq. No. 


25706 




Seq. ID 


OJ991114 31 . 9C13.C3 




53397 




Strand 




Start 


87170 




End 


89945 


Name 


OJ991114 31.9C13.C3. 


o5. tw 


Method 


TBLASTX: Wheat 


Start 


57213 




End 


57642 


GI 


none 




Score 


402 


Exons 


57213. .57398, 57214. 


.57642 






Seq. No. 


" 25706 




Seq. ID 


OJ991114 31 . 9C13.C3 




53397 




Strand 




Start ■ 


87170 




End 


89945 ' 


Name 


OJ991114 31.9C13.C3. 


oS.ts 


Method 


TBLASTX: Soybean 


Start 


57670 




End 


58058 


GI 


none 




Score 


77 


Exons 


57670. .57774, 57810. 


.58058, 


57814. .58 


056 - 


Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13.C3 


VJC11C Vt\J . 


53397 




Strand 




Start 


87170 




End 


89945 


Name ■ 


OJ991114 31.9C13.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


57679 




End 


58101 


GI 


none 




Score 


409 


Exons 


57679. .58101, 57684. 


.58025 






Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13.C3 


OC11C LNU • 


53397 




Strand 




Start 


87170 




End 


89945 


Name 


OJ991114 31.9C13.C3. 


ol2.tm 


Method 


TBLASTX: Maize 


Start 


57732 




End 


58005 


GI 


none 




Score 


122 . 


Exons 


57732. .57782, 57733. 


.57903, 


57813. .57902, 57907.. 58005 


Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13.C3 


UC11C LN^y. 


53397 




Strand 




Start 


87170 




End 


89945 


Name 


OJ991114 31.9C13.C3. 


ol2.tw 


Method 


TBLASTX: Wheat 


Start 


58117 




End 


58416 ' 


GI 


none 




Score 


139 


Exons 


58117. .58266, 58318. 


.58416 






Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13.C3 


Gene No. 


53397 




Strand 




Start 


87170 ' 




" End 


89945 



25780 




Name 


OJ991114 31.9C13.C3. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


58415 




End 


58737 




GI 


none 




Score 


80 




Exons 


58415. .58672, 58420. 


.-58737, 


58434. .58724 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3-' 


Gene No. 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3. 


06. tw 


Method 


TBLASTX: Wheat 




Start - 


58419 




- End 


58807 




GI 


none 




Score 


359 




Exons 


58419. .58730, 58420. 


.58776, 


58621. .58731, 58775 .. 58807 , 






58777. .58806 










Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gene No . 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


5892-2 




End 


59536 




GI 


- none 




Score 


338 




Exons 


58922. .59413, 58942. 


.59031, 


59077. .59214, 59405.. 59536 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


Gene No . 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3. 


o9. tm 


Method 


TBLASTX: Maize. 




Start 


59255 




End 


59497 




GI 


hone 




Score 


155 




Exons 


59255. .59416, 59341. 


.59415, 


59395. .59496, 59396.. 59497 




Seq. No. 


25706 




Seq. ID 


OJ991114_31.9C13 


.C3 


GpriP No 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3. 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


62375 




End 


62683 




GI 


none 




Score 


61 




Exons 


62375. .62683, 62406. 


.62519 








Seq. No. 


25706 




Seq. ID 


OJ991-114_31.9C13 


.C3 


Gene No . 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


" OJ991114 31.9C13.C3. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


69932 . 




End 


70123 




GI 


none 




Score 


118 




Exons 


69932. .69991, 69983. 


.70123, 


70011. .70121 




Seq. No. 


25706 




Seq. ID 


OJ991114_31. 9C13 


.C3 


Gene No . 


53397 




Strand 






Start 


87170 




End 


89945 




Name 


OJ991114 31.9C13.C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


69959 




End 


70123 




GI 


none 




.Score 


197 




Exons 


69959. .70123, 69999. 


.70115 








Seq. No. 


25706 




Seq. ID 


OJ991114_31. 9C13 


.C3 


Gene No. 


53397 




Strand 






Start 


87170 




End 


89945 





25781 



Name 


OJ991114 31.9C13.C3. 


o7.gp 


Method 


AAT/GAP 






Start 


87098 




End 


88348 






GI 


none 




Score 


1032 






Exons 


87098. .87244, 87345. 


.87440, 


87695. .87868, 87952 


. .88011, 






88268.-88348 












Seq. No. 


25706 




Seq. ID 


OJ991114 


_31. 9C13 


.C3 


Gene No. 


53397 




Strand 










o / J- / u 




End 


89945 






Name 


OJ991114 31.9C13.C3. 


o20.gs 


Method 


GEN SCAN 






Start 


87170 




End 


89518 






GI 


none 




Score 


.86 






Exons 


87170. .87244, 87345. 


.87440, 


87695. .87913, 88268 


. .88348, 






88530. .88625, 89419. 


.89518 










Seq. No. 


25706 




Seq. ID 


OJ991114 


_31.9C13 


.C3 


Gene No. 


53397 




Strand 








O Let J. U 






End 


89945 






Name 


OJ991114 31.9C13.C3. 


olO.tm 


Method 


TBLASTX : 


Maize 




Start 


87345 




End 


87866 






GI 


none 




Score 


101 






Exons 


87345. .87434, 87345. 


.87428, 


87346. .87435, 87688 


. .87858, 






87695. .87859, 87696. 


.87866, 


87699. .87866 






Seq. No. 


■25706 




• Seq. ID 


- OJ991114 


J31.9C13 


.C3 : -. 


bene iNo ■ 


J J j" / 




Strand 








Start 


87170 




End 


89945 






Name 


OJ991114 31.9C13.C3. 


08 .gp 


Method 


AAT/GAP 






Start 


88535 




End 


89657 






GI 


none 




Score 


412 






Exons 


88535. .88625, 89419. 


.89477, 


89569. .89657 






Seq. No. 


25706 




Seq. ID 


OJ991114 


_31.9C13 


.C3 


Gene No. 


53397 




Strand 








Start 


87170 




End 


89945 






Name 


OJ991114 31.9C13.C3. 


ol4 . np 


Method 


AAT/NAP 






Start 


89365 


End 


89945 






GI 


6648164 




Score 


91 






Exons 


89365. .89658, 89807. 


.89945 










GI Descrip. 


(AC010926) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25707 




Seq. ID 


OJ991114 


_31. 9C13 


.C4 


Gene No. 


53398 




Strand 


+ 






Start ^ 


287 




End 


386 






Name 


OJ991114 31.9C13.C4. 


ol.gp 


Method 


AAT/GAP 






Start 


287 




End 


386 






GI 


57660 1.R1084 




Score 


196 






Exons 


287. .386 












GI Descrip. 


■2605621/dbj |BAA23339| 1 . Oe- 


117 (D88619) OSMYB3 


[Oryza 


sativa] 


Seq. No. 


25707 




Seq. ID 


OJ991114 


_31.9C13 


.C4 


Gene No. 


53399 




Strand 








Start 


19 




End 


136 






Name 


OJ991114 31.9C13.C4. 


ol.gs 


Method 


GENSCAN 






Start 


19 




End 


136 






GI 


none 




Score 


.63 






Exons 


19. .136 













25782 




Seq. No. 


25708 


Seq. ID 


OJ991114_31.9C13 


.C5 


bene ino . 


53400. 


Strand 


-j- 




Start 


1 


End 


5237 




Name 


OJ991114 31.9C13.C5. 


ol.np Method 


AAT/NAP 




Start 


1 


End 


1034 




GI 


4416302 


Score 


1011 




Exons 


1..1034 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




beq. no. 


25708 


Seq. ID 


OTQQ1114 ^1 QP1 ^ 




Gene No. 


034UU 


Strand 


+ ~~ 




Start 


1 


T vi *A 


5237 




Name 


ujyyiii4 oi.yLij.OD. 


ol.gs Method 


GENSCAN 




Start 


51 


hna 


1034 




GI 


none 


Score 


. 65 




Exons 


51..34Z, 454 . . 1U34 








oeq . no . 


25708 


Seq. ID 


O.TQQ1 114 ^1 9P1 ^ 




Gene No. 


53400 


Strand 






Start 


1 


T-l _] 

End 


5237 




Name 


OJ991114_31 . 9C13 ,C5 . 


o2.ts Method 


TBLASTX: Soybean 




Start 


141 


End 


374 




GI 


none 


Score 


179 




Exons 


1 i 1 OTX "ICO ") r\ A 

141 . . 374 , 158 . . 304 








Seq . No . 


25708 


Seq. ID 


ATQQ1 11/1 "31 Qr*1 "5 




Gene No. 


53400 


Strand 


+ ~ 




Start 


1 


End 


5237 




Name 


OJ991114 31.9C13.C5. 


o3.tm Method 


TBLASTX: Maize 




Start 


1 ^ *3 

173 


End 


359 




GI 


none 


Score 


189 




Exons 


173. .310, 174. .35b, 


loo. . 3oy 






beq. no. 


25708 


Seq. ID 


OTQQ1 114 "31 QP1 


PR 


Gene No. 


53400 


Strand 


+ • ~ 




Start 


1 


End 


5237 




Name 


OJyyill4 31.9C13.Co. 


ol.tw Method 


TBLASTX: Wheat 




Start 


1 QA 

180 


End 


611 




GI 


none 


Score 


105 




Exons 


180. .329, 354. .oil 








beq. no. 


25708 


Seq. ID 


ATQQ1 11/1 "31 QP1 "3 


PR 


Gene No. 


53400 


Strand 


+ 




Start 


1 


. End 


5237 




Name 


OJ991114 31.9C13.C5. 


ol.tm Method 


TBLASTX: Maize 




Start 


360 


End 


1013 




GI 


none 


Score 


735 




Exons 


360.. 1013, 365.. 982, 


645.-998 






Seq. No. 


25708 


Seq. ID 


OJ991114_31.9C13 


.C5 


Gene No. 


53400 


Strand 


+ 




Start 


1 


End 


5237 




Name 


OJ991114 31.9C13.C5. 


ol.ts Method 


TBLASTX : Soybean 




Start 


375 


End 


1043 




GI - 


none 


Score 


296 




Exons 


375. .764, 479. .721, 


783. .1043, 797. .967 





■25783 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■* 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25708 Seq. ID OJ991114_31 . 9C13 . C5 

53400. Strand + 

1 ' End 5237 

OJ991114_31. 9C13.C5.o3.np Method AAT/NAP 

628 End 5237 

6069646 - Score 606 

628. .655, 3739.. 4306, 4477. .5237 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar, to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



25708 
53400 
1 

OJ991114_31. 9C13.C5.ol.tc 

648 

none 

648. .779, 768. .1013 

25708 
53400 
1 

OJ991 1 1 4_31 . 9C1 3 . C5 . o2 . tw 

648 

none 

648. .773, 777. .968, 792. .968 



Seq, ID OJ991114_31. 9C13.C5 

Strand + 

End 5237 

Method TBLASTX : Cress 

End 1013 

Score 88 



Seq. ID OJ991114_31.9C13.C5 

Strand + . ; 

End 5237 

Method ' TBLASTX: Wheat 

End 968 

Score 95 



25708 
53400 
1 

OJ991114_31. 9C13.C5.o2.np 
2244 
6539588 

2244.. 2270, 2986.. 3247, 4932.. 5237 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ991114_31.9C13.C5 

Strand + 

End 5237 

Method AAT/NAP 

End 5237 

Score 237 



25708 
53400 
1 

OJ991114_31.9C13.C5.o4.tw 
3690 
none 

3690.. 4010, 3917.. 4009 

25708 
53400 
1 

OJ991114_31. 9C13.C5.o2.tm 
3816 
none 

3816. .4025, 3827. .4021, 4037. .4483, 4038. .4487 



Seq. ID OJ991114_31.9C13.C5 

Strand + 

End 5237 

Method TBLASTX.: Wheat 

End 4010 

Score 173 



Seq. ID OJ991114_31. 9C13.C5 

Strand + 

End 5237 

Method TBLASTX : Mai ze 

End 4487 

Score 202 



25708 
53400 



Seq. ID OJ991114_31. 9C13.C5 
Strand + 



25784 



Start 
Name 
Start 
GI 

Exons 



• 



OJ991114_31. 9C13.C5.o3.tw 

4134 

none 

4134. .4436 



End 

Method 

End 

Score 



5237 

TBLASTX: Wheat 

4436 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25709 Seq: ID OJ991114_32 . 9C15 . CI 

53401 Strand 

615 End 1407 

OJ991114_32.9C15.Cl.ol.gp Method AAT/GAP 

554 End 1106 

uC-osflcypl06bl2bl Score 864 

554. .857, 931. .1106 

'1174521/sp|P4 19721 SYI_STAAU 9.0e-13 ISOLEUCYL-TRNA SYNTHETASE 

( ISOLEUCINE — TRNA LIGASE) (ILERS) >gi_54 1337_pir S40178 

isoleucine — tRNA ligase (EC 6.1.1.5) - Staphylococcus aureus 
>gi_437916_emb_CAA52296_ (X74219) isoleucyl-tRNA synthetase 
[Staphylococcus aureus] 1 



25709 
53401 
615 

OJ991114_32.9C15.Cl.ol.gs 

615 

none 

615. .857, 931. .1067 

25709 
53401 
615 

OJ991114_32. 9C15.Cl.ol.ts 

619 

none 

619. .777, 654. .863, 654. .860 

25709 
53401 
615 

OJ991114_32.9C15.Cl.ol.tm 

628 

none- 

628.. 885, 628.. 783, 629.. 847, 
929. .1087, 930. .1100 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_32.9C15.Cl 

1407 
GENSCAN 
1067 
.84 



Seq. ID OJ991114_32.9C15.Cl 
Strand 
End 

Method 
End 
Score 



1407 

TBLASTX : Soybean 

863 

144 



OJ991114_32.9C15.Cl 
1407 

TBLASTX: Maize 

1100 

247 



Seq. ID 
Strand 
End 

Method 
End 
Score 

648.. 884, 925. .1086, 925.. 1086, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25709 ' Seq. ID OJ991114_32 . 9C15 . CI 

53401 Strand 

615 End 1407 

OJ991114_32. 9C15.Cl.ol.np Method AAT/NAP 

642 End 1407 

2501011 Score 132 

642. .1112, 1380. .1407 

ISOLEUCYL-TRNA SYNTHETASE ( ISOLEUCINE--TRNA LIGASE) (ILERS) 
gi| 1652625 | dbj IBAA17545I (D90907) isoleucyl-tRNA synthetase 
[Synechocystis sp.] 



25710 
53402 



Seq. ID 
Strand 



OJ991114 32.9C15.C2 



25785 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI ' -y 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34 End 123 

OJ991114_32 .9C15.C2.ol. gs Method GENSCAN 

34 End 123 

none Score . 55 
34 .'.123 



25711 
53403 
1 

OJ991114_32.9C15,C6.ol.np 
1 

4835775 
1..68, 257. .369, 441. .557 

(AC007296) EST gb|F14156 comes from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ991114_32. 9C15.C6 
Strand 

End 620 

Method AAT/NAP 

End 557 

Score 136 



25711 
53403 

1 - 
OJ991114_32. 9C15.C6.ol.cjs' * 
11 

none 

11. .138, 257. .369, 441. .620 

25712 
53404 
12 

OJ991114_32. 9C15.C7.ol.gs 
12 

none 

12. .55, 433. .610 



Seq. ID OJ991114_32.9C15.C6 
Strand 

End 620 

Method -GENSCAN 

End- 620 

Score .86 



Seq. ID OJ991114_32. 9C15.C7 

Strand - + ■ 

End 610 

Method GENSCAN 

End 610 

Score .51 



Seq. ID OJ991114_32. 9C15.C7 
Strand 

226 

AAT/GAP 
226 
448 



25712 
53405 
1 

OJ991 114_32 . 9C15 . C7 . ol . gp 
1 

2435_1.R1084 
1..226 

'303736/dbj |BAA02109| 2.0e-59 (D12541) GTP-binding protein 

[Pisum sativum] >gi_738934_prf 2001457B GTP-binding protein 

[Pisum sativum] 1 



End 

Method 

End 

Score 



25713 
53406 
9196 

OJ991114_32. 9C15.C9.o2.gs 

9196 

none 

9196. .9231, 11145. .11333 

25713 
53407 
28662 

OJ991114_32. 9C15.C9.o4.gp 
28662 

61605 1.R1084 



Seq. ID OJ991114_32.9C15.C9 

Strand + 

End 11333 

Method GENSCAN 

End 11333 

Score .73 



Seq. ID OJ991114_32.9C15.C9 

Strand + 

End 28932 

Method AAT/GAP 

End 28932 

Score 415 



25786 




Exons 28662. .28932 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : t!7804 1 



Seq. No. 


25713 




Seq. ID 


OJ991114_ 


52. . ycio 




Gene No. 


53408 




Strand 


+ 






Start 


43416 




End 


55639 






Name 


OJ991114 32.9C15.C9. 


o7 .gs 


Method 


GENSCAN ' 






Start 


43416 




End 


55639 






GI 


none 




Score . 


.72 






Exons 


43416. .43424, 43629. 


.43705, 


43779. .43912, 44620 


. .44790, 






44887. .45010, 45232. 


.45418, 


45512. .45822, 46837 


. .46867, 






48203. .48298, 49378. 


.49440, 


50024. .50161, 50695 


. .50800, 






51075. .51121, 54756. 


.54915, 


55032. .55198, 55334 


. .55639 




Seq. No. 


25713 




Seq. ID 


OJ991114 


_32. 9C15 


.C9 


Gene No. 


53408 




Strand 


+ 






Start 


43416 




End 


55639 






Name 


OJ991114 32.9C15.C9. 


o6.np 


Method 


AAT/NAP 






Start 


43626 


End 


52240 






GI 


"6634021 




Score 


275 






Exons 


43626. .43705, 43779. 


.43912, 


44023. .44169, 44682 


. .44802, 






44893.-44996, 45230. 


.45411, 


52201. .52240 






GI Descrip. 


(AB002348) KIAA0350 


protein 


[Homo sapiens] 






Seq. No.' 


25713 




Seq. ID 


OJ991114 


_32.9C15 


-C9 


Gene No. 


53408" 




Strand 


+ 






Start 


43416 




. End 


55639 






Name 


OJ991114 32.9C15.C9. 


o5.gp 


■ Method 


AAT/GAP 






Start 


45734 




End 


49488 






GI 


2427615 




Score 


731 






Exons 


45734 .. 45822 , 47515. 


. 47603, 


47690. .47760, 48203 


. . 4bili, 






49378. .49488 












Seq. No. 


25713" 




Seq. ID 


OJ991114 


_32. 9C15 


.C9 


Gene No. 


53408 




Strand 


+ 






Start 


43416 




End 


55639 






Name 


OJ991114 32.9C15.C9. 


o6.gp 


Method 


AAT/GAP 






Start 


51084 




- End 


55411 






GI 


none 




Score 


769 






Exons 


51084 .. 51121, 54756. 


. o491o, 


55032. .55198, 55334 


CC ^ 1 1 




Seq. No. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


.C9 


Gene No. 


53409 




Strand 








Start 


13256 




End 


15060 






Name 


OJ991114 32.9C15.C9. 


o3.gs 


Method 


GENSCAN 






Start 


13256 




End 


14683 






GI 


none 




Score 


.41 






Exons 


13256. .13284, 13445. 


.13514, 


13809. .14020,- 14129 


. .14241, 






14328. .14683 












Seq. No. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


.C9 


Gene No. 


53409 




Strand 








Start 


13256 




End 


15060 






Name 


OJ991114 32.9C15.C9. 


ol .np 


Method 


AAT/NAP 






Start 


13809 




End 


15060 






GI 


2827517 




Score 


113 







25787 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13809. .13973, 14993.. 15060 

(AL021633) protein kinase-like protein [Arabidopsis thaliana] 



25713 Seq. ID 

53410 Strand 

16083 End 

OJ991114_32.9C15.C9.o4.gs Method 

16083 End 

none - Score 



OJ991114_32.9C15.C9 

36382 
GEN SCAN 
24141 
.73 



16083. .16204, 17224 17284 20450 .. 20569, 20772 .. 20890, 
20967. .21024, 22353.-22383, 22511 .. 22568 , 22 674 . . 22858 , 
23987. .24141 



Seq. No. 25713 

Gene No. 53410 

Start 16083 

Name OJ991114_32 . 9C15 .C9. ol .gp 

Start 17009 

GI 4716435 . . 

Exons 17009. .17147, 17224 .. 17284 , 
GI Descrip. 



OJ991114 32.9C15.C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 

End 36382 
Method AAT/GAP 
End 19028 
Score 626 
18278. .18345, 18956. .19028 
5453692/ref | NPJD06336 . 1 1 pHUEL |. 1.0e-14 expressed in human 
embryonic lung >gi_2654 559_gb_AAB877 63 . 1_ (AF006621) embryonic 
lung protein [Homo sapiens] 



25713 
53410 
16083 

OJ991114_32.9C15.C9.o2.np 

17047 

5453692 

17047. .17150, 18237. .18345, 
20450. .205.69, 20772 .. 20890, 
21553. .21608, 21696. .21820, 



Seq. ID 
Strand 

End 36382 
Method AAT/NAP 
End 26977 
Score 374 
18956. .19028, 19107 
20967. .21024, 21142 



OJ991114 32.9C15.C9 



,19208, 
,21256, 



26935. .26977 

expressed in human embryonic lung gi | 2654559 | gb | AAB87763 . 1 | 
(AF006621) embryonic lung protein [Homo sapiens] 



25713 Seq. ID 

53410 Strand 

16083 End 

OJ991114_32.9C15.C9.o2.gp Method 

21256 End 

2428457 . Score 
21256.. 21601 



OJ991114_32.9C15.C9 

36382 
AAT/GAP 
21601 
549 



Seq. No. 25713 Seq. ID OJ991114_32 . 9C15 . C9 

Gene No. 53410 Strand 

Start 16083 End 36382 

Name OJ991114_32 . 9C15 . C9 . o3 . np Method AAT/NAP 

Start 25129 End 30853 

GI 6069646 Score 886 

Exons 25129. .25517, 28933.-29532, 29815 .. 30003, 30250.. 30853 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90 639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



25788 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25713 Seq. ID 

53410 Strand 

16083 End 

OJ991114_32 . 9C15 . C9 . o5 . gs Method 

26539 End 

none Score 



OJ991114_32.9C15.C9 

36382 
GENS CAN 
36382 
.47 



26539. .26680, 26700 .. 26967, 28020 .. 2814 5, 28347 .. 28451, 

28912. .29388, 30319 30474 , 30476 .. 30521 , 30573 .. 31125, 

31471. .32231, 32482 32694 , 32969 .. 33430, 33515 .. 33721, 

33779. .33886, . 33935. .35302, 35328 .. 35560, 35628.-35993, 
36120. .36302, 36307.. 36382 



Seq. No. 25713 

Gene No. 53411 

Start 60989 

Name OJ991114_32 . 9C15 . C9 . o9 . tm 

Start 16981 

GI none 

Exons 16981. .17157, 17029 .. 17169, 
17221. .17310, 17222.. 17290 

Seq. No. . 25713 
Gene No. 53411 
Start 60989 

Name OJ991114_32 . 9C15.C9.o3. ts 

Start 17041 - 

GI none 

Exons 17041. .17148, 17042 17149, 

18248. .18367, 18278 18349, 
18957. .19028, 18958 19029, 
19104. .19208, 19165. .19209, 

Seq. No. 25713 
Gene No. 53411 
Start 60989 

Name OJ991114J32 . 9C15.C9.o6. tm 

Start 18278 
GI none 

Exons 18278. .18349, 18279 18368 , 

18958. .19029, 19089 19208, 
19106.. 19210 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114_32.9C15.C9 
64668 

TBLASTX: Maize 

17310 

163 



17030. .17173, 17042. .17167, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17210 

18279 



OJ991114 32.9C15.C9 



64668 

TBLASTX: Soybean 
20507 
125 

17287, 17223. .17306, 
18368, 18279. .18350, 



18976. .19047, 19051 19209, 
20447. .20506, 20448. .20507 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18957 

19104 



OJ991114 32.9C15.C9 



64668 

TBLASTX: Maize 
19210 
115 

19028, 18957. .19028, 
19208, 19105. .19209, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25713 
53411 
60989 

OJ991114_32 . 9C15 .C9.o4 . tm 
20490 
none 
20490. 
20770. 
20966. 



.20570, 20490, 
.20892, 20772, 
.21025, 21140. 



,20567, 
,20921, 
,21205, 



25713 

53411 

60989 

OJ991114 

20766 



32.9C15.C9.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20761 

20950 



OJ991114 32.9C15.C9 



64668 

TBLASTX: Maize 
21206 
108 

20892, 20766. .20891, 
21024, 20962. .21018, 



21146. .21205, 21147. .21206 



Seq. ID 

Strand 

End 

Method 
End 



OJ991114_32.9C15.C9 
64668 

TBLASTX: Soybean 
21836 



25789 



GI 


none 




Score 


78 






Expns . 


20766. .20891, 20770. 


. .20892, 


20772. .20921, 20950 


. .21045, 






20962. .21033,. 20966, 


. .21037, 


21142. .21255, 21143 


. .21256, 






21149. .21265, 21549, 


. .21614, 


21562. .21609, 21685 


. .21825, 






21690. .21830, 21696. 


. .21836 










Seq. No. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


.C9 


Gene No. 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


QJ991114 jz.9C1o.C9. 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


21138 




End 


21830 






GI 


none 




Score 


87 






Exons 


21138. .21254, 21145. 


. .21255, 


21145. .21255, 21146 


. .21256, 






21146. .21256, 21549. 


. .21614, 


21553. .21609, 21685 


. .21822, 






21690. .21830 












Seq. No. 


25713 




Seq. ID 


OJ991-114 


_32.9C15 


.C9 


Gene No . 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


OJ991114 32.9C15.C9. 


.ol0. tm 


Method 


TBLASTX : 


Maize 




Start 


25147 




End 


25353 






GI 


none 




Score 


88 






Exons 


25147. .25353, 25157, 


. .25348 










Seq. -No- 


25713 




Seq. ID 


OJ991114 


__32.9C15 


.C9 


Gene No. 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


OJ991114 32.9C15.C9, 


,ol2. tm 


Method 


TBLASTX: 


Maize 




Start 


28932 .. 




End 


29188 






GI 


none 




Score 


89 






Exons 


28932. .29018, 28934, 


. .29020, 


28935. .29024, 29042 


. .29188 




Seq. No. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


,C9 


Gene No. 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


OJ991114 32.9C15.C9. 


. ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


29407 




End 


29959 






GI 


none 




Score 


37 






Exons" 


29407. .29442, 29519. 


. .29677, 


29561. .29611, 29657 


. .29959, 






29667. .29957 












Seq. No. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


.C9 


Gene No . 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


OJ991114 32.9C15.C9. 


.08. tm 


Method 


TBLASTX: 


Maize 




Start 


29444 




End 


29803 






GI 


none 




Score 


74 






Exons 


29444. .29803, 29445. 


. .29633, 


29677. .29751 






Seq. No'. 


25713 




Seq. ID 


OJ991114 


_32.9C15 


-C9 


Gene No. 


53411 




Strand 








Start 


60989 




End 


64668 






Name 


OJ991114 32.9C15.C9. 


,o2.tm 


Method 


TBLASTX: 


Maize 




Start 


30461 




End 


30884 






GI 


none 




Score 


228 






Exons 


30461. .30514, 30511. 


, .30858, 


30516. .30884 







25790 




Seq. No. 


25713 








Seq. ID 


OJ991114 


_32. 9C15 


.C9 


\J 1 1 C LN V_/ » 


53411 








Strand 








Start 


60989 








End" 


64668 






Name 


OJ991114 32.9C15.C9. 


o5 . tm 


Method 


TBLASTX:! 


Maize 




Start 


31036 








■ End 


31475 






GI 


none 








Score 


112 






Exons 


31036. 


.31302, 


31041. 


.31313, 


31365. .31475 






Seq. No. 


25713 








Seq. ID 


OJ991114 


_32. 9C15 


.C9 


Gene No. 


53411 








Strand 










60989 








End 


64668 






Name 


OJ991114 32.9C15.C9. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


434 95 








End 


44129 






GI 


none 








Score 


66 






Exons 


43495. 


.43548, 


43626. 


.43706, 


43626. .43691, 43628 


. .43705, 






43767. 


.43910, 


43774. 


.43956, 


44024. .44113, 44025 


. .44129 




Seq. No. 


25713 








Seq. ID 


OJ991114 


_32 . 9C15 


.C9 


Gene No. 


53411 








Strand 








Start 


60989 








End 


64668 






Name 


OJ991114 32.9C15.C9. 


o7 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


43821 








End 


44789 






GI 


none 








Score 


113 






Exons 


43821. 


.43910, 


43822. 


.43956, 


43822. .43911, 44015 


. .44116, 






44024. 


.44119, 


44025. 


.44129, 


44191. .44259, 44192 


. .44257, 






44199. 


.44288, 


44201. 


.44263, 


44681. .44782, .44682 


. .44789 




Seq. No. 


25713 








Seq. ID 


OJ991114 


_32. 9C15 


.C9 


Gene No. 


53411 








Strand 








Start 


60989 








End 


64668 






Name 


OJ991114 32.9C15.C9. 


o3.tm 


Method 


TBLASTX:: 


Maize 




Start 


44885 








End 


45881 






GI 


none 








Score 


173 






Exons 


44885. 


.45067, 


44886. 


.45011, 


45217. .45312, 45230 


. .45313, 






45230. 


.45313, 


45312. 


.45416, 


45315. .45416, 45316 


. .45447, 






45317. 


.45418, 


45507. 


.45635, 


45511. .45633, 45512 


. .45808, 






45513. 


.45653, 


.45596. 


.45709, 


45630. .45731, 45631 


. .45735, 






45772. 


.45807, 


45837. 


.45881 










Seq. ' No. 


25713 








Seq. ID 


OJ991114 


_32.9C15 


-C9 


Gene No. 


53411 - 








Strand 








Start 


60989 








End 


64668 






Name 


OJ991114 32.9C15.C9. 


oil . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


49384 








End 


50930 






GI 


none 








Score 


106 






Exons 


49384. 


.49443, 


49384. 


.49443, 


50021. .50161, 50021 


. .50161, 






50022. 


.50162, 


50023. 


.50163, 


50032. .50163, 50716 


. .50799, 






. 50731. 


.50766, 


50755. 


.50799, 


50894. .50929, 50895 


. .50930 




Seq. No. 


25713 








Seq. ID 


* OJ991114 


_32.9C15 


.C9 


Gene No. 


53411 








Strand 








Start 


60989 








End 


64668 






Name 


OJ991114 32.9C15.C9. 


ol . tm 


Method 


TBLASTX : 1 


Maize 




Start j*. - 


50932 








End 


55992 






GI 


none 








Score 


55 






Exons 


50932. 


.50970, 


51074. 


.51121, 


54720. .54944, 54720 


. .54914, 






54755. 


.54964, 


55021. 


.55197, 


55031. .55198, 55031 


. .55204, 





25791 



55318. .55539, 55326 .. 55640, 55334 55642, 55597 5564 1 , 

55626. .55733, 55720 .. 55761, 55769. . 55807, 55773 55805, 

55793. .55816, 55806 .. 55895, 55828 .. 558 96, 55829 55897 , 

55846.-55896, 55904 .. 55984, 55910 .. 55990, 55921.. 55992 



Seq. No. 


25713 


Seq. ID 


OJ991114_32. 9C15.C9 


Gene No. 


53411 


Strand 




Start 


60989 


End 


64668 


Name 


OJ991114 32.9C15.C9.o5.ts 


Method 


TBLASTX: Soybean 


Start 


55021 


End 


55419 


GI 


none 


Score 


188 


Exons 




55031. .55207, 55033. .55194, 




55035. .55262, 55333 .. 554 19, 


55334. .55417 


Seq. No. 


25713 


Seq. ID 


OJ991114_32. 9C15.C9 


Gene No. 


53411 


Strand 




Start 


60989 


End 


64668 


Name 


OJ991114 32.9C15.C9.o7.np 


Method 


AAT/NAP 


Start 


60989 


End 


64 66,8 


GI 




Score 


367 v " 


Exons 


60989. .61077, 63610 .. 64228, 


64334. .64509, 64569. .64668 


GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25713 


Seq. ID 


OJ991114_32.9C15.C9 


Gene No. 


53411 


Strand 




Start 


60989 ' 


End 


64668 


Name 


OJ991114_32.9C15.C9.o4.ts 


Method 


TBLASTX : Soybean 


Start 


64366 


End. 


64658 


GI 


none 


Score 


76 


Exons 


64366. .64497, 64379 .. 6448 9, 


64581. .64 658, 64591. .64 653 


Seq. No. 


25714 


. Seq. ID 


OJ991114 32.9C15.C10 


Gene No. 


53412 


Strand 


+ 


Start 


9 


End 


3146 


Name 


OJ991114__32.9C15.C10.ol.gs 


Method 


GENSCAN 


Start 


y 


End 


3146 


GI 


none 


Score 


.54 


Exons 


9.. 47, 579..7.30, 2591.. 2699, 


2937. .3146 


Seq. No. 


25714 


Seq. ID 


OJ991114_32. 9C15.C10 


Gene No. 


53413 


Strand 


+ 


Start 


6838 


End . 


9488 


Name 


OJ991114 32.9C15.C10.o2.gs 


Method 


GENSCAN 


Start 


6838 


End 


9488 


GI 


none 


Score 


.4 


Exons 


6838.. 6931, 8103.. 8136, 8172 


..8511, 9237. .9280, 9308. .9488 


Seq. No. 


25714 


Seq. ID 


OJ991114_32.9C15.C10 


Gene No. 


53414 


Strand 




Start 


13960 


End 


16627 


Name 


OJ991114 32.9C15.C10.ol.np 


Method 


AAT/NAP 


Start 


13960 


End 


16627 


GI 


6907090 


Score 


84 


Exons 


13960. .14038, 148 93 .. 15217, 


16566. .16627 


GI Descrip. 


(AP001129) Similar to Oryza 


sativa root 


-specific RCc3 mRNA. 



(L27208) 



25792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25715 
53415 
2104 

OJ991114_32. 9C15.Cll.ol.gs 

2104 

none 

2104. .2177, 2260. .2322 

25715 

53416. 

8734 

OJ991114_32.9C15.Cll.o3.gs 

8734 

none 



Seq. ID OJ991114_32.9C15.Cll 

Strand + 

End 2322 

Method GENSCAN 

End 2322 

Score .48 



Seq. ID OJ991114_32.9C15.Cll 

Strand + 

End 12220 

Method GENSCAN 

End 12220 

Score . 67 



8734. .8799, 9849.-9935, 104 93 .. 10836, 11525 .. 11705, 12041. .12220 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991114 32.9C15.C15 



25716 
53417 
114 

-OJ991114_32.9C15.C15.ol.gp 
114 

17595_1.R1084 
•114. .589 

'24 93318/sp|Q41001|BCP_PEA 4.0e-19 BLUE COPPER PROTEIN PRECURSOR 
>gi_56277 9_emb_CAA80963_ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264jprf 2115352A blue Cu protein [Pisum 

sativum] f 



589 

AAT/GAP 

589 

948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990704_50.9C17.C1 



25717 
53418 
488 

OJ990704_50.9C17.Cl.ol.np 
488 

2498930 
488. .548, 716. .1123 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Strand 
End 

Method 
End 

Score ■ 



+ 

1123 
AAT/NAP 
1123 
732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25717 Seq. ID 

53418 Strand 

488 End 
OJ990704_50.9C17.Cl.ol.gs Method 

489 *End 
none Score 
489. .548, 716. .1110 



OJ990704_50.9C17.C1 
+ 

1123 
GENSCAN 
1110 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25718 Seq. ID 

53419 Strand 
247 End 
OJ990704_50 . 9C17 . C3 . ol . gs Method 
247 End 
none Score 
247. .658, 778. .977, 1253. .1343, 1438.. 
4889. .4991, 6004. .6397, 7902. .8268 



OJ990704_50.9C17.C3 

8306 
GENSCAN 
8268 
.47 

2521, 3413.. 3534, 



Seq. No. 
Gene No. 



25718 
53419 



Seq. ID 
Strand 



OJ990704 50.9C17.C3 



25793 




Start 


247 


End 


8306 




Name 


OJ990704 50.9C17.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


1564 


End 


2010 




GI 


none 


Score 


77 




Exons 


1564. .1782, 1564. .1788, 1638. 


.1793, 1671. .1784, 1780. .1980 




1783.. 1980, 1812.. 1982, 1963. 


.2010 






Seq. No. 


25718 


Seq. ID 


OJ990704_50.9C17 


.C3 


Gene No . 


53419 


Strand 


— 




Start 


. 247 


End 


8306 




Name 


OJ990704 50.9C17.C3.ol.tc * 


Method 


TBLASTX: Cress 




Start 


7810 


End 


8304 




GI 


none 


Score 


81 




Exons 


7810. .8043, 7817. .8020, 8161. 


.8304 






Seq. No. 


25718 


Seq. ID 


OJ990704_50.9C17 


.C3 


Gene No . 


53419 


Strand 


— 




Start 


247 


End 


8306 




Name 


■ : OJ990704 50.9C17.C3.ol.tm 


Method 


TBLASTX : Maize 




Start 


7814 


End 


8043 




GI 


none 


Score 


81 




Exons 


7814. .8020, 7816. .8043 








Seq. No. 


25718 


Seq. ID 


OJ990704_50. 9C17 


.C3 


Gene No. 


53419 


Strand 






Start 


247 


End 


8306 




Name 


OJ990704 50.9C17.C3.ol.np 


Method 


AAT/NAP 




Start 


7819 . 


End 


8306 




GI 


3402709 


Score 


253 




Exons 


7819.. 8306 








GI Descrip. 


(AC004261) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25718 - 


Seq. ID 


OJ990704_50.9C17 


.C3 


Gene No . 


53419 


Strand 






Start 


247 


End 


8306 




Name 


OJ990704 50.9C17.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7819 


End 


8043 




GI 


none 


Score 


190 




Exons 


7819. .8043 








Seq. No. 


25719 


Seq. ID 


OJ990704_50.9C17 


.C4 


Gene No. 


53420 


Strand 


+ 




Start 


4480 


End 


4617 




Name 


OJ990704 50.9C17.C4.ol.gp 


Method 


AAT/GAP 




Start 


4480* 


End 


4617 




GI 


uC-osflcyp078c03al 


Score 


228 




Exons 


4480. .4617 








GI Descrip. 


'5002520/emb| CAB44323.il 3.0e- 


-39 (AL078606) putative 






phospholipase D-gamma [Arabidopsis thaliana] 1 




Seq. No. 


25719 


Seq. ID 


OJ990704_50.9C17 


.C4 


Gene No. 


53421 


Strand 


+ 




Start 


8684 


End 


8746 




Name 


OJ990704 50.9C17.C4.o3.gp 


Method 


AAT/GAP 




Start 


8684 


End 


8746 




GI 


4715947 


Score 


68 




Exons 


8684. .8746 









25794 




GI Descrip. 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


25719 


Seq. ID 


OJ990704_50 


9C17 


-C4 


Gene No. 


53422 


Strand 








Start 


1 


End 


8288 






Name 


OJ990704_50.9C17.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2551 






GI 


5042169 


Score 


661 






Exons 


1..150, 1013. .2551 










GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


25719 


. Seq. ID 


OJ990704_50 


9C17 


.C4 


Gene No. 


53422 


Strand 








Start 


1 


End 


8288 






Name 


OJ990704 50.9C17.C4.ol.gs ' 


Method 


GENS CAN 






Start 


97 


End 


2749 






GI 


none 


Score 


.54 






Exons 


97. .160/ ; .1020. .1852, 2087.. 


2749 









Seq. No. 25719 
Gene No. 53422 
Start 1 

Name OJ990704__50 . 9C17 . C4 . o2 . np 

Start 1681 
GI 3805845 

Exons 1681.. 1708, 3763.. 4055, 4482 

5707. .5854, 5941. .6009, 6094 
7353. .8270 

GI Descrip. (AL031986) putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

.Method 

End 

Score 
.4670, 4803. .4973, 
.6354, 6550. .6754, 



OJ990704_50.9C17.C4 

8288, 
AAT/NAP 
8270 
2248 



5229. 
7076. 



,5377, 
,7215, 



Seq. No. 25719 

Gene No. 53422 

Start 1 

Name OJ990704_50 . 9C17 . C4 . o2 . gs 

Start 3762 

GI none 

Exons- 3762. .4055, 4482. .4685, 4803. 

6094. .6354, 6550. .6744, 7353. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990704 50.9C17.C4 



8288 
GENSCAN 
8288 
.92 

4973, 5229.. 5377, 5707.. 5854, 
8288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



25719 
53422 
1 

OJ990704_50. 9C17.C4 .o2.gp 
6261 
2798206 

6261. .6354, 6550. .6744, 
3805845/emb|CAA214 65.1| 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990704 50.9C17.C4 



8288 
AAT/GAP 
7583 
1115 

7099.. 7215, 7353.-7583 
2.0e-83 (AL031986) putative protein 



25719 Seq. ID 

53423 Strand 

9384 End 

OJ990704 50.9C17.C4.o2.tm Method 



OJ990704_50.9C17.C4 
9557 

TBLASTX: Maize 



25795 




Start 


1013 










End 


2563 




GI 


none 










Score 


117 




Exons 


1013. . 


1183, 


1097. 


.1273, 


1145. 


.1504, 1454. .1741, 


1769. .1945, 




1943. . 


2221, 


2015. 


.2128, 


2075. 


.2311, 2291.. 2419, 


2378. .2563, 




2402. . 


2503 














Seq. No. 


25719 










Seq. ID 


OJ990704 


_50.9C17.C4 


Gene No. 


53423 










Strand 






Start 


9384 










End 


9557 




Name 


OJ990704 50 


. 9C17 . 


C4 . o3 . 


tc " 


Method 


TBLASTX: 


Cress. 


Start 


1013 










End 


2563 




GI 


none 










Score 


111 




Exons 


1013. . 


1072, 


1040. 


.1234, 


1106. 


.1516, 1109.. 1390, 


1412. .1741, 




1412. . 


1729, 


1775. 


.1894, 


1790. 


.1951, 1916.. 2032, 


1970. .2164, 




2051. . 


2320, 


2084. 


.2320, 


2258. 


.2320, 2393.-2563, 


2399. .2563 


Seq. No. 


25719 










Seq. ID 


OJ990704 


_50.9C17.C4 


Gene No. 


53423 










Strand 






Start 


9384 • 










End 


9557 




Name 


OJ990704 50 


.9C17. 


C4.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1040 










End 


2479 




GI 


none 










Score 


118 




Exons 


1040. . 


1240, 


1166. 


.1537, 


1469. 


.1744, 1769. .1840, 


1790. .1951, 




1967. . 


2176, 


2096. 


.2320, 


2372. 


.2479 






Seq. No. 


25719 










Seq. ID 


OJ990704 


_50.9C17'.C4 


Gene No. 


53423 










Strand 






Start 


9384 










End 


9557 




Name 


OJ990704 50 


. 9C17. 


C4.o4. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1169 










End 


2563 




GI 


none 










Score 


45 




Exons 


1169. . 


1270, 


1316. 


.1555, 


1472. 


.1741, 1793. .1951, 


1940. .2041, 




1946. . 


2182, 


2017. 


.2163, 


2105. 


.2320, 2378. .2485, 


2402. .2563 


Seq. No. 


25719 










Seq. ID 


OJ990704 


_50.9C17.C4 


Gene No. 


53423 










Strand ' 






Start 


9384 










End 


9557 




Name 


OJ990704 50 


.9C17. 


C4.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3742 










End 


4061 




GI 


none 










Score 


240 




Exons 


3742.. 


4059, 


3762. 


.4061 










Seq. No. 


25719 










Seq. ID 


OJ990704 


_50.9C17.C4 


Gene No. 


53423 










Strand 






Start 


9384 










End 


9557 




Name 


OJ990704 50 


.9C17. 


C4.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3756 










End 


7212 




GI 


none 










Score 


204 




Exons 


3756. . 


4046, 


3799. 


.4047, 


4104. 


.4145, 4514. .4663, 


4515. .4688, 




4518. . 


4673, 


4519. 


.4680, 


4848. 


.4901, 5229.-5378, 


5229. .5417, 




5230. . 


5379, 


5705. 


.5857, 


5706. 


.5855, 5950.. 6003, 


5968. . 6012, 




6091. . 


6144, 


6241. 


.6342, 


6248. 


.6343, 6256.-6345, 


6541. . 6723, 




6553. . 


6741, 


6560. 


.6745, 


7102. 


.7212 






Seq. No. • 


25719 










Seq. ID 


OJ990704 


_50. 9C17.C4 


Gene No. 


53423 










Strand 






Start 


9384 










End 


9557 





25796 



Name 

Start 

GI 

Exons 



OJ990704_50 . 9C17 . C4 . ol . tw Method 

3766 End 

none Score 
3766.. 4056, 3768.. 4058 



TBLASTX: Wheat 

4058 

233 



Seq. No. 25719 
Gene No. 53423 
Start 9384 

Name OJ990704_50 . 9C17 . C4 . ol . tm 

Start - 3789- 
GI none 
Exons 3789.. 3911, 

4487. .4597, 

5230. .5379, 

6553.-6675, 



7378. 
7834. 



3799. 
4524 . 
5726. 
6560. 
.7437, 7467. 
.7989 



.3900, 3906. 

.4676, 4857. 

.5851, 5950. 

.6673, 6697. 

.7709, 7476. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990704 50.9C17.C4 



9557 

TBLASTX: Maize 
7989 
54 

4058, 3928.. 4053, 4485. 
4913, 5205.. 5378, 5229. 
6003, 6250.. 6342, 6251. 
6741, 7135.. 7218, 7377. 



,4679, 
,5378, 
, 6343, 
,7454, 



.7676, 7519.. 7680, 7818. .7985, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25719 
53423 
9384 

OJ990704_50.9C17.C4.o4 .ts 

4512 

none 



Seq. ID OJ990704_50.9C17.C4 
Strand 
End 

Method 
End 
Score 



9557 

TBLASTX : Soybean 

4682 

165 



4512. .4682, 4513. .4668, 4518. .4679 



OJ990704 50.9C17.C4 



Seq. No. 25719 Seq. ID 

Gene No. 53423 Strand 

Start 9384 End 

Name OJ990704_50 . 9C17 . C4 . o3 . tw Method 

Start 4523 End 

GI none Score 

Exons 4523. .4582, 4524. .4679, 4524. .4679, 4528. .4680, 4532. .4681, 
4643. .4681 



9557 

TBLASTX: Wheat 

4681 

159 



Seq. No. 25719 
Gene No. 53423 
Start 9384 

Name OJ990704_50 . 9C17 . C4 . ol . ts 

Start 4884 
GI none 

Exons 4884.. 4976, 5229.. 5411, 5230. 

5706.. 5864, 5708.. 5875, 5941. 
6154.. 6252, 6228.. 6335, 6233. 
6554.. 6745, 7069.. 7206, 7096. 
7130. .7216, 7356.-7454, 7357. 



Seq. ID OJ990704_50.9C17.C4 
Strand 

End 9557 

Method TBLASTX : Soybean 

End 7454 

Score 176 

.5379, 5691.. 5864, 5705.. 5863, 
.6003, 594'5..6001, 6091.. 6162, 
.6340, 6235.. 6369, 6535.. 6747, 
.7212, 7097.. 7234, 7125.. 7250, 
.7437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25719 
53423 
9384 

OJ990704_50. 9C17 . C4 . o2 . tw 

7386 

none 



Seq. ID OJ990704_50.9C17.C4 
Strand 

End 9557 

Method TBLASTX: Wheat 

End 7709 

Score 54 



7386. .7451, 7386. .7457, 7467. .7676, 7467 .. 7709,. 7519 .. 7686 



25719 
53423 



Seq. ID OJ990704_50.9C17.C4 
Strand * - * ■ 



25797 



Start 


9384 


End 


9557 




Name 


OJ990704 50. 9C17 . C4 . o3 . ts 


Method 


TBLASTX: Soybean 




Start 


7467 


End 


7985 




GI 


none 


Score 


103 




Exons 


7467. .7709, 7468. .7680, 7818. 


.7985 






Seq. No. 


25719 


Seq. ID 


OJ990704_50. 9C17 


.C4 


Gene No. 


53423 


Strand 






O Lai 1. 


9384 

Zf J O *a 


End 


9557 




Name 


OJ990704 50.9C17.C4.ol.tc 


. Method 


TBLASTX: Cress 




Start 


7 494 


End 


8256 




GI 


none 


Score 


119 




Exons 


7494. .7709, 7495. .7671, 7794. 


.8072, 7813. .8064, 8133. .8234, 




8134. .8256 








Seq. No. 


25719 


Seq. ID 


OJ990704_50.9C17 


.C4 


uCilC LV w • 


S3423 


Strand 






Start 


9384 


End 


9557 




Name 


OJ990704 50.9C17.C4..o4.gp 


Method 


AAT/GAP 




Start 


9384 


End 


9557 




GI 


2797562 


Score 


313 




Exons 


9384.. 9557 








Seq. No. 


25720 


Seq. ID 


OJ990704_50. 9C17 


-C5 


Gene No. 


53424 


Strand 


+ 




Start 


1739 


End 


2153 




Name 


OJ990704 50 9C17 C5 ol od 


Method 


AAT/GAP 




Start 


1739 


End 


2153 




GI 


uC-osflM202086f04al 


Score 


830 




Exons 


1739.. 2153 








GI Descrip. 


f 3805845/emb|CAA21465.1| 2.0e 


-83 (AL031986) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


25720 


Seq. ID 


OJ990704_50. 9C17 


.C5 


Gene No. 


53425 


Strand 


+ 




Start 


6583 


End 


18663 




Name 


OJ990704 50.9C17.C5.o2.np 


Method 


AAT/NAP 




Start 


6583 


End 


11227 




GI 


4680203 


Score 


1932 




Exons 


6583.. 6625, 7918.. 9491, 9534. 


.9626, 9780.. 10010, 10286. 


.1122* 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


25720 


•Seq. ID 


OJ990704_50. 9C17 


.C5 


Gene No. 


53425 


Strand 


+ 




Start 


6583 


End 


18663 




Name 


OJ990704 50.9C17.C5.o3.gs 


Method 


GENSCAN 




Start 


7918 


End 


18076 




GI 


none 


Score 


.51 




Exons 


7918.. 8974, 9065. .9276, 10014 


. . 10187, 


10247. .11171, 






11549. .11628, 11808. .12336, 15062 .. 15795, 15874 .. 15996, 






16032. .16334, 16416. . 17248, 17331 .. 17501, 17 668 .. 17839, 






17945. .18076 








Seq. No. 


25720 


Seq. ID 


OJ990704 50.9C17 


.C5 


Gene No. 


53425 


Strand 


+ 




Start 


6583 


End 


18663 




Name 


OJ990704 50.9C17.C5.o2.gp 


Method 


AAT/GAP 





25798 



Start 9882 End 11341 

GI 5002953 Score 1276 

Exons 9882.. 10013, 10271 10680, 11160.. 11341 

GI Descrip. 4 680203/gb | AAD27566 . 1 | AF114171_7 1.0e-39 (AF114171J TNP2-like 
protein [Sorghum bicolor] 



Seq. No. 


25720 


Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53425 


Strand 


+ 


Start 


6583 


End 


18663 


Name 


OJ990704 50.9C17.C5.o3.np 


Method 


AAT/NAP 


Start 


11767 


End 


18663 


GI 


5734709 


Score 


302 


Exons 


11767. .12366, 14 837 .. 14 941, 


18582. .18663 


GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase doma. 




[Arabidopsis thaliana] 






Seq. No. 


25720 


Seq. ID 


OJ990704_50. 9C17.C5 


Gene No. 


53425 


Strand 


+ 


Start 


6583 


End 


18663 


Name 


OJ990704 50. 9C17 . C5 . o3 . gp 


Method 


AAT/GAP 


Start 


17657 


End 


18184 


GI 


LIB3431-001-P1-N1-B5 


Score 


741 


Exons 


17657. .17839, 17945. .18184 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . 0e- 


-39 (AF114171) TNP2-1 




protein [Sorghum bicolor]' 






Seq. No. 


25720 


Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53426 


Strand 




Start 


766 


End 


5858 


Name 


OJ990704 50.9C17.C5.ol.np 


Method 


AAT/NAP 


Start 


766 


End 


5858 


GI 


6665543 


Score 


878 


Exons 


766. .923, 2007. .3090, 3255.. 


3344, 3557 


..3632, 5821.. 5858 


GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


25720 


Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53426 


Strand 




Start 


766 


End 


5858 


Name 


OJ990704 50.9C17.C5.ol.gs 


Method 


GENSCAN 


Start 


1835 


End 


5043 


GI 


none 


Score 


.71 


Exons 


1835. .3090, 3557. .3883, 4170 


. .5043 




Seq. No. 


25720 


Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53427 


Strand 




Start 


6745 


End 


7616 


Name 


OJ990704 50.9C17.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


2059 


End 


3011 


GI 


none 


Score 


243 


Exons 


2059.. 2508, 2063.. 2578, 2262 


..2507, 2588.-2995, 2612. .2893, 




2640. .2981, 2769. .3011 






Seq. No. 


25720 


Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53427 


Strand 




Start 


6745 


End 


761*6 


Name 


OJ990704 50.9C17.C5.ol.tc 


, Method 


TBLASTX: Cress 


Start 


2063 


End 


4965 



25799 




GI 


none 








Score 


165 


Exons 


2063. .2581/ 


2280. 


.2507, 


2455. 


.2589, 2582. .3082, 2634. .3020, 




3561. .3623, 


3975. 


.4037, 


4888. 


.4965 




Seq. ' No. 


25720 








Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53427 








Strand 




Start 


6745 








End 


7616 


Name 


OJ990704 50 


. 9C17. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2195 








End. . 


3013 


GI 


none 








.Score ■ 


201 


Exons 


2195. .2581, 


2259. 


.2492, 


2458. 


.2529, 2603.. 2785, 2637..2750, 




2768. .3013, 


2772. 


.2978 








Seq. No. 


25720 








Seq. ID 


OJ990704_50.9C17.C5 


Gene No . 


53427 








Strand 




Start 


6745 








End 


7616 


Name 


OJ990704 50 


. 9C17. 


C5.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2256 








End 


2524 


GI 


none 








Score 


102 


Exons 


2256. .2393, 


2258. 


.2392, 


2396. 


.2524, 2421. .2513 


Seq. No. 


.25720 








Seq. ID 


OJ990704_50.9C17.C5 


Gene No . 


53427 








Strand 




Start 


6745 








End 


7616 


Name 


OJ990704 50 


.9C17. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2525 








End 


2936 . 


GI 


none 








Score 


148 


Exons 


2525.. 2581, 


2600. 


.2896, 


2605. 


.2781, 2606. .2905, 2634. .2936 


Seq. No. 


25720 








Seq. ID 


OJ990704_50.9C17.C5 


Gene No . 


53427 








Strand 




Start 


6745 








End 


7616 


Name 


OJ990704 50 


. 9C17. 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


6745 








End 


7616 


GI 


none 








Score 


.63 


Exons 


. 6745.. 7325, 


7345. 


.7358, 


7552. 


.7616 




Seq. No. 


25720 








Seq. ID 


. OJ990704_50. 9C17.C5 


Gene No . 


53428 








Strand 




Start 


8272 








End ' 


9335 


Name 


OJ990704 50 


. 9C17. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8272 








End 


8952 


GI 


none 








Score 


218 


Exons 


8272. .8670, 


8511. 


.8672, 


8718. 


.8813, 8719.. 8823, 8827.. 8952 


Seq. No. 


25720 








Seq. ID 


OJ990704_50.9C17.C5 


Gene No . 


53428 








Strand 




Start 


8272 








End 


9335 


Name 


OJ990704 50 


. 9C17. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8551 








End 


8970 


GI 


none 








Score 


126 


Exons 


8551. .8670, 


8553. 


.8672, 


8725. 


.8970, 8725. .8958 


Seq. No. 


25720 








Sejq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53428 








Strand 




Start 


8272 








End 


9335 


Name 


OJ990704 50 


,9C17. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 



25800 




Start 


8718 






End 


9048 


GI 


none 






Score 


309 


Exons 


8,718. .8855, 


8719. 


.9048, 8892 


. .8951, .8902. .9006, 8973. .9047 


Seq. No. 


25720 






Seq. ID 


OJ990704__50. 9C17.C5 


Gene No. 


5342c 






Strand' - 




Start 


8272 






End 


9335 


Name 


OJ990704 50. 


9C17. 


C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


.8893 






End 


9335 


GL 


none 






Score 


228 


Exons 


8893.. 9138, 


8943. 


.9134, 9142 


..9258, 9237.. 9335 


Seq. No. 


25720 






Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53428 






Strand 




Start 


o2 i 2 






End 


9335 


Name 


OJ990704 50. 


9C17. 


C5.o6. tw 


Method 


TBLASTX: Wheat 


Start 


8953 






End 


9258 


GI 


none 






Score 


56 


Exoris 


8953. .8994, 


8986. 


.9096, 8995 


..9111, 8999. .9097, 9003. .9173, 




9114. .9239, 


9142. 


.9258 






Seq. No. 


25720 






Seq. ID 


OJ990704_50. 9C17.C5 


Gene No. 








Strand 




Start 


9543 






End 


9893 


Name . 


OJ990704 50. 


9C17. 


C5.o5. tw 


Method 


TBLASTX : Wheat 


Start 


9543 






End - 


9893 


'GI 


none 






Score 


183 


Exons 


9543.-9773, 


9572. 


.9772, 9809 


..9892, 9810. .9893 


Seq. No. 


25720 






Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


C O A O O 

53423 






Strand 




Start 


9543 






End 


9893 


Name 


OJ990704 50. 


9C17. 


C5.o4 . tm 


Method 


TBLASTX: Maize 


Start 


9549 






End 


9764 


GI 


none 






Score 


166 


Exons 


9549. .9695, 


9576. 


.9674, 9578 


..9685, 9702. .9764 


Seq. No. 


25720 






Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


oo4 JU 






Strand 




Start 


9801 






End 


11116 


Name 


OJ990704 50. 


9C17. 


C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


9801 






End 


10265 


GI 


none 






Score 


272 


Exons 


9801. .10265, 


9818 


..9994, 10130. .10246 




Seq. No. 


- 

25720 






Seq. ID 


OJ990704_50.9C17.C5 


Gene No. 


53430 






Strand 




Start 


9801 






End 


11116 


Name 


OJ990704 50. 


9C17. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9897 






End 


11116 


GI 


' none 






Score 


317 


"Exons 


9897. .10298, 


9941 


..10297, 10237. .10386, 


10253. .10438, 




10457. .10618 


, 10474. .10614, 


10622. .10813, 10657. .10797, 



10802. .10849, 10853. .10894, 10856 10894, 10918 .. 10995 , 
10919. .11023, 11024. .11116 

Seq. No. 25720 Seq. ID OJ990704_50 . 9C17 . C5 



25801 



Gene No. 


53430 


Strand 




Start 


9801 


End 


11116 


Name 


OJ990704 50. 9C17.C5.o3.tc 


Method 


TBLASTX: Cress 


Start 


10237 


End 


10609 


GI 


none 


Score 


167 


Exons 


10237. .10386, 10253 .. 10438, 


10457. . 10609> 10474. .10596 


Seq. No. 


25721 


Corr T Pi 




Gene No. 


53431 


otrana 




Start 


3037 - 


r nr l , 

iina ' 




Name 


OJ990704 50. 9C17 . C6 . ol . gp 


Method 


AAT/GAP 


Start 


3037 


End 


3342 


GI 


572141 


Score 


530 


Exons 


3037.. 3342 






Seq. No. 


25721 


Seq. ID 


OJ990704_50.9C17.C6 


Gene No. 


53432 


Strand 




Start 


4993 


End 


6889 


Name 


OJ990704 50. 9C17 . C6 . o2 . gp 


Method 


AAT/GAP 


Start 


4557 


End 


5180 


GI 


5003043 


Score 


1204 


Exons 


4557. .5180 






GI Descrip. 


4097690 8.0e-12 (U66592) prohibitin 2 


[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_4099801 (U89791) prohibitin-like protein [Arabidopsis 
thaliana] >gi_4204301 (AC003027) prohibitin 2 [Arabidopsis 
thaliana] 



25721 
53432 
4993 

OJ990704_50. 9C17 . C6 . o2 . gs 

4993 

none 



Seq. ID OJ990704_50.9C17.C( 
Strand 

End 6889 

Method GEN SCAN 

End 6874 

Score .88 



4993. .5115, 5377. .5589, 5743. .5913, 6467. .6583, 6719. .6874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25721 
53432- 
4993 

OJ990704_50.9C17.C6.ol.np 
4996 
2842494 

4996.. 5187, 5377.. 5589, 
(AL0217 
gi|4097 
gi|4097 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5743. .5913, 



OJ990704 50.9C17.C6 



6889 
AAT/NAP 
6889 
1005 
6467. .6583, 



6719. .6889 
thaliana] 



4 9) prohibitin-like protein [Arabidopsis 
688 (U66591) prohibitin 1 [Arabidopsis thaliana] 
694 (U66594) prohibitin 1 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990704 50.9C17.C6 



25721 
53432 
4993 

OJ990704_50.9C17.C6.o3.gp 
6459 
3106717 
6459.. 6583, 6719.. 6828 

2842494/emb|CAA16891.1| 2.0e-ll (AL021749) prohibitin-like 
protein [Arabidopsis thaliana] >gi_4097688 (U66591) prohibitin 1 
[Arabidopsis thaliana] >gi_4097694 (U66594) prohibitin 1 
[Arabidopsis thaliana] 



6889 
AAT/GAP 
6828 
333 



25802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 



25721 Seq. ID 

53433 Strand 
8123 End 
OJ990704_50 . 9C17 . C6 . o4 . gp Method 
7778 End 
3763537 Score 
7778. .8211, 8544. .8669 

1076387/pir | | S51938 1.0e-29 protein kinase homolog - Arabidopsis 
thaliana >gi_717180_emb_CAA55866_ (X79279) protein -kinase 
homologous to shaggy and glycogen synthase klnase-3 [Arabidopsis 
thaliana] 



•OJ990704_50.9C17.C6 

12989 
AAT/GAP 
8669 
987 



25721 Seq. ID 

53433 Strand 

8123 End 

OJ990704_50 . 9C17 . C6 . o3 . gs Method 

8123 End 

none Score 



OJ990704_50.9C17.C6 

12989 
GENS CAN 
12887 
.92 



8123. .8211, 8544. .8646, 8748. .8831, 9145. .9240, 9327. .9377, 
9739. .9795, 10730 .. 10804 , 11896 .. 12168 , 12395 .. 12487, 
12837. .12887 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 



Seq. No. 
Gene No. 
Start 



OJ990704 50.9C17.C6 



25721 Seq. ID 

53433 Strand 
8123 - End 
OJ990704_50 . 9C17 . C6 . o2 . np Method 
8126 End 
2160191 Score 
8126. .8211, 8544. .8646, 8748. .8831, 
9446.. 9586, 9739.. 9795, 10730. 
12249. .12308, 12395 .. 12512, 12789. .12989 
(AC000132) Identical to A. thaliana AtK-1 (gb 1X79279) 
[Arabidopsis thaliana] 



12989 
AAT/NAP 
12989 
1465 

9145. .9240, 9327. 
10804, 11896. .12168, 



9377, 



25721 Seq. ID 

53433 Strand 

8123 End 

OJ990704_50 . 9C17 . C6 . o5 . gp Method 

8764 End 

4968758 Score 
8764. .8831, 



OJ990704_50. 9C17.C6 

12989 
AAT/GAP 
9779 
694 



9145. .9240, 9327. .9377, 9446. .9586, 9739. .9779 
2160191 2.0e-70 (AC000132) Identical to A. thaliana AtK-1 
(gb_X79279) . [Arabidopsis -thaliana] 



25721 
53434 
15592 

OJ990704_50.9C17.C6.o2.ts 

2615 

none 

2615. .2824, 2633.. 3064, 2658. 
3137. .3322 

25721 
53434 
15592 



OJ990704_50.9C17.C6 
19652 

TBLASTX: Soybean 

3322 

137 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2849, 2892.. 3065, 3080.. 3118, 



Seq. ID 

Strand 

End 



OJ990704 50.9C17.C6 



19652 



25803 




Name 

Start 

GI 

Exons 



OJ990704 50.9C17.C6.ol.tm 



Method TBLASTX : Mai ze 



2624 End 3798 

none Score 135 

2624. .2812, 2633. .2869, 2670. .2849, 2892. .3026, 2906. .3025, 

3023. .3130, 3026. .3115, 3128. .3349, 3404. .3442, 3514. .3537, 
3616. .3798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 



25721 
53434 
15592 

OJ990704_50.9C17 .C6.o3.tc 

2738 

none 

2738.-2869, 2739.-2849, 2883. 
3008. .3073, 3134. .3442, 3237. 

25721 
53434 
15592 

OJ990704_50.9C17.C6.o3.tw 

2745 

none 

2745.. 2798, 2747.. 2803, 2807. 
3086.. 3118, 3090.. 3119, 3116. 



25721 .. 
53434 ; 
15592 
OJ990704 
4982 



50.9C17.C6.o5.tc 



none 

4982. .5176, 4984. .5211, 5014. 

5405.. 5590, 5725.. 5922, 5738. 

6462.. 6638, 6716.. 6838, 6717. 

25721 
53434 
15592 

OJ990704_50.9C17.C6.o4.tm 

4986 

none 

4986. .5111, 4987. .5190, 4992. 
5375.. 5590, 5376.. 5534, 5377. 
5743. .5913, 6452. .6586, 6454. 
6465.. 6638, 6716.. 6838, 6717. 

25721 
53434 
15592 

OJ990704_50.9C17.C6.o6.ts 

5014 

none 

5014. .5190, 5036. .5194, 5367. 
5725.. 5913, 5742.. 5852, 5753. 

25721 
53434 



Seq. ID OJ990704_50.9C17.C6 
Strand 

End 19652 
Method TBLASTX: Cress 
End 3442 ' 

Score 67 

.3047, 2905. .2976, 2906. .3049, 
.3431 

Seq. ID OvJ990704_50.9C17.C6 
Strand - 

End 19652 . 

Method TBLASTX : Wheat 
End 3193 
Score 56 

.2851, 2898. .3050, 2906. .3049, 
.3193 

Seq. ID OJ990704_50.9C17.C6 
Strand 

End 19652 
Method TBLASTX : Cress 
End 6838 
Score 102 

.5190, 5373. .5534, 5377. .5592, 
.5914, 6452. .6586, 6461. .6634, 
.6788 

Seq. ID OJ990704_50. 9C17. C6 
Strand 

End 19652 
Method TBLASTX: Maize 
End 6838 
Score 195 

.5192, 5014. .5190, 5024. .5194, 
.5592, 5377.. 5592, 5725.. 5922, 
.6522, 6461. .6586, 6462. .6590, 
.6794 

Seq. ID OJ990704_50. 9C17.C6 
Strand 

End 19652 

Method TBLASTX : Soybean 

End 5921 

Score 111 

.5534, 5377. .5592, 5405. .5590, 
.5914, 5760. .5921 

Seq. ID OJ990704_50.9C17.C6 
Strand 



25804 



Start 


15592 








End 19652 


Name 


OJ990704 50. 


9C17 . 


C6.o2 . 


tw 


Method TBLASTX: Wheat 


Start 


5462 








End 68 99 


GI 


none 








Score 177 


Exons 


5462. .5590, 


5464. 


.5592, 


5467. 


.5592, 5725.. 5913, 5725.-5922, 




5742. .5915, 


6446. 


.6586, 


6461. 


.6586, 6462.. 6590, 6465.. 6638, 




6716. .6844, 


6717. 


.6791, 


6719. 


.6847, 6867. .6899, 6873.-6899 


Seq. No. 


25721 








Seq. ID OJ990704_50.9C17.C6 


Gene No. 


53434 








Strand 


Start 


155.92 








End 19652 


Name 


OJ990704 50. 


9C17. 


C6.o7. 


ts 


Method TBLASTX : Soybean 


Start 


6446 








End 6898 


GI 


none 








Score 117 


Exons 


6446. . 6586, 


6461. 


.6634, 


6462. 


.6638, 6716.. 6898, 6717.. 6791 


Seq. No. 


25721 








Seq. ID OJ990704_50. 9C17.C6 


Gene No. ■ 


53434 








Strand 


Start 


15592 








End 19652, . 


Name 


OJ990704_50. 


9C17; 


C6.o4 . 


ts 


Method TBLASTX : Soybean 


Start 


8124 








End 97 96 


GI 


none 








Score 80 


Exons 


8124. .8204, 


8126. 


.8212, 


8545. 


.8685, 8568. .8645, 8745. .8834, 




8749. .8832, 


9139. 


.9246, 


9140. 


.9256, 9143.. 9241, 9145.. 9243, 




* 9324.. 9380, 


9326. 


.9379, 


9437. 


.9607, 9438.. 9611, 9438.. 9608, 




9727. .9792, v 


9728. 


.9796 






Seq. No. 


25721 








Seq. ID OJ990704_50.9C17.C6 


Gene No. 


53434 








Strand 


Start 


15592 








End 19652 


Name 


OJ990704 50. 


9C17. 


C6.ol. 


tc 


Method TBLASTX : Cress 


Start 


8126 








End 12490 


GI 


none 








Score 71 


Exons 


8126. .8212, 


8136. 


.8204, 


8544. 


.8645, 8545.-8685, 8745. .8834, 




8749. .8832, 


9108. 


.9161, 


9139. 


.9246, 9140.. 9241, 9324.. 9380, 




9327. .9380, 


9437. 


.9616, 


9438. 


.9617, 9438.-9632, 9727.. 9795, 




9728. .9796, 


9734. 


.9805, 


10727 


..10807, 11848. .12168, 




11890. .12171, 12249. .12311,. 12256. .12312, 12395 .. 12490, 




12396. .12485 








Seq. No. 


25721 








Seq. ID OJ990704_50. 9C17.C6 


Gene No. 


53434 








Strand 


Start 


• 15592 








End 19652 


Name 


OJ990704 50. 


9C17. 


C6.o2. 


tm 


Method TBLASTX : Maize 


Start 


8132 








End 12490 


GI 


none 








Score 47 


Exons 


8132. .8212, 


8551. 


.8685, 


8554. 


.8646, 8745.-8834, 8746. .8832, 




9139. .9246, 


9140. 


.9241, 


9324. 


.9380, 9437. .9607, 9438. .9611, 




9727. .9795, 


9728. 


.9796, 


10706 


..10807, 10727. .10807, 




11872. .12207 


, 11893. .12168, 11900. .12175, 12249. . 12314, 




12395. .12490 










Seq. No. 


25721 








Seq. ID OJ990704_50.9C17.C6 


Gene No. 


53434 








Strand 


Start 


15592 








End 19652 


Name 


OJ990704 50. 


9C17. 


C6.o4. 


tw 


Method TBLASTX : Wheat 


Start 


8147 








End 924 6 ■ 



25805 




GI 


none 




Score 


44 




Exons 


8147.. 8212,. 8534. .8644, 8551 


..8685, 8745.-8834, 8749.-8 


332 




9139. .9246, 9143. .9241 








Seq. No. 


25721 




Seq. ID 


OJ9'90704_50. 9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


T C C fi O 




End 


19652 




Name 


OJ990704 50.9Cl/.Co. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


10745 




End 


12989 




GI . 


none 




Score 


194 




Exons 


iu / 4 o . . luoU / , nyyu. 


i ni on 

. izioy, 


11893. .12168, 11900. .12205, 






11900 .. 12181, 12102. 


1 Ol QQ 

. lzloo , 


12235. .12312, 12244 .. 12306, 






1 AA yl A -I AOI /I 1 OTAC 

1224 9 .. 12314 , 12395. 


1 O A Q ^ 


12395. .12490, 12840 .. 12 98 9, 






12865. .12966 










Seq. No. 


ZD 1 ZL 




. Seq. ID 


OJ990704_50. 9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


i rr aa 

15592 




End 


19652 




Name 


OJ990704 50.9C1/.CD. 


Ol . tw 


Method 


TBLASTX: Wheat 




Start 


11893 




End 


12484 




GI 


none 




Score 


160 




Exons 


11893. .12168, 11896. 


.12204, 


12247. .12300, 12249 .. 12311, 






12395. .12484 










Seq. No. 


25721 




Seq. ID 


OJ990704_50. 9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704_50. 9C17 .C6. 


06 . gp 


Method 


AAT/GAP 




Start 


14865 




End 


15721 




GI 


2798575 




Score 


680 




Exons 


14865. .15071, 15389. 


.15472, 


15577. .15721 




Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start • 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


08 . ts 


Method 


TBLASTX : Soybean 




Start 


15589 




End 


15754 




GI 


none 




Score 


61 




Exons 


15589. .15657, 15596. 


.15655, 


15658. .15753, 15659.. 15754 




Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990/U4 5U.yCl/.Cb. 


oz . tc 


Method 


TBLASTX: Cress 




Start 


15592 




End 


15909 




GI 


none 




Score 


370 




Exons 


15592. .15909, 15599. 


.15907 








Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start' 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o4 .gs 


Method 


GENSCAN 




Start 


15592 




End 


19652 




GI 


none 




Score 


.84 




Exons 


15592. .15906, 16294. 


.16530, 


16623. .16781, 17314 .. 17364 , 





18930. .18983, 19202 .. 19312, 19421.. 19652 



25806 




Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o3 . np 


Method 


AAT/NAP 




Start . 


15619 




End 


19651 




GI 


1001311 




Score 


343 




Exons 


15619. .15857, 16254. 


.16530, 


16623. .16781, 17314 17474, 






18313. .18527, 19195. 


.19651 








GI Descrip. 


(D64006) hypothetical protein [Synechocystis sp.] 




Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


15750 




End 


16535 




GI 


none 




Score 


156 




Exons 


15750 15911. 15751 


. 15912, 


15752. .15913, 162 91 .. 16533, 






16292 16531. 16293 


. 16535 








Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


16318 




End 


18432 




GI 


none 




Score 


131 




Exons 


16318. .16518, 16318. 


.16533, 


16322. .16519', 16618 .. 16758 , 






16623. .16784, 16624. 


.16776, 


17314. .17505, 17318. .17503, 






18307. .18432, 18338. 


.18418 








Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o7 . gp 


Method 


AAT/GAP 




Start 


16486 




End 


18417 




GI 


LIB3432-012-P1-K1-B3 




Score 


862 




Exons 


16486. .16530, 16623. 


.16781, 


17314. .17505, 18337. .18417 




GI Descrip. 


'1001311/dbj IBAA10798I 5.0e 


-17 (D64006) 


hypothetical prote: 




[Synechocystis sp.]' 










Seq. No. 


25721 




Seq. ID 


OJ990704_50'.9C17 


.C6 


Gene No. 


53434 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16623 




End 


18432 




GI 


none 




Score 


108 




Exons 


16623. .16712, 16628. 


.16717, 


16629. .16715, 16630 16731, 






16713. .16784, 16714. 


.16785, 


17309. .17506, 17311 .. 17505, 






17312. .17506, 18307. 


.18432, 


18335. .18424 




Seq. No. 


25721 




Seq. ID 


OJ990704_50.9C17 


-C6 


Gene No. 


53434 • 




Strand 






Start 


15592 




End 


19652 




Name 


OJ990704 50.9C17.C6. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


17447 




End 


18597 




GI 


none 




Score 


75 




Exons 


17447. .17509, 17449. 


.17508, 


18334. .18597, 18335.. 18580 





25807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25721 Seq. ID 

53434 Strand 

15592 End 

OJ990704_50 . 9C17 . C6 . o5 . ts Method 

■18571 End 

none Score 



OJ990704_50.9C17.C6 
19652 

TBLASTX : Soybean 

19636 

53 



18571. .18624, 18930 .. 18998, 19200 .. 1924 7 , 19202 1924 6, 
19232. .19321, 19248 .. 19316, 194 10 .. 19619, 19415.. 19636 



25721 
53434 
15592 

OJ990704_50.9C17.C6.o6.tm 

19424 

none 

19424. .19480, 19425 .. 19469, 
19472. .19630, 19473 .. 19619 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990704_5.0.9C17.C6 
19652 

TBLASTX: Maize 

19630 

67 



19431. .19502, 19432. . 19500, 



25722 ■ . . Seq. ID 

53435 Strand 

2279 End 

OJ990704_50 . 9C17 . C7 . ol . np Method 

2278 End 

5803253 Score 



OJ990704_50.9C17.C7 
+ 

7299 
AAT/NAP 
4487 
374 



2278..2429, 2561.. 2661, 2987.. 3119, 3364.. 3497, 3652. .3783, 
4316. .4487 

(AP000399) ESTs AU068856 (C50756 ) ,AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



Seq. No. 


25722 




Seq. ID 


OJ990704 


_50. 


9C17 


,C7 


Gene No. 


53435 




Strand 


+ 








Start 


2279 




End 


7299 








Name 


OJ990704 50 


.9C17.C7.o2.gs 


Method 


GENS CAN 








Start 


2279 




End 


4435 








GI 


none 




Score 


.72 








Exons 


2279. .2429, 


3406.. 3497, 3652. 


.3754, 3920.. 3979, 


4065. .4224 




4318. .4435 














Seq. No. 


25722 




Seq. ID 


OJ990704 


_50. 


9C17 


.C7 


Gene No. 


53435 




Strand 


+ 








Start 


2279 




End 


7299 








Name 


OJ990704 50 


.9C17.C7.o2.np 


Method 


AAT/NAP 








Start 


4102 




End 


7150 








GI 


6907104 




Score 


159 








Exons 


4102. .4141, 


6333.. 6473, 6564. 


.6784, 6832.. 7150 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


25722 




Seq. ID 


OJ990704 


_50. 


9C17 


.C7 


Gene No. 


53435 




Strand 


+ 








Start 


2279 




End 


7299 








Name 


OJ990704 50 


.9C17.C7.o3.gs 


Method 


GENSCAN 








Start 


5138 




End 


7299 








GI 


none 




Score 


.64 








Exons 


5138. .5779, 


6263.. 6473, 6564. 


.6703, 6832.. 7299 








Seq. No. 


25722 




Seq. ID 


OJ990704 


_50. 


9C17 


.C7 



25808 







o ur ana. 








Start 


147 


End 


737 






Name 


OJ990704 50.9C17.C7.ol.gs 


Method 


GEN SCAN 






Start 


147 


End 


737 






GI 


none 


Score 


.41 






Exons 


147. .218, 480. .737 










Seq. No. 


25723 


Seq. ID 


OJ990704_ 


50.9C17 


.C8 


Gene No. 


53437 


Strand 


+ 






OLaiT. 


71 


End 








Name 


OJ990704 50.9C17.C8.ol.gs 


Method 


GENSCAN 






Start 


71 


End 


2340 






GI 


none 


Score 


.93 






Exons 


71. .136, 931. .1039, 1353. .1479, 1583.. 


1649, 1810 


. .1999, 






2144. .2340 










Seq. No. 


25723 


Seq. ID 


OJ990704_ 


50.9C17 


.C8 


Carta K7 r\ 

bene inu . 


53438 


Strand 


_i_ 






Start 


3002 


• End 


4672 






Name 


OJ990704 50.9C17.C8.ol.gp 


Method 


AAT/GAP 






Start 


3002 


End 


3431 






GI 


none 


Score 


768 






Exons 


3002. .3431 










Seq. No. 


25723 


• Seq. ID 


OJ990704_ 


50.9C17 


.C8 


bene no . 


53438 


Strand 


+ 






Start 


3002 


End 


4672 






Name 


OJ990704 50.9C17.C8.o2.gs 


Method 


GENSCAN 






Start 


3145 


End 


4672 






GI 


none 


Score 


.58 






Exons 


3145.. 3304, 3353.. 3414, 3469. 


.3609, 3875. .4056, 


4147. .4672 


Seq. No. 


25723 


Seq. ID 


OJ990704_ 


50.9C17 


.C8 


Gene No. 


53439 


Strand 


+ 






Start 


6377 


End 


7467 






Name 


OJ990704 50.9C17.C8.o3.gs 


Method 


GENSCAN 






Start 


6377 


End 


7467 






GI 


none 


Score 


.72 






Exons 


6377.. 6540, 6554.. 6753, 7418. 


.7-4 67 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25723 Seq. ID OJ990704_50 . 9C17 . C8 

53440 * Strand 

7992 End 8979 

OJ990704_50 . 9C17 . C8 . ol . np Method AAT/NAP 

7992 End 8979 

6069646 Score 366 

7992. .8979 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 25723 - Seq. ID 

Gene No. 53440 Strand 

Start 7992 End 

Name • ' OJ990704 50 . 9C17 . C8 . ol . tm Method 



OJ990704_50. 9C17.C8 
8979 

TBLASTX: Maize 



25809 




Start 


8014 








End 


8443 




GI 


none 








Score 


103 




Exons 


8014. .8442, 


8180. 


.8443 










Seq. No. 


25724 








Seq. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53441 








Strand 


+ 




Start 


3172 








End 


4357 




Name 


OJ990704 50. 


9C17. 


C9.o2. 


gs 


Method 


GEN SCAN 




Start 


3172 








End 


4357 




GI 


none 








Score 


.83 




Exons 


3172. .3187, 


3429. 


.3561, 


3672. 


.3738, 3837. .4029, 


4161. .4357 


Seq. No. 


25724 








Seq. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53442 








Strand 


+ 




Start 


5982 








End 


8976 




Name 


OJ990704 50. 


9C17. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


5957 








End 


6334 




GI 


2312691 








Score 


544 




Exons 


... 5957. .6082, 


6165. 


.6334 










Seq. No. 


25724 








Seq.. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53442 








Strand 


+ 




Start 


5982 








End 


8976 




Name 


OJ990704 50. 


9C17. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


5982 








End 


8976 




GI 


none 








Score 


.83 




Exons 


5982. .6082, 


6123. 


.6315, 


6398. 


.6568, 7091.. 7270, 


8263. .8530, 




8807. .8976 














Seq. No. 


25724 








Seq. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53442 








Strand 


+ 




Start 


5982 








End 


8976 




Name 


OJ990704 50. 


9C17. 


C9.o2. 


gp 


Method 


AAT/GAP 




Start 


6377 . 








End 


8364 




GI 


LIB3434-056- 


■Pl-Kl 


-E10 




Score 


879 




Exons 


6377. .6568, 


7091. 


.7270, 


8248. 


.8364 







GI Descrip. ' 5262678/emb | CAB45770 . 1 1 8.0e-20 (AL080196) hypothetical protein 



[Homo sapiens] ' 



Seq. No. 


25724 




Seq. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53443 




Strand 


+ 




Start 


18290 




End 


18963 




Name 


OJ990704 50.9C17.C9 


. o3.gp 


Method 


AAT/GAP 




Start 


18290 




End 


18963 




GI 


3548930 




Score 


381 




Exons 


18290. .18466, 18892 


. .18963 








Seq. No. 


25724 




Seq. ID 


OJ990704 


_50.9C17.C9 


Gene No. 


53444 




Strand 






Start 


9080 




End 


11716 




Name 


OJ990704 50.9C17.C9 


. ol.np 


Method 


AAT/NAP 




Start 


9080 




End 


11716 




GI 


4539005 




Score 


942 




Exons 


9080.. 9145, 10223.. 


10563, 


10644. .10811 


, 10895.. 


11026, 




11104. .11189, 11264 


. .11456 


, 11531. .11716 




GI Descrip. 


(AL049481) putative 


oxidoreductase [Arabidopsis 


thaliana] 



25810 



Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53444 


Strand 






Start 


9080 


End 


11716 




Name 


OJ990704 50.9C17.C9.o4.gs 


Method 


GEN SCAN 




Start 


10261 


End 


11716 




GI 


none 


Score 


.99 




Exons 


10261. .10563, 10644. .10811, 


10826. .11026, 11104. .11189, 






11264. .11456, 11531. .11716 








Seq. No. 


. 25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53445 


Strand 






Start 


14445 


End 


15821 




Name 


OJ990704 50.9C17.C9.o4.ts 


Method 


TBLASTX : Soybean 




Start 


6012 


End 


6562 




GI 


none 


Score 


56 




Exons 


6012.. 6080, 6196.. 6315, 6397 


..6519, 6398. .6562, 6401.. 6532 


Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53445 


Strand 






Start 


14445 


End . 


15821 




Name 


OJ990704 50.9C17.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6148 


End 


15778 




GI 


none 


Score 


58 




Exons 


6148.. 6222, 15629 .. 15778 , 15630.. 15776 






,!S Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


;;;! . Gene No. 


53445 


Strand 






[LI Start 


14445 


End 


15821 




[ 1 Name 


OJ990704 50.9C17.C9.o3.tm 


Method 


TBLASTX: Maize 




hi Start 


6397 


End 


7270 




m GI 


none 


Score 


193 




Exons 


6397.. 6576, 6398.. 6580, 7090 


..7266, 7091. .7270 




Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


. C9 


C3 Gene No. 


. 53445 


Strand 






! *J Start 


14445 


End 


15821 




;.r Name 


OJ990704 50.9C17.C9.o5.ts 


Method 


TBLASTX : Soybean 




l 'Z Start 


7076 


End 


7275 




!;*! GI 


"none 


Score 


213 




UP Exons 


7076.. 7273, 7090.. 7275 








- Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53445 . 


Strand 






Start 


14445 


End 


15821 




Name 


OJ990704" 50.9C17.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


7091 


End 


8343 




GI 


none 


Score 


208 




Exons 


7091. .7270, 8248. .8343 








Seq. No. 


25724 


Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53445 


Strand 






Start 


14445 


End 


15821 




Name 


OJ990704 50.9C17.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


10414 


End 


11360 




GI 


none 


Score 


134 




Exons 


10414. .10563, 10415. .10564, 


10653. .10811, 10654. .10812, 






10895. .11026, 10895. .11026, 


11104. .11190, 11114. .11182, 





25811 



11265. .11360 



Seq. No. 


25724 




Seq. ID 


OJ990704_50. 9C17 


-C9 


Gene No. 


53445 




Strand 


- 




Start 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


10414 




End 


10564 




GI 


none 




Score 


131 




Exons 


10414. .10563, 10415. 


.10564 








Seq. No. 


ZD 1 Zh 




Seq. ID 


OJ990704_50.9C17 




Gene No. 


53445 




Strand 






Start 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10468 




End 


11050 




GI 


none 




Score 


60 




Exons 


10468. .10560, 10469. 


.10588, 


10677. .10811, 10699. .10812, 






10893. .11027, 10895. 


.11050, 


10898. .11038 




Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


53445 




Strand 






Start 


14445 




End 


1582,1 




Name 


OJ990704 50.9C17.C9. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


10653 




End 


10963 




GI 


none 




Score 


152 




Exons 


10653. .10826, 10654. 


.10827, 


10907. .10963, 10907. .10963 




Seq. No. 


ZD 1 ZH 




Seq. ID 


OJ990704_50.9C17 




Gene No. 


53445 




Strand 






Start 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


10964 




End 


11719 




GI 


none 




Score 


48 




Exons 


10964. .11026, 10980. 


.11027, 


11104 . .11172, 11114. .11176, 






11265. .11459, 11269. 


.11457, 


11525. .11719, 11526. "11693 




oeq. wo. 


ZD f ZQ 




Seq. ID 


OJ990704_50.9C17 




Gene No. 


53445 




Strand 






Start 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


11364 




End 


11719 




GI 


none 




Score 


82 




Exons . 


11364. .11459, 11380. 


.11457, 


11525. .11587, 11526. .11588, 






11624. .11719, 11628. 


.11717 








Seq. No. 


25724 




Seq. ID 


OJ990704__50.9C17 


.C9 


Gene No. 


53445 




Strand 






Start 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11525 




End 


11717 




GI 


none 




Score 


231 




Exons 


11525. .11716, 11526. 


.11717 








Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17 


.C9 


Gene No. 


, -53445 




Strand 






Start " 


14445 




End 


15821 




Name 


OJ990704 50.9C17.C9. 


o2 . np 


Method 


AAT/NAP 





25812 




Start 


14445 




End 


15796 


GI 


3024501 




Score 


756 


Exons 


14445. .14927, 15632. 


.15796 






GI Descrip. 


RAS- RELATED PROTEIN 


RAB11C gi|1370146|emb|CAA98179| (Z73951 




RAB11C [Lotus japonicus] 






Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17.C9 


Gene No. 


53445 




Strand 




Start 


14445 




End 


15821 


Name 


OJ990704 50. 9C17.C9. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


14487 




End 


15776 


GI 


none 




Score 


328 


Exons 


14487 . . 14 930, 14554 . 


. 14928, 


14571. .14930, 15629. .15775, 




15639. . 15776 








Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17.C9 


Gene No. 


53445 




Strand 




Start 


14445 




End 


15821 


Name 


OJ990704 50.9C17.C9, 


ol . tm 


Method 


TBLASTX: Maize 


Start 


14499 




End 


15821 


GI 


none 




Score 


453 


Exons 


14499. .14930, 14554. 


. 14943, 


15629. .15820, 15630.. 15821 


Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17.C9 


Gene No. 


53445 




Strand 




Start 


14445 




End 


15821 


Name 


OJ990704 50.9C17.C9. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


14553 




End 


14927 


GI 


none 




Score 


297 


Exons 


14553. .14927, 14554. 


. 14895 






Seq. No. 


25724 




Seq. ID 


OJ990704_50.9C17.C9 


Gene No. 


53445 




Strand 




Start 


14445 




End 


15821 


Name 


OJ9907 04 50 . 9C17 .C9. 


o2.tc 


Method 


TBLASTX: Cress 


Start 


14553 




End 


15779 


GI 


none 




Score 


380 


Exons 


14553 . . 14930-, 14554 . 


. 14931, 


15629. .15778, 15630.. 15779 


Seq. No. 


25725 




Seq. ID 


OJ990704_50.9C17.C10 


Gene No. 


, 53446 




Strand 




Start 


1 




End 


618 


Name 


OJ990704 50.9C17.C10 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


618 


GI 


6665543 




Score 


639 


Exons 


1 CI Q 








GI Descrip. 


(AC013289) putative 


protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


25725 




Seq. ID 


OJ990704_50.9C17.C10 


Gene No. 


53446 




Strand 




Start 


1 




End 


618 


Name 


OJ990704 50.9C17.C10 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


617 


GI 


none 




Score 


130 


Exons 


1..150, 3. .239, 116. 


.187, 261. .443,. 295 


..408, 426. .617, 430 


Seq. No. 


25725 




Seq. ID 


OJ990704_50.9C17. ..CIO 



25813 




Gene No. 


53446 


Strand 




Start 


1 


End 


618 


Name 


OJ990704 50.9C17.C10.ol.tc 


Method 


TBLASTX : Cress 


Start 


3 


End 


614 


GI 


none 


Score 


140 


Exons 


3.. 239, 4.. 246, 151.. 243, 240 


..614, 261. .542, 295. .567 


Seq. No. 


25725 


oeq. ijj 


<ju y y u / u *± ou . yti / .Liu 


Gene No. 


53446 


Strand 




Start. 


1 


End 


618 


Name 


OJ990704 50.9C17.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 


tiJlU 


D J. 4 


GI 


none 


Score 


1 uu 


Exons 


3. .164, 3. .236, 4. .165, 246.. 


ci/ o *7 n 
Dl4 , 2 1 u . 


c ci OQQ CIO 


Seq. No. 


25725 


beq. JLU 




Gene No. 


53446 


Strand 




Start. 


1 


End 


618 


Name 


OJ990704 50.9C17.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


183 


Lna 


DjH 


GI 


none 


Score 


1 A Q 


Exons 


183. .239, 258. .554, 264. .563, 


232 . . 0^4 




Seq. No. 


25726 


Seq. ID 


ujyyu/u4 ou.yoi/.ui^ 


Gene No. 


53447 


Strand 




Start 


1 ' ' 


End 


q c 

yb 


Name 


OJ990704 50.9C17.C12.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


96 


GI 


2312691 


Score 


181 


Exons 


1. .96 






Seq. No. 


25727 


Seq. ID 


OJ990704_49. 9C01.C1 


Gene No. 


53448 


Strand 




Start 


1 


End 


1515 


Name 


OJ990704 49.9C01.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1243 


GI 


3645899 


Score 


680 


Exons 


1. .1243 






GI Descrip. 


(U68408) 5' end not determined experimentally [Zea mays] 


Seq. No. 


25727 


Seq. ID 


OJ990704_49.9C01.C1 


Gene No. 


53448 


Strand 




Start 


1 


End 


1515 


Name 


OJ990704 49.9C01.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


430 


GI 


none 


Score 


73 


Exons 


1..96, 118. .315, 125. .310, 320. .430, 321. .356 


Seq. No. 


25727 


Seq. ID 


OJ990704_49. 9C01.C1 


Gene No. 


53448 


Strand 




Start 


1 


End 


1515 


Name 


OJ990704 49.9C01.Cl.ol.tm-" 


Method 


TBLASTX: Maize 


Start 


28 


End 


583 " 


GI 


none 


Score 


70 


Exons 


28. .120, 115. .315, 116. .196, 


233. .328, 


315. .476, 320. .538, 



532.. 573, 539.. 583 



25814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25727 
53448 
1 

OJ990704_4 9.9C01.Cl.ol.tw 

271 
none 



Seq. ID OJ990704_49.9C01.C1 
Strand 

End 1515 

Method TBLASTX : Wheat 

End 595 

Score 47 



271. .312, 272. .313,- 320. .595, 324. .446 



25727 
53448 
1 

OJ990704_4 9. 9C01.C1 .ol.gs 

731 

none 

731. .1240, 1321. .1515 



Seq. ID OJ990704_49.9C01.C1 
Strand. 

End 1515 

Method GENSCAN 

End 1515 

Score . 61 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25728 
53449 
461 

OJ990704_4 9. 9C01 . C2 . ol . gs 

461 

none 



Seq. ID OJ990704_49.9C01.C2 
Strand 

End 4237 

Method GENSCAN 

End 3590 

Score . 62 



461. .960, 1090. .1466, 1766. .1980, 2538. .2766, 2944. .3590 



"Seq. ID OJ990704_49. 9C01.C2 
Strand 

End 4237 

Method AAT/NAP 

End 3044 

Score 79 



.25728' 
'53449 
461 

OJ990704_4 9.9C01.C2.ol.np 
662 

5295971 
662. .779, 2942. .3044 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


25728 


Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 


Strand 




Start 


461 


End 


4237 


Name 


l OJ990704 49. 9C01 . C2 . o2 . np 


Method 


AAT/NAP ' 


Start 


2837 


End 


4237 


GI 


6630685 


Score 


1375 


Exons 


2837.. 4237 






GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF10571 




[Oryza sativa] 






Seq. No. 


25728 


Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 


Strand 




Start 


461 


End 


4237 


Name 


OJ990704 49. 9C01 . C2 . ol . tm 


Method 


TBLASTX: Maize 


Start 


2928 


End 


3509 


GI 


none 


Score 


114 


Exons 


2928.. 3221, 2955.. 3509, 2959 


. .3501 . 




Seq-. No. 


25728 


Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 


Strand 




Start 


461 


End " • 


4237 


Name 


OJ990704 49. 9C01 . C2 . o3 . tw 


Method 


TBLASTX: Wheat 



25815 




Start 


2943 








End 


3218 


GI 


none 








Score 


64 


Exons 


2943. .3074, 


2958. 


.3089, 


3093. 


.3218 




Seq. No. 


25728 








Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 








Strand 




Start 


461 








End 


4237 


Name 


OJ990704 49. 


9C01. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2952 








End 


3491 


GI 


none 








Score 


99 


Exons 


2952. .3083, 


3120. 


.3491, 


3160. 


.3387, 3363. .3440 


Seq. No. 


25728 








Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 








Strand 




Start 


461 








End 


4237 


Name 


OJ990704 49. 


9C01. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3255 








End 


3686 


GI 


none 








Score 


53 


Exons 


3255. .3512, 


3373. 


.3501, 


3537. 


.3686, 3559.. 3624 


Seq. No. 


25728 








Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 








Strand 




Start 


461 








End 


4237 


Name 


OJ990704 49. 


9C01. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3627 








End 


4062 ' 


GI 


none 








.Score 


189 


Exons 


3627. .4049, 


3627. 


.4061, 


3826. 


.4062 




Seq. No. 


25728 








Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 








Strand 




Start 


461 








End 


4237 


Name 


OJ990704 49. 


9C01. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3862 








End 


4237 


GI 


5509260 








Score 


228 


Exons 


3862. .4170, 


3867. 


.4172, 


4160. 


.4237, 4170. .4226 


GI Descrip. 


- 












Seq. No. 


25728 








Seq. ID 


OJ990704_49.9C01.C2 


Gene No. 


53449 








Strand 




Start 


4 61 








End 


4237 


Name 


OJ990704 49. 


9C01. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3870 








End 


4232 


GI 


none 








Score 


106 


Exons 


3870. .4052, 


3875. 


.4078, 


3876. 


.4172, 3886. .4056, 4078. .4185, 




4169. .4222, 


4176. 


.4232 








Seq. No. 


25729 








Seq. ID 


OJ990704_49.9C01.C3 


Gene No. 


53450 








Strand 




Start 


2244 








End 


3623 


Name 


OJ990704 49. 


9C01. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


2198 








End 


3623 


GI 


1171577 








Score 


744 


Exons 


2198. .3623 












GI Descrip. 


(X95343) hypersensitivity-related gene 


[Nicotiana tabacum] 


Seq. No. 


25729 








Seq. ID 


OJ990704_49.9C01.C3 


Gene No. 


53450 








Strand 





25816 




Start 


2244 




End 


3623 




Name 


OJ990704 49.9C01.C3.ol. 


gs 


Method 


GENSCAN 




Start 


2244 




End 


3605 




GI 


none 




Score 


.71 




Exons 


2244. .3605 










Seq. No. 


25729 




Seq. ID 


OJ990704 


_49. 9C01.C3 


Gene No. 


53450 




Strand 






Start 


2244 




End 


3623 




Name 


OJ990704 49.9C01.C3.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2592 




End 


3599 




GI 


none 




Score . 


84 




Exons 


2592.. 2780, 2919.. 3140, 


2925. 


.3158, 2992.. 3165, 


3270. .3425 




3316.. 3426, 3465. .3599 










Seq. No. 


25729 




Seq. ID 


OJ990704 


_49.9C01.C3 


Gene No. 


53450 




Strand 






Start 


2244 




End 


3623 




Name 


OJ990704 49.9C01.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3357 




End 


3612 




GI 


none. ' 




Score 


64 




Exons 


3357. .3431, 3361. .3432, 


3450. 


.3605, 3456.. 3611, 


3499. . 3612 


Seq. No. 


25730 




Seq. ID 


OJ990704 


_49.9C01.C4 


Gene No. 


53451 




Strand 


+ 




Start 


464 




End 


1087 




Name 


.OJ990704 49.9C01.C4 .ol. 


gs 


Method 


GENSCAN 




Start 


464 




End 


1087 




GI 


none 




Score 






Exons 


464. .535, 845. .1087 










Seq. No. 


25731 




Seq. ID 


OJ990704 


_49.9C01.C6 


Gene No. 


53452 




Strand 






Start 


16 




End 


248 




Name 


OJ990704 49. 9C01.C6.ol. 


gs 


Method 


GENSCAN 




Start 


16 




End 


248 




GI 


none 




Score 


.5 




Exons 


16. .248 










Seq. No. 


25732 




Seq. ID 


OJ990704 


_49.9C01.C7 


Gene No. 


53453 




Strand 


+ 




Start 


442 




End 


980 




Name 


OJ990704 49.9C01.C7.ol. 


gs 


Method 


GENSCAN 




Start 


442 




End 


980 




GI 


none 




Score 


.74 




Exons 


442.. 449, 673.. 816, 908 


. .980 








Seq. No. 


25733 




Seq. ID 


OJ990704 


_49.9C01.C8 


Gene No. 


53454 




Strand 


+ 




Start 


1 




End 


558 




Name 


OJ990704 49.9C01.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


558 




GI 


4185311 




Score 


757 




Exons 


• 1. .558 










GI Descrip. 


(AF090446) polyprotein 


[Zea mays] 






Seq. No. 


25733 




Seq. ID 


OJ990704 


_49. 9C01.C8 



25817 




Gene No . 




c +- y- 3 nH 
O Liaiiu 


i 




Start 


1 


End 


558 




Name 


OJ990704 49.9C01.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


556 




GI 


none 


Score 


272 




Exons 


1. .231/ 2. .247, 283. .411, 287 


. .556 






Seq. No. 


25733 


Seq. ID 


OJ990704_49. 9C01. 


C8 


bene no . 




OCX dllU. 






Start 


1 


End 


558 




Name 


OJ990704 49.9C01.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


139 




GI 


none 


Score 


219 




Exons 


2. .139, 4. .129, 5. .136 








Seq. No. 


25733 


Seq. ID 


OJ990704_49. 9C01. 


C8 


Gene No . 




C+- ra nH 

O t. IT all Q 






Start 


1 


End 


558 




Name 


OJ990704 49.9C01.C8.ol.tm 


Method 


TBLASTX: Maize 




Start . 


139 


End 


556 




GI 


none 


Score 


541 




Exons 


139. .555, 140. .556, 146. .556 








Seq . No . 


25733 


Seq. ID 


OJ990704_49. 9C01. 


C8 


Gene No . 


CO/I c/ 




i 




Start 


1 


End 


558 




Name 


OJ990704 49.9C01.C8.ol.gs 


Method 


GENSCAN 




Start 


179 


End 


394 




GI 


none 


Score 


.88 




Exons 


179. .394 








Seq. No. 


25733 


Seq. ID 


OJ990704_49. 9C01. 


C8 


Gene No . 




otiaua 






Start 


1 


End 


558 




Name 


OJ990704 49.9C01.C8.ol.ts 


Method 


TBLASTX: Soybean . 




Start 


278 


End 


481 




GI 


none 


Score 


187 




Exons 


278. .481 








Seq. No. 


25734 


Seq. ID 


OJ990704_49.9C01. 


CIO 


Gene No . 




otialiU 






Start 


1 


End 


419 




Name 


OJ990704 49.9C01.C10.ol.gs 


Method 


GENSCAN 




Start 


1 


End 


419 




GI 


none 


Score 


.48 




Exons 


1..266, 344. .419 








Seq. No. 


25735 


Seq. ID 


OJ990704_49.9C01. 


C12 


Gene No . 


53456 


Strand 






Start 


587 


End 


1562 




Name 


OJ990704 49.9C01.C12.ol.gs 


Method 


GENSCAN 




Start 


587 


End 


1562 




GI 


none 


Score 


.47 




Exons 


587.. 673, 1226.. 1395, 1439.. 1562 






Seq. No. 


25736 


Seq. ID 


OJ990704_49. 9C01. 


C13 


Gene No. 


53457 


Strand 


+ 





25818 




otart 






End 


190 




Name 


OJ990704 49.9C01 


.C13.ol.gp 


Method 


AAT/GAP 




Start 


132 




End 


190 




GI 


62573 1.R1084 




Score 


97 




Exons 


132. .190 










GI Descrip. 


'2072553 9.0e-23 


(AF001395) salT gene 


product [Oryza sativa] ' 


Seq. No. 


25737 




oeq. ID 


uu y yu / U4 


4 y . yuui .lid 


Gene No. 


53458 




Strand 






Of -i -*-+- 

otart 


1- 




Lna 


"5Q A 




Name 


OJ990704 49.9C01 


.C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


384 




GI 


5777617 




Score 


/ u 




Exons 


1..20, 287. .384 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza . 


sativa] 




Seq. No. 


25737 




oeq. iu 


uj y yu / uh 


A Q Qpfl 1 pi C 

4 y . yuui .lid 


Gene No . 


53459 




btrana 


+ 




Start 


2168 




End 


2776 . 




Name 


OJ990704 49.9C01 


.C16.o2.gs 


Method 


GENSCAN 




Start 


2168 




End 


Z 1 i b 




GI 


none 




Score 


A O 




Exons 


2168. .2776 










Seq. No. 


25737 




Seq. ID 


r\ to n m c\ a 

ojyyu /U4 


4 y . 9C01 . CI b 


Gene \No . 


53460' 




Strand 






Start 


848 




End 






Name 


OJ990704 49.9C01 


.C16.ol.gs 


Method 


GENSCAN 




Start 


848 




End 


1168 




GI 


none 




Score 


1 




Exons 


848. .1168 










Seq. No. 


25737 




Seq. ID 


OJ990704_ 


49.9C01.C16 


Gene No. 


53460 




Strand 






Start 


848 




End 


2528 




Name 


OJ990704 49.9C01 


.C16.o2.np 


Method 


AAT/NAP 




Start 


851 




End 


2528 




GI 


5441879 




Score 


190 




Exons 


851.. 1052, 2504. 


.2528 








GI Descrip. 


(AP000367) ESTs AU070372 (S13446) , AU075541 (S0353 ) 


correspond to 



region of the predicted gene.; Similar to Arabidopsis thaliana 
BAC genomic sequence. (AC002292) [Oryza sativa] 



Seq. No. 


25737 




Seq. ID 


OJ990704_49.9C01 


.C16 


Gene No. 


53461 




Strand 






Start 


3619 




End 


4469 




Name 


OJ990704 49.9C01.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


839 




End 


1088 




GI 


none 




Score 


205 




Exons 


839. .1039, 843. .1088, 


845. . 


1051 






Seq. No. 


25737 




Seq. ID 


OJ990704_49.9C01 


.C16 


Gene No. 


53461 




Strand 






Start 


3619 




End 


4469 




Name 


OJ990704 49.9C01.C16. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


842 




End 


1051 




GI 


none 




Score 


49 





25819 



Exons 



842. .1051, 849. .893, "957. .1028 



Seq. No. 


25737 


Seq. ID 


OJ990704_49. 


9C01 


,C16 


Gene No. 


53461 


Strand 








Start 


3619 


End 


4469 






Name 


OJ990704 49. 9C01 . C16 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


860 


End 


1082 






GI 


none 


Score 


75 






Exons 


860.. 1051, 879.. 1082 










Seq. No. 


25737 


Seq. ID 


OJ990704_49. 


9C01 


.C16 


Gene No. 


53461 


Strand 


- 






Start 


3619 


End 


4469 






Name 


OJ990704 49. 9C01 . C16 . o3 . gs 


Method 


GEN SCAN 






Start 


3619 


End 


4469 






GI 


none 


Score 


.93 






Exons 


3619.. 3632, 4055.. 4469 










Sea No . 


25738 


Seq. ID 


OJ990704_49. 


9C01 


.C17 


Gene No. 


53462 


Strand 


+ 






Start 


1427 


End 


1680 ' 






Name 


OJ990704 49.9C01.C17.o2.np 


Method 


AAT/NAP 






Start 


1427 


End 


± \J O v 






GI 


6539570 


Score 


7-5 






Exons 


1427. .1680 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


25738 


Seq. ID 


OJ990704_49. 


9C01 


.C17 


Gene No. 


53463 


Strand 


- 






Start 


15 


End 


384 






Name 


OJ990704 49.9C01.C17.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


384 






GI 


none 


Score 


.5 






Exons 


15. .384 










Qprr No 


25738 


Seq. ID 


OJ990704_49. 


9C01 


.C17 


Gene No. 


53464 


Strand 








Start 


586 


End 


1894 






Name 


OJ990704 49.9C01.C17.ol.np 


Method 


AAT/NAP 






Start 


586 


End 


1894 






GI 


5777617 


Score 


103 






Exons 


586. .687, 760. .876, 1853. .1894 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


25739 


Seq. ID 


OJ990704_49. 


9C01 


.C18 


Gene No. 


53465 


Strand 


+ 






Start 


24 


End 


239 






Name 


OJ990704 49.9C01.C18.ol.gs 


Method 


GENSCAN 






Start 


24 


End 


239 






GI 


none 


Score 


.83 






Exons 


24. .239 










Seq. No. 


25740 


Seq. ID 


OJ990704_49. 


9C01 


.C20 


Gene No. 


53466 


Strand 


+ 






Start 


1 


End 


329 






Name 


OJ990704 49.9C01.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


305 







25820 



GI 

Exons 

GI Descrip. 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630685 Score 391 

1. .305 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



25740 Seq. ID 

53466 Strand 

1 End 
OJ990704_4 9. 9C01 . C20 . ol . tm Method 

3 . End 

none Score 

3. .329, 8.-295, 12. .308 



OJ990704_49.9C01.C20 
+ 

329 

TBLASTX: Maize 

329 

396 



25741 Seq. ID 

534 67 Strand 
2504 End 
OJ990704_49. 9C01 . C22 . ol . np Method 
2504 . End 

544262 , Score 

2504.. 2925, 4301.. 4368 

PISTIL-SPECIFIC EXTENS IN-LIKE PROTEIN PRECURSOR (PELP) 
gi I 322761 1 pir | UQ1696 pistil extensin-like protein precursor 
(clone pMG15) - common tobacco gi | 19929 | emb | CAA78397 | (Z14019) 
pistil extensin like protein [Nicotiana tabacum] 



OJ990704_4 9. 9C01.C22 
+ 

4368 
AAT/NAP 
4368 
83 



25741 

534 68 - 
2484 

0 J9 90 7 0 4_4 9 . 9C0 1 . C2 2 . ol . gs 

2484 

none 

2484. .2955, 3092. .3131, 3427, 
6918.. 7009, 7335.. 7400 

25741 
53468 
2484 

OJ990704_49. 9C01 . C22 . ol . gp 

2669 

none 

2669. .2899 



Seq. ID OJ990704_49.9C01.C22 
Strand 

End 7400 

Method GEN SCAN 

End 7400 

Score .69 

.3573, 3651. .3732, 5723. .5761, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990704_49.9C01.C22 

7400 
AAT/GAP 
2899 
450 



Seq. No. 25742 

Gene No. 53469 

Start 2472 

Name OJ990704_4 9 . 9C01 . C23 . ol . gs 

Start 2472 

GI none 

Exons 2472.. 2650, 2795.. 3072, 3277. 

Seq. No. 25742 

Gene No. 53470 

Start 4822 

Name OJ990704_49 . 9C01 . C23 . ol . gp 

Start 4681 

GI none 

Exons 4 681.. 4 961 



OJ990704_49.9C01.C23 
+ 

4474 
GEN SCAN 
4474 
.88 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3366, 4356.-4474 

Seq.. ID OJ990704_49.9C01.C23 

Strand + 

End 16173 

Method AAT/GAP 

End 4 961 

Score 558 



25821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25742 Seq. ID 

53470 Strand 

4822 End 

OJ990704_49. 9C01 . C23 . o2 . gs Method 

4822 End 

none ' Score 



OJ990704_4 9 . 9C01 . C23 
+ 

16173 
GENSCAN 
15984 
.41 



4822. .4927, 5291. .5553, 6080. .6331, 6482.-6757, 6890. .6985, 
10192. .10386,. 12496. .12932, 13423 .. 13539, 15404 .. 15654, 
15851. .15984 



25742- Seq. ID 

53470 Strand 
4822 End 
OJ990704_49. 9C01 . C23 . o2 . gp Method 
12622 End 
47206_1.R1084 Score 
12622. .12932, 15424.. 15658 

1 3153205 4.0e-19 (U80922) serine/threonine protein phosphatase 
type one [Arabidopsis thaliana] ' 



OJ990704_4 9. 9C01.C23 
+ 

16173 
AAT/GAP 
15658 
965 



25742 Seq. ID 

53470 Strand 

4822 End 

OJ990704_49 . 9C01 . C23*. ol . np Method 

12737 End 

6714452 Score 

12737. .12932, 15424 .. 15984 , 16059. .16173 

(AC011620) putative serine/threonine protein phosphatase type 
one [Arabidopsis thaliana] 



OJ990704_49.9C01.C23 
+ 

16173 
AAT/NAP 
16173 -\ : 
1171 



25742 
53470 
4822 

OJ990704_4 9.9C01.C23.ol.tc 

12820 

none 

12820. .12936, 12836 .. 12937, 
15423. .15662, 15661 .. 15963, 
16058. .16168, 16058. .16171, 

25742 
53470 
4822 

OJ990704_49 . 9C01 . C23 . ol . tm 

12823 

none 

12823. .12936, 12836 .. 12937 , 
15423. .15662, 15657 .. 1598 6, 
16058. .16171, 16059. .16172 

25742 
53470 
4822 

OJ990704_49. 9C01 . C23 . ol . ts 

12823 

none 



Seq. ID OJ990704_49.9C01.C23 

Strand + 

End 16173 

Method TBLASTX : Cress 

End 16172 

Score 99" 
15422. .15658, 15422 .. 15658, 
15664. .16011, 15666. .15977, 
16059.'. 16172 

Seq. ID OJ990704_49.9C01.C23 

Strand + 

End 16173 

Method TBLASTX : Mai ze 

End 16172 

Score 117 
15422. .15655, 15422. .15658, 
15664. .16011, 16052. .16171, 



Seq. ID OJ990704_49.9C01.C23 

Strand + 

End 16173 

'Method TBLASTX : Soybean 

End 16172 

Score 114 



25822 




Exons 12823. .12936, 12836 .. 12937, 15422 . . 15658 , 15423 15662, 

15664. .16011, 15670. .15984, 15813 .. 15986, 16055 .. 16171, 
16059.. 16172 



Seq. No. 


25742 




Seq. ID 


OJ990704_49.9C01 


.C23 


Gene No. 


53470 




Strand 


+ 




Start 


4822 




End 


16173 




Name 


OJ990704 49.9C01.C23 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


15426 




End 


15856 




GI 


none 




Score 


356 










1551i; .15666, 15664. .15855, 






15667. .15846, 15719. 


.15856 








Seq. No. 


25742 




Seq. ID 


OJ990704_49.9C01 


.C23 


Gene No. 


53470 




Strand 


+ 




Start 


4822 




End 


16173 




Name 


OJ990704 49.9C01.C23 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


15913 




End 


16172 




pT 

Vj± 


none 




Score 


114 




Exons 


15913. .16011, 16057. 


.16167, 


16058. .16171, 16059.. 16172 




Seq. No. 


25743 




Seq. ID 


OJ990704_49.9C01 


.C24 


Gene No. 


53471 




Strand 


+ 




Start 


391 




End 


2206 




Name 


OJ990704 49.9C01.C24 


.ol.gs 


Method . 


GENSCAN 




Start 


391 




. End 


2206 






none 




Score • 


.49 




Exons 


391.. 471, 864.. 963, 


2118. .2206 






Seq. No. 


25743 




Seq. ID 


OJ990704_49.9C01 


.C24 


Gene No. 


53472 




Strand 


+ 




Start 


5359 




End 


6933 




Name 


OJ990704 49.9C01.C24 


. o2 . gs 


Method 


GENSCAN 




Start 


5359 




End 


6933 




GI 


none 




Score 


.99 
















Seq. No. 


25743 




Seq. - ID 


OJ990704_49.9C01 


.C24 


Gene No. 


53472 




Strand 


+ 




Start 


5359 




End 


6933 




Name 


OJ990704 49.-9C01.C24 


. o2 . np 


Method 


AAT/NAP 




Start 


5374 




End 


6930 




GI 


5042.430 




Score 


1066 




: Exons 


cot/ £Q^n 










GI Descrip. 


(AC006193) Putative 


cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


25743 




Seq. ID 


OJ990704_49.9C01 


.C24 


Gene No. 


53473 




Strand 


+ 




Start 


12482 




End 


13245 




Name 


OJ990704 49.9C01.C24 


. o4 . gs 


Method 


GENSCAN 




Start 


12482 




End 


13245 




GI 


none 




Score' 


.97 




Exons 


12482. .12943, 12988. 


.13245 








Seq. No. 


25743 




Seq. ID 


OJ990704_49.9C01 


.C24 


Gene -No. 


53474 




Strand 






Start 


1 




End 


1892 





25823 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



0 J9907 04_4 9 . 9C01 . C24 . ol . np Method AAT/NAP 
1 End 1892 

6721547 Score 87 

1..33, 977. .1061, 1808. .1892 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



25743 
53475 
7280 

OJ990704_4 9 . 9C01 . C24-. o3 . tw 

5505. 

none 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX : Wheat 

End 58 68 

Score 71 



5505. .5633, 5521. .5589, 5595.-5786, 5605. .5796, 5746. .5787, 
5800.. 5868 



Seq. No. 25743 

Gene No. 53475 

Start .7280 

Name 0 J9907 04_4 9 . 9C0 1 . C2 4 . o3 . tm 

Start 5530 

GI none 
Exons 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX : Mai ze 

End 6020 

Score 53 



5530. .5589, 5605. .5685, 5686.-5796, 5800. .5868, 5916. .6020, 
5917. .6018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25743 
53475 • 
7280 

OJ990704_4 9.9C01.C24.ol.tc 

5536 
none 

5536.. 5601, 5596.-5664, 5731, 
6259.-6447, 6273.. 6365, 6442, 
6673.-6834, 6711.. 6833, 6715, 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 
Method TBLASTX : Cress 
End 6923 
Score 49 

.5796, 5923.. 6174, 6163.. 6252, 
.6666, 6460.. 6609, 6465.-6629, 
.6837, 6855.. 6923 



Seq. No. 25743 

Gene No. 53475 

Start 7280 

Name 0 J9 9 07 0 4_4 9 . 9C0 1 . C2 4 . ol . t s 

Start 5596 

GI none 

Exons . 5596.. 5796, 6082.. 6192, 6271, 
6465.. 6617, 6679.. 6822, 6715. 

Seq. No. 25743 

Gene No. 53475 

Start 7280 

Name OJ990704_4 9 . 9C01 . C24 . ol . tm 

Start 6139 

GI none 

Exons 6139.. 6195, 6211.. 6270, 6240, 
6468. .6629, 6499.-6828 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25743 
53475 
7280 

OJ990704 
6552 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399' 

Method TBLASTX : Soybean 

End 6897 

Score 145 

.6429, 6273.-6356, 6427.-6684, 
.6819, 6717.. 6821, 6871.. 6897 

.Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX : Maize 

End 6831 

Score 44 

.6365, 6247.. 6405, 6442.. 6831, 



49.9C01.C24.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990704_49.9C01.C24 
13399 

TBLASTX: Wheat 
6917 



25824 



GI 

Exons 



none Score 34 8 

6552.-6629, 6553. .6837, 6556. .6819, 6711. .6836, 6840. .6917 



Seq. No. 
Gene Np. ■ 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



25743 
53475 
7280 

OJ990704_4 9.9C01.C24.o3.np 

7162 

4680207 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method AAT/NAP 

End 13399 

Score 697 



7162.. 9182, 10379. .10728, 13373.. 13399 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



25743 
53475 
7280 

OJ990704_4 9. 9C01 . C24 . o3 . gs 

7280 

none 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method GENSCAN 

End 11139 

Score .89 



7280. .8750, 8772. .9266, 10379. .11139 



Seq. No. 25743 

Gene No. 53475 

Start 7280 

Name OJ990704_4 9 . 9C01 . C24 . o4 .*tw 

Start 8051 

GI none 

Exons 8051.. 8296, 8297.. 8455 

Seq. No. 25743 

Gene No. 53475 

Start 7280 

Name OJ990704_4 9. 9C01.C24 .o2.ts 

Start 8132 

GI "- none 
Exons 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX : Wheat 

End 84 55 

Score 75 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX : Soybean 

End 9226 

Score 82 



8132. .8296, 8627. .9025, 8736. .8837, 9143. .9226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25743 
53475 
7280 

OJ990704_4 9. 9C01.C24 .o2.tw 

8525 

none 



Seq. ID OJ990704_49. 9C01;C24 
Strand 

End 13399 

Method TBLASTX : Wheat 

End 8836 

Score 49 



8525. .8599, 8529. .8600, 8633. .8788, 8636. .8836, 8727. .8816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 

Method TBLASTX: Maize 

End 9044 

Score 117 

^8531.. 8596, 8630.. 8872, 8651.. 8809, 8727.. 8870, 8949.. 9044, 
8987. .9028 



25743 
53475 
7280 

OJ990704_4 9 . 9C01 . C2 4 . o2 . tm 

8531 

none 



Seq. No.. 
Gene No. 
Start 



25743 
53475 
7280 



Seq. ID OJ990704_49.9C01.C24 
Strand 

End 13399 



25825 




Name 


OJ990704 49. 


9C01.C24.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


9048 






End 


9287 




GI 


none 






Score 


135 




Exons 


9048. .9287, 


9056. .9268 










Seq. No. 


25744 






Seq. ID' 


OJ990704_49.9C01 


.C25 


Gene No . 














Start 


55 






End 


289 




Name 


OJ990704 49. 


9C01.C25.ol 


.gs 


Method 


GENSCAN 




Start 


55 






End 


289 . 




GI 


none 






Score 


.59 




Exons 


55.. 119, 133 


. .289 










Seq. No. 


25745 






Seq. ID 


OJ990704_49.9C01 


.C27 


bene jno . 


R "3 A 7*7 






oiiauu 






Start 


73 






End 


420 




Name 


OJ990704 49. 


9C01.C27.ol 


.gs 


Method 


GENSCAN 




Start 


73 






End 


420 




GI 


none 






Score 


.79 




Exons 


73. .420 












Seq. No. 


25746 






Seq. ID 


OJ990704_49.9C01 


.C30 


Gene No . 


R *7 Q 






oirana 






Start 


1600 






End 


2293 




Name 


OJ990704 49. 


9C01.C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1447 






End 


1902 




GI 


none 






Score 


130 




Exons 


1447. .1902, 


1448. .1705 










Seq. No. 


25746 






Seq. ID 


OJ990704_49.9C01 


.C30 


Gene No . 


D J 4 / O 






o Tirana 






Start 


1600 






End 


2293 




Name 


OJ990704 49. 


9C01.C30.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1591 






End 


1906 




GI 


none 






Score 


279 




Exons 


1591. .1905, 


1595. .1906 










Seq. No. 


25746 






Seq. ID 


OJ?90704_49.9C01 


.C30 


Gene No. 


53478 






Strand 






Of- a y+- 

oLdri. 








End 


2293 




Name 


OJ990704 49. 


9C01.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1600 






End 


2293 




GI 


100484 






Score 


451 




Exons 


1600. .2293 












GI Descrip. 


hypothetical 


protein' - < 


garden 


snapdragon 




Seq. No. 


25747 






Seq. ID 


OJ990704_49.9C01 


.C31 


Gene No. 


53479 






Strand 






OLdi L 


1 






End 


612 




Name 


OJ990704 49. 


9C01.C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


612 




GI 


3522945 






Score 


95 




Exons 


1..150, 594. 


.612 










GI Descrip. 


(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


25748 






Seq. ID 


OJ990724_37.9C01 


.CI 


Gene No. 


53480 






Strand 


+ 





25826 



Start 


537 






End 


1679 




Name 


OJ990724 


37.9C01.C1 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


496 






End 


911 




GI 


none 






Score 


185 




Exons 


496. .729, 


503. .730, 


525. .680, 


718. .909, 


732. .911 




Seq. No. 


25748 






Seq. ID 


OJ990724_37.9C01 


-CI 


Gene No. 


53480 






Strand 


+ 




Start 


537 






End 


1679 




Name 


OJ990724 


37.9C01.C1 


. ol . tm 


Method 


TBLASTX: Maize . 




Start 


523 






End 


1679 




GI 


none 






Score 


93 




Exons 


523. .639, 


534. .662, 


534. .659, 


587. .661, 


603.. 677, 662.. 


730, 




663. .680, 


667. .732, 


667. .729, 


718. .903, 


731. .838, 732.. 


908, 




740. .757, 


762. .950, 


886. .975, 


908. .985, 


908. .967, 996.. 


1523, 




1053. .1535, 1196.. 1531, 1562. 


.1594, 1562.. 1591, 1640.. 1678, 




1653. .1679 










Seq. No. 


25748 


- 




Seq. ID 


OJ990724_37. 9C01 


.CI 


Gene No. 


53480 






Strand 


+ 




Start 


537 






End 


1679 




Name 


OJ990724_ 


37.9C01.C1 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


534 






End 


1514 




GI 


none 






Score 


110 




Exons 


534 . . 659, 


587. .640, 


642. .677, 


653. .676, 


661. .729, 662.. 


730, 




732 . . 812, 


734. .811, 


•882-. .914, 


1092. .1514, 1196. .1468 




Seq. No. 


25748 






Seq. ID 


OJ990724_37.9C01 


.CI 


Gene No. 


53480 






Strand 


+ 




Start 


537 






End 


1679 




Name 


OJ990724 


37.9C01.C1 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


534 






End 


812 




GI 


none 






Score 


133 




Exons 


. 534.. 659, 


587. .658, 


608. .661, 


609. .668, 


617. .664, 695.. 


730, 




710. .733, 


713. .799, 


718. .810, 


718. .777, 


732. .812, 740.. 


811 


Seq. No. 


25748 






Seq. ID 


OJ990724_37. 9C01 


.CI 


Gene No. 


53480 






Strand 


+ 




Start 


537 






End 


1679 




Name 


OJ990724 


37.9C01.C1 


. ol . gs 


Method 


GENS CAN 




Start 


537 






End 


1592 




GI 


none 






Score 


.62 




Exons 


537. .915, 


1054. .1592 








Seq. No. 


25748 






Seq. ID 


OJ990724_37.9C01 


.CI 


Gene No. 


53480 






Strand 


+ 




Start 


537 






End 


1679 




Name 


OJ990724 


37.9C01.C1 


. o 1 . np 


Method 


AAT/NAP 




Start 


537 






End 


1589 




GI 


1170504 






Score 


1310 





Exons 537.. 1589 

GI Descrip. EUKARYOTIC INITIATION FACTOR (ISOJ4F SUBUNIT P82 ( IEIF- ( ISO) 4F 
P82) gi | 452440 (M95747) initiation factor (iso)4f p82 subunit 
[Triticum aestivum] 



Seq. No. 
Gene No. 



25748 
53480 



Seq. ID OJ990724_37.9C01.C1 
Strand + 



25827 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



537 



End 

Method 
End 
Score 



1679 
AAT/GAP 
1556 
1494 



OJ990724_37.9C01.Cl.ol.gp 
806 

9170_1.R1084 
806.. 1556 

1 322867/pir | IA44452 5.0e-78 translation initiation factor eIF-4F 
isozyme form subunit p82 - wheat 1 



25748 . Seq. ID 

53480 Strand 
537 End 
OJ990724_37 . 9C01 . CI . ol . tc Method 
1092 End 
none Score 
1092.. 1358, 1187.. 1357 

25749 

53481 Strand 
1078 End 
OJ990724_37.9C01.C2.ol.gs * Method 
1078 End 
none Score 



OJ990724_37.9C01.C1 
+ 

1679 

TBLASTX: Cress 

1358 

266 



Seq. ID OJ990724_37.9C01.C2 
+ 

3113 
GENS CAN 
3113 
.51 



1078. .1227, 1375. .1457, 2783. .2923, 3020. .3113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25749 ■ Seq. ID 
53481 Strand 
1078 End 
OJ990724_37 . 9C01 . C2 . ol . np Method 
1932 End 
3452091 Score 



OJ990724_37.9C0!;.C2 . 

+ ^ 

3113 

AAT/NAP 

3107 

331 



1932.. 2097, 2803.. 2923, 3020.. 3107 

(AJ004899) rudimentary enhancer [Glycine max] 



25749 
53482 
1 

OJ990724_37 . 9C01 . C2 . ol . gp 
1 

2308_1.R1084 
1. .283 

1 452439/gb | M95747 | WHTIF4F82B 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990724_37.9C01.C2 
283 

AAT/GAP 

283 

516 



1.0e-29 Wheat (clone p80k-34) 



initiation factor isozyme 4F p82 subunit mRNA, complete cds 1 



25749 
53483 
3712 

OJ990724_37.9C01.C2.ol.ts 

1994 

none 



Seq. ID OJ990724_37.9C01.C2 
Strand 
End 

Method 
End 
Score 



4189 

TBLASTX: Soybean 

3106 

137 



1994. .2104, 1995. .2099, 2781. .2924, 2801. .2929, 2822. .2926, 
3008.. 3106, 3021.. 3104 



25749 Seq. ID 

53483 Strand 

3712 End 

OJ990724_37 . 9C01 . C2 . ol . tc Method 

2004 End 



OJ990724_37.9C01.C2 
4189 

TBLASTX: Cress 
3104 



25828 




GI 


none 








Score 


110 


Exons 


2004. .2099, 


2009 


. .2098, 


2781. 


.2924, 2789.-2923, 3021. .3104 




3038. .3103 












Seq. No. 


25749 








Seq. ID 


OJ990724_37.9C01.C2 


Gene No. 


53483 








Strand 




Start 


3712 








End 


4189 


Name 


OJ990724 37 


.9C01 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2802 








End 


3106 


GI 


■none 








. Score 


195 


Exons 


2802. .2924, 


2802 


. .2924, 


2804. 


.2926, 2804. .2929, 3019. .3096 




3020. .3094, 


3021 


. .3104, 


3023. 


. 3106 




Seq. No. 


25749 








Seq. ID 


OJ990724 37.9C01.C2 
— 


Gene No. 


53483 








Strand 




Start 


3712 








End 


4189 


Name 


OJ990724 37 


.9C01 


.C2.o2. 


gs 


Method 


GEN SCAN 


Start 


3712 








End 


4182 


GI 


none 








Score 


.41 


Exons 


3712. .3836, 


3873 


. .4182 








Seq. No. 


25749 








Seq. ID 


OJ990724_37.9C01.C2 


Gene No. 


53483 








Strand 




O Start 


3712 








End 


4189 


=. "ij Name 


OJ990724 37 


. 9C01 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


j=S Start 


3736 








End 


3939 


!--:s ' GI 


none 








Score 


96 


; _;;f Exons 

: : : "; 


3736. .3927, 


3736 


. . 3939, 


3737. 


.3934 




U! Seq. No. 


25749 








Seq. ID 


OJ990724_37.9C01.C2 


i.i Gene No. 


53483 








Strand 




Start 


3712 








End 


4189 


Name 


OJ990724 37 


.9C01 


.C2.o2. 


np 


Method 


AAT/NAP 


11 -Start 


3829 








End 


4189 


□ GI 


6453870 








Score 


283 


'"4 Exons 


3829. .4189 












U 3 GI Descrip . 


(AC011717) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25750 








Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53484 








Strand 


+ 


^3 Start 


3878 








End 


5991 


Name 


OJ990724 37 


.9C01 


.C3.o2. 


gs 


Method 


GENSCAN 


Start 


3878 








End 


5991 


GI 


none 








Score 


.7 


Exons 


3878. .4090, 


4229 


. .4453, 


4550. 


.4642, 4881. .4955, 5806. .5991 


Seq. No. 


25750 








Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53484 








Strand 


+ 


Start 


3878 








End 


5991 


Name 


OJ990724 37 


.9C01 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


3899 








End 


5444 


GI 


2827535 








Score 


353 


Exons 


3899. .4106, 


4266 


. .4453, 


4521. 


.4642, 4881. .4955, 5041. .5444 


GI Descrip. 


(AL021633) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25750 








Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53484 








Strand 


+ 



25829 




Start 


387a 


End 


5991 


Name 


j / . ycui . Co . oi . gp 


Method 


AAT/GAP 


Start 


4349 


End 


5253 


GI 


LIB34 34-003-P1-K1-F7 


Score 


802 


Exons 


4349. .4453, 4550. .4642, 4881.. 


4955, 5041.. 5253 


GI Descrip. 


'2827535/emb ICAA16543.il 1 . Oe- 


-16 (AL021633) hypothetical p 




[Arabidopsis thaliana] 1 






Seq. No. 


25750 


Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53485 


Strand 




Start 


1 


End 


3510 


Name 


OJ990724 37.9C01.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1595 


GI 


6453870 


Score 


797 


Exons 


1..180, 383.-553, 658. .753, 865. .1124, 


1220. .1595 


GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25750 


Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53485 


Strand 




Start 


1 


End 


3510 


Name 


OJ990724 37 . 9C01 . C3 . ol . gs 


Method 


GEN SCAN 


Start 


383 


End 


3510 


GI 


none 


Score 


.82 


Exons 


383.-553, 658. .753, 865. .1124, 


1220.. 1696, 2220.. 2295, 




2429. .2510, 2850. .2896, 3331. . 


3510 • 




Seq. No. 


25750 


Seq. ID 


OJ990724_37.9C01.C3 


Gene No. 


53486 


Strand 




Start 


4254 


End 


5133 


Name 


OJ990724 37.9C01.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


4254 


End 


5133 


GI 


none 


Score 


155 


Exons 


4254. .4382, 4260. .4385, 4262.. 


4387, 4380. .4460, 4381. .4458 




4547. .4642, 4549. .4641, 4879.. 


4956, 4880. .4957, 4914. .4958 




5013... 5132, 5040.. 5129, 5041.. 


5133 




Seq. No. 


25751 . 


Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53487 


Strand 


+ 


Start 


4386 


End 


13012 


Name 


OJ990724 37.9C01.C4.o2.gs 


Method 


GEN SCAN 


Start 


4386 


End 


13012 


GI 


none 


Score 


.5 


Exons . 


4386.. 5093, 5455.. 5494, 6199.. 


6330, 6574. .6685, 10281. .103 




10387. .10582, 1094 1 .. 11396, 11413 11550, 12373 12552 , 




12590. .12609, 12910.. 13012 






Seq. No. 


25751 


Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53487 


Strand 


+ 


Start 


4386 


End 


13012 


Name 


OJ990724 37.9C01.C4.ol.gp 


Method 


AAT/GAP 


Start 


10696 


End 


11167 


GI 


306i096 


Score 


786 


Exons 


10696. .11167 






Seq. No. 


25751 


Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53488 


Strand 


+ 


Start 


13678 


End 


14406 



25830 




Name 


OJ990724 37.9C01.C4.o3.gs 


Method 


GENSCAN 


Start 


13678 


End 


14406 


GI 


none 


Score 


.93 


Exons 


13678. .14406 






Seq. No. 


25751 


Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53489 


Strand 




Start 


353 


End 


3480 


Name 


OJ990724 37.9C01.C4.ol.np 


Method 


AAT/NAP 


Start 


353 


End 


2767 


GI 


4406773 


Score 


922 


Exons 


353. .481, 840. .1009, 1080. .1364, 1528 


..1627, 1814. .1915, 




1984. .2135, 2240.. 2295, 2461. 


.2505, 2607. .2767 


GI Descrip. 


(AC006836) putative AAA-type 


ATPase [Arabidopsis thaliana] 


Seq. No. 


25751 


Seq. ID 


OJ990724_37. 9C01.C4 


Gene No. 


53489 


Strand 




Start 


353 


End 


3480 - 


Name 


OJ990724 37.9C01.C4.ol.gs 


Method 


GENSCAN 


Start 


827 


End 


3480 


GI 


none 


Score 


.71 


Exons 


827. .1009, 1080. .1364, 2562.. 


2827, 3441. .3480 


Seq. No. 


25751 


Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53490 


Strand 




Start 


14975 


End 


18654 


Name 


OJ990724 37.9C01.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


352 


End 


2511 


GI 


none 


Score 


100' 


Exons 


352. .501, 887. .1015, 887. .1006, 894.. 


992, 1080.. 1223, 




1089. .1133, 1245.. 1331, 1254. 


.1364, 1510. .1629, 1817. .1837 




1852. .1899, 2015.. 2071, 2416. 


.2511 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25751 
53490 
14975 

OJ990724_37.9C01.C4.o3.tc 
352 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990724 37.9C01.C4 



18654 

TBLASTX: Cress 
2511 
91 . 

352. .501, 887. .1015, 887. .1006, 894. .992, 894. .995, 1080. .1232, 
1089. .1151, 1254. .1364, 1255. .1359, 1510. .1629, 1516. .1629, 
1852. .1899, 2015. .2071, 2416. .2511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25751 

53490 

14975 

OJ990724 

837 

none 



37.9C01.C4.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990724_37.9C01.C4 
18654 

TBLASTX: Maize 

1012 

189 



837. .1010, 848. .1012, 887. .1012 



Seq. No. 25751 Seq. ID 

Gene No. 53490 Strand 

Start 14 975 End 

Name OJ990724_37 . 9C01 . C4 . o2 . tm Method 

Start 1071 End 

GI none Score 



OJ990724_37.9C01.C4 
18654 

TBLASTX: Maize 

1629 

273 



25831 




Exons 1071.. 1364, 1081.-1365, 1085.. 1366, 1462.. 1629, 1528.. 1629 



Can Wo 


£. J / J -L 




Seq. IP 


OJ990724_37.9C01 


. C4 


Gene No. 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11410 




End 


14400 




GI 


none 




Score 


109 




Exons 


11410. .11547, 12218. 


.12286, 


12370. .12396, 124 90 .. 1254 6, 






13702. .13878, 13978. 


.14028, 


14146. .14400, 14268.. 14399 






9S7M 




Seq. ID 


OJ990724_37.9C01 


. C4 


Gene No. 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11410 




End 


14391 




GI 


none 




Score 


63 




Exons 


11410. .11478, 11518. 


.11550, 


12370. .12423, 12487. .1254 6, 






13705. .13878, 13978. 


.14028, 


14131. .14391 




Can KJn 






Seq. ID 


OJ990724_37.9C01 


. C4 


Gene No. 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12373 




End 


14400 




GI 


none 




Score 


42 




Exons 


12373. .12423, 12448. 


.12549, 


13702. .13878, 13978 14028 , 






14140. .14400, 14271. 


.14381 








Seq. No. 


25751 




Seq. ID 


OJ990724_37.9C01 


.C4 


Gene No. 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


o4 .gs 


Method 


GENS CAN 




Start 


14975 




End 


18433 




GI 


none 


.1569SJ- 


Score 


,65 




Exons 


14975. .15117, 15372. 


15882. .15941, 17308.. 18433 




Seq. No. 


25751 




Seq. ID 


OJ990724_37.9C01 


.C4 


npno "Mo 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


o2 . gp 


Method 


AAT/GAP 




Start 


16951 




End 


.18633 




GI 


321 1.R1084 




Score 


3316 




Exons 


16951. .18633 










GI Descrip. 


'3929545/gb|AAC79990 


.11 l.Oe 


-163 (AF067194) S-adenosylmethionine 




decarboxylase [Oryza 


sativa] ' 






Seq. No. 


25751 




Seq. ID 


OJ990724_37. 9C01 


.C4 


Gene No. 


53490 




Strand 






Start 


14975 




End 


18654 




Name 


OJ990724 37.9C01.C4. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


17019 




End 


18654 




GI 


none 




Score 


78 




Exons 


17019. .17057, 17020. 


.17058, 


17021. .17125, 17119. .17172, 






17143. .17178, 17144. 


.17173, 


17225. .17275, 17230 .. 17280, 






17235. .17282, 17269. 


.17304, 


17270. .17326, 17318 .. 17374 , 






17328. .17384, 17333. 


.17386, 


17385. .17603, 17393 .. 18454 , 





25832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17394. .18560, 18240 .. 18476, 18471 18527, 18502 18528 , 
18529. .18573, 18571 18654 , 18571 .. 18 630, 18573. .18635 



25751 
53490 
14975 

OJ990724_37.9C01.C4.o2.np 
17240 

6646848 , . 
.17240. .184-33 

(Y07766) S-adenosylmethionine decarboxylase [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990724 37.9C01.C4 



18654 
AAT/NAP 
18433 
2093 



25751 
53490 
14975 

OJ990724_37. 9C01.C4 .ol.tw 
17381 



OJ990724 37.9C01.C4 



none 
17381. 
17606. 
18477. 



Seq. ID 
Strand 
End 

_ Method 

' End 
Score 

17602, 17385. .17603, 17393 17 608 , 17597 .. 18391, 
18403, 17607. .18419, 184 69 18 639, 18477 18641, 
18575", 18502. .18630, 18548.. 18634 



18654 

TBLASTX: Wheat 

18641 

225 



Seq. No. 


25751 




Seq. ID 


OJ990724_37.9C01.C4 


Gene No. 


53490 




Strand 




Start. 


14975 




End 


18654 


Name 


OJ990724 37-.9C01.C4. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


17520 




End 


18400 


GI 


none 




Score 


134 


Exons 


17520. .17786, 17534. 


.17785, 


17810. .17878, 17811. .17879, 




17903. .17929, 17945. 


.18394, 


17945. .18400, 18000.. 18398 


Seq. No. 


25751 




Seq. ID 


OJ990724_37.9C01.C4 


Gene No . 


53490 




Strand 




Start 


14975 




End 


18654 


Name 


OJ990724 37.9C01.C4. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


17522 




End 


18401 


GI 


none 




Score 


157 


Exons 


17522. .17803, 17523. 


.17795, 


17822. .17896, 1782 9 1787 9, 




17885. .17929, 17936. 


.18400, 


17949.. 18401 


Seq. No. 


25752 




Seq. ID 


OJ990724_37.9C01.C5 


Gene No. 


53491 




Strand 


+ 


Start 


2214 




End - 


2512 


Name 


OJ990724 37.9C01.C5. 


o2 . gp 


Method 


AAT/GAP 


Start 


2214 




End 


2512 


GI 


3759940 




Score 


517 


Exons 


2214. .2512 








Seq. No. 


25752 




Seq. .ID 


OJ990724_37.9C01.C5 


Gene No. 


53492 




Strand 




Start 


881 




End 


1105 


Name 


OJ990724 37.9C01.C5. 


ol.gp 


Method 


AAT/GAP 


Start 


881 


End 


1105 


GI 


321 1.R1084 




Score 


425 


Exons 


881. .1105 








GI Descrip. 


, 3929545/gb|AAC79990 


.11 l.Oe 


-163 (AF067194) S-adenosylmethionine 



decarboxylase [Oryza sativa] 1 



25833 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990724_37.9C01.C6 

Strand + 

End 3984 

Method GENSCAN 

End' 3984 

Score .81 



25753 
53493 
3442 

OJ990724_37.9C01.C6.o2.gs 
3442 
none 

3442.-3585, 3673.-3984 

25753 
53494 
1 

OJ990724_37.9C01.C6-ol.np 
1 

4584525 

1..38, 277. .370, 459. .535, 621. .755, 867. .1013, 1055. .1190, 
1357.. 1462, 1862.. 1931/ 2034.. 2150 

(AL049607) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990724_37.9C01.C6 
Strand 

End 2159 

Method AAT/NAP 

End 2150 

Score 254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25753 
53494 
1 

OJ990724_37.9C01.C6.ol.gs 
318 
none 

318. .370, 459. .535, 872. .989, 1073. .1190, 1447 
1862.. 1931, 2034.. 2159 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990724 37.9C01.C6 



2159 
GENSCAN 
2159 
.92 



1462, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25754 Seq. ID OJ990724_37 . 9C01 . C7 

53495 Strand + 

421 End 874 

OJ990724_37 . 9C01 . C7 . ol . gp Method AAT/GAP 

421 End 874 . 

1118_1.R1084 Score 889 

421. .874 

, 2239089/emb|CAB06430| 2.0e-46 (Z84386) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
>gi_3288180_emb_CAB11466_ (Z98758) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 1 



25755 Seq. ID 

53496 Strand 

1 End 

OJ990724_37.9C01.C8.ol.np Method 

1 End 

2498930 Score 
1..410, 578. .646 

DORSAL -VENTRAL PATTERNING PROTEIN SOG 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990724_37.9C01.C8 
646 

AAT/NAP 

646 

756 

(SHORT GAS T RU LAT I ON 



25756 
53497 
1073 

OJ990724_37.9C01.C9.ol.gp 
1073 

12420 1.R1084 



Seq. ID OJ990724_37.9C01.C9 
Strand 

End 1202 

Method AAT/GAP 

End 1202 

Score 175 



25834 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1073. .1202 

•4586449/dbj IBAA76393.il 1.0e-35 (AB025187) cytochrome c oxidase 
subunit 6b-l [Oryza sativa] 1 



25757 Seq. ID 

53498 Strand 

2588 End 

OJ990724_37 . 9C01 . C13 . ol . gp Method 

2345 End 

29544_1.R1084 Score 
2345.-2464, 2582. .3039 

, 4521194/dbj | AB013613 . 1 | AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11' 



OJ990724_37 . 9C01 .C13 
+ 

4920 
AAT/GAP 
3039 
986 



25757 Seq. ID 

53498 Strand 

2588 End 

OJ990724_37. 9C01 . C13 . o2 . np Method 

2573 End 

6469032 Score 
2573. .3017, 4894. .4920 

(AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 
batatas] 



OJ990724_37.9C01.C13 
+ 

4920 
AAT/NAP 
4920 
378 



Seq. No. 25757 Seq. ID 

Gene No'.'' 53498 Strand 

Start 2588 End 

Name OJ990724_37 . 9C01 . C13 . o2 . gs Method 

Start 2588 End 

GI none Score 

Exons 2588.. 3076 



OJ990724_37 . 9C.01~:C13 

4920 
GEN SCAN 
3076 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25757 
53499 
1 

OJ990724_37.9C01.C13.ol.np 
1 

2916938 

1..33, 1913. .2103, 2247. .2400 

(AL021999) PE_PGRS [Mycobacterium tuberculosis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990724_37.9C01.C13 

2400 
AAT/NAP 
2400 
45 



25757 Seq. ID 

53499 Strand 

1 End 
OJ990724_37 . 9C01 . C13 . ol . gs Method 

1623 End 

none Score 

1623. .1781, 1850. .2035 



OJ990724_37.9C01.C13 

2400 
GENSCAN 
2035 
.53 



OJ990724 37.9C01.C13 



Seq. No. 25757 Seq. ID 

Gene No. 53500 Strand 

Start 4077 End 

Name OJ990724_37 . 9C01 . C13 . ol . tc Method 

Start 2584 End 

GI none Score 

Exons 2584.. 2712, 2588.. 2716, 2768.. 2914, 2794.. 2862, 2909.. 2986, 
2909. .3019 



434?,"- 

TBLASTX: Cress 

3019 

180 



25835 



oeq . lno . 


OCTET 
£.Z> t D 1 








Seq. ID 


OJ990724_37.9C01 




Gene No. 


53500 








Strand 






Start 


4077 








End 


4347 




Name 


OJ990724 37. 


9C01 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2585 








End 


3019 




GI 


none 








Score 


218 




Exons 


2585. .2719, 


2587 


. .2718, 


2738. 


.3019, 2765. .2986 




Seq. No. 


25757 








Seq. ID 


OJ990724_37.9C01 


.C13 


bene lno . 


co enn 
JOjUU 








Strand 






Start 


4077 








End 


4347 




Name 


OJ990724 37. 


9C01 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2585 








End 


3018 




GI 


none 








Score 


162 




Exons 


2585. .2716, 


2587 


. .2712, 


2768. 


.2893, 2794. .2859, 2903. .2986, 




2926. .3018 














Con M/~\ 
OcC]. IN U . 


OCOCT 
t J / J / 








Seq. ID 


OJ990724_37.9C01 


.C13 


Gene No. ■ 


53500 








Strand 






Start 


4077 








End 


4347 




Name 


OJ990724 37. 


9C01 


.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2585 








End 


2719 




GI 


none 








Score 


183 




Exons 


2585. .2719, 


2587 


. .2718 










oeq . lno . 


OCT CO 








Seq. ID 


OJ990724_37.9C01 


.C13 


Gene No. 


53500 








Strand 






Start 


4077 








End 


4347 




Name 


OJ990724 37. 


9C01 


,C13.o3. 


gs 


Method 


GEN SCAN 




Start 


4077 








End 


4347 




GI 


none 








Score 


.95 




Exons 


4077. .4244, 


4315 


. .4347 












OCT CG 
Z J / JO 








Seq. ID 


OJ990724_37.9C01 


.C14 


Gene No. 


53501 








Strand 


+ 




Start 


50 








End 


487 




Name 


OJ990724 37. 


9C01 


.C14.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


35 








End 


380 




GI 


none 








Score 


72 




Exons 


35.-97, 49.. 


96, 


194. .250 


, 195 


..242, 207. .380 




oeq • LNO . 


O CT CO 
Z J / JO 








Seq. ID 


OJ990724_37.9C01 


.C14 


Gene No. 


53501 








Strand 


+ 




Start 


50 








End 


487 




Name 


OJ990724 37. 


9C01 


.C14.ol. 


gs 


Method 


GENS CAN 




Start 


50 








End 


487 




GI 


none 








Score 


.42 




Exons 


50. .487 














Seq. No. 


25759 








Seq. ID 


OJ990724__37.9C01 


.C15 


Gene No. 


53502 








Strand 


+ 




Start 


1 








End 


270 




Name 


OJ990724 37. 


9C01 


.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


270 




GI 


1799 1.R1084 








Score 


470 




Exons 


1..270 















25836 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•3608147 3.0e-18 (AC005314) putative chloroplast 31 kDa 
ribonucleoprotein precursor [Arabidopsis thaliana] ' 



Seq. ID OJ990724_37.9C01.C15 

Strand + 

' End 270 

Method AAT/NAP 

End 270 

Score 105 



25759 
53502 
1 

OJ990724_37.9C01.C15.ol.np 
1 

3608147 
1..270 

(AC005314) putative chloroplast RNA binding protein precursor 
[Arabidopsis thaliana] 



25759 
53502 
1 

OJ990724_37.9C01.C15.ol.tm 

130 

none 

130. .270, 131. .268 



Seq. ID OJ990724_37.9C01.C15 

Strand + 

End 270 

Method TBLASTX: Maize 

End 270 

Score -204 



25760 
53503 
1 

OJ990724_37.9C01.C19.ol.np 

'4 

6469032 

1..51, 912. .1405, 1431. .1705 

(AB035183 ) N-hydroxycinnamoyl/benzoyltransf erase [ Ipomoea 
batatas] 



Seq. ID OJ990724_37.9C01.C19 
Strand + 

1705 
AAT/NAP 
1705 
597 



End 

Method 

End 

Score 



25760 
53503 
1 

OJ990724_37.9C01.C19.ol.gs 
1060 
none 

1060. .1417, 1443. .1669 

25760 
53504- 
1051 

OJ990724_37.9C01.C19.ol.tc 
9i6 
none 

916.. 1149, 930.. 1070 

25760 
53504 
1051 

OJ990724_37. 9C01 . C19 . ol . tm 
916 
none 

916.. 1194, 920.. 1168, 930*. .1169, 1175.. 1387, 1177.. 1398, 
1206.. 1397, 1411.. 1554, 1429.. 1554, 1433.. 1567, 1433.. 1561 



Seq. ID OJ990724_37.9C01.C19 

Strand + 

End 1705 

Method GENS CAN 

End 1669 

Score .49 



Seq. ID OJ990724_37.9C01.C19 
Strand 

End 1705 

Method TBLASTX: Cress 

End 1149 

Score 323 



Seq. ID OJ990724_37.9C01.C19 
Strand 

End 1705 

Method TBLASTX: Maize 

End 1567 

Score ' 387 



Seq. No. 



25760 



Seq. ID OJ990724_37.9C01.C19 



25837 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



53504 Strand 

1051 End 

OJ990724_37. 9C01.C19.ol. ts Method 

916 End 

none Score 



1705 

TBLASTX : Soybean 

1705 

331 



916. .1164, 923. .1027, 924. .1070, 928. .1149, 1204. .1398, 
1411. .1494, 1433. .1507, 1522 .. 1701, .1523 .. 1705, 1616. .1705 



Seq. No. 25760 Seq. ID OJ990724_37.9C01.C19 

Gene No. 53504 Strand 

Start 1051 End 1705 

Name OJ990724_37 . 9C01 . C19 . ol . gp Method AAT/GAP 

Start 1051 End 1705 

GI 1118_1.R1084 Score 1199 

Exons 1051.. 1705 ' 

GI Descrip. ' 2239089/emb | CAB06430 | 2.0e-46 (Z84386) anthranilate 

N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
>gi_3288180_emb_CAB11466_ (Z98758) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 1 



Seq. No. 


25760 




Seq. ID 


OJ990724_37.9C01.C19 


Gene No. 


53504 




Strand 




Start 


1051 




End 


1705 


Name 


OJ990724 37.9C01.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1192 




End i^"'' 


1627 


GI 


none . . 




Score 


157 


Exons 


1192. .1398, 1287.. 1388, 


1414. 


.1494, 1436. .1507, 1556. .1627,' 




1558. .1626 








Seq. No. 


25760 




Seq. ID 


OJ990724_37.9C01.C19 


Gene No. 


53504 




Strand 




Start 


1051 




End 


1705 


Name 


OJ990724 37.9C01.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1568 




End 


1705 


GI 


none 




Score 


256 


Exons ^- 


: 1568.. 1705, 1570.. 1704 








Seq. No. 


25761 




Seq. ID 


OJ990724_37.9C01.C20 


Gene No. 


53505 




Strand 




Start 


102 




End 


426 


Name 


OJ990724 37.9C01.C20.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


100 




End 


419 


GI 


none 




Score 


87 


Exons 


100.. 198, 102.. 188, 314 


. .418, 


324. .419 




Seq. No. 


25761 




Seq. ID 


OJ990724_37.9C01.C20 


Gene No. 


53505 




Strand 




Start 


102 




End 


426 


Name 


OJ990724 37.9C01.C20.ol 


.np 


Method 


AAT/NAP 


Start 


102 




End 


426 


GI 


1170504 




Score 


233 


Exons 


102. .189, 324. .426 








GI Descrip. 


EUKARYOTIC INITIATION FACTOR 


(ISO)4F SUBUNIT P82 ( IEIF- { ISO) 4F 




P82) gi|452440 (M95747) 


initiation factor (iso)4f p82 subunit 




[Triticum aestivum] 








Seq. No. 


25761 




Seq. ID 


OJ990724_37 . 9C01 . C20 



25838 



Gene No. 


53505 




Strand 








Start 


102 




End 


426 






Name 


OJ990724 37.9C01.C20.ol. 


gs 


Method 


GENSCAN 






Start 


102 




End 


189 






GI 


none . . 




Score 


.79 






Exons 


102. .189 












Seq. No. 


25762 




Seq. ID 


OJ990724_37 


-9C01 


.C21 


Gene No. 


53506 




Strand 


+ 






Start 


5363 * 




End. 


5683 






Name 


OJ990724 37.9C01.C21.o2. 


gs 


Method 


GENSCAN 






Start 


5363 




End 


5683 






GI 


none 




Score 


.52 






Exons 


5363.. 5430, 5483.. 5549, 


5576. 


.5683 








Seq. No. 


25762 




Seq. ID 


OJ990724_37 


.9C01 


.C21 


Gene No. 


53507 




Strand 








Start 


367 




End 


3778 






Name 


OJ990724 37.9C01.C21.ol. 


gs 


Method 


GENSCAN 






Start 


367 




End 


3778 






GI 


none 




Score 


.44 






Exons 


367. .381, 664..73S, 141C 


I..1692, 2063. 


.2187, 2359.. 


2466, 






2577. .2781, 2926. .3274, 


3306. 


.3444, 3725.-3778 






Seq. No. 


25762 




Seq. ID 


OJ990724_37 


.9C01 


-C21 


Gene No. 


53507 




Strand 








Start 


367 




End 


3778" 






Name 


OJ990724 37.9C01.C21.ol. 


np 


Method 


AAT/NAP 






Start 


648 




End 


1556 






GI 


1170504 




Score 


208 






Exons 


648.-735, 1401. .1556 












GI Descrip. 


EUKARYOTIC INITIATION FACTOR 


(ISO)4F ! 


3UBUNIT P82 ( 


IEIF- 


(ISO 




P82) gi|452440 (M95747) 


initiation factor (iso)4f p82 subun: 




[Triticum aestivum] 












Seq. No. 


25763 




Seq. ID 


OJ990724_37 


.9C01 


.C22 


Gene No. 


53508 




Strand 


+ 






Start 


746 




End 


1307 






Name 


OJ990724 37.9C01.C22.ol. 


gs 


Method 


GENSCAN 






Start 


746 




End 


1307 






GI 


none 




Score 


.49 






Exons 


746. .842, 1036. .1307 












Seq. No. 


25763 




Seq. ID 


OJ990724_37 


.9C01 


.C22 


Gene No. 


53509 




Strand 


+ 






Start 


5921 




End 


6273 






Name 


OJ990724 37.9C01.C22.ol. 


gp 


Method 


AAT/GAP 






Start 


5921 




End 


6273 






GI 


2427594 




Score 


665 






Exons 


5921. .6273 












Seq. No. 


25763 




Seq. ID 


OJ990724_37 


-9C01 


.C22 


Gene No. 


53510 




Strand 


+ 






Start 


11377 




End 


19630 






Name 


OJ990724 37.9C01.C22.o2. 


np 


Method 


AAT/NAP 






Start 


11377 




End 


19630 






GI 


3868853 




Score 


134 







25839 



Exons 


11377. .11534, 16797. 


.16863, 


GI Descrip. 


(AB013853) GPI-anchored prot 


Seq. No. 


ZD f bJ 




Gene No. 


53510 




Start 


11377 




Name 


OJ990 724_3 / . 9CU1 . QZZ 


.o3.gp 


Start 


lay yo 




GI 


none 




Exons 


15993. .16352, 16451. 


.16874 


Seq. No. 


ZD 1 DO 




Gene No. 


5351U 




Start 


113 / / 




Name 


ojyyu i zh. 3/.ycui.c2z 


. o5 . gs 


Start 


± oUft U 




GI 


none 




Exons 


16040. .16148, 16266. 


.16352, 


Seq. No. 


^0 / 03 




Gene No. 


53510 




Start 


11377 




Name 


OJ990724_37 . 9C01 .C22 


o6 . gs 


Start 


1 o o o o 

18822 




GI 


none - ■ 




Exons 


18822. .18945, 19067. 


19144, 


Seq. No. 


25763 




Gene No. 


53511 




Start 


O O A Q C 

22085 




Name 


OJ990724 37.9C01.C22 


08 . gs 


Start 


22085 




GI 


none 




Exons 


22085 22180, 23/23. 


O *D O A C 

23845, 




25218 25289, 27516. 


27617 


Seq. No. 


25763 




Gene No. 


53511 




Start 


22085 




Name 


OJ990724 37.9C01.C22 


oS.gp 


Start 


27211 




GI 


3107009 




Exons 


27211. .27231, 27452. 


27544 


GI Descrip. 


4521194/dbj IAB013613 


1IAB013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



19630 



Seq. ID OJ990724_37.9C01.C22 

Strand + 

End 19630 

Method AAT/GAP 

End 16874 

Score 1527 



Seq. ID OJ990724_37.9C01.C22 



Strand 
End 

Method 

End 

Score 



+ 

19630 
GENS CAN 
16704 
.87 



Seq. ID OJ990724_37.9C01.C22 



Strand + 

End 19630 

Method GENSCAN 

End 19530 

Score ' .94 



Seq. ID OJ990724_37.9C01.C22 

Strand + 

End 27617 

Method GENSCAN 

End 27617 

Score .49 
23979. .24139, 24390 .. 24 690, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



centromere sequence RCB11 



25763 Seq. ID 

53512 Strand 
1 End 22897 

OJ990724_37 . 9C01 . C22 . o3 . np Method AAT/NAP 
1 End 22897 

6006359 Score 61 

1..142, 11114. .11208, 22797. .22897 
(AP000559) hypothetical protein [Oryza sativa] 



OJ990724_37.9C01.C22 
+ 

27617 
AAT/GAP 
27544 
138 



OJ990724 37.9C01.C22 



25763 
53512 



Seq. ID 
Strand 



OJ990724 37.9C01.C22 



25840 



Start 
Name 
Start 
GI 

Exons 



OJ990724_37 . 9C01 . C22 . o3 . gs 

5071 

none 



End 

Method 

End 

Score 



22897 
GEN SCAN 
13099 
.48 . 



5071. .5309, 6080. .6459, 7468. .7934, 8007. .8197, 8350. .8718, 
10044. .10320, 10330. .10607, 10877 .. 10934 , 11114 11292 , 
12360. .12647, 12889.. 13099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25763 Seq. ID 

53512 Strand 

1 End 

OJ990724_37 . 9C01 . C22 . ol . np Method 

7353 End 

3386534 Score 
7353. .7934, 8007. .8707 

(AF078934) mariner transposase [Glycine max] 



OJ990724_37.9C01.C22 

22897 
AAT/NAP 
8707 
980 



25763 Seq. ID 

53512 . Strand 

1 End 
OJ990724_37 . 9C01 . C22 . o4 . gs Method 

14390 End 

none Score 
14390. .15151 



OJ990724_37 . 9C01 . C22 

22897 
GENSCAN 
15151 
.98 



Seq. No. 25763 Seq. ID 

Gene No. 53512 Strand 

Start 1 End 

Name OJ990724_37 . 9C01 . C22 . o2 . gp Method 

Start 14852 End 

GI 2796588 Score 

Exons 14852. .15026 



OJ990724_37 . 9C01 . C22 

22897 
AAT/GAP 
15026 . 
179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 



25763 Seq. ID 

53512 Strand 

1 End 
OJ990724_37 . 9C01 . C22 . o7 . gs Method 

20033 End 

none Score 
20033.. 20683 



OJ990724_37 . 9C01 . C22 

22897 
GENSCAN 
20683 
.95 



OJ990724 37.9C01.C22 



25763 Seq. ID 

53513 Strand 

24129 End 24420 

OJ990724_37 . 9C01 . C22 . o4 . gp Method AAT/GAP 

24129 ' End 24420 

69380_1.R1084 Score 221 
24129. .24157, 24276.. 24420 

•4521194/dbj |AB013613.1|AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11' 



25763 * Seq. ID 

53514 Strand 

28618 End 

OJ990724_37.9C01.C22.ol.tw Method ' 

7569 End 

none Score 



OJ990724_37.9C01.C22 
30310 

TBLASTX: Wheat 

7850' 

73 



25841 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7569. .7682, 7680. .7841, 7686. .7850, 7702. .7845 



25763 
53514 
28618 

OJ990724_37 . 9C01 . C22 . ol . tm 
24271 
none 

24271. .24327, 24275.-24334, 24275 24328, 24323 
24328. .24414, 24331. .24429 



Seq. ID OJ990724_37.9C01.C22 
Strand 

End ' 30310 

Method TBLASTX: Maize 
End 24429 
Score 105 

24415, 



25763 
53514 
28618 

OJ990724_37 . 9C01 . C22 . o9 . gs 

28618 

none 



Seq. ID OJ990724_37.9C01.C22 
Strand 

End 30310 

Method GEN SCAN 

End 30310 

Score' .58 



28618. .28684, 2894 5 .. 28988 , 30299.. 30310 

25763 Seq. * ID OJ990724_37.9C01.C22 

53514 Strand 

28618 End 30310 

OJ990724_37 . 9C01 . C22 . 06 . gp Method AAT/GAP 

28719 . End 29047 

3107457 Score 470 

28719. .29047 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25764 Seq. ID OJ990804_13 . 9C03 . C2 

53515 Strand + 

709 End 3789 

OJ990804_13 . 9C03 . C2 . ol . np Method AAT/NAP 

709 End 3789 

5922617 Score 752 

709. .813, 2681. .2992, 3074. .3423, 3463.-3789 
(AP000492) EST C97105 (C52004 ) corresponds to a region of the 
predicted gene./ similar to pectinesterase . (X95991) [Oryza 
sativa] gi | 6016850 | dbj | BAA851 93 . 1 | (AP000570) EST C97105 (C52004 } 
corresponds to a region of the predicted gene.; Similar to 
pectinesterase. (X95991) [Oryza sativa] 



25764 
53516 
5746 

OJ990804 13.9C03.C2.ol.tc 



2728 
none 

2728. .2799, 
3072. .3335, 



2730, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2807, 2796.. 2987, 



OJ990804_13. 9C03.C2 
+ 

9798 

TBLASTX: Cress 
3756 
64 

2842. .2988, 3046 



3361. .3429, 3484. .3582, 3589. .3756, 3600. 



.3336, 
.3755 



Seq. ID OJ990804_13. 9C03.C2 

Strand + 

End 9798 

Method TBLASTX : Mai ze 

End 3540 

Score 308 
3072. .3335, 3330. .3413, 3331... 3408, 3483. .3539, 



25764 
53516 
5746 

OJ990804_13 . 9C03 . C2 . ol . tm 
3064 
none 

3064. .3336, 
3484. .3540 



25842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25764 
53516 
5746 

OJ990804_13 . 9C03 . C2 . ol . ts 

3072 

none 



Seq. ID OJ990804_13.9C03.C2 

Strand + 

End 9798 

Method TBLASTX : Soybean 

End 3732 

Score 305 



3072. .3335, 3073. .3336, 3331. .3411, 3336. .3413, 3484. .3582, 
3589.. 3732, 3612.. 3701 



257 64 
53516 
5746 

OJ990804JL3 . 9C03 . C2 .o2 . tw 
.3111 
none 



Seq. ID OJ990804_13. 9C03.C2 

Strand + 

End 97 98 

Method TBLASTX : Wheat 

End 3539 

Score 225 



3111. .3341, 3112. ,3336, 3360. .3416, 3484. .3534, 3486. .3539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25764 ■ 

53516 

5746 

OJ990804_13 . 9C03 . C2 . o5 . tm 

3562 

none 



25764 
53516 
5746 

OJ990804JL3.9C03.C2.o2.np 

5746 

6522592 



Seq. ID OJ990804_13. 9C03.C2 

Strand + 

End 9.7 98 

Method TBLASTX : Mai ze 

End 3788 

Score 48 



3562.. 3582, 3589.. 3780, 3591.. 3788 



Seq. - .ID OJ990804_13. 9C03.C2 

Strand + 

End 9798 

Method AAT/NAP 

End 9798 

Score 1662 



5746.. 5772, 6668.-9335, 9425.. 9798 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25764 
53516 
5746 

OJ990804_13.9C03.C2.o2.tm 
6869 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6869. .7081, 6899. .7084, 6920. .7060, 6962. .7081, 7154. .7450, 
7163. .7441, 7166. .7444, 7166. .7267, 7262.-7444, 7333. .7446, 
7448.-7633, 7466. .7627, 7466.-7636, 7492. .7617, 7742. .8371, 
7760. .8443, 7847. .8467, 7861. .8100, 7997. .8050, 8060. .8461, 
8126. .8461, 8149. .8433 



OJ990804_13.9C03.C2 
+ 

9798 

TBLASTX: Maize 

8467 

98 



Seq. No. 25764 

Gene No. 53516 

Start 5746 

Name OJ990804_13 . 9C03 . C2 . o2 . ts 

Start 6884 

GI none 
Exons 



Seq. ID OJ990804_13.9C03.C2 

Strand + 

End 9798 

Method TBLASTX : Soybean 

End 9564 

Score . 105 



6884. .7081, 6890. .7081, 6896. .7081, 6898. .7080, 6956. .7081, 
7133. .7387, 7160. .7285, 7160. .7441, 7160. .7447, 7166. .7438, 
7166. .7429, 7187. .7429, 7189. .7440, 7208. .7330, 7259. .7444, 



25843 



7280. .7411, 7442.-7633, 7448. 

7687. .7956, 7688. .8170, 7760. 

7775.. 8101, 7790. ,8533, 7838. 

8015. .8524, 8017. .8244, 8281. 

8771.. 8863, 8879.. 8971, 9000. 



,7633, 7448.. 7633, 7451.. 7633, 

.7957, 7763. .8344, 7766. .8380, 

,8245, 7946..8386, 8003. .8461, 

.8385, 8293..8S23, 8299. .8460, 

.9050, 9161. .9256, 9415. .9564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25764 
53516 
5746 

OJ990804_13 4 ,9C03 . C2 . o2 . tc 
6887 
none 
6887. 
6890. 
6926. 
7166. 
7382. 



.6997, 
.7081, 
.7081, 
.7438, 
.7627, 
7457. ,7627, 
7763. .7873, 



7835. 
8068. 
8258. 
9000. 



,7894, 
,8385, 
,8449, 
,9050, 



6887. 
6890. 
7001. 
7166. 
7448. 
7457. 
7763. 
7901. 
8096. 
8312. 
9161. 



.7084, 
.7027, 
.7081, 
.7438, 
.7594, 
.7642, 
.8047, 
.8080, 
.8407, 
.8464, 
.9247, 



6890. 
6899. 
7163. 
7166. 
7448. 
7478. 
7766. 
7952. 
8137. 
8330. 
9415. 



Seq. No.. 25764 
Gene No. 53516 
Start 5746 

Name OJ990804_13 . 9C03 . C2 . ol . tw 

Start 6926 
GI none 

Exons 6926.. 7069, 6929.. 7030, 6983. 

7406. .7804, 7826. .8011, 7892. 
8215.. 8241, 8246.-8335 



Seq. I 
Strand 
End 

Method 

End 

Score 
.7177, 
.7060, 
.7375, 
.7429, 
.7642, 
.7633, 
.7981, 
.8254, 
.8325, 
.8461, 
.9534, 



OJ990804_ 
+ 

9798 

TBLASTX: Cress 
9759 
71 

6890. .7078, 
6899. .7081, 
7163. .7228, 
7280. .7432, 



13- 9C03.C2 



7454. 
7757. 
7811. 
7966. 



,7630, 
,8509, 
,8101, 
,8103, 



8240. .8383, 
8774. .8854, 
9661. .9759 



6890, 
6905. 
7163, 
7340, 
7454, 
7760, 
7826, 
8024, 
8240, 
8888, 



.7084, 
.7084, 
.7264, 
.7513, 
.7594, 
.8467, 
.8467, 
.8326, 
.8461, 
.8974, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990804_13.9C03.C2 
+ 



9798 

TBLASTX: Wheat 
8335 
86 

7081, 7198. .7344, 7402, 
7978, 7897.. 8049, 8072. 



.7758, 
.8188, 



Seq. No. 


25764 








Seq. ID 


OJ990804 


Gene No. 


53516 








Strand 


+ 


Start 


5746 ' 








End 


9798 


Name 


OJ990804 13 


.9C03. 


C2.o3. 


gs 


Method 


GENS CAN 


Start 


7103 








End 


9794 


GI 


none 








Score 


.47 


Exons 


7103. .8450, 


9425. 


.9794 








Seq. No. 


25764 








Seq. ID 


OJ990804 


Gene No. 


53516 








Strand 


+ 


Start 


5746 








End 


9798 


Name 


OJ990804 13 


.9C03. 


C2.o4. 


tm 


Method 


TBLASTX: 


Start 


8873 








End 


9256 


GI 


none 








Score 


135 


Exons 


8873. .8998, 


■9081. 


.9146, 


9092. 


.9142, 9146. .9241, 


Seq. No. 


25764 








Seq. ID 


OJ990804 


Gene No. 


53516 








Strand 


+ 


Start 


5746 








End 


9798 


Name 


OJ990804 13 


.9C03. 


C2.o3. 


tm 


Method 


TBLASTX: 


Start 


9287 








End 


9777 


GI 


none 








Score 


58 


Exons 


9287. .9334, 


9298. 


.9333, 


9423. 


.9572, 9424.-9777 



25844 



Seq. No. 


25765 




Seq. ID 


OJ990804_13.9C03-C4 


Gene No. 


53517 . 




Strand 


+ 


Start 


1 




End 


1549 


Name 


OJ990804 


_13.9C03.C4.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1549 


GI 


2586083 




Score 


909 


Exons 


1. .1549 








GI Descrip. 


(U72725) 


receptor kinase-like protein 


[Oryza longistaminata] 


Seq. No. 


25765 




Seq. ID 


OJ990804_13.9C03.C4 


Gene No. 


53517 




Strand 


+ 


Start 


1 




End 


1549 


Name 


OJ990804 


_13.9C03.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


5 




End 


1212 


GI 


none 




Score 


65 


Exons 


5. .166, 


215. .391, 224. .391, 


431. .520, 


449. .517, 500. .931, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



521. .943, 533. .913, 533. .946, 968. .1042, 969. .1139, 978. .1211, 
985. .1194, 985. .1212, 985. .1212, 1030. .1212 



25765 Seq. ID 

53517 Strand 

1 End 

OJ990804_13. 9C03.C4 .ol.tc Method 

* • 5 * End 

■■' none Score 



OJ990804_13.9C03.C4 
+ 

1549 

TBLASTX: Cress 

1263 

89 



5. .166, 5. .166, 17. .169, 224. .394, 431. .532, 500. .940, 518 
518.. 928, 521. .868, 521. .943, 533. .745, 533. .946, 533. .940, 
544. .858, 547. .705, 740 .. 931, „ 930 .. 1139, 945. .1151, 954. .1151, 
966. .1211, 981. .1148, 984. .1211, 984. .1079, 985. .1212, 
985. .1212, 985. .1212, 985. .1263, 985. .1212, 985. .1260, 
985. .1212, 985. .1212, 985. .1212, 1030. .1212, 1102. .1212, 
1108. .1209 



931, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25765 
53517 
1 

OJ990804_13.9C03.C4.ol.ts 
17 

none 



Seq. ID OJ990804_13.9C03.C4 
Strand + 

1549 

TBLASTX : Soybean 
1263 
75 



End 

Method 
End 
Score 

17. .169, 20. .166, 65. .166, 215. .391, 215. .391, 224. .391, 
431. .526, 512. .931, 518. .946, 524. .784, 533. .940, 533. .931, 
587. . 946, 628. .858, ,930. .1139, 969. .1151, 972. .1151, 975. .1148, 
984, ,1214, 985. .1212, 985. .1212, 985. .1212, 985. .1263, 
1015. .1212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25765 
53517 
1 

OJ990804_13. 9C03.C4.ol.tw 

215 

none 



Seq. ID OJ990804_13.9C03.C4 

Strand + 

End 1549 

Method TBLASTX : Wheat 

End 1152 

Score' 78 



215. .361, 343. .735, 344. .742, 524. .697, 719. .817, 985. .1152, 
985. .1122 



Seq. No. 
Gene No. 



25765 
53517 



Seq. ID OJ990804_13.9C03.C4 
Strand + 



25845 




Start 


1 


End 


1549 


Name 


OJ990804 13.9C03.C4.ol.gs 


Method 


GENSCAN 


Start 


291 


End 


1201 


GI 


none 


Score 


. 4 


Exons 


291. .506, 1079. .1201 






Seq. No. 


25766 


Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53518 


Strand 


+ 


Start ■ 


1 


End 


553 


Name 


ujyyuou^i ij . i?lu j . ld . ox . np 


Method 


AAT/NAP 


Start 


1 


End 


445 


GI 


6522592 


Score 


134 


Exons 


1. .445 






GI Descrip. 


(AL133292) receptor protein 


kinase-like protein [Arabidops 




thaliana] 






Seq.. No. 


25766 


Seq. ID 


OJ990804_13. 9C03.C5 


Gene No . 


jjjI 0 


Strand 


+ 


Start 


1 * 


End 


553 


Name 


OJ990804 13.9C03.C5.ol.gs 


Method 


GENSCAN 


Start- 


78 


End 


442 


GI 


none 


Score 


.79 


Exons 


78. .442 






Seq. No. 


25766 


Seq. ID 


OJ990804_13.9C03.-C5 


Gene No. 


53518 


Strand 


+ 


Start 


1 


End 


553 


Name 


OJ990804 13.9C03.C5.ol.gp 


Method 


AAT/GAP 


Start 


120 


End 


553 


GI 


LIB3431-039-P1-K2-A12 


Score 


831 


Exons 


120.. 553 






GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l.Oe- 


177 Oryza sativa 




inclica (GLA4) genomic DNA, chromosome 4 


, BAC clone : t!7804 1 


Seq. No. 


25766 


Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53519 


Strand 


+ 


jLaiL 


5051 


End 


12984 


Name 


OJ990804 13.9C03.C5.o2.np 


Method 


AAT/NAP 


Start 


5051 


End 


12984 


GI 


6522541 


Score 


1611 


Exons 


5051.. 5451, 6040.. 6127, 10323 .. 124 98 , 


12609.. 12984 


GI Descrip. 


(AL132955) receptor-kinase 


like protein [Arabidopsis thali 


seq.*- No. ' 


25766 • 


' Seq. ID" 


OJ990804_13.9C03.C5 


Gene No . 


53519 


Strand 


+ 


Start 


5051 


End 


12984 


Name 


OJ990804 13. 9C03.C5.o3.gs 


Method 


GENSCAN 


Start 


10866 


End 


12976 


GI 


none ' 


Score 


.54 


Exons 


10866. .12498, 12609.. 12976 






Seq. No. 


25766 


Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53520 


Strand 


+ 


Start 


13259 


End 


13980 


Name 


OJ990804 13.9C03.C5.o4.gs 


Method 


GENSCAN 


Start 


13259 


End 


13980 


GI 


none 


Score 


.76 



25846 




Exons 


13259. .13415, 13739. 


.13980 






Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03.C5 


Gene No. 


53521 




Strand 


+ 


Start 


14509 




End 


15670 


Name 


OJ990804 13.9C03.C5. 


o5 .gs 


Method 


GENSCAN 


Start 


14509 




End 


15670 


GI 


none 




Score 


.58 


Exons 


14509. .14578, 15525. 


.15670 






Seq. No. 


25766 




Seq. ID 


OJ9908.04_13.9C03.C5 


Gene No. 


53522 




Strand 


+ 


Start 


20826 




End 


23954 


Name 


OJ990804 13.9C03.C5. 


o4 .np 


Method 


AAT/NAP 


Start 


20826 




End 


23954 


GI 


6522541 




Score 


1583 


Exons 


20826. .23475, 23575. 


.23954 






GI Descrip. 


(AL132955) receptor- 


kinase 


like protein [Arabidopsis thaliana] 


Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03.C5 


Gene No. 


53523 




Strand 


+ 


Start 


34917 




End 


35347 


Name 


OJ990804 13.9C03.C5. 


o3.gp 


Method 


AAT/GAP 


Start 


34917 




End 


35347 


GI 


2428185 




Score 


■ 698 


Exons 


34917. .35347 








GI Descrip. 


5852170/emb|AL117265 


.1IOST17804 l.Oe- 


177 Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome 


4, BAC clone:tl7804 


Seq. No. 


25766 




Seq. ID 


OJ990804 13.9C03.C5 


Gene No. 


53524 




Strand 


+ 


Start 


35407 




End 


37930 


Name 


OJ990804 13.9C03.C5. 


o6.np 


Method 


AAT/NAP 


Start 


35407 




End 


37930 


GI 


6522592 




Score 


940 


Exons 


35407. .35512, 36213. 


.37930 






GI Descrip. 


(AL133292) receptor protein 


kinase-like protein [Arabidopsis 




thaliana] 








Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03.C5 


Gene No. 


53524 




Strand 


+ 


Start 


35407 




End 


37930 


-Name 


OJ990804 13.9C03.C5. 


o7 .np 


- Method 


-AAT/NAP • 


Start" ' . 


36174 




End 


37930 


GI 


6539238 




Score 


487 


Exons 


36174. .36766, 37160. 


.37930 






GI Descrip. 


(AC011765) putative 


receptor protein 


kinas e [ Arabidops i s 




thaliana] 








Seq. No. 


25766 




Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53524 




Strand 


+ 


Start 


35407 




End 


37930 


Name 


OJ990804 13.9C03.C5. 


olO.gs 


Method 


GENSCAN 


Start 


36192 




End 


37725 


GI 


none 




Score 


.72 


Exons 


36192. .37218, 37456. 


.37725 







25847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25766 Seq. ID 

53525 Strand 

17188 End 

OJ990804_13 . 9C03 . C5 . 06 . gs Method 

17188 End 

none Score 



OJ990804_13. 9C03.C5 

20468 
GENSCAN 
20468 
.•78 



17188. .17373, 18528 .. 18643, 18816 19059, 19407 19816, 
20105. .20468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25766 Seq. ID 

53526 Strand 

25161 End 

OJ990804_13 . 9C03 . C5 . 08 . gs Method 

25161 End 

none Score 



OJ990804_13.9C03.C5 

28775 
GENSCAN 
28775 
.77 



25161. .25448, 25660 .. 25812, 26258 .. 26426, 264 96 .. 26584 , 
26689. .26755, 28708.. 28775 



25766 
53527 
31439 

OJ990804 13.9C03.C5.ol.tc 



Seq. ID OJ990804'_13.9C03.C5 
Strand 

End 37925 

Method TBLASTX : Cress 



56 








End 


37925 




none 








Score 


83 


" 




56. .187, 5252. .5449, 


5255.. 5521, 5255.. 5446, 5261..5446, 


5264. . 


5443, 


5264.. 5446, 5264 


. .5512, 


5270. 


.5449, 


5-270. .5449, 


5459. . 


5524, 


5531.. 5632, 5534 


. .5797, 


5534. 


.5725, 


5552. .5848, 


5576. . 


5806, 


5594.. 5725, 5807 


. .6037, 


5825. 


.6001, 


5825. .5995, 


6038. . 


6118, 


6402.. 6626, 6405 


. .6686, 


6405. 


.6701, 


6405. .6626, 


6408. . 


6737, 


6414.. 6596, 6426 


. .6566, 


6444 . 


.6710, 


6537. .6710, 


6558. . 


6707, 


7566.. 7658, 7867 


. .8019, 


8071. 


.8130, 


8137. .8223, 


8650. . 


8745, 


8653.. 8751, 8653 


. .8751, 


8653. 


.8748, 


8653. .8748, 


8653. . 


8748, 


8653.. 8751, 10320 .. 10505, 10323 .. 10388 , 


10326. 


.10598 


, 10326. 


.10589, 


10335. . 


10517, 


10368. 


.10595, 


10386. 


.10835 


, 10386. 


.10595, 


10566. . 


10778, 


10599. 


.10829, 


10614. 


.10793 


, 10617. 


.10787, 


10617. . 


10793, 


10842. 


.11105, 


10917. 


.11486 


, 10923. 


.11621, 


10923. . 


11261, 


10923. 


.11066, 


10926. 


.11213 


, 10926. 


.11345, 


10926. . 


11348, 


10986. 


.11192, 


10992. 


.11108 


, 11040. 


.11333, 


11051. . 


11332, 


11058. 


.11477, 


11088. 


.11348 


, 11190. 


.11348, 


11256. . 


11567, 


11325. 


.11621, 


11394. 


.11495 


, 11427. 


.11624, 


11472. . 


11624, 


11574. 


.11621, 


12051. 


.12137 


, 12144. 


.12212, 


12255. . 


12407, 


12263. 


.12406, 


12458. 


.124 99 


, 12626. 


.12718, 


21033. . 


21287, 


21036. 


; 21137, . 


21036. 


.21221 


, 21039. 


.21218, 


21039. ; 


21224, 


21039. 


.21221, 


21039. 


.21224 


, 21039. 


.21167, 


21045. . 


21224, 


21066. 


.21221, 


21231. 


.21287 


, 21234. 


.21299, 


21303. . 


21443, 


21303. 


.21488, 


21309. 


.21572 


,' 21309. 


.21581, 


21351. . 


21581, 


21369. 


.21818, 


21369. 


.21581 


, 21525. 


.21770, 


21582. . 


21812, 


21597. 


.21776, 


21597. 


.21737 


, 21600. 


.21770, 


21600. . 


21776, 


21813. 


.21890, 


21825. 


.22085 


, 21900. 


.22172, 


21903. . 


22601, 


21906. 


.22172, 


21906. 


.22049 


, 21933. 


.22241, 


22023. . 


22175, 


22034. 


.22177, 


22173. 


.22607 


, 22173. 


.22607, 


22173. . 


22400, 


22176. 


.22466, 


22176. 


.22601 


, 22176". 


.22475, 


22182. . 


22373, 


22185. 


.22607, 


22194. 


.22607 


, 22194. 


.22550, 


22235. . 


22393, 


22236. 


.22547, 


22251. 


.22451 


, 22331. 


.22528, 


22380. . 


22601, 


22398. 


.22580, 


22470. 


.22601 


, 22554. 


.22601, 


23019. . 


23117, 


23118. 


.23201, 


23235. 


.23387 


, 23592. 


.23684, 


36264. . 


36302, 


36351. 


.36548, 



25848 




36354. 


.36470, 


36354. 


.36545, 


36354. 


.36605, 


36360. 


.36461, 


36360. 


.36545, 


36360. 


.36545, 


36363. 


.36548, 


36363. 


.36608, 


36393. 


.36551, 


36426. 


.36545, 


36546. 


.36644, 


36555. 


.36626, 


36624. 


.36896, 


36627. 


.36788, 


36630. 


.36905, 


36630. 


.36731, 


36633. 


.36824, 


36633. 


.36905, 


36651. 


.36905, 


36675. 


.36905, 


36945'. 


.37097, 


36951. 


.37103, 


36951. 


.37103, 


36951. 


.37103, 


37161. 


.37580, 


37275. 


.37922, 


37281. 


.37448, 


37281. 


.37922, 


37281. 


.37730, 


37281. 


.37523, 


37299. 


.37922, 


37302. 


.37805, 


37302. 


.37664, 


37332. 


.37880, 


37368. 


.37547, 


37368. 


.37922, 


37398. 


.37724, 


37466. 


.37795, 


37494. 


.37799, 


37581. 


.37781, 


37593. 


.37652, 


37622-, 


.37858, 


37638. 


.37922, 


37728. 


.37910,. 


37800. 


.37925, 


37806. 


.37874, 


37884. 


.37922 







Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



25766 Seq. ID 

53527 Strand 

31439 End 

OJ9908 04_13 . 9C03 . C5 . 06 . tm Method 

76 End 

none Score 



OJ990804_13.9C03.C5 
37925 

TBLASTX: Maize 

23936 

100 



76. .219, 76. .222, 89. .259, 7434. .7664, 7528. .7665, 7531. .7683, 
7775. .7804, 7783. .7806, 7784. .7825, 12453 12506, 12565 .. 127 56, 
12608. .12850, 12851 .. 12970, 23573 .. 23719, 23574 .. 238 16, 
23574. .23753, 23817.. 23936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25766 , 

53527 

31439 

OJ990804 

77 

none 
77. .259, 
7838. .80 
8051. .82 
12191. .1 
12620.. .1 
22983. .2 
23573. .2 



OJ990804 13.9C03.C5 



13.9C03.C5.ol.ts 



37925 

TBLASTX : Soybean 

23933 

141 



Seq. ID 
Strand 
End 

Method 
End 
Score 

263. .433, 7317. .7439, 7494. .7664, 7543. .7653, 
17, 7846..7983, 7867. .8037, 7875. .8009, 8035. .8271, 
75, 11895. .12032, 12002 .. 12187, 12003 12239, 
2415, 12222. .12449, 12432 .. 12509, 12607 .. 12783, 
2790, 12845. .12967, 12874 .. 12957 , 22892 .. 22948, 
3219, 22983. .23147, 23208 .. 23411 , 23235 .. 23381, 
3749,' 23586. .23756, 23787 .. 23933, 23838.. 23903 



Seq. No. 


25766 








Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53527 








Strand 




Start 


31439 








End 


37925 


Name 


OJ990804 13 


.9C03. 


C5.o4 . 


tm 


Method 


TBLASTX: Maize 


Start . 


2369 








.End 


18810 


GI 


none 








Score 


113 


Exons 


2369. .2482, 


6980. 


.7066, 


18249 


. .18461, 


18538. .18810, 18602.. 18760 


Seq. No. 


25766 








Seq. ID 


OJ990804_13.9C03.C5 


Gene No. 


53527 








Strand 




Start 


31439 








End 


37925 


Name 


OJ990804 13 


.9C03. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5255 








End 


37925 


GI 


none 








Score 


67 


Exons 


5255. .5371, 


5261. 


.5446, 


5261. 


.5449, 5264. .5446, 5531. .5806, 




5534. .5800, 


5564. 


.5806, 


5804. 


.6004, 5807. .6001, 5807. .6049, 




5807. .6001, 


6041. 


.6124, 


6402. 


.6728, 6402.. 6737*, 6402.. 6728, 




6402. .€743, 


6405. 


.6614, 


6426. 


.6743, 6426. .6692, 6495.-6737, 




6509. .6625, 


8647. 


.8751, 


8653. 


.8748, 8653.-8748, 10323 10454 , 



25849 



10326. 
10599. 
10599. 
10923. 
11021. 
11375. 
21036. 
21192. 
21318. 
21582. 
21906. 
22170. 
22185. 
36354. 
36363. 
36633. 
36948. 
37143. 
37299. 
37559. 
37619. 



.10592 
.10796 
.10796 
.11546 
.11260 
.11488 
.21221 
.21287 
.21581 
.21776 
.22244 
.22607 
.22607 
.36605 
.36545 
.36899 
.37103 
.37226 
.37925 
.37858 
.37921 



10335. 
10599. 
10617. 
10923. 
11061. 
11381. 
21036. 
21306. 
21390. 
21620. 
21990. 
22170. 
22346. 
36360. 
36606. 
36633. 
36948. 
37143. 
37317. 
37596. 
37676. 



.10595 
.10793 
.10802 
.11213 
.11627 
.11623 
.21221 
.21572 
.21581 
.21730 
.22172 
.22601 
.22606 
.36545 
.36635 
.36911 
.37103 
.37229 
.37856 
.37778 
.37909 



10335. 
10599. 
10707. 
10935. 
11087. 
11553. 
21036. 
21309. 
21582. 
21813. 
22169. 
22170. 
22349. 
36360. 
36630. 
36636. 
36948. 
37281. 
37323. 
37610. 
37833. 



10589 
10793 
10742 
11618 
11338 
11669 
21224 
21575 
21776 
21887 
22246 
22607 
22531 
36548 
36905 
36905 
37103 
37712 
37922 
37876 
37925 



10398. 
10599. 
10830. 
10998. 
11214. 
21033. 
21039. 
21318. 
21582. 
21903. 
22170. 
22173. 
22506. 
36360. 
36633. 
36945. 
37019. 
37299. 
37373. 
37610. 



.10589, 
.10793, 
.10904, 
.11621, 
.11267, 
.21281, 
.21221, 
.21581, 
.21776, 
.22172, 
.22526, 
.22598, 
.22649, 
.36545, 
.36905, 
.37103, 
.37102, 
.37784, 
.37513, 
.37858, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25766 

53527 

31439 

OJ9908 

5264 

none 

5264. . 

5906. . 

6405. . 

8653. . 

10464. 

10617. 

11007. 

11421. 

21317. 

21918. 

22140. 

22176. 

36435. 

37281. 

37619. 



04 13.9C03.C5.o2.tm 



5446, 5264.. 5449, 5534 
6001, 6041.. 6130, 6348 
6527, 6414.. 6728, 8647 
8748, 8671.. 8748, 1032 
.10592, 10587. .10793, 
.10793, 10851. .10919, 
.11627, 11067. .11618, 
.11621, 21039. .21224, 
.21523, 21447. .21575, 
.22172, 21918. .22151, 
.22601, 22170. .22583, 
.22598, 22335. .22607, 
.36545, 36633. .36905, 
.37913, 37314. .37922, 
.37921, 37665. .37922, 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990804 13.9C03.C5 



37925 

TBLASTX : Ma 
37922 
121 

..5806, 5564.. 5806, 5 
..6413, 6381.. 6737, 6 
..8742, 8650. .8748, 8 
6. .10595, 10326. .1058 
10593. .10796, 10599.. 
10923. .11348, 10935. . 
11139. .11621, 11280. . 
21306. .21581, 21309.. 
21582. .21776, 21609.. 
21918. .22172, 22050.. 
22170. .22607, 22176.. 
36336.-36524, 36363.. 
36642. .36905, 36948.. 
37476. .37511, 37610. . 
37806. .37922, 37847.. 



lze 



807. .5995, 
405. .6617, 
653. .8751, 
9, 

10793, 
11603, 
11345, 
21581, 
21776, 
22178, 
22607, 
36548, 
37103, 
37786, 
37921 



OJ990804 13.9C03.C5 



37925 

TBLASTX: Wheat 

37805 

82 



Seq. No. 25766 Seq. ID 

Gene No. 53527 Strand 

Start 31439 End 

Name 0 J990804_13 . 9C03 . C5 . o2 . tw Method 

Start 5291 End 

GI none Score 

Exons 5291.. 5434, 5441.. 5521, 5786.. 6166, 10566 .. 10961 , 10989. 

11052. .11138, 11058. .11225, 11166 .. 11288 , 11310 .. 11351 , 

11427. .11600, 21066. .21209, 21216 21287 , 21288 .. 21353, 

21303. .21479, 21306 .. 21437 , 21449 . ^ 21484 , 21471 .. 2158 1 , 

21525. .21947, 21590 .. 21946, 21972 .. 22166, 22170 .. 22250, 

22290. .22331, 22356 .. 22478 , 224 07 .. 22580 , 36615 .. 36677 , 

36948. .37229, 36962 .. 37228 , 37299 .. 37484 , 37362 .. 3744 8 , 



.11177, 



25850 




37368. .37529, 37476 37649, 37686.. 37805 



Seq. No. 


25766 




Seq. ID 


OJ990804_13.9C03 


,C5 


Gpnp No 


53527 




Strand 






Start 


31439 




End 


37925 




Name 


OJ990804 13.9C03.C5 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


7867 




End 


23468 




GI 


none 




Score 


77 




Exons 


7867. .8031, 7876. .8 


025, 8065 


. .8238, 12035. .12199, 12036 


. . 1 




12243. .-12446, 12251 


. . 12301, 


12297. .12398, 23013 23183, 






23015. .23179, 23223 


. .23408, 


23232. .23399, 23424. .23468 




Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End 


37925 




Name 


OJ990804 13.9C03.C5 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


18655 




End 


19035 




GI 


none 




Score 


223,,.. 




Exons 


18655. .19035 










Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End 


37925 




Name 


OJ990804 13.9C03.C5 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


18928 




End 


19254 




GI 


none 




Score 


99 




Exons 


18928. .19035, 19040 


. .19225, 


19042. .19254 




Seq. No. 


25766 




Seq. ID 


OJ990804_13.9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End 


37925 




Name 


OJ990804 13.9C03.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19227 




End 


19637 




GI 


none 




Score, * 


140 




Exons 


19227. .19340, 19341 


. .19637, 


19342. .19635 




Seq. No. 


25766 




Seq. ID 


OJ990804__13.9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End 


37925 




Name . 


OJ990804 13.9C03.C5 


. ol . tm 


Method 


TBLASTX: Maize- 




Start 


19270 




End 


19964 




GI 


none 




Score 


96 




Exons 


19270. .19530, '19278 


. .19964, 


19591. .19734, 19810. .19908 




Seq. No. 


25766 




Seq. ID 


OJ990804_13. 9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End 


37925 




Name 


OJ990804 13.9C03.C5 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


20175 " 




End 


20468 




GI 


none 




Score 


101 




Exons 


20175. .20468, 20179 


. .20466 








Seq. No. 


25766 




Seq. ID 


OJ990804_13.9C03 


.C5 


Gene No. 


53527 




Strand 






Start 


31439 




End- 


37925 




Name 


OJ990804 13.9C03.C5 


.o9.gs 


Method 


GENSCAN 




Start 


31439 




End 


■ 35319 





25851 



GI 

Exons 



none Score . 67 

31439. .31540, 31762 .. 31946, 32038 .. 3214 9, 33608 33866, 

33897. .34437, 35238.. 35319 



Seq. No. 


25767 


Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53528 


Strand 


+ 


Start 


1 


End 


1063 


Name 


OJ990804 13.9C03.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1063 


GI 


6522590 


Score 


627 r,\ 


Exons 








GI Descrip. 


(AL133292) receptor kinase- 


•like protein [Arabidopsis thaliana] 


Seq. No. 


25767 


oeq . i u 




Gene No. 


53528 


o liana 


T 


Start 


1 




i rifi^ 
IUOj 


Name 


OJ990804 13.9C03.C6.ol.gs 


\A 4"* 

jxie tnoa 




Start 


131 


End 


1051 


PT 


none 


Score 


.98 


Exons 


131.. 597, 655.. 1051 






Seq. No. 


25767 


oeq. iu 


PTQGnQfl/1 1*5 Qpm PC 


Gene No. 


.53529 


btrana 


+ 


Start 


2289 




o c n *7 


Name 


OJ990804 13.9C03.C6.o2.gs 


Method 




Start 


2289 


End ' 


zou / 


P T 


none 


Score 


.88 


Exons 


2289. .2507 






Seq. No. 


25767 


Seq. ID 


OJ990804_13.9C03. C6 


Gene No. 


53530 


Strand 


+ 


Start 


6193 


End 


9352 


Name 


OJ990804 13.9C03.C6.o3.gs 


Method 


GEN SCAN 


Start 


6193 


End 


9340 


GI 


none 


Score 


.45 


TP von q 


6193.. 8866, 8970.. 9340 






Seq. No. 


25767 


Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53530 


Strand 


+ 


Start 


6193 


End 


9352 


Name 


OJ990804 13.9C03.C6.o2.np 


Method 


AAT/NAP 


Start 


6217 ' 


End 


9352 


GI* - 


6522540 


Score 


1658 


Exons 


6217.. 8866, 9036.. 9178, 9208.. 9352 




GI Descrip. 


(AL132955) receptor-kinase 


like protein [Arabidopsis thaliana] 


Seq. No. 


25767 


Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53531 


Strand 


+ 


Start 


10693 


. End 


12844 


Name 


OJ990804 13.9C03.C6.o4.gs 


Method 


GEN SCAN 


Start ■" 


10693 


End 


12844 


GI 


none 


Score 


.77 


Exons 


10693. .11045, 11156. .11253, 


11360. .11579, 11657. .11811, 



11899. .12109, 12730.. 12844 



Seq. No. 
Gene No. 



25767 
53532 



Seq. ID OJ990804_13.9C03.C6 
Strand + 



25852 




Start 


16972 




End 


18572 




Name 


OJ990804 13.9C03.C6 


. 06 . qs 


Method 


GENSCAN 




Start 


16972 




End 


17541 




GI 


none 




Score 


.78 




Exons 


16972. .17276, -17364 


. . 17541 








Seq. No. 


25767 




Seq. ID 


OJ990804_13. 9C03. 


C6 


Gene No. 


53532 




Strand 


+ 




Start 


16972 




End 


18572 




Name . 


OJ990804 13.9C03.C6 


. o 3 . np 


Method 


AAT/NAP 




Start 


16973 




End 


18572 




GI 


6539588 




Score 


205 




Exons 


16973. .17239, 18541 


. .18572 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25767 




Seq. ID 


OJ990804_13. 9C03. 


C6 


Gene No. 


53533 




Strand 


+ 




Start 


22786 




End 


24061 




Name 


OJ990804 13.9C03.C6 


. 08 . qs 


Method 


GENSCAN 




Start 


22786 




End 


24061 




GI 


none 




Score 


.58 




Exons 


22786. .22823, 23224 


. .23384 


, 23946.. 24061 




Seq. No. 


25767 




Seq. ID 


OJ990804_13. 9C03. 


C6 


Gene No. 


53534 




Strand 


+ 




Start. 


26199 




End 


29850 ' 




Name 


OJ990804 13 9C03 C6 


. olO . qs 


Method 


GENSCAN 




Start 


26199 




End 


29214 




GI 


none 




Score 


.69 




Exons 


26199. .26384, 28142 


. .28289 


, 28403. .28583, 29052.. 29214 




Seq. No. 


25767 




Seq. ID 


OJ990804_13.9C03. 


C6 


Gene No. 


53534 




Strand 


+ 




Start 


26199 




End 


29850 




Name 


OJ990804 13.9C03.C6 


. o4 .np 


Method 


AAT/NAP 




Start 


28393 




End 


29850 




GI 


4680186 




Score 


312 




Exons 


28393. .28551, 29054 


. .29214 


, 29787.. 29850 




GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 




Seq. No. 


25767 




Seq. ID 


OJ990804_13.9C03. 


C6 


Gene No. 


53535 




Strand 






Start 


15229 




End 


16439' 




Name 


OJ990804 13.9C03.C6 


.o5.gs 


Method 


GENSCAN 




Start 


15229 




End 


16439 




GI 


none 




Score 


.44 




Exons 


15229. .15386, 16382 


. .16439 








Seq. No. 


25767 




Seq. ID 


OJ990804_13.9C03. 


C6 


Gene No. 


53536 




Strand 






Start 


25577 




End 


25828 




Name 


OJ990804 13.9C03.C6 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


11496 




GI 


none 




Score 


215 




Exons 


2. .286, 13. .285, 335. .511, 


33S..523, 700. .885, 701. .895, 






924. .992, 925. .999, 


8359. . 


8604, 8367.. 


8561, 8629.. 8781, 





8647. .8793, 8968. .9102, 8969. .9154, 9176. .9328, 11361 .. 114 92, 



25853 - 



- • .... • 

11362. .11496 



Seq. No. 


25767 




Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53536 




Strand 




Start 


25577 




End 


25828 


Name 


OJ990804 


13.9C03.C6.o2.tc 


Method 


TBLASTX: Cress 


Start 


85 




End 


8544 


GI 


none 




Score 


200 


Exons 


85.-252, 


86.-277, 8269.-8544, 


8274. .8528 


Seq. No. 


25767 




Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53536 




Strand 




Start 


25577 




End 


25828 


Name 


OJ990804 


13. 9C03.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


134 




End 


8859 


GI 


none 




Score 


165 


Exons 


134. .301, 


347.. 580, 347.. 502, 


8410.. 8577, 8617.. 8859, 8706 


Seq. No.. 


25767 




Seq. ID 


OJ990804_13.9C03.C6 


Gene No. 


53536 




Strand 




Start 


25577 




End 


25828 


Name 


OJ990804 


13.9C03.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


362 




End 


11457 


GI 


none 




Score 


115 


Exons 


362. .511, 


701.. 799, 6370.. 6393 


t, 6412.. 


6606, 6415.. 6606, 



6415.. 6675, 6421.. 6942, 6421.. 6606, 6424.. 6618, 6445.. 6603, 

6445. .6609, 6553 .. 6744, 6577 .. 6882, 6604. .6942, 6607. .6942, 

6613. .6942, 6637. .6942, 6709. .6942, 6781. .6942, 7012. .7215, 

7012. .7209, 7198. .7278, 7204. .7296, 7222. .7284, 7285. .7872, 

7288. .7491, 7294. .7491, 7297. .7848, 7303. .7920, 7320. .7634, 

7362. .7562, 7381. .7944, 7543.-7995, 7552. .7998, 7552. .8043, 

7552.-7995, 7552.-7998, 7552. .8046, 7597. .7992, 7597. .7995, 

7675. .7998, 7690. .8013, 7729. .7995, 7741. .7995, 7801. .7995, 

7855.-7929, 7885. .8001, 7927. .8058, 8632. .8781, 8842. .8865, 

8969. .9067, 11362. .11457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25767 Seq. ID 

53536 Strand 

25577 End 

OJ990804_13.9C03.C6.o3.tm Method . 

700 End 

none Score 



OJ990804_13.9C03.C6 
25828 

TBLASTX: Maize 

11520 

96 



700-.. 849, 700. .849, 701.. 940, 8968.. 9135, 8968.. 9141, 
8969.. 9328, 9005.. 9157, 11358 .. 11507, 11361 .. 11519, 
11362. .11517, 11362.. 11520 



Seq. No. 25767 
Gene No. 53536 
Start 25577 

Name OJ990804_13 . 9C03 . C6 . o2 . ts 

Start 6415 
GI none 

Exons 6415.. 6678, 6424.. 6606, 6424. 

6604.. 6942, 6607.. 6942, 6724. 
7012.. 7167, 7012.. 717.6, 7015. 
7297.. 7848, 7303.. 7920, 7335. 
7552.. 7998, 7552.. 7995, 7552. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990804 13.9C03.C6 



25828 

TBLASTX : Soybean 
8001 
136 

6609, 6436.. 6606, 6577.. 6882, 

6942, 7012. .7167, 7012. .7215, 

7215, 7204.. 7278, 7288. .7491, 

7562, 7380.. 7637, 7395.-7778, 

7995, 7552.. 8001, 7579.. 7995, 



25854 



7825. .7995 



Seq. No. 25767 
Gene No. 53536 
Start 25577 

Name OJ990804_13 . 9C03 . C6 . o2 . tm 

Start 6427 
GI none 

Exons 6427.. 6603, 6436.. 6609, 6574. 

7012.. 7176, 7015.. 7209, 7060. 
7270. .7491, 7288. .7491, 7303. 
7675. .7998, 7729. .7995, 7885. 



Seq. ID OJ990804_13. 9C03.C6 
Strand 

End 25828 
Method TBLASTX : Mai ze 
End 8001 
Score 87 

.6945, 6604. .6942, 6637. .6945, 
.7167,. 7216. .7284, 7225. .7320, 
.7830, 7381. .7995, 7543. .7977, 
.8001 



Seq. No. 25767 

Gene No. 53536 

Start . 25577 

Name OJ990804_13 . 9C03 . C6 . ol . tw 

Start 6451 

GI none 

Exons 6451.. 6606, 7012 .. 7128, '7012 . 

7530.. 7733, 7552.. 7761, 7657. 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 



OJ990804 13.9C03.C6 



25828 

TBLASTX: Wheat 
7995 
91 

7140, 7120. .7491, 7146.'. 7364, 
7878, 7801.. 7995 



Seq. No. 25767 Seq. ID 

Gene No. 53536 Strand 

Start 25577 End 

Name ' OJ990804_13. 9C03 . C6 ; o9 . gs Method 

Start 25577 End 

GI none Score 

Exons 25577.. 25828 



OJ990804_13. 9C03.C6 

25828 
GENS CAN 
25828 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25768 Seq. ID OJ990804 

53537 Strand + 

1 End 1335 

OJ990804_13 . 9C03 . C8 . ol . np Method AAT/NAP 

1 End 1335 

2760331 Score 415 
1; .302, 360. .909, 991. ,1335 
(AC002130) F1N21.16 [Arabidopsis thaliana] 



13.9C03.C8 



25768 
53537 
1 

..OJ990804 
40 

none 
40. .392, 



13.9C03.C8.ol.gs 



1085. .1291 



Seq. ID OJ990804_13. 9C03.C8 

Strand + 

End 1335 - 

Method GENSCAN 

End 1291 

Score . 62 



Seq. No. 25769 Seq. ID 

Gene No. 53538 Strand 

Start 1179 End 

Name OJ990804_13 . 9C03 . C9 . ol . gs Method 

Start 1179 End 

GI none Score 
Exons . 1179. .1332 



OJ990804_13. 9C03.C9 
+ 

1332 
GENSCAN 
1332 
.49 



Seq. No. 
Gene No. 



25769 
53539 



Seq. ID OJ990804_13. 9C03.C9 
Strand + 



25855 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15420 

OJ9908 04_1 3 . 9C0 3 . C9 . o5 . gs 

15420 

none 

15420. .15705, 15947 .. 16143, 
19350. .19500, 20088. .20500, 



End 

Method 

End 

Score 



20919 
GENS CAN 
20919 
.89 



17281. .18763, 18 938 .. 19251, 
20539. .20919 



Seq. ID OJ990804_13.9C03.C9 
Strand 

End ■ 21441 
Method AAT/NAP 
End 21441 
Score 244 

1..49, 7477. .7838, 8361. .8609, 8889. .9194, 19982 .. 20072 , 
21365. .21441 

(AC002131) Strong similarity to extensin-like protein gb|Z34465 
from Zea mays. [Arabidopsis thaliana] 



25769 
53540 
1 

OJ990804_13.9C03.C9.o2.np 
1 

3157926 



25769 
53540 
1 

OJ9908 04_13 . 9C03 . C9 . o3 . gs 

6067 

none 

6067.. 6476, 6626.. 9299 



Seq. ID OJ990804_13. 9C03.C9 
Strand 

End 21441 

Method GEN SCAN 

End 9299 

Score .9 



OJ990804 13.9C03.C9 



25769 Seq. ID 

53540 Strand 
1 End 21441 

OJ990804_13 . 9C03 . C9 . ol . np Method AAT/NAP 

6082 End 9293 

2130082 Score 1709 

6082. .6464, 6617. .9293 

protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] . 

gi 1 1586408 | prf | I2203451A receptor kinase-like protein [Oryza 

sativa] 



25769 
53540 
1 

OJ990804_13. 9C03.C9.o4.tm 

6100 

none 

6100. .6261, 6283.. 6462, 6301 



25769 
53540 
1 

OJ990804 
6289 
none 
6289 
6891 



13.9C03.C9.o2.ts 



6462, 
7073, 



6690.. 6845, 6709. 
6925. .7116, 7065. 



Seq. ID OJ990804_13.9C03.C9 

Strand - . 

End 21441 

Method TBLASTX : Maize 

End 64 63 

Score 77 
.6438, 6326. .6463 

-Seq. ID OJ990804_13.9C03.C9 
Strand 

End 21441 

Method TBLASTX : Soybean 

End -7223 

Score 115 

.6861, 6711.. 6896, 6879.. 7115, 
.7223, 7087.. 7206 - . ■ 



Seq. No. 



25769 



Seq. ID OJ990804_J.3.9C03.C9 



25856 



Gene No . 


53540 










Strand 


i 








Start 


1 










End 


21441 






Name 


OJ990804 13 


. 9C03. 


C9.ol. 


tc 


Method 


i TBLASTX: 


Cress 




Start 


6364 










End 


91 


64 






GI 


none 










Score 


81 








Exons 


6364. 


.6456, 


6619. 


.6642, 


6708. 


.6863, 


6981. 


.7067,. 


7494. 


.8003, 




7497. 


.7649, 


7500. 


.8204, 


7500. 


.7796, 


7500. 


.7631, 


7500. 


.7529, 




7500. 


.8060, 


7566. 


.7703, 


7569. 


.8204, 


7572. 


.8195, 


7572. 


.7619, 




7572. 


.7865, 


7584. 


.7775, 


7.635. 


.7937, 


7642. 


.7893, 


7656. 


.7850, 




7701. 


.8195, 


7707. 


.8033, 


77.28. 


.7907, 


7767. 


.8198, 


• 7779. 


.8081, 




7843. 


.7872, 


7908. 


.8291, 


7933. 


.8082, 


8007. 


.8126, 


8208. 


.8291, 




8286. 


.8507, 


8286. 


.8507, 


8292. 


.85.07, 


8304. 


.8480, 


8328. 


.8507, 




8331. 


.8504, 


8520. 


.8792, 


8520. 


.8801, 


8523. 


.8798, 


8523. 


.8735, 




8532. 


.8786, 


8670. 


.8792, 


8697. 


.8801, 


8772. 


.8879, 


8805. 


.9074, 




8811. 


.8873, 


8880. 


.9065, 


8880. 


.9002, 


8880. 


.9065, 


8883. 


.9074, 




8883. 


.9068, 


8883. 


.8963, 


8883. 


.9059, 


8937. 


.9065, 


8953. 


.8973, 




8958. 


.9164, 


8967. 


.9068 















Seq. No. 25769 

Gene No. 53540 

Start 1 

Name OJ990804_13 . 9C03 . C9 . ol . tm 

Start 6618 

GI none 

Exons 6618.. 6875, 6721.. 6795, 6723. 

Seq. No. 25769 
Gene No. 53540 
Start 1 

Name OJ990804_13 . 9C03 . C9 . ol . ts 

Start 7422 
GI none 

Exons 7422.. 7943, 7437.. 8162, 7500. 

7641. .8201, 8286. .8468, 8520. 
8883. .9077, 8883. .9050, 9084. 

Seq. No. 25769 
Gene No. 53540 
Start , . 1 

Name OJ990804_13. 9C03 . C9 . o2 . tm 

Start 7494 
GI hone 

Exons 7494. .8114, 7500 .. 7847 , 7503 . 

8286. .8489, 8334.-8489, 8511. 
8532. .8786, 8625. .8780, 8880. 

Seq. No. 25769 
Gene No. 53540 
Start 1 

Name . OJ990804JL3. 9C03.C9.ol . tw 

Start 7572 
GI none 

Exons 7572.. 7694, 7575.-7625, 7620. 

7944. .8135, 7971. .8051, 8019. 
8460. .8627, 8781. .8888, 8895. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6881,. 6915. .7082 



OJ990804_13.9C03.C9 
21441 

TBLASTX: Maize 
7082 
85 



Seq. ID 
Strand 
End 

Method 
End 

Score 8 
.7880, 7500 
.8780, 8520 
.9209 



OJ990804 13.9C03.C9 



21441 

TBLASTX : Soybean 
9209 
81 

7832, 7506.. 8171, 
8621, 8523.. 8702, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990804 13.9C03.C9 



21441 

TBLASTX: Maize 
9065 
77 

8063, 7518.. 8225, 7933. 
8807, 8517.. 8642, 8520. 
9065, 8883.. 9065, 8883. 



.8166, 
.8789, 
.9065 



Seq. ID OJ990804_13.9C03.C9 
Strand 

End 21441 
Method TBLASTX : Wheat 
End 9038 
Score li'O 

.7742, 7800. .7991, 7881. .8099, 
.8270, 8151. .8579, 8218. .8550, 
.9038 



Seq. No. 



25769 



Seq. ID OJ990804_13.9C03.C9 



25857 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



53540 Strand 

1 End 21441 

OJ990804_13. 9C03.C9.o4.gs Method GEN SCAN 

9947 End 14360 

none Score .48 

9947. .10104, 13161. .13436, 13487 .. 13587 , 13928 14099, 

14270. .14360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25769 
53540 
1 

OJ990804_13.9C03.C9.o5.tm 

19380 

none 



Seq. ID OJ990804_13.9C03.C9 
Strand 

End 21441 

Method TBLASTX: Maize 

End 20278 

Score 150 



19380. .19499, 19380 194 99, 20087 20278 , 20096 .. 20263, 
20116. .20268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



25769 
53540 
1 

OJ990804_13. 9C03.C9.o3.ts 

20222 

none 



Seq. ID OJ990804_13.9C03.C9 
Strand 

End 21441 

Method TBLASTX : Soybean 

End 20719 

Score 52 



20222. .20251, 20372 .. 20500, 20609 .. 20719, 20626.. 20718 



25769 ■ 

53540 

1 

OJ990804_13 . 9C03 . C9 . o3 . tm 

20315 

none 



Seq. ID OJ990804_13.9C03.C9 
Strand 

End 21441 

Method TBLASTX : Mai ze 

End 20885 

Score 41 



20315. .20344, 20318 20353, 20354 20506, 20371 .. 20505, 
20621. .20704, 20624 .. 20740, 20626 20730, 20796 .. 20828 , 
20820. .20885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990804_13. 9C03.C10 
Strand 

End 2035 

Method GENSCAN 

End 2035 

Score . 64 



25770 
53541 
1761 

OJ990804_13 . 9C03 . C10 . o2 . gs 
1761 
none 

1761. .1794, 1989. .2035 

25771 
53542 
960 

OJ990804_13.9C03.Cll.ol.gs 
960 
none 

960. .995, 1137. .1227, 2821. .2919, 2985. .3683, 4641. .4784, 
4871. .5023, 5134. .5249, 5807. .5974, 6224. .6448, 6535.-6637, 
6949. .6953 



Seq. ID OJ990804_13.9C03.C11 

Strand + 

End 6989 

Method GENSCAN 

End 6953 

Score .96 



Seq. No. 25771. 

Gene No. 53542' 

Start 960 

Name OJ990804_13 . 9C03 . Cll . ol . np 



Seq. ID OJ990804_13.9C03.C11 

Strand + 

End 6989 

Method AAT/NAP 



25858 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1861 End 2084 

2130158 Score 142 

1861. .2084 

hypothetical protein 75 - maize chloroplast 
gi I 902262 | emb | CAA60327 | (X86563) ORF75 [Zea 
gi I 902309 | emb | CAA60373 | (X86563) ORF75 [Zea 



mays] 
mays] 



25771 
53542 
960 

OJ990804_13.9C03.Cll.o2.gp" 

2378 

none 

2378. .2919, 3010. .3108 

25771 
53542 
960 

OJ990804_13 . 9C03 . Cll . o2 . np 
3119 
116054 
3119. .3683, 
6224. .6448, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_ 
+ 

698.9 
AAT/GAP 
3108 
1238 



13.9C03.C11 



4641, 
6535. 



4871, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5023, 



OJ990804_ 
+ 

6989 
AAT/NAP 
6680 
1812 
5134. .5249, 



13. 9C03.C11 



5807. .5974, 



4784, 
6680 

CALCIUM-DEPENDENT PROTEIN KINASE SK5 (CDPK) 
gi I 280393 Ipir | | A43713 calcium-dependent protein kinase (EC 
2.7.1.-) - soybean gi 1169931 (M64987) Glycine max calcium 
dependent protein kinase mRNA. [Glycine max] 

25771 Seq. ID OJ990804_13 . 9C03 . Cll 

53542 Strand + 

960 End 6989 

OJ990804_13 . 9C03 . CI 1 . o3 . gp Method AAT/GAP 

5202 End 6989 

15651_1.R1084 Score 1656 

5202. .5249, 5807. .5974, 6224. .6448, 6535. .6989 

' 116054/sp|P28583|CDPK_SOYBN 4.0e-72 CALCIUM-DEPENDENT PROTEIN 

KINASE SK5 (CDPK) >gi_280393_pir A43713 calcium-dependent 

protein kinase (EC 2.7.1.-) - soybean >gi_169931 (M64987) 
Glycine max calcium dependent protein kinase mRNA. [Glycine 
max] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25771 Seq. ID 

53543 Strand 

8328 End 

OJ990804_13 . 9C03 . Cll . o3 . gs Method 

8328 End 

none Score 



OJ990804_13.9C03.C11 
+ 

13629 
GENSCAN 
13385 
.77 



8328..8984, 9020. .9191, 10289 .. 104 65, 10733 .. 10893, 
11525. .11794, 11971. .12080, 12185 .. 12275 , 12377 .. 1264 6, 
12920. .12941, 12985.. 13385 



Seq. No. 25771 Seq. ID OJ990804 

Gene No. 53543 Strand + 

Start 8328 End 13629 

Name OJ990804_13 . 9C03 .Cll . o4 . gp Method AAT/GAP 

Start 10672 End 13629 

GI 783 2.R1084 Score 3060 



13.9C03.C11 



25859 




Exons 10672. .10893, 11525 .. 11794, 11971 .. 12080 , 12185 12275, 

12377. .12646, 12985.. 13629 

GI Descrip. ' 3913018/sp | Q40677 | ALFC_ORYSA 0.0e+00 FRUCTOSE-BISPHOSPHATE 

ALDOLASE, CHLOROPLAST PRECURSOR (ALDP) >gi_218155_dbj_BAA02730 
(D13513) chloroplastic aldolase [Oryza sativa] ' 



Seq. No. 


25771 


Seq. ID 


OJ990804_13. 9C03. 


Cll 


Gene No. 


53543 


Strand 


+ 




Start 


8328 


End 


13629 




Name 


OJ990804 13.9C03.Cll.o3.np 


Method . 


AAT/NAP 




Start 


10747 


End 


13260 




GI 


3913018 


Score 


1827 




Exons 


10747. .10893, 11525 .. 11794 , 


11971. .12080, 12185. .12275, 






12377. .12646, 12985.. 13260 








GI Descrip. 


FRUCTOSE-BISPHOSPHATE ALDOLASE, CHLOROPLAST PRECURSOR (ALDP) 


gi I 218155 | dbj |BAA02730| (D13513) chloroplastic aldolase 


[Ory 




sativa] 








Seq. No. 


25771 


Seq. ID 


OJ990804_13. 9C03. 


Cll 


Gene No. 


53544 


Strand 


+ 




Start 


24700 


End 


27014 




Name 


OJ990804 13.9C03.Cll.o6.gs 


Method 


GENSCAN 




Start 


24700 


End 


26999 




GI 


none 


Score 


.72 




Exons 


24700. .26310, 26562.. 26999 








Seq. No. 


25771 


Seq. ID 


OJ990804_13.9C03. 


Cll 


Gene No. 


53544 


Strand 


+ 




Start 


24700 


End 


27014 




Name 


OJ990804 13.9C03.Cll.o5.np 


Method 


AAT/NAP 




Start 


25226 


End 


27014 




GI 


4680339 


Score 


77 




Exons 


25226. .25316, 26720.. 27014 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


25771 


Seq. ID 


OJ990804_13.9C03. 


Cll 


Gene No. 


53545 


Strand 






Start 


73 


End 


264 




Name 


OJ990804 13.9C03.Cll.ol.gp 


Method - 


AAT/GAP 




Start 


73 


■End 


264 




GI 


15870 2.R1084 


Score 


275 




Exons 


73. .264 








GI Descrip. 


, 287403/dbj | D10838 | RTCSBE1 


3.0e-69 Rice gene for starch 






branching enzyme 1 








Seq. No. 


25771 ' 


Seq. ID 


OJ990804_13.9C03. 


Cll 


Gene No. 


53546 


Strand 






Start 


7587 


End 


8225 




Name 


OJ990804 13.9C03.Cll.o2.gs 


Method 


GENSCAN 




Start 


7587 


End 


8225 




GI 


none 


Score 


.58 




Exons 


7587.. 8225 








Seq. No. 


25771 


Seq. ID 


OJ990804_13. 9C03. 


Cll 


Gene No. 


53547 


Strand 






Start 


17404 


End 


27038 




Name 


OJ990804 13.9C03.Cll.ol.tc 


Method . 


TBLASTX: Cress 





25860 




Start 


3179 








End 


6618 




GI 


none 








Score 


731 




Exons 


3179. .3685, 


3181. 


.3702, 


4625. 


.4783, 4639. .4800, 


4663. .4785, 




4860. .5021, 


4867. 


.5025, 


4867. 


.5028, 5135. .5242, 


5136. .5252, 


- 


5801. .5974, 


5858. 


.5974, 


6223. 


.6372, 6224..6448, 


6224. .6475, 




6535. .6618 














Seq. No. 


25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 




Name 


OJ990804_13. 


9C03. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3181 








End 


6606 




GI 


none 








Score 


714 




Exons 


3181. .3702, 


3182. 


.3685, 


4625. 


.4783, 4639. .4782, 


4648. .4785, 




4863. .5018, 


4867. 


.5022, 


4870. 


.5028, 4889. .5029, 


5136. .5252, 




5138. .5242, 


5140. 


.5247, 


5801. 


.5974, 5801. .5968, 


6223. .6381, 




6224. .6448, 


6227. 


.6448, 


6532. 


.6606, 6535.. 6591 




Seq. No. 


25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 




Name 


OJ990804 13. 


9C03. 


Cll.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3182 








End 


19533 




GI 


none 








Score 


593 ' 




Exons 


3182.. 3685, 


3196. 


.3684, 


4625. 


.4783, 4627.. 4782, 


4860. .5021,. 




4867. .5022, 


5112. 


.5252, 


5138. 


.5242, 5801. .5992, 


19174. .1924: 




19334. .19390 


I, 19480.. 19533 








Seq. No. 


25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 




Name 


OJ990804 13. 


9C03. 


Cll.o2 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3347 








End 


3634 




GI 


none 








Score 


379 




Exons 


3347. .3634, 


3353. 


.3589, 


3364. 


.3633 






Seq. No. 


• 25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 




Name 


OJ990804 13. 


9C03. 


Cll.oS 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3635 








End 


5022 




GI 


none 








Score 


74 




Exons 


3635. .3685, 


3637. 


.3684, 


3642. 


.3686, 4625. .4783, 


4639. .4809, 




4846. .5022, 


48 63. 


.5021 










Seq. No. 


25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 




Name 


OJ990804 13. 


9C03. 


Cll.o4 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


5885 








End 


6591 




GI 


none 








Score 


82 




Exons 


5885. .5974, 


6221. 


.6271, 


6223. 


.6384, 6224.;6448, 


6225. .6425, 




6227. .6478, 


6535. 


.6591 










Seq. No. 


25771 








Seq. ID 


OJ990804 


_13.9C03.C11 


Gene No. 


53547 








Strand 






Start 


17404 








End 


27038 





25861 



Name 


OJ990804, 13. 


9C03.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


6223 




End 


6718 




GI 


none 




Score 


356 




Exons 


6223. .6384, 


6224.-6448, 6225 


..6449, 6532.. 6699, 6535.. 6699, 




6542. .6712, 


6542. .6718 








Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13. 


9C03.Cll.o3.tc 


Method 


TBLASTX: Cress 




Start 


8342 




End 


8735 




GI 


none 




Score 


238 




Exons 


8342. .8554, 


8346.. 8579, 8577 


..8732, 8604. .8735 




Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13. 


9C03.Cll.o5.tm 


Method 


TBLASTX: Maize 




Start 


8731 




End 


9116 




GI 


none 




Score 


230 




Exons 


8731. .8904, 


8732.. 8926, 8733 


..8903, 8916. .8990, 8923. .8991, 




9030. .9098, 


9069. .9116 








Seq. No. 


25771 




Seq. ID 


OJ990804__13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13. 


9C03.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


10744 




End 


13263 




GI 


none 




Score 


216 




Exons 


10744. .10893 


, 10746. .10892, 


10747. .10896, 11524 11793, 






11525. .11794 


, 11546. .11794, 


11968. .12081, 11970. .12098, 






11970. .12080, 12174. .12269, 


12185. .12271, 12186. .12275, 






12376. .12645 


, 12377. .12646, 


12979. .13263, 12984 13133, 






13087. .13263 










Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13. 


9C03.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10744 




End 


13263 




GI 


none 




Score 


54 




Exons 


10744. .10800 


, 10843. .10893, 


11525. .11794, 11527. .11793, 






11549. .11794 


, 11968. .12081, 


11970. .12080, 12174. .12275, 






12185. .12277 


, 12186. .12275, 


12373. .12645, 12374 .. 1264 6, 






12376. .12636, 12377 .. 12646, 


12979. .13263, 12984.. 13136 




Seq. No. 


25771 




Seq. ID 


OJ990804JL3.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




' End 


27038 




Name 


OJ990804 13. 


9C03.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11524 




End 


11776 




GI 


none 




Score 


344 




Exons 


11524. .11775 


, 11525.. 11776 








Seq.' No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand . 






Start 


17404 




End 


27038 





25862 




Name 


OJ990804 13.9C03.C11 


.o2.tc 


Method 


TBLASTX : Cress 




Start 


11525 




End 


13269 




GI 


none 




Score 


418 




Exons 


11525. .11794, 11527. 


.11793, 


11543. .11794, 11563. .11808, 






11961. . 12080, 11968. 


.12081, 


11970. .12080, 12185. .12271, 






12186. .12275, 12376. 


.12657, 


12377. .12646, .12987 .. 13004 , 






13005. .13121, 13006. 


.13122, 


13126. .13197, 13153. .13191, 






13201. .13269 










Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No . 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


11968 




End 


13218 




GI 


none 




Score 


180 




Exons 


11968. .12081, 11970. 


.12080, 


12185. .12277, 1218 6 .. 12275, 






12373. . 12636, 12375. 


.12563, 


12377. .12637, 12625 .. 12645 , 






12626. .12646, 12979. 


.13218, 


12984. .13130, 13153.. 13191 




Seq. No. 


25771 




Seq. ID 


OJ990804JL3.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


15173 




End 


15588 




GI 


none 




Score 


123 




Exons 


15173. . 15346, 15350. 


.15484, 


15381. .154 94, .15502. .15588 




Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


. o4 . np 


Method 


AAT/NAP 




Start 


17010 




End 


18565 




GI 


4680339 • 




Score 


219 




Exons 


17010.^7399, 18503. 


.18565 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start . 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


.06. tm 


Method 


TBLASTX: Maize 




Start 


17088 




End 


27038 




GI 


none 




Score 


47 




Exons 


17088. .17219, 26433. 


.26483, 


26505. .26648, 2 6792 .. 26962, 






26793. .27038 










Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


.o4 .gs 


Method 


GENSCAN 




Start 


17404 




End 


18171 




GI 


none 




Score 


.46 




Exons 


17404. .17895, 18166. 


.18171 








Seq. No. 


25771 




Seq. ID 


OJ990804_13.9C03 


.Cll 


Gene No. 


53547 




Strand 






Start 


17404 




End 


27038 




Name 


OJ990804 13.9C03.C11 


.oS.gs 


Method 


GENSCAN 





25863 



Start 


18393 


End 


19838 




GI 


none 


Score 


. 97 




Exons 


18393. .19838 








Seq. No. 


25771 


Seq. ID 


OJ990804_13. 9C03. 


Cll 


Gene No . 


53547 


Strand 






Start 


17404 


End 


27038 




Name 


OJ990804 13.9C03.Cll.o4.tm 


Method 


TBLASTX: Maize 




Start 


. 18576 


End 


25989 




GI 


none 


Score 


61 




Exons 


18576. . 18695, 18588 .. 18653, 


18772. .18918, 18825 18917, 






25635. .25757, 25636. .25737, 


25663. .257! 


38, 25741. .25989, 






25783. .25989 








Seq. No. 


25772 


Seq. ID 


OJ990804_13.9C03. 


C12 


Gene No. 


53548 


Strand 






Start 


324 


End 


537 




Name 


OJ990804 13.9C03.C12.ol.gs 


Method 


GENSCAN 




Start 


324 


End 


537 




GI 


none 


Score 


.67 




Exons 


324. .537 








Seq. No. 


25773 


Seq. ID 


OJ990804 13.9C03. 


C14 


Gene No. 


53549 


Strand 


+ 




Start 


1 


End 


399 




Name 


OJ990804 13.9C03.C14.ol.np 


Method 


AAT/NAP 




Start 


- 1 


End 


399 




GI 


5103193 


Score 


648 




Exons ' 


1..399 








GI Descrip. 


(AP000342) transposase of TnlO [Plasmid R100] 






gi|5738084 | gb | AAD50242 . 1 | AF162223 1 (AF162223) ISlO-left 




transposase [Shigella flexneri] 






Seq. No. 


25773 


Seq. ID 


OJ990804_13.9C03. 


C14 


Gene No. 


53550 


Strand 






Start 


71 


End 


240 




Name 


OJ990804 13.9C03.C14.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


240 




GI 


none 


Score 


.85 




Exons 


71. .86, 153. .240 








Seq. No. 


25774 


Seq. ID 


OJ990804__13.9C03. 


C16 


Gene No. ■ 


53551 


Strand 


+ 




Start 


397 


End 


673 




Name 


OJ990804 13.9C03.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


235 


End 


561 




GI 


none 


Score 


176 




Exons 


235.-447, 264. .449, 454. .561 








Seq. No. 


25774 


Seq. ID 


OJ990804__13. 9C03. 


C16 


Gene No. 


53551 


Strand 


+ 




Start 


397 


End 


673 




Name 


OJ990804 13.9C03.C16.ol.gs 


Method 


GENSCAN 




Start 


397 


End 


673 




GI 


none 


Score 


.73 




Exons 


397. .673 









25864 




Seq. No. 


25775 


Seq. ID 


OJ990804_13 


.9C03 


.C18 


Gene No. 


53552 


Strand 








Start 


279 


End 


628 






Name 


OJ990804 13. 9C03.C18.ol.gs 


Method 


GENS CAN 






Start 


279 ~~ 


End 


628 






GI 


none 


Score 


. 69 






Exons 


279. .305, 464 . .628 










Seq. No. 


25776 


Seq. ID 


OJ990804JL3 


.9C03 


.C19 


Gene No. 


53553 


Strand 








Start 


17 


End 


510 






Name 


OJ990804 13. 9C03.C19.ol.gs 


Method 


GENSCAN 






Start 


17 ~~ 


End 


510 






GI 


none 


Score 


.52 






Exons 


17. .224, 393. .510 










Seq. No. 


25777 


Seq. ID 


OJ990504_07 


. 9C27 


.CI 


Gene No. 


53554 


Strand 








Start 


18 


End 


413 






Name 


OJ990504 07.9C27.Cl.ol.gp 


Method 


AAT/GAP 






Start 


18 ~~ 


End 


413 






GI 


4881046 


Score 


628 






Exons 


18. .413 










Seq. No. 


25778 


Seq. ID 


OJ990504_07 


.9C27 


.C4 


Gene No . 


53555 


Strand 








Start 


1 


End 


91 






Name 


OJ990504 07 9C27 C4 ol an 


Mp1~ hod 


AAT/GAP 






Start 


1 _ 


End 


91 






GI 


4881046 


Score 


142 






Exons 


1 . . 91 










Seq. No. 


25779 


Seq. ID 


OJ990504_07 


.9C27 


.C5 


Gene No. 


53556 


Strand 


+ 






Start 


1180 


End 


5153 






Name 


OJ990504 07.9C27.C5.ol.gs 


Method 


GENSCAN 






Start 


1180 


End 


5153 






GI 


none 


Score 


.49 






Exons 


1180. .1350, 2000. .2039, 2736. .3620, 3788. .4738, 5146. .5153 


Seq. No. 


25779 


Seq. ID 


OJ990504_07 


.9C27 


.C5 


Gene No. 


53556 


Strand 


+ 






Start . . 


1180 


End 


5153 






Name 


OJ990504 07.9C27'.C5.ol.np 


Method 


AAT/NAP 






Start 


2732 


■ End 


4749 






GI 


5903099 


Score 


1203 






R von «=? 


2732. .4749 










GI Descrip. 


(AC008017) Unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


25779 


Seq. ID 


OJ990504_07 


. 9C27 


.C5 


Gene No. 


53557 


Strand 








Start 


6080 


End 


7719 






Name 


OJ990504 07.9C27.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1174 


End 


1350 






GI 


none 


Score 


183 






Exons 


1174.. 1350, 1198.. 1350 











25865 




Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27.C5 


bene inu • 


JJJJ I 








Of- r anH 
Oil ail Li. 




Start 


6080 








End 


7719 


Name 


OJ990504 07 


.9C27 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


1174 








End 


1350 


GI 


none 








Score 


196 


Exons 


1174. .1350, 


1198 


. .1341 








Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27.C5 


bene inu ■ 










J Li d 1 1>J 




Start 


6080 








End 


7719 


Name 


OJ990504 07 


.9C27 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1174 








End 


1359 


GI 


none 








Score 


203 


Exons 


1174. .1359, 


1195 


. .1350 








Seq. No. 


25779 








Seq. ID 


OJ990504_07. 9C27.C5 


belle INC • 


jjjj / 












Start 


6080 








End 


7719 


Name 


OJ990504 07 


.9C27 


.C5.o5. 


ts . 


Method 


TBLASTX : Soybean 


Start 


1180 








End 


1371 


GI 


none 








Score 


211 


Exons 


1180. .1371, 


1198 


. .1344 








Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27.C5 


Gene No. 


53557 








Strand 




otart 


DUOU 








End 


7719 


Name 


OJ990504 07 


.9C27 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2780 








End 


3843 


GI 


none 








Score 


85 


Exons 


2780. .2887, 


3194 


. .3607, 


3218. 


.3466, 3476.. 3805, 3519.. 3563, 




3591. .3671, 


3653 


. .3802, 


3778. 


.3843, 3792. .3842 


Seq. No. 


25779 








Seq. ID 


OJ990504_07. 9C27.C5 


oene inu . 


jjjj f 








Strand 




Start 


6080 








End 


7719 


Name 


OJ990504- 07 


.9C27 


.C5.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3359 








End 


3748 


GI 


none 








Score 


176 


Exons 


3359. .3550, 


3367 


. .3462, 


3464. 


.3580, 3484. .3519, 3581. .3748 


Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27.C5 




^^7 
jjjj / 








Strand 




Start 


6080 








End 


7719 


Name 


OJ990504 07 


.9C27 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3804 








End 


4269 


GI 


none 








Score 


420 


Exons 


3804. .4001, 


3805 


. .4269, 


4086. 


.4268 




Seq. No. 


25779 








Seq. ID 


OJ990504JD7. 9C27.C5 


Gene No. 


53557 








* Strand 




Start 


6080 








End 


7719 - 


Name 


OJ990504 07 


.9C27 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3846 








End 


4844 


GI 


none 








Score 


94 


Exons 


3846. .4112, 


3846 


. .4310, 


3847. 


.4338, 4171. .4338, 4381.. 4650, 




4395. .4625, 


4477 


. .4647, 


4508. 


.4648, 4699. .4746, 4812. .4844 



25866 



Seq. No. 


25779 


Gene No. 


53557 


Start 


6080 


Name 


OJ990504 07 


Start 


4480 


GI 


none 


Exons 


4480. .4647, 


Seq. No. 


25779 


Gene No. 


53557 


Start 


6080 


Name 


OJ990504 07 


Start 


6080 


GI 


none 


Exons 


6080. . 6142, 


Seq. No. 


25779 


Gene No. 


53557 


Start 


6080 


Name 


OJ990504 07 


Start 


6629 


GI 


none 


Exons 


6629. .7186, 


Seq. No. 


25779 


Gene No. 


53557 


Start 


6080 


Name 


OJ990504 07 


Start 


6629 


GI 


none 


Exons 


6629. . 6922, 


Seq. No. 


25779 


Gene No. 


53557 • 


Start 


6080 


Name 


OJ990504 07 


Start 


6629 


GI 


none 


Exons 


6629. .6895, 


Seq. No. 


25779 


Gene No. 


53557 


Start 


6080 


Name 


OJ990504 07 


Start 


6632 


GI 


3582328 


Exons 


6632. .7719 


GI Descrip. 


(AC005496) 


Seq. No. 


25779 


Gene No. 


53557 


Start- 


6080 


Name 


OJ990504 07 


Start 


6899 


GI 


none 


Exons 


6899. .7702, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

27.C5.ol.tc Method 
End 
Score 

7186, 6632. .6889, 6888.. 7187 

Seq. ID 
Strand 
End 

27.C5.o3.ts Method 
End 
Score 

6922, 6630. .6809, 6632.. 6877 

Seq. ID 
Strand 
End' 

27.C5.o4.tm Method 
End 
Score 



,6791 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_07.9C27.C5 
7719 

TBLASTX: Soybean 

4740 

196 



OJ990504_07.9C27.C5 

7719 
GENSCAN 
7618 
.66 



OJ990504_07.9C27.C5 
7719 

TBLASTX: Cress 

7187 

114 



OJ990504_07.9C27.C5 
7719 

TBLASTX : Soybean 

6922 

114 



OJ990504_07.9C27.C5 
7719 

TBLASTX: Maize 

6895 

95 



OJ990504_07.9C27.C5 

7719 
AAT/NAP 
7719 
864 



Seq. ID OJ990504_07.9C27.C5 
Strand 

End 7719 

27.C5.o2.tm Method TBLASTX: Maize 

End 7714 

Score 72 

7702, 6936. .7148, 7185. .7694, 7367. .7696, 7439. .7714 



25867 



Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27 


. C5 


Gene No. 


53557 








Strand 






Start 


6080 








End 


7719 




Name 


OJ990504 07. 


9C27. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6932 








End 


7462 




GI 


none 








Score 


87 




Exons 


6932. .7462, 


6954. 


.7118, 


7146. 


.7418, 7256. .7420 




Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27 


..Co 


Gene No. 


53557 








Strand 






Start 


6080 








•i-i j 

End 


7719 




Name 


OJ990504 07. 


9C27. 


C5.o2. 


tc 


Method 


TBLASTX : Cress 




Start 


7211 








End 


7594 




GI 


none 








Score 


139 




Exons 


7211. .7594, 


7248. 


.7421, 


7259. 


.7450 






Seq. No. 


25779 








Seq. ID 


OJ990504_07.9C27 


. C5 


Gene No. 


53557 








Strand 






Start 


6080 








End 


7719 




Name 


OJ990504 07. 


9C27. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7325 








End 


7711 




GI 


none 








Score 


89 




Exons 


7325. .7711, 


7326. 


.7421 










Seq. No. 


25780 






Seq. ID 


OJ990504_07.9C27 


.C6 


Gene No. 


53558 








Strand 


+ 




Start 


2399 








End 


4477 




Name 


OJ990504 07. 


9C27. 


C6.o2. 


gs 


Method 


GENS CAN 




Start 


2399 








End 


4477 




GI 


none 








Score 


.73 




Exons 


2399. .2444, 


2800. 


.2947, 


3079. 


.3166, 3843. .3937, 4026. .4098, 




4227. .4319, 


4364. 


. 4477 










Seq. No. 


25780 








Seq. ID 


OJ990504_07.9C27 


.C6 


Gene No. 


53559 








Strand 






Start 


372 








End 


1556 




Name 


OJ990504 07. 


9C27. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


372 








End 


1556 




GI 


none 








Score 


.62 




Exons 


372. .1556 














Seq. No. 


25780 








Seq. ID 


OJ990504_07.9C27 


.C6 


Gene No. 


53560 








Strand 






Start 


5920 








End 


6100 




Name 


OJ990504 07. 


9C27. 


C6.ol. 


gp 


Method 


AAT/GAP 




Start 


5920 








End 


6100 




GI 


none 








Score 


256 




Exons 


5920. .6100 














Seq. No. 


25780 








Seq. ID 


OJ990504_07.9C27 


..C6 


Gene No. 


• 53561 








Strand 






Start 


9010 








End 


9410 




Name 


OJ990504 07. 


9C27. 


C6.o2. 


gp 


Method 


AAT/GAP 




Start 


8994 








End 


9410 




GI 


5039025 








Score 


804 




Exons 


8994. .9410 















25868 



Seq. No. 


25780 


Seq. ID 


OJ9y(JD04 


Gene No. 


53561 


Strand 




Start 


9010 


End 


9410 


Name 


OJ990504 07. 9C27 . C6 . o3 . gs 


Method 


GENSCAN 


Start 


9010 


End 


9404 


GI 


none 


Score 


.45 


Exons 


9010. .9404 






Seq. No. 


25781 


Seq. ID 


OJ990504 


Gene No. 


53562 


Strand 




Start 


1 


End 


1 o c o 


Name 


OJ990504 07.9C27.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1268 


GI 


4680207 


Score 


152 


Exons 


1..562, 1232.. 1268 






GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homo 




bicolor] 






Seq. No. 


25781 


Seq. ID 




Gene No. 


53562 


Strand 


+ 


Start 


1 


End 


1268 


Name 


OJ990504 07.9C27.C8.ol.gs 


Method 


GENSCAN 


Start 


28 


End 


602 


GI 


none 


Score 


.93 


Exons 


28. .152, 188. .602 






Seq. No. 


25781 


Seq. ID 


OJ990504 


Gene No. 


53562 


Strand 


+ 


Start 


1 


End 


1268 


Name 


OJ990504 07.9C27.C8.ol.tm 


Method 


TBLASTX : 


Start 


225 


End 


485 


GI 


none 


Score 


81 


Exons 


225.-359, 294. .485, 294. .452, 


323. .484 




Seq. No. 


25782 


Seq. ID 


OJ 9 y Ud(J4 


Gene No. 


53563 


Strand 


+ 


Start 


117 


End 


487 


Name 


OJ990504 07.9C27.Cll.ol.gs 


Method 


GENSCAN 


Start 


117 


End 


487 


GI 


none 


Score 


.73 


Exons 


117. ..191, 398.. 487 






Seq. No. 


25783 


Seq. ID 


OJ990504 


Gene No . 


53564 


Strand 


+ 


Start 


1 


End 


704 


Name 


OJ990504 07.9C27.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


704 


GI 


5257262 


Score 


266 


Exons 


1..61, 266. .704 






GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25783 


Seq. ID 


OJ990504 


Gene No. 


53564 


Strand 


+ 


Start 


1 


End 


704 


Name 


OJ990504 07.9C27.C13.ol.gs 


Method 


GENSCAN 


Start 


266 


End 


504 



25869 



GI 

Exons 



none 
266. .504 



Score 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25783 
53564 
1 

OJ990504_07 . 9C27 . C13 . ol . tw 

418 

none 



Seq. ID OJ990504_07.9C27.C13 

Strand + 

End ■ 704 

Method TBLASTX : Wheat 

End 652 

Score 100 



418. .498, 420. .494, 529. .651, 596... 652 



25784 
53565 
391 

OJ990504_07 . 9C27 . C14 . ol . gs 

391 

none 

391. .530 



Seq. ID OJ990504_07.9C27.C14 
Strand 

End 530 

Method GENSCAN 

End 530 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25785 
53566 
60 

OJ990504_07 . 9C27 . C1'5 . ol . gs 
60 

none 

60. .211, 427. .605 



Seq. ID OJ990504_07.9C27.C15 

Strand + 

End ' 605 

Method GENSCAN 

End 605 

Score . 67 



25785 
53567 
245 

OJ990504_07.9C27 .C15.ol.gp 
245 

5455584 
245. .578 

5670155/gb|AF161269.1 IAF161269 1.0e-76 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ990504_07.9C27.C15 
Strand 

End 578 

Method AAT/GAP 

End 578 

Score 573 



Seq. ID OJ990504_07.9C27.C16 
Strand 

End 635 

Method AAT/NAP 

End 597 

Score . 103 



25786 
53568 
1 

OJ990504_07.9C27.C16.ol.np 
1 

6630556 
1..78, 176. .238, 418. .597 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



25786 
53568 
1 

OJ990504_07.9C27.C16.ol.gs 

119 

none 

119. .238, 418. .600 

25786 
53568 



Seq. ID OJ990504_07.9C27.C16 

Strand 

End 635 

Method GENSCAN 

End 600 

Score .67 



Seq. ID OJ990504_07.9C27.C16 
Strand 



25870 




Start 1 End 635 

Name OJ990504_07.9C27.C16.ol.gp Method AAT/GAP 

Start 182 End 635 

GI 31091_1.R1084 Score 485 

Exons 182.. 238, 418.. 635 



GI Descrip. 1 5107819/gb | AAD40132 . 1 | AF1494 13_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ' 



Seq. No. 


. 25787 






Seq. ID 


OJ990504_07.9C27 


.C18 


Gene No. 


53569 






Strand 






Start 


77 






End 


124 




Name 


OJ990504 


07.9C27.C18.ol. 


gs 


Method 


GENSCAN 




Start 


77 






End 


124 




GI 


none 






Score 


.5 




Exons 


77. .124 












Seq. No. 


25788 






Seq. ID 


OJ990504 07.9C27 


.C19 


Gene No. 


53570 






Strand 






Start 


■347 






End 


616 




Name 


OJ990504 


07.9C27.C19.ol. 


gs 


Method 


GENSCAN 




Start 


347 






End 


616 




GI 


none 






Score 


.65 




Exons 


347. .490, 


* 521. . 616 










Seq. No. 


25789 






Seq. ID 


OJ990504_07.9C27 


.C21 


Gene No. 


53571* 






Strand 


+ 




Start 


549 






End 


1333 




Name 


OJ990504 


07. 9C27.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


520 






End 


1239 




GI 


none 






Score ' 


92 




Exons 


520. . 606, 


546. .608, 547. 


.606, 


558. .608, 


691. .888, 692.. 


889, 




693. .890, 


695.-892, 1081 


..1239, 1095.. 1238 




Seq. No. 


25789 






Seq. ID 1 


OJ990504_07.9C27 


.C21 


Gene No. 


53571 






Strand 


+ 




Start 


549 






End 


1333 




Name 


OJ990504 


07.9C27.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


544 






End 


890 




GI 1 


none 






Score 


92 




Exons 


544. .606, 


547.. 606, 680. 


.886, 


692. .886, 


693. .890, 696.. 


887 


Seq'. No. 


25789 






Seq. ID 


OJ990504_07.9C27 


-C21 


Gene No. 


53571 






Strand 


+ 




Start 


549 






End 


1333 




Name 


OJ990504 


07.9C27.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


546 






End 


1236 




GI 


none 






Score 


85 




Exons 


546. .599, 


547. .603, 550. 


.603, 


696. .893, 


696. .761, 698.. 


784, 




1171. .1236 










Seq. No. 


25789 






Seq. ID 


OJ990504_07.9C27 


-C21 


Gene No. 


53571 






Strand 


+ 




Start 


549 






End 


1333 




Name 


OJ990504 


07.9C27.C21,ol. 


ts 


Method 


TBLASTX : Soybean 




Start ' 


546 






End 


1239 




GI 


none 






Score 


90 




Exons 


546. .599, 


547. .603, 689. 


.784, 


692. .856, 


696.. 869, 1087. 


.114 



25871 



1095. .1145, 1171. .1239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25789 
53571 
549. 

OJ990504_07 . 9C27 . C21 . ol . gs 
549 
none 

549. .605, 695. .887, 1093. .1236 

25789 
53571 
549 

OJ990504_07 . 9C27 .C21 . ol . np 
549 

5107819 



Seq. ID OJ990504_07.9C27.C21 

Strand + 

End 1333 

Method GENSCAN 

End 1236 

Score .89 



Seq. ID OJ990504_07.9C27.C21 
Strand + 

1333 
AAT/NAP 
1333 
204 



End 

Method 
End 
Score 

549. .605, 695. .887, 1093. .1333 

(AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. No. 


25790 


Seq. ID 


OJ990504_07. 


9C27.C22 


Gene No. 


53572 


Strand 


+ 




Start 


60 


End 


205 




Name 


OJ990504 07.9C27.C22.ol.gp 


Method 


AAT/GAP 




Start 


60 


End 


205 




GI 


2797626 


Score 


275' 




Exons 


60. .205 








Seq. No. 


25790 


Seq. ID 


OJ990504JD7. 


9C27 .C22 


Gene No. 


53573 


Strand 






Start 


1548 


End 


2045 




Name 


OJ990504 07.9C27.C22.ol.gs 


Method 


GENSCAN 




Start 


1548 


End 


2045 ' 




GI 


none 


Score 


.99 




Exons 


1548. .2045 








Seq. No. 


25791 


Seq. ID 


OJ990504_07. 


9C27.C23 


Gene No. 


53574 


Strand \ 


+ 




Start 


55 


End 


927 




Name 


OJ990504 07.9C27.C23.ol.gp 


Method 


AAT/GAP 




Start 


55 


End 


927 




GI 


5455584 


Score 


1202 




Exons 


55. .136,' 241. .498, 594. .927 








GI Descrip. 


5670155/gb|AF161269.1 IAF161269 1.0e-7 6 


Oryza sativa 


subsp . 




japonica BAC clone 34K24, complete sequence 




Seq. No. 


25791 


Seq. ID 


OJ990504JD7. 


9C27.C23 


Gene No. 


53575 


Strand 






Start 


567 


End 


1112 




Name 


OJ990504 07.9C27.C23.ol.gs 


Method 


GENSCAN 




Start 


567 


End 


1112 




GI 


none 


Score 


.64 




Exons 


567. .745, 961. .1112 








Seq. No: 


25792 


Seq. ID 


OJ990504_07. 


9C27.C25 


Gene No,. 


53576 


Strand 






Start 


504 


End 


548 





25872 



Name 


OJ990504 07 . 9C27 .C25 . ol. gs 


Method 


GENSCAN 


Start 


504 ~~ 


End 


548 


GI 


none 


Score 


.56 


Exons 


504 . . 548 






Seq. No. 


25793 


Seq. ID 


OJ990504 07.9C27 


Gene No . 


53577 


Strand 




Start 


1 


End 


657 


Name 


OJ990504 07.9C27.C27.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


241 


GI 


23020 1.R1084 


Score 


188 


F. von 


1..70, 156. .241 






GI Descrio. 


'3367522 2.0e-27 (AC004392) EST gb T04691 comes from th 




[Arabidopsis thaliana] 1 






Sea. No. 


25793 


Seq. ID 


OJ990504 07.9C27 


Gene No. 


53577 


Strand 




Start, 


1 


End 


657 


Name v 


OJ990504 07.9C27.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


657 


GI 


6910584 


Score 


281 


Fxon «=; 


1..70, 156. .394, 495.-657 






GI Descrip. 


(AC006424) CDS [Arabidopsis thaliana] 




C VJ ■ IX V_S • 


25793 


Seq. ID 


OJ990504 07.9C27 


Gene No. 


53577 ' - 


Strand - 




Start 


1 ' 


End 


657 


Name 


OJ990504 07.9C27.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


13 


End 


553 


GI 


none 


Score 


64 


Fxon 


13. .72, 30. .71, 88. .261, 124. 


.396, 319. 


.393, 494. .550, 




500. .553 






Seq. No. 


25793 


Seq. ID 


OJ990504_07.9C27 


Gene No. 


53577 


Strand 




Start 


1 


End 


657 


Name 


OJ990504 07. 9C27 . C27 . ol . gs 


Method 


GENSCAN 


Start 


27 


End 


305 


GI 


none 


Score 


.71 


Exons 


27. .70, 156. .305 






Seq. No. 


25793 


Seq. ID 


OJ990504_07.9C27 


Gene No. 


53577 


Strand 




Start 


1 


End 


657 .* 


Name 


OJ990504 07. 9C27 . C27 . ol . tc 


Method 


TBLASTX: Cress 


Start ♦ 


30 


End 


550 


GI 


none 


Score 


43 


Exons 


30. .71, 34. .72, 151. .258, 155 


..397, 319. .393, 497. .550 


Sea No. 


25793 


Seq. ID 


OJ990504_07.9C27 


Gene No . 


53577 


Strand 




Start 


1 tf. . - . 


End 


657 


Name 


OJ990504 07.9C27.C27.ol.ts 


Method 


TBLASTX : Soybean 


Start 


30 


End 


553 


GI 


none 


Score 


53' 


Exons 


30. .71, 34. .72, 151. .261, 155 


..409, 239. .304, 319. .393, 




500. .550, 524. .553 







25873 



Seq. No. 25794 Seq. ID 

Gene No. 53578 Strand 

Start 1 End 

Name OJ990504_07 . 9C27 . C28 . ol . np ' Method 

Start 1 " End 

GI 6587812 Score 

Exons 1..168, 556. .636, 2442.. 2498 

GI Descrip. (AC010924) Similar to gb|U44028 transcription factor CKC from 
Arabidopsis thaliana and contains two PF| 00847 AP2 domains. 



OJ990504_07 . 9C27 . C28 
+ 

2498 
AAT/NAP 
2498 
220 



Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


.C29 


Gene No . 


53579 


Strand 






Start 


1 


End 


1784 




Name 


OJ990504 07.9C27.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


382 




GI 


6091761 


Score 


231 




Exons 


1.-139, 255. .382 








GI Descrip. 


(AC009327) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


. C29 


Gene No. 


53579 


Strand 






Start 


1 


End 


1784 




Name 


OJ990504 07.9C27.C29.ol.gp 


Method 


AAT/GAP 




Start 


75 


End 


279 




GI 


LIB3434-014-P1-K1-A1 


Score 


329 




Exons 


75. .279 








GI Descrip. 


'6091761/gb|AAF03471.1|AC009327_10 6.0e-15 (AC009327) 






hypothetical protein .[Arabidopsis thaliana] 1 




Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


.C29 


Gene No. 


53579 


Strand 






Start 


1 


End 


1784 




Name 


OJ990504 07.9C27.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


77 


End 


357 




GI 


none 


Score 


118 




Exons 


77. .163, 78. .164, 79. .213, 79. .228, 239. .355, 243. .356, 


253 


Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


.C29 


Gene No. 


53579 


Strand 






Start 


1 


End 


1784 




Name 


OJ990504 07.9C27.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


82 


End 


373 




GI 


none 


Score 


99 




Exons 


82. .141, 240. .371, 253. .357, 


254. .373, 


2S4..373 




Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


.C29 


Gene No. 


53579 


Strand 






Start 


1 


End 


1784 




Name 


OJ990504 07.9C27.C29.ol.gs 


Method 


GEN SCAN 




Start 


255 


End 


1771 




GI 


none 


Score 


.96 




Exons 


255.. 370, 1184.. 1296, 1431.. 


1539, 1637. 


.1771 




Seq. No. 


25795 


Seq. ID 


OJ990504_07.9C27 


.C29 


Gene No. 


53579 


Strand 






Start 


1 


End 


1784 





,357 



25874 



Name OJ990504_07 . 9C27 .C29.o2.gp 

Start 351 

GI none 

Exons 351. .598,- U84. .1399 

Seq. No. 25795 

Gene No. 53579 

Start 1 

Name. OJ990504_07 . 9C27 . C29 . ol . tw 

Start 1211 

GI none 

Exons 1211.. 1300, 1213.. 1281, 1214, 



Method AAT/GAP 
End 1399 
Score 84 4 



OJ990504_07.9C27.C29 
1784 

TBLASTX: Wheat 

1784 

78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1294, 1426. .1509, 1426. .1518, 



1616. .1717, 1629. .1721, 1721. .1771, 1722. .1784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



25795 Seq. ID 

53579 Strand 
1 End 
OJ990504_07 . 9C27 . C29 . o3 . gp Method 
1431 End • 
568247 Score 
1431. .1539, 1637. .1668 

25796 * Seq. ID 

53580 Strand 
271 , End 
OJ990504_07 . 9C27 . C30 . ol . gs Method 
271 End 
none Score 
271. .425, 737. .894, 1310. .1454, 1541. .1665 



OJ990504_07.9C27.C29 

1784 
AAT/GAP 
1668 
219 



OJ990504_07.'9C27.C30 

1665 
GENSCAN 
1665 
.87 



25796 
53581 
2179 

OJ990504_07 . 9C27 . C30 . ol . tw 
276 
none 

276. .332, 339. .425, 341. .427, 346. .426, 737 
739. .894, 1298. .1372 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504 07.9C27.C30 



2470 

TBLASTX: Wheat 
1372 
36 

913, 737. .892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25796 Seq. ID OJ990504_07.9C27.C30 

53581 ■ Strand 

2179 End 2470 

OJ990504_07 . 9C27 . C30 . ol . gp Method AAT/GAP 

2179 End 2470 

11098_1.R1084 Score 489 

2179. .2470 

, 2970556/gb|AAC05983.1| 2.0e-37 (AF049708) 
aspartokinase-homoserine dehydrogenase [Glycine max] f 



25796 Seq. ID 

53581 Strand 

2179 End 
OJ990504_07. 9C27 . C30 . o2 . gs Method 

2336 End 

none Score 
2336. .2470 



OJ990504_07 . 9C27 . C30 

2470 
GENSCAN 
2470 
.98 



25875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25797 Seq. ID OJ990504_07.9C27.C31 

53582 Strand 

1 End 1640 

OJ990504JD7 . 9C27 . C31 . ol . np Method AAT/NAP 

1 End 1640 

113539 Score 112 

1..85, 710. .765, 1147. .1187, 1336. .1428, 1518. .1640 

B I FUNCTIONAL AS PARTOKINASE/ HOMOS ERINE DEHYDROGENASE I (AKI-HDI) 

[INCLUDES: AS PARTOKI NAS E ; HOMOSERINE DEHYDROGENASE ] 

gi | 66915 Ipir | | DEECK . thrA r bif unctional enzyme - Escherichia coli 



25797 
53582 
1 

OJ990504_07.9C27.C31.ol.tc 
>709 
none 



Seq. ID OJ990504_07.9C27.C31 



Strand 
End 

Method 

End 

Score 



1640 

TBLASTX: Cress 

1588 ' 

62 



709. .798, 1129. .1191, 1144. .1188, 1145. .1198, 1337. .1432, 
1338. .1430, 1513. .1587, 1514. .1588 



Seq. No. 25797 Seq. ID 

Gene No. 53582 Strand 

Start 1 End 

Name OJ990504_07 . 9C27 . C31 . ol . gp Method 

Start 710 End 

GI 11098_1.R1084 - Score 

Exons 710.. 766, 1148.. 1187, 1336 .. 1428 , ■ 1518 
GI Descrip. 



OJ990504_07.9C27.C31 

1640 
AAT/GAP 
1640 
436 
..1640 



f 2970556/gb|AAC05983.1| 2.0e-37 (AF049708) 
aspartokinase-homoserine dehydrogenase [Glycine max] ' 



Seq. No. 25797 Seq. ID 

Gene No. 53582 Strand 

Start 1 End 

Name OJ990504_07 . 9C27 . C31 . ol . gs Method 

Start 1178 End 

GI none Score 

Exons 1178.. 1428 



OJ990504_07 . 9C27 . C31 

1640 
GENSCAN 
1428 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25798 Seq. ID OJ990504 

53583 Strand + 

1 End 8 90 

OJ990504_07 . 9C27 . C32 . ol . np Method AAT/NAP 

1 . End 890 

623586 Score 75 
1..71, 762. .890 

(L29273) putative [Nicotiana tabacum] 



07. 9C27.C32 



25798 
53584 
838 

OJ990504_ 
838 

5455584 
838. .883, 



07.9C27.C32 



Seq. ID OJ990504_ 
Strand + 
End 1801 
Method AAT/GAP 
End 1801 
Score 660 
1801 ' 

5670155/gb|AF161269. 1 IAF161269 1.0e-76 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



07.9C27.C32.ol.gp 



1386.. 1465, 1570. 



25876 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25798 Seq. ID 

.53585 Strand 

1005 End 
OJ990504_07 . 9C27 . C32 . ol .gs Method 

1005 End 

none Score 
1005. .1114 

25799 



OJ990504_07 . 9C27 . C32 

1114 
GENS CAN 
1114 
.41 



Seq. ID OJ9905.04_07.9C27.C34 
Strand ■+ 'A- 
End 14354 
Method GEN SCAN 
End 14112 
Score . 67 

1567. .1572, 2701. .2885, 2946. .3045, 3569.-3682, 3862. .3916, 
4280. .4476, -4715. .4836, 4924. .5071, 5220. .5289, 5392. .5537, 
6372. .6516, 7133. .7251, 7359. .7430, 7737. .7840, 7982. .8038, 
8125. .8317, 8400. .8543, 8771. .8792, 9309. .9457, 9965. .10080, 
10178. .10418, 10948. .11056, 11528 .. 1168 9, 11902 .. 12092, 
12111. .12212, 13219. .13288, 13364 .. 13509, 13962.. 14112 



53586 
1567 

OJ990504_07 . 9C27 .C34 . ol . gs 
1567 
none 



25799 
53586 
1567 

OJ990504_07 . 9C27 .C34 . ol . gp 
2975 

31091 1.R1084 



Seq. ID OJ990504_07.9C27.C34 
Strand + 

14354 
AAT/GAP 
5289 
1632 



End 

Method 
End 
Score 

2975.73045, 3465.-3682, 3862. .3916, 4280. .4476, 4715. .4836, 
4924. .5071, 5220. .5289 

'5107819/gbl AAD40132 . 1 | AF1494 13_13 3.0e-50 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] ' 



25799 
53586 
1567 

OJ990504_07 . 9C27 . C34 . ol . tm 
3499 
none 

3499.. 3582, 3537.-368 
3601.. 3684, 3861. .391 
4277. .4474, 4278.-447 
4714. .4833, 4715. .483 
5180. .5290,- 5217. .530 
5448. .5537, 5648.-569 



Seq. ID OJ990504_07.9C27.C34 
Strand + 



5773. 
7126. 
7361. 
7980. 
8371. 
8647. 
10536 
12444 
12712 
13218 



,5838, 6 
.7254, 1 
,7432, 1 
,8039, 1 
,8544, £ 
,8778, £ 
. .10622, 
. .12554, 
. .12849, 
. . 13289, 





End 


14354 






tm 


Method 


TBLASTX: 


Maize 






End 


14100 








Score 


135 






3538. 


.3687, 


3569. .'3682, 


3599. 


.3697, 


3862. 


.3918, 


4274. .4474, 


4275. 


.4475, 


4279. 


.4476, 


4279. .4476, 


4713. 


.4829, 


4921. 


.5076, 


4925. .5077, 


4927. 


.5082, 


5383. 


.5526, 


5390. .5533, 


5391. 


.5540, 


5648. 


.56.98, 


5650. .5703, 


5771. 


.5827, 


6355. 


.6408, 


6371. .6529, 


6390. 


.6536, 


7131. 


.7253, 


7352. .7441, 


7353. 


.7430, 


7735. 


.7836, 


7736. .7837, 


7736. 


.7840, 


8122. 


.8295, 


8126. .8329, 


8126. 


.8317, 


8394. 


.8549, 


8598. .8777, 


8613. 


.8777, 


10320 


. .10418 


, 10517. .10594, 





13591. .13629, 
13935. .14084, 
13960. .14100 



11923. .12090, 11924. .12091, 11925 .. 12092, 

12445. .12555, 12708 .. 12845, 12709 .. 12855, 

12792- .12857, 13216 -. 13290, 13218 .. 13301, 

13351. .13512, 13362. .13505, 13366 .. 13509, 

13591. .13632, 1374 3 .. 137 96, 1374 6 .. 137 96, 

13951. .14085, 13952. .14086, 13956 .. 14087 , 



25877 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



GI Descrip. 



25799 Seq. ID 

53586 Strand 
1567 End 
OJ990504_07 . 9C27 . C34 . ol . np Method 
3503 " End 

6630556 Score 

3503.. 3682, 3862.. 3916, 4280.. 4476, 4715 

5220.. 5289, 5392.. 5537, 5651.. 5696, 5775 
7133. .7251, 
8400. .8543, 



OJ990504_07.9C27.C34 
+ 

14354 
AAT/NAP 
8811 
1746 

4836, 4918. 
5827, 6372. 
8038, 8125. 



.5071, 
. 6516, 
,8317, 



3862.. 3916, 4280. 
5392.. 5537, 5651. 
7359.. 7430, 7737.. 7840, 7982. 
8656. .8811 

JAC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



Seq. No. 25799 Seq. ID 

Gene No. 53586 Strand 

Start 1567 End 

Name OJ990504_07 . 9C27 . C34 . o3 . tc Method 

Start 3613 End 

GI none Score 
Exons 



OJ990504_07 . 9C27 .C34 
+ 

14354 

TBLASTX: Cress 
12041 
^74 



3613.. 3687, 3614.. 3682, 3861.. 3917, 3862.. 3918, 4275.. 4424, 
4278.-4424, 4279. .4425, 4282. .4425, 10380 .. 104 18 , 10536 10622 , 
,10538. .10594, 11924 .. 12040, 11925. .12041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 



25799 Seq. ID OJ990504 

53586 ' Strand + 

1567 End 14354 

OJ990504_07 . 9C27 . C34 . ol . ts Method TBLASTX : 
4279 End 14093 

none Score 215 

4279. .4428, 4284. .4427, 4425. .4475, 4429. .4476, 
4715. .4834, 4936. .5076, 4937. .5077, 5189. .5290, 
5390.. 5551, 5391.. 5540, 5647.. 5703, 5648.. 5698, 
5784. .5837, 6368. .6517, 6390. .6536, 7123. .7254, 
7355. .7441, 7359. .7430, 7734. .7838, 7736. .7840, 
7970. .8014, 7979. .8032, 7980. .8036, 8119. .8223, 
8123. .8323, 8267. .8320, 8474 8545, 8475 .. 8594 , 
8644. .8793, 11925 .. 12041, 11925 .. 1204 1, 12044.. 
12045. .12092, 12444 .. 12554, 12445 .. 12564 , 12703 
12703. .12855, 12792 .. 12857 , 13204 .. 13290, 13218 
13351. .13512, 13362. .13511, 13591 .. 13629, 13597 
13952. .14086, 13953 ;. 14087, 13971 .. 14093, 13978 



07.9C27.C34 



Soybean 



4714. . 

5217. . 

5771. . 

7131... 

7817. . 

8122. . 

8634. . 
12091, 
. .12849 
. .13289 
. .13632 
. .14091 



4824, 
5303, 
5827, 
7244, 
7852, 
8199, 
8741, 



25799 
53586 
1567 

OJ990504_07 . 9C27 . C34 . o2 . gp 
5468 

14187JL.R1084 

5468.. 5537, 5651.. 5696, 5775 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5827, 6372.. 6516, 7133.. 7251, 
7359. .7430, 7737. .7840, 7982. .8038, 8125. .8317, 8400. .8543, 
8656. .9196- 

, 5107819/gb|AAD40132.1|AF149413_13 1.0e-107 (AF149413) contains 
similarity to arabinosidase [Arabidopsis thaliana] 1 



OJ990504_07.9C27.C34 
+ 

14354 
AAT/GAP 
9196 
2812 



25799 
53586 



Seq. ID OJ990504_07.9C27.C34 
Strand + 



25878 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1567 

OJ990504_07 . 9C27 . C34 . o2 . tw 

5681 

none 

5681. .5698, 5771.. 5827, 5773. 
6390. .6536, 7123.. 7254, 7131. 



End 

Method 

End 

Score 



14354 

TBLASTX: Wheat 

14087 

39 



,5838, 6370.. 6528, 6371.. 6529, 
,7253, 7132. .7257, 7133. .7258, 



7353. .7379, 13952 .. 14086, 13956. .14087 



25799 
53586 
1567 

OJ990504_07 . 9C27 . C34 . o2 . tc 

5783 

none 



Seq. ID OJ990504_07.9C27.C34 

Strand . + 

End • 14354 

Method • TBLASTX: Cress 

End 14087 

Score 62 



5783..5827, 6364. .6504, 6371. .6517, 6390. .6536, 7123. .7254, 
7125. .7235, 7359. .7430, 13952 .. 14086, 13956. .14087 



25799 
53586 
1567 

OJ990504_07 . 9C27 . C34 . ol . tc 

7763 

none 

7763.. 7840, 7980.. 8036, .7980. 
8125.. 8220, 8252.. 8338, 8394. 
8628. .8741, 8629. .8760 . 



Seq. ID OJ9g0-5O.4_O7.9C27.C34 

Strand + 

End 14354 

Method TBLASTX : Cress 

End 8760 

Score 83 

.8033, 7981. .8040, 8123. .8272, 
.8504, 8465. .8536, 8475. .8543, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25799 
53586 
1567 

OJ990504 07.9C27.C34.ol.tw 



7977 
none 

7977. .8039, 
8124. .8315, 



7978. .8040, 
8126. .8329, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7980.. 8039, 8110 
8126. .8329 



OJ990504_07.9C27.C34 
+ 

14354 

TBLASTX: Wheat 
8329 
96 

8286, 8122.. 8292, 



Seq. No. 
Gene No. 
, Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25799 Seq. ID OJ990504_07.9C27.C34 

53586 Strand + " 

1567 End 14354 

OJ990504_07 . 9C27 . C34 . o2 . np Method AAT/NAP 

9404 End 13288 

6630556 Score 521 

9404. .9501, 10322. .10418, 10539 .. 10593, 11902 12092, 

12445. .12566, 12690 .. 12843, 13219.. 13288 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



25799 Seq. ID 

53586 Strand 
1567 End 
OJ990504_07 . 9C27 . C34 . o3 . np Method 
11253 End 
6630556 Score 

11253. .11420, 11812. .12092, 12445 

13219. .13288, 13364 .. 13509, 13600 

13962. .14096, 14255.. 14354 



OJ990504_07.9C27.C34 
+ 

14354 
AAT/NAP 
14354 
759 

12566, 12690. .12843, 
13644, 13744. .13796, 



GI Descrip. (AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 



25879 



thaliana] 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



GI Descrip. 



25799 Seq. ID OJ990504_07.9C27.C34 

53586 Strand + 

1567 End 14354 

OJ990504_07 . 9C27 '. C34 . o5 . np Method AAT/NAP 
11562 End 14354 

6630556 Score 754 

11562. .11589, 11902. .12092, 
13219. .13288, 13364 .. 13509, 
13962. .14096, 14255, .14354 

(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsis 
thaliana] 



12445. .12566, 12690, 
13600. .13644, 13744, 



,12843,. 
13796, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25799 Seq. ID 

53586' Strand 

1567 End 

OJ990504_07 . 9C27 . C34 . o4 . np Method 

12024 End 

5107819 Score. " 



OJ990504_07.9C27.C34 
+ 

14354 
AAT/NAP 
14354 
694 



12024. .12092, 12445 .. 12572, 12696 .. 128 43, 13219 .. 13288 , 
13364. .13509, 13962 .. 14096, 14255.. 14354 

(AF14 9413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



257-9&-.,-. Seq. ID 

53586 Strand 

1567 End 

OJ990504_07. 9C27 .C34 . o6.np Method 

12392 End 

5107819 Score 



OJ990504_07 . 9C27:;. C34 
+ 

14354 
AAT/NAP 
14354 
604 



12392. .12572, 12696 .. 12843, 13219 .. 13288, 13364 .. 13509, 
13962. .14096, 14255. .14354 

(AF14 9413) contains similarity to arabinosidase [Arabidopsis 
thaliana] 



Seq. No. 25799 Seq. ID 

Gene No. 53586 Strand 

Start 1567 End 

Name OJ990504_07 . 9C27 . C34 . o3 . gp Method 

Start 12497 End 

GI uC-osflcypl41d01bl Score 

Exons 12497. .12566, 12696.. 13019 

GI Descrip. 1 5107819/gb | AAD40132 . 1 | AF14 9413_13 9.0e-14 (AF149413) contains 

similarity to arabinosidase [Arabidopsis thaliana] 1 . 



OJ990504_07 . 9C27 . C34 
+ 

14354 
AAT/GAP 
13019 
704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25800 Seq. ID 

53587 Strand 

1 End 

OJ990504_07 . 9C27 . C35 . ol . np Method 

1 End 

5107819 Score 



OJ990504_07.9C27.C35 
+ 

1116 
AAT/NAP 
1116 
349 



1..32, 125. .284, 651. .769, 798. .1116 

(AF149413) contains similarity to arabinosidase [Arabidopsis 
thaliana] *' 



Seq. No. 



25800 



Seq. ID OJ990504_07.9C27.C35 



25880 




Gene No. 


53587 






Strand 


+ 


Start 


1 






End 


1116 


Name 


OJ990504 


07.9C27.C35.ol, 


, tm 


Method 


TBLASTX: Maize 


O tax U 


1 07 ~" 

X \J 1 






End 


998 




i lUi iC 






Score 


193 


Exons 


lU / ■ m £.*J\J f 


124 258 128 


. .259, 


132 . . 272, 


651. .770, 653. .772, 




661. .771, 


883 . . 909, 951 . 


. . 998, 


954 . . 998 




d e q . in o . 


«J O V \J 






Seq. ID 


OJ990504 07.9C27.C35 


Gene No. 


53587 






Strand 


+ 


Start 


1 






End 


11U6 


Name 


OJ990504 


07 . 9C27.C35.ol . 


. ts 


Method 


TBLASTX : Soybean 




X £ *4 






End 


998 




none 






Score 


190 


Exons 


124 258 


125 259, 143, 


. .265, 


150. .263, 


643. .771, 652. .762, 




653. .772, 


876. . 908, 883, 


. .909, 


930. .998 




Seq. No. 


25800 






Seq. ID 


OJ990504_07.9C27.C35 


Gene No. 


53587 






Strand 


+ ■ 




1 






" End 


1116 


IN aXUc 


v/U Is ZJ \J *J \J ^ 


07 9C27 C35.ol 


. tw 


Method 


TBLASTX: Wheat 


O Lai L 


124 ~ 






End 


772 




none 






Score 


206 




124 .258, 


128 . .259, 653 


. .772, 


661. .771 




Seq. No. 


25800 






Seq. ID 


OJ990504_07.9C27.C35 


Gene No. 


53587 






Strand 


+ 




1 

X 






End 


1116 


Name 




07 QP27 P^S nl 




Method 


GENSCAN 




0 n ^ ~ 






End 


998 




none 






Score 


. 84 


P von 0 


203 284 


651 769, 886 


. . 998 








25801 






Seq. ID 


OJ990504_07 . 9C27 .C36 


'Gene No. 


53588 






Strand 


+ 


Start 


1 






End 


622 




OJ990504 


07.9C27.C36.ol 


.np 


Method 


AAT/NAP 


OCait 


1 






End 


621 


oX 


3885338 






Score 


264 




1. .621 












(AC005623) unknown protein [Arabidopsis thaliana] 


Seq. No. 


25801 






Seq. ID 


OJ990504_07 . 9C27 . C36 


Gene No. 


53588 






Strand 


+ 


O L. dX L. 


1 






End 


622 


Name 


OJ990504 


_07.9C27.C36.ol 


. tm 


Method 


TBLASTX: Maize 


O L.CIX t 


193 






End 


369 


vjX 


none 






Score 


233 


Exons 


193. .369, 


210. .368 








Sea No 


25801 






Seq. ID 


OJ990504_07.9C27.C36 


Gene No. 


53588 






Strand 


+ - 


Start 


1 






End 


622 . 


Name' 


OJ990504 


_07.9C27.C36.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


249 






End 


609 


GI 


none 






Score 


162 


Exons 


249. .506, 


250. .507, 508 


. .609 







25881 



• • 



Sea. No. 


25801 




Seq. ID 


OJ990504_07.9C27. 


C36 


Gene No. 


53588 




Strand 


+ 




Start 


1 




End 


622 






OJ990504 


_07.9C27.C36.ol.gp 


Method 


AAT/GAP 




Start 


335 




End 


622 




GI 


LIB3434-023-P1-K1-B7 


Score 


520 






335. . 622 










GI Descrip . 


• 3885338 


1.0e-08 (AC005623) 


unknown protein' [Arabidopsis 




thaliana] 


i 




* 




Seq. No. 


25802 




Seq. ID 


OJ990504_07.9C27. 


C37 


Gene No . 


53589 




Strand 


+ 




Start 


172 




End 


655 




Name 


OJ990504 


_07.9C27.C37.ol.gs 


L it? L11U \Ji 


GENSPAN 




Start 


172 




End 


510 




GI 


none 






1 




Pvnn q 

i—i *V 1 1 O 


172. .510 










Seq. No. 


25802 




Seq. ID 


OJ990504_07.9C27. 


C37 


Gene No. 


53589 




Strand 


+ 




Start 


172 




End 


655 




Name 


OJ990504 


_07.9C27.C37.ol.np 


Mot" n o/H 


AAT /NAP 




Start 


204 




PnH 


w J J 




GI 


6910584 




Score 


170 ■ 




P von <"! 


204. .655 










VJ J. ij ^ J. -L t_/ . 


(AC006424) CDS [Arabidopsis 


+-ha 1 t anal 

LilCt-L-LClIlCi J 






Seq. No. 


25802 




Seq. ID 


OJ990504_07.9C27. 


C37 




53589 






+ 




Start 


172 




End 


655 




Name 


OJ990504 


07.9C27.C37.ol.tm 








Start 


241 




End 


4 95 




GI 


none 




Score 


268 




Exons 


241. .495, 


297. .482 








Seq. No. 


25802 




Seq. ID 


OJ990504_07.9C27. 


C37 


Gene No 


53589 




^t" ranH 

i O Li dl 1U 






Start 


172 




PnH 


U *J «J 




Name 


OJ990504 


07.9C27-.C37.ol.ts 


Mot* hoH 


TRT.A^TX • Snvbe^n 




Start 


259 




End 


495 




GI 


none 




Score 


9 A s 




F.xnn ^ 


259. .495, 


288. .488 








Seq. No. 


25802 




Seq. ID 


OJ990504_07.9C27. 


C37 


Genp No 


53589 




Strand 


+ 




Start 


172 




End 


655 




Name 


OJ990504 


07.9C27.C37.ol.tc 


Method 


TBLASTX: Cress 




Start 


271 




End 


495 




GI 


none 




Score 


220 




Exons 


271. .495, 


303.. 488. 








Seq. No. 


25803 




Seq. ID 


OJ990504_07.9C27. 


C40 


Gene No. 


53590 




Strand 


+ ■ 




Start 


1579 




End 


1984 




Name 


OJ990504 


07.9C27.C40.ol.gp 


Method 


AAT/GAP 




Start 


1579 




End 


1984 





25882 




GI 


none 




Score 


fii s 






Rxon 

i_j ^Hk \*/ X 1 w 


1579 1984 












Seq. No. 


25803 




Seq. ID 


OJ990504 


_07.9C27. 


C40 


Gene No. 


53591 




Strand 








Start 


389 




End 


94 6 






Name 


OJ990504 07 9C27 C40 ol 






\J J_J IN O IN 






Start 


389 ~~ 




End 








GI 


none 




Score 


. 95 






l_J *\ W X l o 


389 946 












Seer No 


25804 








07 QP97 


CA 1 


Gene No . 


53592 




Strand 


+ 






Start 


2056 




End 


2559 






Name 


OJ990504 07.9C27.C41.o2 


.gp 


Method 


AAT/GAP 






Start 


2056 




End 


2559 






GI 


LIB3431-055-P1-N1-G3 




Score 


890 






Exons 


2056. .2559 












GI Descrio.- 


'5670155/gb|AF161269.1| 


AF161269 l.Oe- 


7 6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 






Seq. No. 


25804 




Seq. ID 


OJ990504 


_07.9C27. 


C41 


Gene No. 


53593 




Strand 


- 






Start 


24 




End 


5975 






Name 


OJ990504 07.9C27.C41.ol 


.tm 


Method 


TBLASTX : i 


Maize 




Start 


17 




End 


317 








none 




Score 


106 








17 1 flfi 1 q 111 u^J 


205, 


144. .317, 


1 A R Ol Q 
14 3. . 




i 

■ / 




231. .269, 263. .316 












Sea No 


25804 




Seq. ID 


OJ990504 


07 QP97 


CA 1 


Gene No. 


53593 




Strand 








Start 


24 




End 


5975 






Name 


OJ990504 07.9C27.C41.ol 


.gs 


Method 


GENSCAN 






Start 


24 




End 


5975- 






GI 


none 




Score 


.54 






E von s 


24.. 131, 271.. 324, 2*070 


..2258, 3430..; 


3537, 4085 


. .4163, 






5804. .5975 












Seq. No. 


25804 




Seq. ID 


OJ990504 


_07.9C27. 


C41 


Gene No. 


53593 




Strand 








Start 


24 




End 


5975 






Name 


OJ990504 07.9C27.C41.ol 


.gp 


Method 


AAT/GAP 






Start 


42 


End 


305 






GI 


none 




Score 


441 






E von s 


42. .305 












Seq. No. 


25804 




Seq. ID 


OJ990504 


_07.9C27. 


C41 


Gene No. 


53593 




Strand 








Start 


24 




End 


5975 






Name 


OJ990504 07.9C27.C41.o3 


.gp 


Method 


AAT/GAP 






Start 


1830 




End 


3671 






GI 


5003203 




Score 


686 






Exons 


1830. .1851, 2294. .2442, 


3430 


. .3671 








Seq. No. 


25805 




Seq. ID 


OJ990504 


_07.9C27. 


C42 


Gene No. 


53594 




Strand 


+ 







25883 



Start 


1603 






End 


1701 








Name 


OJ990504 07 


.9C27.C42.ol. 


gp 


Method 


AAT/GAP 








Start 


1603 






End 


1701 








GI 


none 






Score 


172 








Exons 


1603. .1701 
















Seq. No. 


25805 






Seq. ID 


OJ990504 


_07 


.9C27 


.C42 


Gene No. 


53595 






Strand 










Start 


248 






End 


1 CCQ 

X JJJ 








Name 


OJ990504 07 


.9C27.C42.ol. 


np 


Method 


AAT/NAP 








Start 


248 






End 


1553 








GI 


6815099 






Score 


98 








Exons 


248. .365, 1514. .1553 














GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


25805 






Seq, ID 


OJ990504 


_07 


.9C27 


.C42 


Gene No. 


53596 






Strand 










04.. „ +. 
Start 


1796 






End 


a n n a 








Name 


OJ990504 07 


.9C27.C42.o2. 


np 


Method ' 


AAT/NAP 








Start 


1755 






End 


2863 - 








GI 


6815053 






Score 


779 








Exons 


i/oo. . 1 y y 1 , 


2041. .2216, 


2717. 


.2863 










GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


25805 






Seq. ID 


OJ990504 


_07 


. 9C27 


.C42 


Gene No. 


53596 






Strand 










Start 


1796 






■ End 


4004 








Name 


OJ990504 07 


.9C27.C42.ol. 


gs 


Method 


GENSCAN 








Start 


1796 






End 


4004 








GI 


none 






Score 


.62 








Exons 


1796. .1991, 


2032. .2216, 


3095. 


.3354, 3896. .4004 








Seq. No. 


25805 






Seq. ID 


OJ990504 


_07 


. 9C27 


.C42 


Gene No. 


53597 






Strand 










otart 


4181 






End 


4444 








Name 1 


OJ990504 07 


.9C27.C42.o3. 


np 


Method 


AAT/NAP 








Start 


4181 






End 


4444 








GI 


6815099 






Score 


113 








Exons 


4181. .4444 
















GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


25806 






Seq. ID 


OJ990504 


_07 


. 9C27 


.C45 


Gene No. 


53598 






Strand 


+ 








Start 


6 






End 


311 








Name 


OJ990504 07 


.9C27.C45.ol. 


gs 


Method 


GENSCAN 








Start 


6 






End 


311 








GI 


none 






Score 


.83 








Exons 


6. .311 
















Seq. No. 


25807 






Seq. ID 


OJ990504 


_07 


. 9C27 


.C46 


Gene No. 


53599 






Strand 










Start 


5326 






End 


6349 








Name 


OJ990504 07 


.9C27.C46.ol. 


tm 


Method 


TBLASTX : ] 


Maize 




Start 


2507 






End 


2740 








GI 


none 






Score 


192 ' 








Exons 


2507. .2740, 


2522. .2653, 


2541. 


.2657, 2545. .2673 









25884 



Seq. No. 


25807 








Seq. ID 


OJ990504 


_07. 


9C27 


.C46 


Gene No. 


53599 








Strand 










Start 


5326 








End 


6349 








Name 


OJ990504 07 


.9C27 


,C4 6.o2 


.gs 


Method 


GENS CAN 








Start 


5326 








End 


5928 








GI 


none 








Score 


.72 








Exons 


5326.-5928 


















Seq. No. 


25807 








Seq. ID 


OJ990504 


_07. 


9C27 


.C46 


Gene No. 


53599 








Strand 










Start 


c o o c 

5o2o 








End 










Name 


OJ990504 07 


.9C27 


.C46.ol 


.np ■ 


Method 


AAT/NAP 








Start 


5389 








End 


6349 








GI 


5257262 








Score 


311 








Exons 


5389. .5472, 


5671 


. .6203, 


6262. 


.6349 










GI Descrip. 


(AP000364) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


25807 








Seq. ID 


OJ990504 


_07. 


9C27 


.C46 


Gene No. 


53599 








Strand 










Start 


5326 








End 


6349 ' 








Name 


OJ990504 07 


. 9C27 


.C46.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


5668 








End 


6051 








GI 


none 








Score 


104 








Exons 


5668. .5769, 


5669 


. . 5941, 


5818. 


.5940, 5971. .6051, 


5975. .6049 


Seq.- No. 


25808 








Seq. ID 


OJ990504 


07 . 


9C27 


. C47 


Gene No. 


53600 








Strand 


+ 








Start 


148 








End 


552 








Name 


OJ990504 07 


. 9C27 


,C47.ol 


. gs 


Method 


GEN SCAN 








Start 


148 








End 


552 








GI 


none 








Score 


. 99 








Exons 


148. .552 


















Seq. No. 


25808 








Seq. ID 


OJ990504 


_07. 


9C27 


.C47 


Gene No. 


53601 








Strand 


+ 








Start 


3113 








End 


6055 








Name 


OJ990504 07 


.9C27 


.C47.o3 


. gs 


Method 


GEN SCAN 








Start 


3113 








End 


6055 








GI 


none 








Score 


.55 








Exons 


3113. .3153, 


4374 


. .4770, 


4871. 


.5026, 571 


36. .6055 








Seq. No. 


25808 








Seq. ID 


OJ990504 


_07. 


9C27 


.C47 


Gene No. 


53602 








Strand 










Start 


1072 








End 


2953 








Name 


OJ990504 07 


.9C27 


.C47.o2 


. gs 


Method 


GENSCAN 








Start 


1072 








End 


2466 








GI 


none 








Score 


.97 








Exons 


1072. .1895, 


2400 


. .2466 














Seq. No. 


25808 








Seq. ID 


OJ990504 


_07. 


9C27 


.C47 


Gene No. 


53602 








Strand 










Start 


1072 








End 


2953 








Name 


OJ990504 07 


.9C27 


.C47.ol 


. np 


Method 


AAT/NAP 








Start 


1141 








End 


2953 








GI 


5257262 








Score 


348 








Exons 


1141. .1233, 


1372 


. .1895, 


2400. 


.2605, 2859.. 2953 








GI Descrip. 


(AP000364) 


hypothetical 


protein [Oryza 


sativa] 









25885 




Seq. No. 


25808 




Seq. ID 


OJ990504_07. 


9C27 


.C47 


fipnp Mo 

UCIJC LV\J ■ 


53602 




Strand 








Start 


1072 




End 


2953 






Name 


OJ990504 07 9C27.C47.ol 


. tw 


Method 


TBLASTX: Wheat 




Start v 


1360 _ 




End 


1743 






GI 


none 




Score 


98 






Exons 


1360. .1668, 1361. .1633,. 


1642. 


.1743, 1658.. 1741 






Seq. No. 


25809 ''k. ■ 




Seq. ID 


OJ990504_07. 


9C27 


.C48 


Gene No . 


53603 




Strand . 


+ 






Start 


5 




End 


75 






Name 


OJ990504 07 . 9C27 .C48 .ol 


. gs 


■ Method 


GEN SCAN 






Start 


5 ~~ 




End 


75 






GI 


none 




Score 


.98 








5.-75 












Seq. -No. 


25810 




Seq. ID 


OJ990504_07. 


9C27 


.C49 


Gene No. 


53604 




Strand 








Start 


309 




End 


755 * • 






Name 


OJ990504 07 9C27 C49 ol 


.np 


Method 


AAT/NAP 






Start 


309 ~ 




End 


755 






GI 


6815053 




Score 


537 






P von q 


309 545 595 755 












ox ucouj — * 


(AP0010801 hvnothetical 


protein [Oryza 


sativa] 






Seq. No. 


25810 




Seq. ID 


OJ990504_07. 


9C27 


.C49 


(leant* No 


53604 




Strand ' 








Start 


309 




End 


755 • 






V s * ClIUC ^ 


OJ990504 07 9C27 C49 ol 


. gs 


Method 


GENSCAN 






Start 


350 _ 




End 


710 






ox 


none 




Score 


.59 






i-J AUl 1 0 


350 545 586 710 












Seq. No. 


25811 




Seq. ID 


OJ990504_07. 


9C27 


.C50 


Gene No. 


53605 




Strand 


+ 






Start 


232 




End 


438 






Name 


OJ990504 07.9C27.C50.ol 


. np 


Method 


AAT/NAP 






Start 


232 




End 


438 






GI 


728837 




Score 


235 






Exons 


232. .438 












GI Descrip. 


**** ALU. SUBFAMILY SQ WARNING 


ENTRY **** 






Seq. No. . 


25812 




Seq. ID 


OJ990504_07. 


9C27 


.C51 


Gene jjo . 


53606 




Strand 








Start 


66 




End 


474 






Name 


OJ990504 07.9C27.C51.ol 


.gs 


Method 


GENSCAN 






Start 


66 




End 


474 






GI 


none 




Score 


.47 






LiAUl l O 


66. .474 












Seq. No. 


25813 




Seq. ID 


OJ990504_07. 


9C27 


.C53 


Gene No. 


53607 




Strand 








Start 


776 




End 


934 






Name 


OJ990504 07.9C27.C53.ol 


.gs 


Method 


GENSCAN 






Start 


776 




End 


934 






GI 


none 




Score 


.47 







25886 



Exons 


776. . 934 












Seq. No . . 


25814 






Seq. ID 


OJ990504_07 


.9C27 


Gene No. 


53608 






Strand 






Start 


163 






End 


628 




Name 


OJ990504 


07.9C27.C54 .ol 


.np 


Method 


AAT/NAP 




Start 


163 






End 


628 




GI 


5903099 






Score 


305 




Exons 


163. .628 












GI Descrip. 


(AC008017) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


25814 






Seq. ID 


OJ990504_07 


.9C27 


Gene No. 


53608 






Strand 






Start 


163 






End 


628 




Name 


OJ990504_ 


_07.9C27.C54.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


166 






End 


628 




GI 


none 






Score 


238 




Exons 


166. .243, 


244. .627, 245 


. .628 








Seq. No. 


25814 






Seq. ID 


OJ990504_07 


. 9C27 


Gene No. 


53608 






Strand 






Start 


163 






End 


628 




Name 


OJ990504 


07.9C27.C54.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


172 






End 


432 




GI 


none 






Score 


55 




Exons 


172. .213, 


265.. 411, 265 


. .432 








Seq. No. 


25814 






Seq. ID 


OJ990504_07 


. 9C27 


Gene No. 


53608 






Strand 






Start 


163 






End 


628 




Name 


OJ990504_ 


07.9C27.C54.ol 


. gs 


Method 


GEN SCAN 




Start 


174 






End 


579 




GI 


none 






Score 


.61 




Exons 


174. .579 












Seq. No. 


25815 






Seq. ID 


OJ990504_07 


. 9C27 


Gene No. 


53609 






Strand 






Start 


293 






End 


406 




Name 


OJ990504_ 


07.9C2;7.C55.ol 


r gs 


Method 


GENSCAN 




Start 


293 






End 


406 




GI 


none 






' Score 


.88 




Exons 


293. .406 












Seq. No. 


25816 






Seq. ID 


OJ990504_07 


.9C27 


Gene No.' 


53610 






Strand 






Start 


322 






End 


432 




Name 


OJ990504 


07.9C27.C57.ol 


. gs 


Method 


GENSCAN 




Start 


322 






End 


432 




GI 


hone 






Score 


.62 




Exons 


322. .432 












Seq. No. 


25817 






Seq. ID 


OJ990504_07 


. 9C27 


Gene No. 


53611 






Strand 


+ 




Start 


216 






End 


430 




Name 


OJ990504 


07.9C27.C62.ol 


.gs 


Method 


GENSCAN 




Start 


216 






End 


430 




GI 


none 






Score 


.98 





25887 




Exons 


216. .430 






Seq. No. 


25818 


Seq. ID 


OJ990504_07.9C27.C63 


Gene No. 


53612 


Strand 


+ 


Start 


1 


End 


611 


Name 


OJ990504 07. 9C27 . C63 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


611 


GI 


6910588 


Score 


380 


Exons 


1..79, 246. .611 






GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 


-'• 


Seq. No. 


25818 


Seq. ID 


OJ990504_07 . 9C27 . C63 


Gene No. 


53612 


Strand 


+ 


Start 


1 


End 


611 


Name 


OJ990504 07.9C27.C63.ol.gp 


Method 


AAT/GAP 


Start 


246 


End 


458 


GI 


60382 1.R1084 


Score 


395 


Exons 


246. .458 






GI Descrip. 


' 6002631/gb|AAF00071.1 |AF093604_1 l.Oe- 


-23 (AF093604) apyrase 



[Arabidopsis thaliana] ' 



Seq. No. 


25818 








Seq. ID 


OJ990504_07.9C27 


.C63 


Gene No. 


53613 








Strand 






Start 


339 








End 


611 




Name 


OJ990504_ 


07. 9C27.C63 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


237 








End 


611 




GI 


none 








Score 


91 




Exons 


237. .296, 


245. .295, 


297 


. .611, 


299. .598 


, 300. .605 




Seq. No. 


25818 








Seq. ID 


OJ990504_07.9C27 


.C63 


Gene No. 


53613 








Strand 






Start 


339 








End 


611 




Name 


OJ990504 


07.9C27.C63 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


240 








Enc|;.. 


608 




GI 


none 








Score 


293 




Exons 


240. .608, 


245. .532 












Seq. No. 


25818 








Seq. ID 


OJ990504_07.9C27 


.C63 


Gene No. 


53613 








Strand 






Start 


- 339 








End 


611 




Name 


OJ990504 


07.9C27.C63 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


245 








End 


611 




GI 


none 








Score 


424 




Exons 


245. .610, 


246. .611 












Seq. No. 


25818 








Seq. ID 


OJ990504_07.9C27 


.C63 


Gene No. 


53613 








Strand 






Start 


339 








End 


611 




Name 


OJ990504 


07.9C27.C63 


.ol 


.gs 


Method 


GENSCAN 




Start 


339 








End 


509 




GI 


none 








Score 


.95 




Exons 


339.-452, 


483. .509 












Seq. No. 


25819 








Seq. ID 


OJ990504_07.9C27 


.C67 


Gene No. 


53614 








Strand 






Start 


740 








End 


1240 




Name 


OJ990504 


07.9C27.C67 


.ol 


.gs 


Method 


GENSCAN 





25888 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



740 End 
none Score 
740. .753, 795. .951, 1062. .1235 

25819 Seq. ID 

53614 Strand 

740 End 

OJ990504_07 . 9C27 . C67 . ol . tm Method 

7 93 - End • 

none Score 
793. .957, 793. .951, 1059. .1235, 1061. .1225, 1062. .1235, 
1066.. 1236, 1103.. 1240 



1235 
.99 



OJ990504_07 . 9C27 . C67 
1240 

TBLASTX: Maize 
1240 
149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25820 
53615 
652 

OJ990504_07. 9C27 . C68 . ol . gs 

652 

none 

652. .755 



Seq. ID OJ990504_07.9C27.C68 
Strand 

End 755 

Method GEN SCAN 

End 755 

Score .66 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



25821 Seq. ID OJ990504_07.9C27.C70 

53616 Strand 

202 End 603 

OJ990504_07.9C27.C70.ol.gp Method AAT/GAP 

202 - End 603 

23020_1.R1084 Score 226 

202. .229, 390. .476, 560. .603 

•3367522 2.0e-27 (AC004392) EST gb_T04691 comes from this gene. 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25821 
53616 
202 

OJ990504 

409 

none 

409. .476 



07.9C27.C70.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_07.9C27.C70 
603 

GEN SCAN 

476 

.95 



Seq. No. 25822 
Gene No. . 53617 

Start 262 

Name OJ990504_07 . 9C27 .C71 .ol . gs 

Start 262 

GI none 

Exons 262.. 401, 500.. 535 

Seq. No. 25823 

Gene No. 53618 

Start 360 

Name OJ990504_07 . 9C27 . C72 . ol . gs 

Start 360 

GI none 

Exons 360.. 532 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_07.9C27.C71 
+ 

535 

GENSCAN 

535 

.97 



OJ990504_07 . 9C27 . C72 
+ 

532 

GENSCAN 

532 

.97 



Seq. No. 
Gene No. 



25823 
53619 



Seq. ID 
Strand 



OJ990504 07.9C27.C72 



25889 




Start 


1 


End 


503 




Name 


OJ990504 07. 9C27 . C72 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


503 




GI 


6630556 


Score 


75 




Exons 


1..182, 303. .503 








GI Descrip.. 


(AC011708) putative alpha-L-arabinof uranosidase [Arabidopsi 




thaliana]. 








Seq. No. 


25824 


Seq. ID 


OJ990504_07.9C27 


.C73 


Gene No. 


53620 


Strand 


- 




Start 


286 


End 


414 




Name 


OJ990504 07.9C27.C73.ol.gs 


Method 


GENSCAN 




Start 


286 


End 


414 




GI 


none 


Score 


.8 




Exons 


286. .414 








Seq. No. 


25825 


Seq. ID 


OJ990504_07.9C27 


.C74 


Gene No. 


53621 


Strand 






Start 


395 


End 


1700 




Name 


OJ990504 07.9C27.C74.ol.gp 


Method 


AAT/GAP 




Start 


238 


End 


1700 




GI 


11098 1.R1084 


Score 


898 




Exons 


238. .529, 896. .965, 1116. .1279, 1678. .1700 




GI . Descrip. 


'2970556/gb|AAC05983.1| 2.0e- 


37 (AF049708) 






aspartokinase-homoserine dehydrogenase 


[Glycine max] 1 




Seq. No. 


25825 


Seq. ID 


OJ990504_07. 9C27 


.C74 


Gene No. 


53621 


Strand 






Start 


395 


End 


1700 




Name 


OJ990504 07. 9C27 . C74 . ol . tc 


Method 


TBLASTX: Cress 




Start 


373 


End 


1330 




GI 


none 


Score 


60 




Exons 


373. .495, 382. .525, 407. .529, 


411. .530, 


893. .961, 1118. 


.133 




1125.. 1277 








Seq. No. 


25825 


Seq. ID 


OJ990504JD7.9C27 


.C74 


Gene No. 


53621 


Strand 






Start 


395 


End 


1700 




Name 


■ OJ990504 07.9C27.C74.ol.tm 


Method 


TBLASTX: Maize 




Start 


389 


End 


1280 




GI 


none 


Score 


93 




Exons 


389. .529, 395. .526, 396. .530, 


397. .531, 


893. .964, 894.. 


965, 




895.-966, 1073. .1279, 1113. .1280 






Seq. No. 


25825 


Seq. ID 


OJ990504_07. 9C27 


.C74 


Gene No. 


53621 


Strand 






Start 


395 


End 


1700 




Name 


OJ990504 07.9C27.C74.ol.gs 


Method 


GENSCAN 




Start 


395 


End 


1279 




GI 


none 


Score 


.87 




Exons 


395.. 529, 896.. 965, 1116. .1279 






Seq. No. 


25825 


Seq. ID 


OJ990504_07.9C27 


.C74 


Gene No. 


53621 


Strand 






Start 


395 


End 


1700 




Name 


OJ990504 07.9C27.C74.ol.np 


Method 


AAT/NAP 




Start 


413 


End 


1700 





25890 



GI 1168401 Score 96 

Exons 413.. 529, 896.. 965, 1116.. 1214, 1661.. 1700 

GI Descrip. B I FUNCTIONAL AS PART OK I N AS E / HOMO SERINE DEHYDROGENASE (AK-HD) 
[INCLUDES: AS PART OK IN AS E ; HOMOSERINE DEHYDROGENASE ] 
gi 1 1073872 | pir | | A64048 aspartokinase-homoserine dehydrogenase 
(thrA) homolog - Haemophilus influenzae (strain Rd KW20) 
gi 1 1573040 (U32694) aspartokinase I / homoserine dehydrogenase I 
(thrA) [Haemophilus influenzae Rd] 

Seq. No. 25826 . Seq. ID OJ990504_07.9C27.C75 

Gene No. 53622 Strand 

Start 1 ' End 1645 

Name OJ990504_07 . 9C27 . C75 . ol . np Method AAT/NAP 

Start 1 End 348 

GI 113539 Score 61 

Exons 1..171, 261.. 348 

GI Descrip. BI FUNCTIONAL ASPARTOKINASE/HOMOSERINE DEHYDROGENASE I (AKI-HDI ) 

[INCLUDES: ASPARTOKINASE ; HOMOSERINE DEHYDROGENASE ] 

gi I 66915 | pir | | DEECK thrA bifunctional enzyme - Escherichia coli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25826 Seq. ID 

53622 Strand 

1 End 

OJ990504_07 . 9C27 . C75 . ol . gp Method 

79 End 

11098_1.R1084 Score 

626. .679, 770. .885, 



OJ990504_07.9C27.C75 

1645 

AAT/GAP 

1645 

1228 . * 

1070. .1147, 1291. .1441, 



79. .171, 261. .34 
1511. .1645 

, 2970556/gb|AAC05983.1| 2.0e-37 (AF049708) 
aspartokinase-homoserine dehydrogenase [Glycine max] 1 



Seq. No. 


25826 








Seq. ID 


OJ990504 


07.9C27.C75 


Gene No. 


53622 








Strand 








Start 


1 








End 


1645 






,Name 


OJ990504 07 


. 9C27. 


C75.ol 


.gs 


Method 


GENS CAN 






Start 


79 








End 


1621 






GI 


none 








Score 


.9 






Exons 


79. .171, 261. .348, 770. 


.885, 


1291. .1441, 1511.. 


1621 




Seq. No. 


25826 








Seq. ID 


OJ990504 


07.9C27.C75 


Gene No. 


53623 








Strand . 








Start 


2480 








End 


4447 






Name 


OJ990504 07 


. 9C27. 


C75.o2 


.tc 


Method 


TBLASTX: 


Cress 




Start 


80 








End 


331 






GI 


none 








Score 


75 






Exons 


80. .175, 81 


. .173, 


256. . 


330, 


257. .331 








Seq. No. 


25826 








Seq. ID 


OJ990504 


07.9C27.C75 


Gene No. 


53623 








Strand 








Start 


2480 








End 


4447 






Name 


OJ990504 07 


. 9C27. 


C75.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2459 








End 


4018 






GI 


none 








Score 


65 






Exons 


2459. .2557, 


2481. 


.2558, 


2703 


..2801, 2710. .2799, 


2711. 


.2803, 




2885. .3001, 


2885. 


.3004, 


2940 


..3005, 3079.. 3327, 


3089. 


.3328, 




3123. .3329, 


3182. 


.3328, 


3256 


..3330, 3428.-3484, 


3429. 


.3485, 




3434. .3487, 


3650. 


.3733, 


3655 


..3735, 3675. .3740, 


3900. 


.4016, 



25891 



3902. .4018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25826 Seq. ID 

53623 Strand 

2480 End 

OJ990504_07. 9C27 . C75 . o2 . np ' Method 

2480 End 

6910584 Score 



OJ990504 07.9C27.C75 



2480.. 2557, 2885.. 3003, 3090.. 3328, 
3900. .4441 

(AC006424) CDS [Arabidopsis thaliana] 



4447 
AAT/NAP 
4441 
956 
3429. .3485, 



3650. .3736, 



Seq. No. 25826 
Gene No. 53623 
Start 2480 

Name OJ990504_07 . 9C27 . C75 . ol . ts 

Start 2702 
GI none 

Exons 2702.. 2806, 2711.. 2800, 2885. 

3080. .3343, 3420. .3479, 3434. 
3650.. 3733, 3655.. 3735, 3902. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3004, 2979 
.3484, 3434 



OJ990504 07.9C27.C75 



4447 

TBLASTX : Soybean 
4441 
77 

3005, 3079.. 3327, 
3484, 3637.. 3726, 



.4441, 3903, .4115, 4152.. 4439 



Seq. No. 25826 Seq. ID 
Gene No. 53623 Strand 
Start 2480 End 
Name OJ990504_07 . 9C27 . C75 . ol . tc Method- 
Start 2713 End 
GI none Score 
Exons 



2713. 
3902. 



.2799, 2888, 
.4018, 4061, 



,3043, 3079.. 3327, 3434 
,4447, 4065. .4439 



OJ990504 07.9C27.C75 



4447 

TBLASTX: Cress 

4447 

159 

3484, 3655.. 3735, 



Seq. No. 25826 Seq. ID 

Gene No. 53623 Strand 

Start 2480 End 

Name OJ990504_07 . 9C27 .C75 . ol . tm Method 

Start 4020 End 

GI none Score 

Exons 4020.. 4388, 4022.. 4390, 4391.. 4447, 4392.. 4439 



OJ990504 07.9C27.C75 



4447 

TBLASTX: Maize 
4447 
335 



Seq. No. 


25827 


Seq. ID 


OJ990504 


_07. 


9C27 


.C76 


Gene No. 


53624 


Strand 


+ 








Start 


4516 


End 


5201 








Name 


OJ990504 07.9C27.C76.o2.gs 


Method 


GEN SCAN 








Start 


-4516 


End 


5201 








GI 


none 


Score 


.65 








Exons 


4516. .4522, 4539. .4604, 4826. 


.4947, 5106.. 5201 








Seq. No. 


25827 


Seq. ID 


OJ990504 


_07. 


9C27 


.C76 


Gene No. 


53625 


Strand. 










Start 


597 


End 


4066 








Name 


OJ990504 07.9C27.C76.ol.gp 


Method 


AAT/GAP 








Start 


455 


End 


1297 








GI ' 


23020 1.R1084 


Score 


899 








Exons 


455. .677, 838. .924, 1008. .1126, 1212.. 


1297 









GI Descrip. .'3367522 2.0e-27 (AC004392) EST gb_T04691 comes from this gene. 
[Arabidopsis thaliana] 1 



25892 



Seq. No. 25827 

Gene No. 53625 

Start 597 

Name OJ990504_07 . 9C27 . C7 6 . ol . gs 

Start 597 

GI none 
Exons 



Seq. ID OJ990504_07.9C27.C76 
Strand 

End 4066 

Method GENSCAN 

End 3972 

Score .56 



597. .677, 838. .924, 1008. .1126, 1212. .1361, 1791. .1851, 
2338.. 2559, 3673.. 3972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25827 . : 

53625 

597 

OJ990504_07.9C27.C76.ol.np 

602 

6910584 



Seq. ID OJ990504_07.9C27.C76 
Strand 

End 4066 

Method AAT/NAP 

End 3945 . 

Score 1194 



602. .677, 1008. .1126, 1212. .1450, 1551. .1607, 1765. .1851, 

2018.. 2559, 3673.. 3945 

(AC006424) CDS [Arabidopsis thaliana] 



Seq. ID OJ990504_07.9C27.C76 
Strand 

End 4066 

Method AAT/GAP 

End 4066 

Score 1194 



25827 
53625 
597 

OJ990504_07.9C27.C76.o2.gp 
2347 

60382_1.R1084 
2347.. 2559, 3673/. 4066 

f 6002631/gb|AAF00071.1|AF093604_l 1.0e-23 (AF093604) apyrase 
[Arabidopsis thaliana] ' 



25827 
53626 
6173 

OJ990504__07 . 9C27 . C7 6 . o3 . gs 

6173 

none 

6173.. 6394 



Seq. ID OJ990504_07.9C27.C76 
Strand 

End 6394 

Method GENSCAN 

End 6394 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25827 
53627 
7126 

OJ990504_07, 
579 
none 
579. . 
990. . 
1375, 
1767, 
7146, 
7553. 
8047. 
8402. 



680, 8 
1124, 
.1449, 
.1853, 
.7211, 
.7618, 
.8103, 
.8485, 



9C27.C76.ol.tm 



33. .925, 835..927, 
1003. .1128, 1008.. 
1550.. 1606, 1551. 
1767.. 1841, 2005. 
7327.. 7416, 7328. 
7701. .7943, 7705. 
8052.. 8105, 8400. 
8446. .8502, 8629. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990504 07.9C27.C76 



13346 

TBLASTX: Maize 
8751 
122 

836. .925, 837. .929, 837. .926, 
1127, 1144. .1317, 1180. .1452, 
.1607, 1556.. 1609, 1765.. 1848, 
.2139, 2006. .2140, 7108. .7206, 
.7420, 7328. .7417, 7498. .7617, 
.7944, 7707. .7946, 8046. .8102, 
.8483, 8400.. 8483, 8402.. .8515, 
.8751, 8631. .8750 



25827 
53627 
7126 

OJ990504_07.9C27.C76.ol.tc 
832 



Seq. ID 

Strand 

End 

Method 
End 



OJ990504_07.9C27.C76 
13346 

TBLASTX: Cress 
11301 



25893 



GI 

Exons 



none Score 79 

832. .939, 1017. .1127, 1033. .1128, 1207. .1311, 1375. .1449, 
1767. .1841, 1936. .2013, 1984 .. 2565, . 2191 .. 2292, 2273. .2560, 
3670. .3834, 7330. .7416, 7337... 7417, 7501. .7617, 7571. .7618, 
7701.. 7943, 8402.. 8485, 8631.. 9176, 8884.. 9171, 11078 .. 11113, 
11101. .11301 



Seq. No. 


25827 






Seq. ID 


OJ990504 


_07.9C27.C76 


Gene No. 


53627 






Strand 






Start 


7126 






End 


13346 




Name 


OJ990504 07 


.9C27. 


C7 6.oi.ts 


Method 


TBLASTX: 


Soybean 


Start 


835 






End 


11328 




GI 


none 






Score . 


65 




Exons 


835. .930, 8 


36.. 925, 1008.. 1127, 1027. 


.1128, 1207. .1317, 




1211. .1465, 


1352. 


.1390, 1375. 


.1449, 1556. .1606, 


1556. .1606, 




1765. .1848, 


1767. 


.1841, 2005. 


.2559, 2021.. 2560, 


3658. .3837, 




3674. .3850,. 


7135. 


.7206, 7327. 


.7416, 7328. .7417, 


7328. .7423, 




7498. .7617, 


7574. 


.7 618, -*.769*9. 


.7941, 7701. .7961, 


7705. .7959, 




8052. .8102, 


8052. 


.8102, 8400. 


.8483, 8 


400. .8477, 


8402. .8485, 




8411. .8488, 


8455. 


.8508, 8631. 


.9170, 8 


632. .9171, 


9028 . . 9174, 




11089. . 1132 


8, 11096. .11296 








Seq. No. 


25827 






Seq. ID 


OJ990504 


07.9C27.C76 


Gene No. 


53627 






Strand 






Start 


7126 






End 


13346 




Name 


OJ990504 07 


. 9C27. 


C7 6.o2. tm 


Method 


TBLASTX: 


Maize 


Start 


2141 






End 


9179 




GI 


none 






Score 


307 




Exons 


2141. .2506, 


2141. 


.2353,. 2143. 


.2508, 2509. .2568, 


2510. .2560, 




8752. .9117, 


8752. 


.8925, 8769. 


.9119, 9120. .9179, 


9121. . 9171 


Seq. No. 


25827 






Seq. ID 


OJ990504 


_07.9C27.C76 


Gene No. 


53627 






Strand 






Start 


7126 






End 


13346 




Name 


OJ990504 07 


. 9C27. 


C76.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


3658 






End 


11343 




GI 


. none 






Score 


245 




Exons 


3658. .3837, 


3671. 


.3856, 3745. 


.3864, 3813. .3863, 


3910. .3960, 




11089. .11343, 11102. .11287 








Seq. No. 


25827 






Seq. ID 


OJ990504 


_07.9C27.C76 


Gene No. 


53627 






Strand 






Start 


7126 






End 


13346 




Name 


OJ990504 07 


. 9C27. 


C76.o4.gs 


Method 


GENS CAN 




Start 


7126 






End 


8350 




GI 


none 






Score 


.57 




Exons 


7126. .7206, 


7330. 


.7416, 7498. 


.7616, 7706. .7855, 


8227. .8350 


Seq. No. 


25827 






Seq. ID 


OJ990504 


_07.9C27.C76 


Gene No. 


53627 






Strand 






Start 


7126 






End 


13346 




Name 


OJ990504 07 


.9C27. 


C76.o2.np 


Method 


AAT/NAP 




Start 


7129 






End 


11380 




GI 


6910584 






Score 


1117 




Exons 


7129. .7206, 


7498. 


.7616, 7706. 


.7944, 8047. .8103, 


8400. .8486, 




. 8629. .9170, 


11104 


. .11380 








GI Descrip.. 


(AC006424) CDS [Arabidopsis thaliana] 







25894 




Seq. No. 


25827 






Seq. ID 


OJ990504 


_07.9C27 


.C76 


Gene No. 


53627 






Strand 








Start 


7126 






End 


13346 






Name 


OJ990504 07 


.9C27.C76.o5 


.gs 


Method 


■ GENSCAN 






Start 


11074 






End 


13346 






GI 


none 






Score 


.53 






Exons 


11074. .11377, 11400. .11538, 11985 12084 , 12451 


. .12649, 






12695. .12834, 13277.. 13346 










Seq. No. 


25828 






Seq. ID 


OJ990504 


_07.9C27 


.C78 


bene no. 


53628 






Strand 


+ 






Start 


i 






End 


2430' 






Name 


UJ y i? UDUri U / 


oroi riQ rsi 
. y^/Z / / o.oi 


■ np 


Method 


AAT/NAP 






Start 


1 






End 


2430 






GI 


c; *7 "3 a n ci o 

o / o4 / t>y 






Score 


161 






Exons 


1 a n 1 i & q 


. . 1 04 y , £ j y / 


. .2430 










GI Descrip. 


/ DO 1 ) 


Very similar 


to SRG1 [Arabidopsis thaliana] 




Seq. No. 


25828 






Seq. ID 


OJ990504 


_07.9C27 


. C / o 


Gene No. 


53628 






Strand 


+ 






Start 


i 
i 






End 


2430 






Name 


ojyyuoU4 u / 


. yu^ / . L /o . Ol 


.gs 


Method 


GENSCAN 






Start 


1 Job 






End 


1666 






GI 


none 






Score 


.5 






Exons 


IJoo . . looo 














Seq. No. 


25828 






Seq. ID 


OJ990504 


_07.9C27 


.C78 


Gene No. 


53629 






Strand 








Start 


ZZ3D 






End 


2372 






Name 


uj y yuou4 u / 


. yi_z / . l /o . oi 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1 4 Z4 






End 


1651 






GI 


none 






Score 


135 






Exons 


1 /I 9/1 1 ^ "3 1 

1 4 ^4 . . loji, 


14Z / . . 104 U , 


1435. 


.1542, 1517. .1606, 


1537. .1596, 




io4i . . louy , 


loo y . . io4 o , 


1603. 


.1647, 1604. .1651 






Seq. No. 


25828 






Seq. ID 


OJ990504 


_07.9C27 


.C78 


Gene No. 








Strand 








Start 


O O £ Q 






End 


2372 






Name 


uj y yuou4 u / 


. yuz / . u / o • oi 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1 / 0 "7 
14<£ / 






End 


1737 






GI 


none 






Score 


227 






Exons 


1427. .1645, 


1465. .1737 












Seq. No. 


25828 






Seq. ID 


OJ990504 


_07.9C27 


.C78 


Gene No. 


53629 






Strand 








Start 


2255 






End 


2372 






Name 


OJ990504 07 


.9C27.C78.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


1502 






End 


1656 






GI 


none 






Score 


199 






Exons 


1502. .1645, 


1505. .1651, 


1507. 


.1656 








Seq. No. 


25828 






Seq. ID 


OJ990504 


_07*:9C27 


.C78 


Gene No. 


53629 






Strand 








Start 


2255 






End 


2372 






Name 


OJ990504 07 


.9C27.C78.o2 


.gs 


Method 


GENSCAN 






Start 


2255 






End 


2372 







25895 




GI 


none 


Score 


.43 




Exons 


2255.. 2372 








Seq. No. 


25829 


Seq. ID 


OJ990504JD7. 9C27 


.C79 


Gene No. 










Start 


1 


End 


71 ' : 




Name 


OJ990504 07.9C27.C79.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


71 




GI 


none 


Score 


134 




Exons 


1. .71 








Seq. No. 


25829 


Seq. ID 


OJ990504 07.9C27 


.C79 


Gene No. 


53631 


Strand 


+ 






40 


End 


1008 




Name 


OJ990504 07.9C27.C79.ol.np 


Method 


AAT/NAP 




Start 


40 


End 


1005 




GI 


6091761 


Score 


563 




Exons 


40. .167, 283. .337, 436. .556, 


679. .821, 


907 . .1005 




GI Descrip. 


(AC009327) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25829 


Seq. ID 


OJ990504_07.9C27 


.C79 


Gene No. 


53631 


Strand 


+ 




Start 


40 


End 


1008 




Name 


OJ990504 07.9C27.C79.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


1008 




GI- 


none 


Score 


.85 




Exons 


52. .167, 436. .469, 636. .821, 


907. .1008 






Seq. No. 


25829 


Seq. ID 


OJ990504_07. 9C27 


.C79 


Gene No. 


53631 


Strand 


+ 




Start 


40 


End 


1008 




Name 


OJ990504 07.9C27.C79.o2.gp 


Method 


AAT/GAP 




Start 


143 


End 


603 




GI 


LIB3434-014-P1-K1-A1 


Score 


744 




Exons 


143. .603 








GI Descrip. 


' 6091761/gb|AAF03471.1|AC009327_10 6.0e-15 v (AC009327) 






hypothetical protein [Arabidopsis thaliana]-^- 




Seq. No. 


25829 


Seq. ID 


OJ990504_07. 9C27 


.C79 


Gene No. 


53632 


Strand 






Start 


1808 


End 


2538 




Name 


OJ990504 07.9C27.C79.ol.ts 


Method 


TBLASTX: Soybean 




Start 


57 


End 


495 




GI 


none 


Score 


156 




Exons 

* 


57. .182, 58. .168, 281. .346, 


435. .494, 


436. .495 




Seq. No. 


25829 


Seq. ID 


OJ990504_07.9C27 


.C79 


Gene No. 


53632 


Strand 






Of n -v»4- 

otart 


1808 


End 


2538 




Name 


OJ990504 07.9C27.C79.ol.tm 


Method 


TBLASTX: Maize 




Start 


66 


End 


567 




GI 


none 


Score 


106 




Exons 


66. .182, 66. .179, 67. .183, 194. .343, 209. .343, 258. .344 






259. .345, 364. .564, 372. .563 


, 388. .567 






Seq. No. 


25829 


Seq. ID 


OJ990504JD7.9C27 


.C79 


Gene No. 


53632 


Strand 







25896 



DLdl L 


1808 






EjLLkJL 


6JJO 


Name 


OJ990504 07 


.9C27.C79.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


517 






End 


1025 


GI 


none 






Score 


60 


Exons 


517.. 561, 525.. 557, 678 


.821, 


678. .821 


, 707. .823, 901. .1008, 




906. .1025 










Seq. No. 


25829 






Seq. ID 


OJ990504_07.9C27.C79 


Gene No. 


53632 






Strand 






1808 






End 


2538 


Name 


OJ990504 07 


.9C27.C79.o2 


tm 


Method 


TBLASTX :-Maize 


Start 


678 






End 


1144 


GI 


none 






Score 


182 


Exons 


678. .821, 678. .821, 679 


.822, 


901. .1044, 906. .1025, 908. .1030 




1055. .1144 










Seq. No. 


25829 






Seq. ID 


OJ990504_07.9C27.C79 




53632 






Strand 




Start 


1808 






End 


2538 


Name 


OJ990504 07 


.9C27.C79.o2 


gs 


Method 


. GENSCAN 


Start 


1808 






End 


2451 


GI 


none 






Score 


.65 


Exons 


1 R0ft OA si 

J. O W O . • Li Jl 










Seq. No. 


25829 






Seq. ID 


OJ990504_07 . 9C27 . C79 


Gene No. 


53632 






Strand 




O Lai L 


1808 






End 


2538' " - 


Name 


OJ990504 07 


.9C27.C79.o3 


tm 


Method 


TBLASTX: Maize 


Start 


2006 






End 


2506 


GI 


none 






Score 


86 


Exons 


?00fi 9179 


2015. .2179, 


2028. 


.2183, 2056. .2187, 2302. .2364, 




2344. .2502, 


2403. .2459, 


2408. 


.2506, 2414. .2506, 2416. .2502 


Seq. No. 


25829 






Seq.- ID 


OJ990504_07.9C27.C79 


Gene No. 


53632 






Strand 




Start 


1808 






End 


2538 .. 


Mamo 

iodine 


OJ990504 07 


.9C27.C79.o2. 


np 


Method 


AAT/NAP 


Start 


2248 






End 


2538 


GI 


6587812 






Score 


104 


Exons 


2248. .2538 










GI Descrip. 


(AC010924) 


Similar to gb|U44028 transcription factor CKC from 




Arabidopsis 


thaliana and contains two 


PF 100847 AP2 domains. 


Seq. No. 


25830 






Seq. ID 


OJ990504_07.9C27.C80 




53633 






Strand 


+ 


Start 


1868 






End 


3820 


Name 


OJ990504 07 


.9C27.C80.ol. 


gs 


Method 


GENSCAN 


Start 


1868 






End 


3820 


GI 


none 






Score 


.54' 


Exons 


1868. .2089, 


2121. .2259, 


3525. 


.3820 




Seq. No. 


25830 






Seq. ID 


OJ990504_07.9C27.C80 


Gene No. 


53634 






Strand 




Start 


1 






End 


2233 


Name 


OJ990504 07 


.9C27.C80.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2233 


GI 


2887500 






Score 


302 



25897 




Exons 1..75, 404. .514, 595. .695, 1304. .1389, 1968. .2002, 2042. .2233 

GI Descrip. (AC002339) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



Seq. No. 


25831 








Seq. ID 


OJ990504 


_07. 9C27. 


C81 


Gene No. 


"53635 








Strand 


+' 






Start 


122 








End 


397 






Name 


OJ990504 07. 


9C27 


.C81.ol. 


gs 


Method 


GEN SCAN 






Start 


- 122 








End 


397 






GI 


none 








Score 


. 64 






Exons 


122.. 397 
















Seq. No. 


25831 








Seq. ID 


OJ990504 


__07.9C27. 


C81 


Gene No. 


53636 








Strand 


+ 






Start 


9830 








End 


10153 






Name 


OJ990504 07. 


9C27 


.C81.o3. 


gs 


Method 


GENSCAN 






Start 


9830 








End 


10153 






GI 


none 








Score 


. 53 






Exons 


9830. :i0153 
















Seq. No. 


25831 








Seq. ID 


OJ990504 


_07.9C27. 


C81 


Gene No. 


53637 








Strand 


+ 






Start 


11136 








End 


11410 






Name 


OJ990504 07. 


9C27 


.C81.o2. 


gp 


Method 


AAT/GAP 






Start 


11136 








End 


11410 






GI 


none 








Score 


400 ' ' 






TT von Q 


11136. .11410 














Seq. No. 


25831 








Seq. ID 


OJ990504 


_07.9C27. 


C81 


Gene No. 


53638 








Strand 








Start 


677 








End 


6988 






Name 


OJ990504 07. 


9C27 


.C81.o2. 


gs 


Method 


GENSCAN 






Start 


677 








End 


6988 






GI 


none 








Score 


.81 






R-von <5 

J— 1 *V K*/ ilO 


677.. 733, 972.. 1019, 1819.. 2166, 2533. 


.2766, 2874.. 3011, 






3095. .3397, 


3848 


. .4012, 


4548. 


.4827, 6822. .6988 






Seq. No. 


25831 








Seq. ID 


OJ990504 


_07.9C27. 


C81 


Gene No. 


53638 








Strand 








Start 


677 








End 


6988 






Name 


OJ990504 07. 


9C27 


.C81.ol. 


gp 


Method 


AAT/GAP 






Start 


1929 








End 


2591 






GI 


2799515 








Score 


473 > 






Exons 


1929. .2166, 


2533 


. .2591 












Seq. No. 


25831 








Seq. ID 


OJ990504 


_07.9C27. 


C81 


Gene No. 


53639 








Strand 








Start 


11405 








End 


12280 






Name 


OJ990504 07. 


9C27 


.C8I.0I. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2895 








End 


3352 






GI 


none 








Score 


121 






Exons 


2895. .3014, 


2895 


. .3014, 


2896. 


.3015, 2903. .3019, 


3104 . .3178, 




3109. .3255, 


3113 


. .3262, 


3166. 


.3255, 3182. .3247, 


3250. .3348, 




3302. .3352 
















Seq. No. 


25831 








Seq. ID 


OJ990504 


_07.9C27. 


C81 


Gene No. 


53639 








Strand 









25898 




Start 


11405 




End 


12280 


Name 


OJ990504 07.9C27.C81.o4 


. gs 


Method 


GENSCAN 


Start 


11405 




End 


12277 


GI 


none 




Score 


.76 


Exons 


11405. .12277 








Seq. No. 


25831 




Seq. ID 


OJ990504_07.9C27.C81 


Gene No. 


53639 




Strand 




Start 


11405 




End 


12280 


Name 


OJ990504 07.9C27.C81.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


11997 




End 


12280 


GI • 


none 




Score 


189 


Exons 


11997. .12179, 11998. .12171, 11999. .12280 


Seq. No. 


ZoooZ 




Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 






Strand 


+ 


Start 


f Z±3 




End 


8974 


Name 


OJ990504 07.9C27.C82.o2 


.gs 


Method 


GENSCAN 


Start 


7213 




End 


8974 


GI 


none 




Score 


.85 


Exons 


72lJ..7jjO, /D/y../o/o, 


/ yt>b . 


.8036, 8168. .8401, 8666. .8974 


Seq. No. 


o c o o o 

25832 




beq. id 


ujyyuou^ u/.yLz/.uo^ 


Gene No. 


C *3 C A 1 

o3o4 1 




btrana 




Start 


r r 

667 




End 


1. Id 


Name 


OJ990504 07.9C27.C82.ol 


.gp 


Method 


AAT/GAP .v. 


Start 


667 




End 


775 


GI 


none 




Score 


178 


Exons 


oo7 . . 775 








Seq. No. 


o c o Q o 




Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 


en a a o 




Strand 




Start 


oZ yo 




End 


3705 


Name 


ojyyuoU4 o / . yc2 / . Coz . 02 


.gp 


Method 


AAT/GAP 


Start 


3295 




End 


3699 


GI 


none 




Score 


4 96 


Exons 


OQQC OCC1 'i^'iCi OCQQ 








Seq. No. 


25832 




Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 


53642 




Strand 




Start 


3295 




End 


3705 


Name 


OJ990504 07.9C27.C82.o3 


.gp 


Method 


AAT/GAP 


Start 


3295 




End 


3705 


GI 


none 




Score 


497 


Exons 


3295.. 3551, 3630.. 3705 








Seq. No. 


25832 




Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 


53643 




Strand 




Start 


5036 




End 


5920 


Name 


OJ990504 07.9C27.C82.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


3355 


GI 


none 




Score 


73 


Exons 


1..93, 3. .95, 4... 81, 63 


. .113, 


85. .123, 


227. .403, 229. .393, 




234. .404, 271. .408, 486 


. .770, 


555. .761, 


589. .768, 3290. .335. 


Seq. No. 


25832 




Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 


53643 




Strand 





25899 



Start 


5036 








End 


5920 


Name 


OJ990504 07 


.9C27. 


C82.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


335 








End 


683 


GI 


none 








Score 


68 


Exons 


335. .403, 486. .683, 525 


. .665, 


589. .678 


- 


Seq. No. 


25832 








Seq. ID 


OJ990504J37 . 9C27 .C82 


Gene No. 


53643 








Strand 




Of- r -(- 


5036 








End 


5920 


Name 


OJ990504 07 


. 9C27 . 


C82 . o4 


.tm 


Method 


TBLASTX: Maize - . 


Start 


5030 ~~ 








End 


£343 


GI 


none 








Score 


60 


Exons 


5030. .5101, 


5031. 


.5105, 


5036. 


.5161, 5040.. 5123, 5120.. 5341, 




5121 . . 5342, 


5121. 


.5342, 


5176. 


.5343 




Seq. No. 


25832 








Seq. ID 


OJ990504_07.9C27.C82 


Gene No. 


53643 








Strand 




Start 


5036 








End 


5920 


Name 


OJ990504 07 


.9C27. 


C82.ol 


.np 


Method 


AAT/NAP 


Start 


5036 — 








End 


5920 


GI 


3402705 








Score 


457 


Exons 


5036. .5422, 


5525. 


.5920 








GI Descrip. 




hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


L JO J^. 








Seq. ID 


OJ990504_07 . 9C27 -C82 


Gene No. 










Strand 






J U J u 








End 


5920 


Name 


O.TQQD ^04 07 




PR? nl 




Method 


TBLASTX : Soybean 


Start 


^nsi — 

JUJl 








End 


5410 


GI 


none 








Score 


44 


Exons 


5051. .5104, 


5058. 


.5105, 


5156. 


.5341, 5193.. 5342, 5360.. 5410, 




5381 5410 












Seq. No. 


25832 








Seq. ID 


OJ990504_07 . 9C27 .C82 


Gene No. 


53643 








Strand 






5036 








End 


5920 


Name 


OJ990504 07 


. 9C27. 


C82 . o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5343 








End 


5746 ' 


GI 


none 








Score 


72 


Exons 


5343 5423. 


5351. 


.5425, 


.5381. 


.5425, 5519.. 5581, 5525.. 5683, 




5526 5684 


5630. 


.5746 








Seq. No. 


25832 








Seq. ID 


OJ990504_07.9C27.C82 


UC11C LVKJ ■ 


53643 








Strand 




Start 


5036 








End 


5920 


Name 


OJ990504 07 


. 9C27. 


C82.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


5549 








End 


5681 


GI 


none 








Score 


90 


Exons 


5549. .5680, 


5550. 


.5681 








Seq. No. 


25832 








Seq. ID 


OJ990504_07.?C27.C82 


Gene No. 


53644 








Strand 




Start 


7705 








End 


8386 


Name 


OJ990504 07 


.9C27. 


C82.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


7705 








End 


8386 


GI 


none 








Score 


181 


Exons 


7705. .7836, 


7705. 


.7818, 


7706. 


.7819, 7737. .7832, 7837. .7878, 



25900 




7837. .7875, 7842. .7877, 7949. .8038, 7950. .8042, 8162. .8386, 
8164. .8385, 8180. .8386 



Seq. No. 


25833 




Seq. ID 


OJ990504_07.9C27 


.C84 


Gene No. 


53645 




Strand 


+ 




Start 


1 




End 


368 




Name 


OJ990504 


07.9C27.C84.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


273 




GI 


5903099 




Score 


136 




Exons 


1. .273 










bi uescrip. 


(AC008017) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


^ JO J J 




Seq. ID 


OJ990504JD7.9C27 


.C84 


Gene No. 






Strand 


+ 




Start 


1 




End 


368 




Name 




U / . :?L,Z / . K^OH .O-L . LIU 


Method 


TBLASTX: Maize 




Start 






End 


368 




GI 


none 




Score 


182 




Exons 


62. .175, 


62. .172, 69. .209, 


70. .213, 223. .270, 336. .368 




Seq. No. 


O C Q O *3 

zoo Jo 




Seq. ID 


OJ990504_07.9C27 


.C84 


Gene No. 






Strand 


+ 




Start 


1 




End 


368 




Name . 




u / . yc_z / .Lo4.oi.gs 


Method 


GENSCAN 




Start ' 






End 


305 




GI 


none 




Score 


.48 




Exons 


149. .305 










Seq. No. 


25834 




Seq. ID 


OJ990504_07.9C27 


.C86 


Gene No. 


53646 




Strand 


+ 




Start 


461 




End 


715 




Name 


OJ990504 


07.9C27.C86.ol.gs 


Method 


GENSCAN 




Start 


461 




End 


715 




GI 


none 




Score 


. 95 




Exons 


461. .508, 


686. .715 








Seq. No. 


25835 




Seq. ID 


OJ990714_02.9C17 


.CI 


Gene No. 


53647 




Strand 


+ 




Start 


137 




End 


2378 




Name 


OJ990714 


02.9C17.Cl.ol.np 


Method 


AAT/NAP 




Start 


137 




End 


2378 




GI 


5139333 




Score 


1097 




Exons 


137. .339, 


596. .928, 1062. .1163, 1873.. 


2378 




bi uescrip. 


(AL031018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


25835 




Seq. ID 


OJ990714_02.9C17 


.CI 


Gene No. 


53647 




Strand 


+ 




Start 


137 




End 


2378 




Name 


OJ990714 


02.9C17.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


138 




End 


805 




GI 


none 




Score 


330 




Exons 


138. .341, 


139. .342, 577. .789, 581. .805 






Seq. No. 


25835 




Seq. ID 


OJ990714_02.9C17 


.CI 


Gene No. 


53647 




Strand 


+ 




Start 


137 




End 


2378 




Name 


OJ990714 


02.9C17.Cl.o2.tm 


Method 


TBLASTX: Maize 





25901 




Start 


138 


End 


354 




GI 


none 


Score 


364 




Exons 


138. .338, 139. .354' 








Seq. No. 


25835 


Seq. ID 


OJ990714_02.9C17. 


CI 


Gene No. 




Of r-a nW 


4. 




Start 


137 


End 


2378 




Name 


OJ990714- 02.9C17.Cl.ol.gs 


Method 


GENSCAN 




Start 


217 


End 


2174 




GI 


none 


Score 


.67 




Exons 


217. .339, 596. .928, 1062.. 


1163, 1873.. 


2174 




Seq. No. 


25835 


Seq. ID 


OJ990714_02.9C17. 


CI 


(aene jno. 


0 jDfl / 


C f- ran H 


4_ 
i 




Start 


137 


End 


2378 




Name 


OJ990714 02.9C17.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


595 


End 


880 




GI 


none 


Score 


506 




Exons 


S95..879, 596.. 880 








Seq. No. 


25835 


Seq. ID 


OJ990714_02.9C17. 


CI 


Gene No . 


JJOfi / 


ot rana 


X 




Start 


137 


End 


2378 




Name 


OJ990714 02.9C17.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


884 


End 


1163 




GI 


none 


, Score 


61 




Exons 


884. .937, 1062. .1163, 1062 


. .1163 






Seq. No. 


25835 


Seq. ID 


OJ990714_02.9C17. 


CI 


Gene No. 


53647 


Strand 


+ 




Start 


137 


End 


2378 




Name 




Method 


AAT/GAP 




Start . 


1931 


End 


2170 




GI ■•/-, 


LIB3433-027-P1-K1-B11 


Score 


437 




Exons 


1931.. 2170 








GI Descrip. 


, 5139333/emb|CAB45564.1| 6 


.0e-42 (AL031018) hypothetical 


. protein 




[Arabidopsis thaliana] ' 








Seq. No. 


25836 


Seq. ID 


OJ990714_02.9C17. 


C2 


(aene ino . 


53648 


Strand 


+ " 




Start 


8 


End 


322 




Name 


OJ990714 02.9C17.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


304 




GI 


none 


Score 


66 




Exons 


1..141, 1..210, 2. .241, 233. .304 






Seq. No. 


25836 


Seq. ID 


OJ990714_02.9C17. 


C2 


bene no . 


53648 


Strand 


+ 




Start 


8 


End 


322 




Name 


OJ990714 02.9C17.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


322 




GI 


none 


Score 


234 




Exons 


2. .235, 4. .204, 239. .322, 


260. .307 






Seq. No. 


25836 


Seq. ID 


OJ990714_02. 9C17. 


C2 


Gene No. 


53648 


Strand 


+ 




Start 


8 


End 


322 





25902 



Name 

Start 

GI 

Exons 



OJ9907 14_02 . 9C17 . C2 . ol . ts Method 

2 End 

none Score 
2. .46, 47. .307, 52. .201 



TBLASTX : Soybean 
307 

50 . 



Seq. No. 25836 Seq. ID 

Gene No. 53648 Strand 

Start 8 End 

Name OJ9907 14_02 . 9C17 . C2 . ol . gs Method 

Start 8 End 

GI none Score 

Exons 8.. 245 



OJ990714_02.9C17.C2 
+ 

322 

GENS CAN 

245 

,99 



Seq. No. 25837 Seq. ID- 
Gene No. 5364 9 Strand 
Start 61 End' 
Name OJ990714_02 . 9C17 . C3 . ol . gs Method 
Start 61 End 
GI none Score 
Exons 61.. 228 



OJ990714_02.9C17.C3 
+ 

228 

GENS CAN 

228 

.8 



Seq. No. 25838 Seq. ID 

Gene No. 53650 Strand 

Start 136 End 

Name OJ990714_02 . 9C17 ,C4 . ol .gs Method 

Start 136 End 

GI none Score 

Exons 136.. 279 



OJ990714_02.9C17.C4 
+ 

279 

GENS CAN . 

279 

.74- 



Seq. No. 25839 Seq. ID 

Gene No. 53651 Strand 

Start 228 End 

Name OJ990714_02 . 9C17 . C5 . ol". gs Method 

Start 228 End 

GI none Score 

Exons . 228.. 322, 351.. 750 



OJ990714_02.9C17.C5 
+ 

750 

GENSCAN 

750 

.5 



. Seq. No. 25839 ' Seq. ID 

Gene No. ,53651 Strand 

Start 228 End 

Name OJ990714_02. 9C17 . C5 . ol . tm Method 

Start 421 End 

GI none Score 

Exons 421. .480, 424. .471, 427. .678, 483. .671 



OJ990714_02.9C17.C5 
+ 

750 

TBLASTX: Maize 

678 

63 



Seq. No. 25839 Seq. ID 

Gene No. 53651 Strand 

Start 228 End 

Name OJ990714_02 . 9C17 . C5 . ol . ts Method 

Start 421 End 

GI none Score 

Exons 421. .477, 427 . . 687 , . 489 . . 677 



OJ990714_02.9C17.C5 
+ 

750 

TBLASTX : Soybean 

687 

55 



Seq. No. 25839 Seq. ID 

Gene No. 53651 Strand 

Start 228 End 

Name OJ990714 02 . 9C17 . C5 . ol . tc Method 



OJ990714_02.9C17.C5 
+ 

750 

TBLASTX: Cress 



25903 



Start 427 

GI none 

Exons 427.. 687, 483.. 677 

Seq. No. 25840 

Gene No. 53652 

Start 49 

Name OJ990714_02 . 9C17 . C6 . ol . gs 

Start 49 
GI. . . none 

Exons 49.. 321 



End 687 
Score 197 



Seq. ID OJ990714_02. 9C17.C6 

Strand + 

End 321 

Method GENSCAN 

End 321 

Score .88 



Seq. No. 25840 Seq. ID 

Gene No. 53653 Strand 

Start 3992 End 

Name OJ990714_02 . 9C17 . C6 . ol . np Method 

Start 3992 End 

GI 6006375 Score 

Exons 3992.. 4420 

GI Descrip. (AP000559) Similar to ORF3 protein 



OJ990714_02.9C17.C6 
+ 

8905 
AAT/NAP 
4420 
667 

rice tungro bacilliform 



virus &RTUORFS_2 (C40785) [Oryza sativa] 



Seq. No. 25840 

Gene No. 53653 

Start 3992 

Name OJ990714_02 . 9C17 . C6 . o3 . gs 

Start 4313 

GI none 
Exons 



Seq. ID OJ990714_02.9C17.C6 



Strand 
End 

Method 

End 

Score 



+ 

8905 
GENSCAN 
8905 
.52 



4313. .4397, 6116. .6414, 8028. .8225, 8347. .8356, 8595. .8905 



Seq. No. 


25840 


Seq. ID 


OJ990714 


_02.9C17. 


C6 


Gene No. 


53654 


Strand 


+ 






Start 


11267 


End 


12312 






Name 


OJ990714 02.9C17.C6.o4.gs 


Method 


GENSCAN 






Start 


11267 


End 


12312 






GI 


none 


Score 


.69 






Exons 


11267. .11281, 11574. .11658, 


11814. .11939, 12044 


. .12312 




Seq. No. 


25840 


Seq. ID 


OJ990714 


_02.9C17. 


C6 


Gene No. 


53655 


'Strand / 








■Start 


1082 


End • 


' 3550 






Name 


OJ990714 02.9C17.C6.o2.gs 


Method 


GENSCAN 






Start 


1082 


End 


3550 






GI 


none 


Score 


.67 






Exons 


1082.. 1922, 1958.. 2073, 2450 


. .3550 









Seq. No. 25841 

Gene No. 53656 

Start 1 

Name OJ9907 14_02 . 9C17 . C7 . ol . np 

Start 1 

GI 4680179 

Exons 1..2183 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990714_02.9C17.C7 
Strand 

End 2183 

Method AAT/NAP 

End 2183 

Score 3486 . 



Seq. No. 
Gene No. 



25841 
53656 



Seq. ID 
Strand 



OJ990714 02.9C17.C7 



25904 




Start 


1 


End 


2183 




Name 


OJ990714 02.9C17.C7.ol.gs 


Method 


GENS CAN 




Start 


71 


End 


2183 




GI 


none 


Score 


.6 




Exons 


71... 140, 180.. 313, 986. .1186, 


1223. .1520, 1659. .2183 




Seq. No. 


25841 


beq. ±u 




.C7 


Gene No. 


5*3657 


Strand 






Start 


2433 




ft O O 3 




Name 


OJ990714 02.9C17.C7.o2.gs 


Method 


oHjlNOL/irlN 




Start 


2433 


End 


4863 




GI 


none 


Score 


.6 




Exons 


2433..3377, 4488. .4608, 4799. 


.4863 






Seq. No. 


25841 


Seq. ID 


OJ990714_02. 9C17 


.C7 


Gene No. 


53657 


Strand 






Start 


2433 


End 


4863 




Name 


OJ990714 02.9C17.C7.o2.np 


Method 


AAT/NAP 




Start 


2436 


End 


3311 




GI 


5042448 


Score 


1325 




Exons 


2436. .3311 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa 


] 






Seq. No. 


25841 


Seq. ID 


OJ990714_02.9C17 


.CI 


Gene No. 


53658 


Strand 






Start 


5610 


End 


6505 




Name 


OJ990714 02.9C17.C7.o3.gs 


Method 


GENS CAN 




Start 


5610 


End 


6505 




GI 


none 


Score 


.94 




Exons 


5610.. 5863, 5908.. 5999, 6092. 


.6237, 6362.. 6505 




Seq. No. 


25841 


Seq. ID 


OJ990714_02. 9C17 


.CI 


Gene No. 


53659 


Strand 






Start 


7042 


End 


9690 




Name 


OJ990714 02.9C17.C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9 


End 


9690 




GI 


none 


Score 


167 




Exons 


9..347, 9. .461, 19. .348, 9400 


..9690, : 


9403. . 9666, 9443. . 


9688 


Seq. No. 


25841 


Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No . 


53659 


Strand 






Start 


7042 


End 


9690 




Name 


OJ990714 02.9C17.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


18 


End 


9513 




GI 


none 


Score 


43 




Exons 


18.. 89, 9013.. 9348, 9056. .9106, 9131. 


.9262, 9334.. 9513 




Seq. No. 


25841 


Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No. 


53659 


Strand 






Start 


7042 


End 


9690 




Name 


OJ990714 02. 9C17.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


157 


End 


9690 




GI 


none 


Score 


156 




Exons 


157. .348, 159. .446, 9581. .9679, 9583. 


.9690 




Seq. No. 


25841 


Seq. ID 


OJ990714_02. 9C17 


.CI 



25905 




Gene No. 


53659 






Strand 






Start 


7042 






End 


9690 




Name 


OJ990714 02 


,9C17 ? C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


-621 






End 


1037 




GI 


none 






Score 


88 




Exons 


621. .782, 622.-777, 828 


. .1037, 


889. .987, 891. .1001 




Seq. No. 


9 Rff A 1 

£. JO f± X 








O.TQQn714 09 QP1 7 


.C7 


Gene No. 


DjDj y 






OLldllU 






Start 


7042 






End 


9690 




Name 


OJ990714_02 


.9C17.C7.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


i ^ftn 

1 jOU 






End 


1676 




GI 


none 






Score 


111 




Exons 


1 JOU . .10/0/ 


i jyz • .id/0 










Seq. No. 


9 Rft A 1 






Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No . 


D jOj y 






Strand 






Start 


7042 






End 


9690 




Name 


OJ990714_02 


.9C17.C7.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


1933 




GI 


none 






Score 


100 




Exons 


loo / . . iy lo, 


loDo . . i / y i , 


1816. . 


1917, 1817.. 1933 




Seq. No. 


£ DO ft 1 






Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No. 


o joj y 






Strand 






Start 


7042 






End - 


9690 




Name 


OJ990714_02 


.9C17.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


/ U 3 I 






End 


7282 




GI 


none 






Score 


40 




Exons 


/ u J / . . / u y o , 


/ u by . . / zo i , 


7070. . 


7141, 7211. .7282 




Seq. No,. 


Z Do 4 1 






Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No. 


J jOj? 






Strand" 






Start 








End 


9690 




Name 


OJ990714 02 


.9C17.C7.o4. 


gs 


Method 


GENSCAN 




Start 


7042 






End 


8682 




GI. 


none 






Score 


.93 




Exons 


/ Ufl z . . / o JO , 


oUjo . . o OoZ 










Seq. No. 


9 A 1 
Z JO fi 1 






Seq. ID 


OJ990714_02.9C17 


.C7 


Gene No. 








Strand 














End 


9690 




Name 




QP1 7 P7 


np 


Method 


AAT/NAP 




Start 


7045 






End 


9690 




GI 


4680179 






Score 


4445 




Exons 


7045. .9690 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


25841 






Seq. ID 


OJ990714_02.9C17 


,C7 


Gene No. 


53659 






Strand 






Start 


7042 






End 


9690 




Name 


OJ990714 02 


.9C17.C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7090 






End 


7422 




GI 


none 






Score 


96 




Exons 


7090. /7422, 


7091. .7330, 


7315. . 


7395 







Seq. No. 25841 ■■''* Seq. ID OJ990714_02 . 9C17 . C7 



25906 



uene INO. 










Strand 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


-9C17 


.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7282 








End 


7869 




GI 


. none 








Score 


245 




Exons 


7282. .7710, 


7283 


. .7708, 


7708. 


.7869, 7715. .7861 




Seq. No. 


25841 












_02.9C17 


uene mo. 










c+- r And 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


.9C17 


.G-7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7423 








Hi I ILi. 


PDA Q 




GI 


none 








Score 






Exons 


7423. .8049, 


7424 


. .8047 










Seq. No. 


25841 










O.TQQD7 1 4 


JD2.9C17 




O jO J 7 








Oil clxiu. 






Start 


■-•7042 








End 


9690 




Name 


OJ99.0714 02 


.9C17 


.C7.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7918 : 










O ^1 U y 




GI 


none 








Score 


O A Q 




Exons 


7918. .8208, 


7922 


. .8209 










Seq. No. 


25841 








oeq . iu 


Pi TQQH7 1 4 
uu y y u / x *i 


_02.9C17 


ijene ino . 










ocrana 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


.9C17 


,C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8008 








End 


8268 




GI 


none 








Score 


163 




Exons 


8008. .8268, 


8009 


. .8263 










Seq. No. 


25841 








Seq. ID 


OJ990714 


_02.9C17 


bene ino. 


R *3 £ "=i Q 








Strand 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


-9C17 


,C7.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8056 








End 


8538 




GI 


none 








Score 


231 




Exons 


8056. .8538, 


8057 


. .8311, 


8088. 


.8318, 8089. .8490 




Seq. No. 


25841 








Seq. ID 


OJ990714 


_02.9C17 


yclie INO . 










Strand 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


.9C17 


.C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8539 








End 


9048 




GI 


none 








Score 


200 




Exons 


8539. .9048, 


8623 


. .8970, 


8705. 


.9016 






Seq. No. 


25841 








Seq. ID 


OJ990714 


_02.9C17 


bene ino. 










Strand 






Start 


7042 








End 


9690 




Name 


OJ990714 02 


.9C17 


.C7 .o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


86ir- 








End 


8976 




GI 


none 








Score 


138 




Exons 


8611. .8922, 


8618 


. .8908, 


8623. 


.8976, 8708. .8974 




Seq. No. 


25841 








Seq. ID 


OJ990714 


_02.9C17 


Gene No. 


53659 








Strand 







25907 




Start 


7042 






End 


9690 


Name 


OJ990714 02 


.9C17 


. C7 .o5 .gs 


Method 


GENSCAN 


Start 


8809 






End 


9564 




none 






Score 


.93 


Exons 


8809. .9564 










Seq. No. 


25841 






Seq. ID 


OJ990714_02.9C17.C7 


IN (J. 


J J V J ^ 






JLi Qll \Ji 




Start 


7042 






End 


9690 


Name 


OJ990714 02 


.9C17 


.C7.o5.tw 


Method 


TBLASTX: Wheat 


Start 


9049 






End 


9351 


GI 


none 






Score 


255 


Exons 


9049. .9351, 


9050 


..9331, 9249. 


.9350 




Seq. No. 


25841 






Seq. ID 


OJ990714_02.9C17.C7 










Strand ' 




Start 


7042 






End 


9690 


Name 


OJ990714 02 


. 9C17 


.C7 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


. 9064 . 






End 


9459 


GI 


none 






Score 


166 


Exons 


9064. .9423, 


9065 


..9328, 9398. 


.9427, 9415.. 9459, 9427.. 9459 


Seq. No. 


25842 






Seq. ID 


OJ990714_02.9C17.C8 


Gene No. 


53660 






Strand 


+ 


Start 


1322 






End 


3370 


Name 


O.TQQ07 14 09 


. 9C17 


.C8.ol.np 


Method 


AAT/NAP 


Start 


.1322 






End 


3370 


GI 


3236253 






Score 


1706 


Exons 


1322. .1549, 


1583 


. .3370 






GI Descrip. 


(AC004684) 


putative receptor- 


like protein kinase [Arabidopsis 




thaliana] 










Seq. No. 


25842 






Seq. ID 


OJ990714_02.9C17.C8 


f^ono NIo 


JJDOJ. 






Strand 


+ 


Start 


4114 






End 


4179 


Name 


OJ990714 02 


. 9C17 


. C8 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


1376 






End 


1888 


GI ' 


none 






Score 


193 


Exons 


1376. .1549, 


1411 


..1527, 1476. 


.1541, 1592. .1888, 1597. .1836 


Seq. " No. 


25842 






Seq. ID 


OJ990714_02.9C17.C8 


(?anQ Mo 








Strand 


+ 


Start 


4114 






End 


4179 


Name . 


OJ990714 02 


.9C17 


.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1406 






End 


1993 


GI 


none 






Score 


121 


Exons 


1406. .1543, 


1408 


..1530, 1598. 


.1699, 1700. .1993, 1705. .1854 


Seq. No. 


25842 






Seq. ID 


OJ990714_02.9C17.C8 


Gene No. 


53661 






Strand 


+ 


Start 


4114 






End 


4179 


Name 


OJ990714 02 


.9C17 


.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


1427 






End 


3371 


GI 


none 






Score 


114 


Exons 


1427. .1600, 


1441 


..1491, 1591. 


.1857, 1592.. 1888, 1892.. 2194, 




1909. .2181, 


2181 


..2462, 2309. 


.2446, 2459.-2653, 2464.. 2649, 




2672. .3034, 


2707 


..2994, 3014. 


.3250, 3127.. 3237, 3348.. 3371 



25908 




Spa No 


25842 








Seq. ID 


OJ990714_02.9C17 


.C8 


Gene No . 


53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


. 9C17 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1802 








End 


2059 




GI 


none 








Score 


97 




Exons 


1802. .1891, 


1804 


. . 1857, 


1880. 


.2059, 1933.. 2055 




Seq. No. 


25842 








Seq. ID 


OJ990714_02.9C17 


.C8 


Gene No. 


53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


. 9C17 


-C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1895 








End 


2190 




GI 


none 








Score 


219 




Exons 


1895. .2125, 


1897 


. .2136, 


2125. 


.2190, 2125. .2190 




Seq. No. 


25842 








Seq. ID 


OJ990714_02. 9C17 


.C8 




53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


. 9C17 


.C8 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2378 








■End 


2887 




GI . 


none 








Score 


99 




Exons 


2378. .2461, 


2379 


. .2459, 


2455. 


.2649, 2465.. 2650, 2666.. 2887 




2666.-2887 














Seq. No. 


25842 








Seq. ID 


OJ990714_02.9C17 


.C8 




53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


.9C17 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2429 








End 


3004 




GI 


none 








Score 


35 




Exons 


2429.-2449, 


2433 


. .2462, 


2458. 


.2673, 2459. .2674, 2671. .2994 




2672. .3001, 


2678 


. .3004, 


2679. 


.3002, 2803.. 3003 




Sea No 


25842 








Seq. ID 


OJ990714_02.9C17 


.C8 


Gene No. 


53661 








Strand 


+ ■ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


.9C17 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2522 








End 


2908 




GI 


none 








Score 


254 




Exons 


2522. .2872, 


2852 


. .2908 










S e'a . No . 


25842 








Seq. ID 


OJ990714_02.9C17 


.C8 


Gene No. 


53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


. 9C17 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2903 








End 


3214 




GI 


none 








Score 


251 




Exons 


2903. .3214, 


2938 


. .3213 










Seq. No. 


25842 








Seq. ID 


OJ990714_02.9C17 


-C8 


Gene No. 


53661 








Strand 


+ 




Start 


4114 








End 


4179 




Name 


OJ990714 02 


. 9C17 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 




Start ' 


3013 








End 


3303 




GI 


none 








Score 


40 





25909 




Exons 3013.. 3060, 3014.. 3289, 30i4..3289, 3052.. 3303, 3127.. 3303 



Seq. No. 


25842 


Seq. ID 


OJ990714_02. 9C17.C8 


Gene No. 


53661 


Strand 


+ 


Start 


4114 


End 


4179 


Name 


OJ990714 02.9C17.C8.o2.np 


Method 


AAT/NAP 


btart 


4114 


End 


4179 


GI 


5922615 


Score 


77 


Exons 


4114 . .4179 






GI Descrip. 


(AP000492) EST AU056052 (S20251) corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 601684 8 | dbj 1 BAA85191.il (AP000570) 


EST AU056052 (S20251) 




corresponds to a region of the predicted gene.; hypothetica 




protein [Oryza sativa] 






Seq. No. 


25843 


Seq. ID 


OJ9907.14_02.9C17.C9 


Gene No. 


53662 


Strand 




Start 


933 


End 


1943 


Name 


OJ990714_02.9C17.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


933 


End 


1853 


GI 


none 


Score 


265 


Exons 


933. .1373, 1181.. 1387, 1413. 


.1853 




Seq. No. 


25843 


Seq. ID 


OJ990714_02.9C17.C9 


Gene No. 


53662 


Strand 




Start 


933 


End 


1943 ^ 


Name 


OJ990714 02.9C17.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1611 


End 


1943 


GI 


none 


Score 


119 


Exons 


loll.. 1805, 1617. .179j, lulZ 


..1943, 1835.. 1936 


Seq. No. 


25844 


Seq. ID 


OJ990714 02.9C17.C10 


Gene No. 


53663 


Strand 


+' 


Start 


657 


End 


1033 


Name 


OJ990714 02.9C17.C10.ol.gs 


Method 


GEN SCAN 


Start 


657 


End 


1033 


GI 


none 


Score 


.84 


Exons 


657. .730, 904. .1033 






Seq. No. 


25844 


Seq. ID 


OJ990714_02. 9C17.C10 


bene wo. 


53664 


Strand 


+ 


Start 


2318 


End 


8510 


Name 


OJ990714 -02.9C17.C10.ol.np 


Method 


AAT/NAP 


Start 


2312 


End 


5393 


GI 


4972051 


Score 


1023 


Exons 


2312.. 4252, 5367.. 5393 






GI Descrip. 


(AL078470) serine/threonine- 


specific 


kinase like protein 




[Arabidopsis thaliana] 






Seq. No. 


25844 


Seq. ID 


OJ990714_02. 9C17.C10 


Gene No. 


53664 


Strand 


+ 


Start 


2318 


End 


8510 


Name 


OJ990714 02.9C17.C10.o2.gs 


Method 


GENSCAN 


Start 


2318 


End 


8510 


GI 


none 


Score 


.47 


Exons 


2318.. 3495, 3536.. 4338, 6507 


..6564, 7104. .7265, 8423. .8510 



25910 



Seq. No. 25844 Seq. ID OJ9907 14_02 . 9C17 . CIO 

Gene No. 53665 Strand ■+ 

Start 9029 End . 914 6 

Name OJ990714_02 . 9C17 . CIO . ol . gp Method AAT/GAP 

Start 9029 End' . 9146 

(Si 5867_1.R1084 Score 145 

Exons 9029.. 9146 



GI Descrip. 1 4 64986/sp I P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING . 

ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase "(EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


25844 








Seq. ID 


OJ990714 


_02.9C17.C10 


Gene No. 


53666 








Strand 






Start 


5642 








End . 


9264 




Name 


OJ990714 02 


.9C17 


.ClO.ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


2393 








End 


4264 






none 








Score 


55 




Exons 


2393. .2473, 


2543 


. .2689, 


2756. 


.2824, 2861. .2989, 


3089. .3130, 




3452. .3541, 


3475 


. .3543, 


3546. 


.3662, 3606. .3689, 


3657. .4016, 




3689. .4015, 


4125 


. .4262, 


4184. 


.4264 






Seq. No. 


25844 








Seq. ID 


OJ990714 


_02.9C17.C10 


Gene No. 


53666 








Strand 






Start 


5642 








End 


9264 




Name 


uj y yu / 1 4 \jz 


• yc± / 


.ClO.ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


3452 








End 


4024 




GI 


none 








Score 


74 




Exons 


3452. .3541, 


3463 


. .3534, 


3546. 


.3662, 3601.. 3675, 


3606. .3674, 




3689. .4024, 


3690 


. .4016 










Seq. No. 


25844 








Seq. ID 


OJ990714 


_02.9C17.C10 


Gene No. 


53666 








Strand 






Start 


5642 








End 


9264 




Name 


OJ990714 02 


. 9C17 


ClO.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3546 








End 


3905 




GI 


none 








Score 


150 




Exons 


3546.-3665, 


3629 


.3664, 


3657. 


.3905, 3686. .3904 




Seq. No. 


25844 








Seq. ID 


OJ990714 


_02.9C17.C10 


Gene No. 


53666 








Strand 






Start 


5642 








End 


9264 




Name 


OJ990714 02 


.9C17 


C10.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


3546 








End 


384-8 




GI 


none 








Score 


126 




Exons 


3546. .3665, 


3600. 


.3698, 


3657. 


.3848 






Seq. No. 


25844 








Seq. ID 


OJ990714 


_02.9C17.C10 


Gene No. 


53666 








Strand 






Start 


5642 








End 


9264 




Name 


OJ990714 02 


.9C17. 


C10.O2. 


ts 


Method 


TBLASTX: 


Soybean " 


Start 


3921 








End 


4244 




GI 


none 








Score 


141 




Exons 


3921. .4103, 


3923. 


.4015, 


4125. 


.4244 







25911 



Seq. No. 


25844 


Seq. ID 


OJ990714_02.9C17.C10 


\J cue HL/ • 


53666 


Strand 




Start 


5642 


End 


9264 


Name 


OJ990714 02.9C17.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


4041 


• End 


4361 


GI 


none 


Score 


44 


Exons 


4041.. 4103, 4041.. 4073, 4137 


..4271, 4137. .4274, 4175. .4288, 




4323.. 4361, 4328.. 4360 






Seq. No. 


25844 


Seq. ID 


OJ990714_02. 9C17 .C10 


Gene No. 


53666 


Strand 




Start 


5642 


End 


9264 


Name 


. OJ990714 02.9C17.C10.o2.np 


Method 


AAT/NAP 


Start 


5642 


End 


9264 


GI 


4028547 


Score 


94 


Exons 


5642. .5661, 9036. .9264 






GI Descrip. 


(AF093689) MEK kinase alpha 


[Dictyostelium discoideum] 


Seq. No. 


25845 


Seq. ID 


OJ990714_02.9C17.C11 


Gene No. 


53667 


Strand 


+ 


Start 


5552 


End 


9582 


Name 


OJ990714 02.9C17.Cll.ol.np 


Method 


AAT/NAP 


Start 


5552 


End 


9582 


GI 


6325168 


Score 


110 


Exons; • 


5552.-5573, 8208.. 8350, 9498 


. .9582 




GI Descrip. 


serum response factor-like protein; Rlmlp 




gil 3024551 | sp | Q12224 | RLM1_YEAST TRANSCRIPTION FACTOR RLM1 



gi I 2133105 Ipir | | S61977 RLM1 protein - yeast ( Saccharomyces 
cerevisiae) gi 1 1030721 1 dbj | BAA09658 | (D63340) Rlml 
[Saccharomyces cerevisiae] gi 1 1151237 . (04 328 1 ) Rlmlp, Lpgl9p 
[Saccharomyces cerevisiae] 



OJ990714_02.9C17.C11 
+ 

9582 
AAT/GAP 
8350 
136 



Seq. No. 25845 Seq. ID 

Gene No. 53667 Strand 

Start 5552 End 

Name OJ990714_02 . 9C17 . Cll . o2 .gp Method 

Start 8081 End 

GI 5867_1.R1084 Score 

Exons 8081.. 8101, 8256.. 8350 

GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) {UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


25845 




Seq. ID 


OJ990714 


_02. 


9C17 


.Cll 


Gene No. 


53668 




Strand 


+ 








Start 


16336 




End 


21191 








Name 


OJ990714 02.9C17.C11 


. o4 . gp 


Method 


AAT/GAP 








Start 


16220 




End 


17418 








GI 


- 4714616 




Score 


748 








Exons 


16220. .16456, 17112. 


.17210, 


17331. .17418 








Seq. No. 


25845 




Seq. ID 


OJ990714 


_02. 


9C17 


.Cll 



25912 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



53668 Strand + 

16336 End 21191 

OJ990714_02.9C17.Cll.o3.gs Method GENSCAN 

16336 End ' 21191 

none - Score .47 

16336. .16456, 17112 .. 17210, 17331 .. 17416, 17524 .. 17574 , 

17656. .17799, 18231 .. 18273, 1964 4 .. 19943, 20193 .. 20325, 

20975.. 21191 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990714_02.9C17.C11 

Strand + 

End 21191 

Method AAT/GAP 

End 19277 

Score 818 



.#845 
'53668 
16336 

OJ990714_02 . 9C17 . Cll . o5 . gp 
18839 
4714617 
18839. .19277 

5922603/dbj | AP0004 92 . 1 1 AP0004 92 4.0e-57 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 



Seq. ID OJ'990714_02.9C17.C11 

Strand . + 

End 24870 

Method AAT/NAP 

End 24870 

Score 80 



25845 
53669 
23028 

OJ990714_02 . 9C17 .Cll . o4 . np 
23007 
6069652 
23007. .23197, 24852.'. 24870 

(AP000616) similar to MADS-box protein AGL14 (U20184) [Oryza 
sativa] 



Seq. No. 25845 

Gene No. 53669 

Start 23028 

Name OJ990714_02 . 9C17 . Cll . o4 . gs 

Start 23028 

GI none 
Exons 



Seq. ID OJ990714_02.9C17.C11 

Strand + 

End 24870 

Method GENSCAN 

End 24294 

Score .52 



23028. .23030, 23317 23521, >23614 .. 23700, 23914 .. 24027, 
24104. .24294 



Seq. ID OJ990714_02.9C17.C11 

Strand - 

End 11633 

Method GENSCAN 

End 11633 

Score .56 

4474. .4617, 5343. .5519, 8973. .9131, 9828. .10241, 10361 .. 11327 , 
11596. .11633 



Seq. No. 25845 

Gene No. 53670 

Start 4474 

Name OJ990714_02 . 9C17 .Cll . o2 . gs 

Start 4474 

GI none 
Exons 



Seq. No. 25845 

Gene No. 53670 

Start 4474 

Name OJ990714_02 . 9C17 .Cll . ol . gp 

Start 7265 

GI 3759960 

Exons 7265.. 7320 



Seq. ID OJ990714_02.9C17.C11 
Strand 

End 11633 

Method AAT/GAP 

End 7320 

Score 59 



Seq. No. 
Gene No. 



25845 
53670 



Seq. ID OJ990714_02.9C17.C11 
Strand 



25913 




Start 


4474 




End 


11633 




Name 


OJ990714 02.9C17.C11 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


9818 




End 


10009 




GI 


none 




Score 


179 




Exons 


9818.. 10009, 9824.. 10009 . 








Seq. No. 


25845 . , 




Seq. ID 


OJ990714_02.9C17 


.Cll 


Gene No. 


53670 




Strand 






o Lai L 


4474 




. End 


11633 




Name 


OJ.990714 '02.9C17.C11 


.o2;Rp 


■ Method 


AAT/NAP 




Start 


9836 


End 


11295 




GI 


3540181 




Score 


1168 




Exons 


9836.. 10510, 10591.. 


11295 








GI Descrip. 


(AC004122) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


9 Rft 4 R 




Seq. ID 


OJ990714_02. 9C17 


.Cll 


OCllC LN(J . 


o j \j 1 \j 




Strand 






Start 


4 4 74 

4 4 / 4 




End 


11633 




Name 


pi.tqqo71 4 09 qpi !• pi 1 


- 

* ol . tm 


Method 


TBLASTX: Maize 




Start 


10010 




End 


10315 




GI 


none 




Score 


171 




Exons 


inn in inififi inmi 


1 0990 


10211. .10261, 10250. .10315 




Seq. No. 


9SR4 ^ 




Seq. ID 


OJ990714_02.9C17 


.Cll 


Gene No. 


J JO / U 




Strand 






OLdX U 


4 4 74 

4 ft / fx 




End . 


11633 




Name 


PiTQQ0714 09 QP1 7 PI 1 




Method 


TBLASTX : Soybean 




Start 


1 m 94 ~~ 

X U X Z. 4 




End 


10517 




GI 


none 




Score 


40 




Exons 


10124. .10189, 10125. 


.10199, 


10247. .10516, 10295. .10366, 






1 09 QQ 1 0 R 1 7 










Seq. No. 






Seq. ID 


OJ990714_02.9C17 


.Cll 


Gene No. 






Strand 






O Lai L 


4 4 74 

4 4 / 4 




. End 


11633 




Name 


D.TQQ071 4 09 QPI 7 PI 1 


ol fp 


Method 


TBLASTX: Cress 




Start 


1 09£9 _ 




End 


10732 




GI 


none 




Score 


131 




Exons 


10262. .10309, 10295. 


.10477, 


10320. .10463, 10496. .10567, 






- 10625. .10732, 10627. 


.10731 








Seq. No. 


25845 




Seq. ID 


OJ990714_02.9C17 


.Cll 


Gene No. 


53670 




Strand 






O L.CL J. L. 


4474 




End 


11633 




Name 


OJ990714 02.9C17.C11 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10634 




- End 


11304 




GI 


none 




Score 


143 




Exons 


10634. .10783, 10636. 


.10773, 


10807. .10908, 10829. .10906, 






11014. .11055, 11143. 


.11196, 


11230. .11304, 11242. .11298 




Seq. No. 


25845 




Seq. ID 


OJ990714_02.9C17 


.Cll 


Gene No. 


53670 




Strand 






Start 


4474 




End . 


11633 




Name 


OJ990714 02.9C17.C11 


. o3 . gp 


Method 


AAT/GAP 




Start 


10831 




End 


11357 




GI 


uC-osroM202035e04bl 




Score 


1010 




Exons 


10831. .11357 











25914 - 



GI Descrip. 1 3540181 6.0e-21 (AC004122) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25845 
53671 
17110 
OJ990714 
17110 
none 
17110 
17330 
17524 



02.9C17.Cll.o2.tm 



17175, 
17416, 
17547 



17111. 
17332. 



.17176, 
,17418, 



Seq. ID 
Strand 
End - 
Method 
End 
Score 

17171 

17332 



OJ990714 02.9C17.C11 



17549 

TBLASTX : Maize 
17549 
74 

17209, 17173. .17211, 
17418, 17523. .17549, 



Seq. No. 25846 Seq. ID OJ990714 

Gene No. 53672 Strand + 

Start 2371 End 3078 

Name OJ990714_02 . 9C17 . C12 . ol . gs Method GENSCAN 

Start 2371 . End 3078 

GI none Score . 99 

Exons 2371.. 3078 



02. 9C17.C12 



Seq. No. 25846 

Gene No. 53673 

Start 2350 

Name OJ990714_02.9C17.C12.ol.ts 

Start 2338 

GI none 

Exons 2338.. 2664, 2390.. 2479, 2501. 



OJ990714_02.9C17.C12 
10154 

TBLASTX: Soybean 
7541 
70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2665, 2671. .3021, 2672, 



4623. .4772, 4627. .4767, 5191. .5508, 5241. .5456, 6962, 
7154. .7390, 7155. .7400, 7506. .7541 



,3004, 
,7054, 



Seq. No. 25846 Seq. ID 

Gene No. 53673 Strand 

Start 2350 End 

Name 0 J9907 14_02 . 9C17 . C12 . ol . np Method 

Start 2350 End 

GI 1769887 Score 

Exons 2350.. 3000, 4623.. 4766, 5241.. 5457, 
7508. .7613 

GI Descrip. (X95736) amino acid permease 6 [Arabidopsis thaliana] 



OJ990714_02.9C17.C12 

10154 
AAT/NAP 
7613 
1543 

6960. .7053, 7156.. 7389, 



Seq. No. 25846 Seq. ID 

Gene No. 53673 Strand 

Start 2350 End 

Name OJ990714_02 . 9C17 . C12 . ol . tc Method 

Start 2359 End 

GI none Score 
Exons 



OJ990714_02.9C17.C12 
10154 

TBLASTX: Cress 

7541 

129 



2359. .2664, 2387. .2665, 2674. .2982, 2693.-2983, 4615. .4716, 
4623. .4772, 4627. .4767, 5241. .5447, 5241. .5456, 5242. .5496, 
6962. .7054, 7100. .7297, 7154. .7390, 7155. .7400, 7491. .7541 



Seq. No. 25846 
Gene No. 53673 
Start 2350 

Name - OJ990714_02 . 9C17 . C12 . ol . tm 
Start 2384 
GI none 



Seq. ID OJ990714_02.9C17.C12 
Strand 

End 10154 

Method TBLASTX : Maize 

End 5322 

Score 97 



25915 




Exons 


2384.. 2590, 2386. 


.2652, 


2695 


..3018, 2696. .3004, 


4623. .4703, 




4623. .4703, 5239. 


.5322, 


5250 


. .5321 






Seq. No. 


25846 






Seq. ID 


OJ990714 


_02.9C17.C12 


Gene No . 


jjD/j 






Strand 






Start 


2350 






End 


10154 




Name 


OJ990714 02.9C17. 


C12.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2473 






End 


2859 




GI 


none 






Score 


111 




Exons 


2473. .2667, 2498. 


.2593, 


2701 


,.2859, 2702.. 2857 




Seq. No. 


25846 






Seq. ID 


OJ990714 


_02.9C17.C12 


Gene No. 


53673 






Strand 






Start 


2350 






End 


10154 




Name 


OJ990714 02.9C17. 


C12.ol. 


gp 


Method 


AAT/GAP 




O L cl X. L. 


2624 






End 


7709 




GI 


6891 1.R1084 






Score 


2394 




Exons 


2624. .3000, 4623. 


.4765, 


5243 


. .5457, 6960. -7053, 


7156. .7389, 




7508. .7709 












GI Descrip. 


, 1769887/emb|CAA65051| 1 


.0e- 


151 (X95736) amino 


acid permease 




[Arabidopsis thaliana] 1 










Seq. No. 


O C Q A C 






Seq. ID 


OJ990714 


_02.9C17.C12 


Gene No. 


J JO / O 




- 


Strand 






o rar l 








End 


10154 . 




Name 


A TQQm 1 /I no QP1 1 


r , '\ o ^o 
LIZ . OZ . 


gs 


Method 


GENSCAN 




Start 


/i m o 
4 U1Z 






End 


10154 




GI 


none 






Score 


.75 




Exons 


4012. .4077, 4623. 


.4765, 


5243 


..5457, 6915. .7053, 


7156. .7389, 




7508. .7645, 10145 


. .10154 










Seq. No. 


25846 






Seq. ID 


OJ990714 


_02.9C17.C12 . 


Gene No. 


53673 






Strand 






o tar t 


2350 






End 


10154 




Name 


OJ990714 02.9C17. 


C12.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6962 






End 


7391 




GI 


none 






Score 


63 




Exons 


6962. .7036, 6962. 


.7045, 


6964 


..7038, 7154. .7348, 


7157. .7390, 




7158. .7391 - 












Seq. No. 


25847 






Seq. ID 


OJ990714 


_02.9C17.C13 


C2_ on d NT r\ 


53674 






Strand 


+ 




Start 


1657 






End 


1911 




Name 


OJ990714 02.9C17. 


C13.ol. 


gs 


Method 


GENSCAN 




Start 


1657 






End 


1911 




GI 


none 






Score 


.6 




Exons 


1657. .1911 












Seq. No. 


25847 






Seq. ID 


OJ990714 


_02.9C17.C13 


Gene No. 


53675 






Strand 


+ 




Start 


19050 






End 


19131 




Name 


OJ990714 02.9C17. 


C13.o4. 


gp 


Method 


AAT/GAP 




Start 


19050 






End 


19131 




GI 


38012 1.R1084 






Score 


105 




Exons 


19050. .19131 













GI Descrip. 1 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



25916 



Seq. No. 


25847 


Seq. ID 


OJ990714_02.9C17.C13 


i^ene jno . 


jjD / D 


Strand 


+ 


Start 


20528 


End 


23479 


Name 


OJ990714 02.9C17.C13.o2.np 


Method 


AAT/NAP 


Start 


20528 . 


End 


23479 


GI 


5852179 


Score 


330 


Exons 


20528. .20548, 21537 .. 21736, 


21811. .22042, 23452.. 23479 


GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




beq. no. 


25847 


Seq. ID 


OJ990714_02.9C17.C13 


Gene No. 


53677 


Strand 




Start 


7377 


End 


9040 


Name 


OJ990714 02.9C17.C13.o2.gs 


Method 


GENSCAN 


Start 


7377 


End 


9040 


GI 


none 


Score 


.49 


Exons 


7377..7474, 7823. .8014, 9022. .9040 




Seq. No. 




Seq. ID 


OJ990714_02.9C17.C13 


Gene No. 


bob/o 


Strand 




otalt 




End 


18350 


Name 


OJ990714 02.9C17.C13.ol.gp 


Method 


AAT/GAP 


Start 


14721 


End 


15179 


GI 




Score 


863 


Exons 


14 12 1 . . lbl / y 






GI Descrip. 


57 67 71 /go | Ulozoo | OSul ozoo 


0.0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 1 1 


-end sequence 1 


Seq. No. 


^Do4 / 


Seq. ID 


OJ990714_02.9C17.C13 


Gene No. 


Ojo/o 


Strand 




Start 


1 jUUZ 


End 


18350 


Name 




Method 


GENSCAN 


Start 


15002 


End 


18267 


GI 


none 


Score 


.95 


Exons 


15002. .15471, 15665. .17987, 


18169. .18267 


Seq. No. 


25847 


Seq. ID 


OJ990714_02.9C17.C13 


Gene No. 


53678 


Strand 




otart 


15002 


End 


18350 


Name 


OJ990714 02.9C17.C13.ol.np 


Method 


AAT/NAP 


Start 


15005 


End 


18261 


GI 


2827715 


Score 


3501 


Exons 


15005. .15102, 15160. .15471, 


15665. .18261 


GI Descrip. 


(AL021684) receptor protein 


kinase - . 


like protein [Arabidopsis 




thaliana] 






Seq. No. 


25847 


Seq. ID 


OJ990714_02.9C17.C13 


Gene No. 


53678 


Strand 




Start 


15002 


End 


18350 


Name 


OJ990714 02.9C17.C13.o2.gp 


Method 


AAT/GAP 


Start 


16371 


End 


16837 


GI 


2317499 


Score 


915 


Exons 


16371. .16837 






GI Descrip. 


2827715/emb|CAA16688 | 2.0e- 


51 (AL021684) receptor protein kina 




- like protein [Arabidopsis 


thaliana] 





Seq. No. 25847 Seq. ID OJ990714_02.9C17.C13 



25917 



ucUc JNO • 














Start 


15002 






End 


18350 




Name 


OJ990714 02. 


9C17.C13. 


o3.gp 


Method 


AAT/GAP 




Start 


17888 






End 


18350 




GI 


none 






Score 


774 




Exons 


17888. .18350 












Seq. No. 


25847 






Seq. ID 


OJ990714 


_02. 9C17. 


Gene No. 


53679 






Strand 






Start 


19739 






End 


20342 




Name 


OJ990714 02. 


9C17.C13. 


o5 . gp 


Method 


AAT/GAP 




Start 


19739 






End 


20342 




GI 


3761363 






Score 


881 




Exons 


19739. .20342 












GI Descrip. 


5852170/emb|AL117265. 


1IOST17804 1.0e-151 Oryza 


sativa 




indica(GLA4) 


genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


25847 






Seq. ID 


OJ990714 


_02.9C17. 


.Gene No. 


53680 






Strand 






Start 


20886 






End 


21136 




Name 


OJ990714 02. 


9C17.C13. 


06 . gp 


Method 


AAT/GAP 




Start 


20886 






End 


21136 




GI 


101153 1.R1084 




Score 


392 




Exons 


20886. .21136 












GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


115 Oryza 


sativa 




indica(GLA4) 


genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


25847 






Seq. ID 


OJ990714 


_02. 9C17. 


Gene No . 


53681 






Strand 






Start 


25694 






End 


26187 




Name 


OJ990714 02. 


9C17.C13. 


o2. tw 


Method 


TBLASTX: 


Wheat 


Start 


15003 






End 


15277 




GI 


none 






Score 


153 




Exons 


15003. .15044 


, 15137.. 


15277, 


15159. .15272, 15176 


. .15277 


Seq. No. 


25847 






Seq. ID 


OJ990714 


_02. 9C17. 


Gene No. 


53681 






Strand 






Start 


25694 






End 


26187 




Name 


OJ990714 02. 


9C17.C13. 


ol . tc 


Method 


TBLASTX: 


Cress 


Start 


15123 






End 


17990 




GI 


none 






Score 


83 




Exons 


15123. .15338 


, 15161.. 


15310, 


15318. .15473, 15338 


. . 15472, 




15664. .16044 


, 15666.. 


16064, 


15666. .16064, 15700 


. .16065, 




16068. .16283 


, 16093.. 


16266, 


16407. .16895, 16485 


. .16910, 




16485. .16679 


, 16486.. 


16644, 


16488. .16907, 16488 


. .16727, 




16488. .16799 


, 16488.. 


16898, 


16506. .16751, 16548 


. .16901, 




16581. .16715 


, 16617.. 


16898, 


16632. .16898, 16633 


. .16716, 




16653. .16787 


, 16677.. 


16940, 


16696. .16881, 16699 


. .16875, 




16725. .16928 


, 16754.. 


16801, 


16909. .17439, 16911 


. .17312, 




16911. .17258 


, 16911.. 


17450, 


16923. .17837, 16923 


. . 17330, 




16923. .17138 


, 16924.. 


17805, 


16989. .17366, 17016 


. .17177, 




17022. .17282 


, 17067.. 


17474, 


17139. .17528, " 17140 


. . 17388, 




17211. .17594 


, 17304.. 


17480, 


17412. .17675, 17422 


. . 17526, 




17445. .17597 


, 17586.. 


17885, 


17598. .17915, 17604 


. . 17909, 




17610. .17900 


, 17610.. 


17777, 


17628. .17915, 17718 


. . 17909, 




17853. .17987 


, 17919.. 


17990 









C13 



25918 



Seq. No. 


25847 








Seq. ID 


OJ990714 


_02.9C17 


-C13 


bene no. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


15128 








End 


15391 






GI 


none 








Score 


249 






Exons 


15128. 


.15391, 


15153. 


.15347, 


15176. .15376 






Seq. No. 


25847 








Seq. ID 


OJ990714 


_02.9C17 


.C13 


Gene No. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


.ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15152 








End 


17984 






GI 


none 








Score 


136 






Exons 


15152. 


.15367, 


15180. 


.15347, 


15185. .15358, 15365 


. .15472, 






15371. 


.15469, 


15384. 


1 c/m 
. lOfi / O , 


15664. .15804, 15666 


. . XDlO 1 , 






15666. 


.16274, 


15700. 


.16266, 


16404. .16544, 16404 


. .17723, 






16408. 


.16800, 


16561. 


.16815, 


16924. .17583, 17059 


. .17517, 






17500. 


.17595, 


17598. 


.17984, 


17598. .17819, 17610 


. .17909, 






17619. 


.17915, 


17619. 


.i7885, 


17637. .17909, 17644 


. .17745, 






17646. 


.17900, 


17718. 


.17900, 


17745. .17864 






Seq. No. 


25847 








Seq. ID 


OJ990714 


_02.9C17 


.C13 


Gene No. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


. ol . tm 


Method 


TBLASTX : 


Maize 




Start 


15398 








End 


16287 






GI 


none 








Score 


71 






Exons 


15398. 


.15469, 


15398. 


.15472, 


15649. .16281, 15666 


. .16286, 






15666. 


.16286, 


15700. 


.16287 










Seq. No. 


25847 








Seq. ID 


OJ990714 


_02. 9C17 


.C13 


Gene No. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


15762 








End 


16085 






GI 


none 








Score 


244 






Exons 


15762. 


.16085, 


15763. 


.16080 










Seq. No. 


25847 








Seq. ID 


OJ990714 


_02.9C17 


.Ci3 


Gene No. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


16295 








End 


17909 






H T 


none 








Score 


440 






Exons 


16295. 


.16825, 


16296. 


.16826, 


16306. .16830, 16341 


. .16829, 






16554. 


.16889, 


16632. 


.16895, 


16923. .17258, 16995 


. .17321, 






17061. 


.17366, 


17211. 


.17513, 


17284. .17586, 17349 


. .17594, 






17356. 


.17517, 


17427. 


.17594, 


17494. .17595, 17568 


. .17699, 






17592. 


.17900, 


17610. 


.17765, 


17646. .17909, 17701 


. .17802 




Seq. No. 


. 25847 








Seq. ID 


OJ990714 


_02.9C17 


.C13 


Gene No. 


53681 








Strand 








Start 


25694 








End 


26187 






Name 


OJ990714 02.9C17.C13 


. o3 . tw 


Method . 


TBLASTX: 


Wheat 




Start 


16488 








End 


18114 






GI 


none 








Score 


117 







25919 




Exons 


16488. .16745, 16503. . 


16829, 


16575. .16904, 16923 


. .17177, 






17010. .17321, 17082. . 


17366, 


17154. .17450, 17221 


. .17544, 






17229. . 17546, 17293. . 


17586, 


17298. .17594, 17412 


. .17600, 






17610. .17756, 17616. . 


17909, 


17661. .17909, 18022 


. .18114 




Seq. No. 


25847 




Seq. ID 


OJ990714 


_02.9C17 


.C13 


Gene No. 


53681 




Strand 








Start 


25694 




End 


26187 






Name 


OJ990714 02.9C17.C13. 


o7.gp 


Method 


AAT/GAP 






Start 


25694 




End 


.26187 






GI 


576771 




Score 


833 






Exons 


25694. .25948, 25975.. 


26187 










GI Descrip. 


576771/gb|U16256|OSU16256 0 


.0e+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, 3'- 


end sequence 






Seq. No. 


25848 




Seq. ID 


OJ990714 


_02. 9C17 


.C14 


Gene No . 


53682 




Strand 


+ 






Start 


516 




End 


775 






Name 


OJ990714 02.9C17.C14. 


ol . gs 


Method 


GENSCAN 






Start 


516 




End 


775 






GI 


none 




Score 


.55 






Exons 


516. .5,54, 625.. 775 












Seq. No. 


25849 




Seq. ID 


OJ990714 


_02.9C17 


-C15 


Gene No. 


53683 




Strand 


+ 






Start- 


2458 




End 


2867 






Name 


OJ990714 02.9C17.C15. 


ol.gp 


Method 


AAT/GAP 






Start 


2458 




End';v v V • 


2867 






GI 


LIB3432-059-P1-K1-D8 




Score 


721 






Exons 


2458. .2867 












GI Descrip. 


'5734616/dbj IAP000391 


.1IAP000391 0.0e+00 Oryza ; 


sativa genomic 



DNA, chromosome 6, clone: P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



25849 
53684 
109 

OJ990714_02.9C17.C15.ol.gs 

109 

none 

109.. 279, 3609.. 3680 



Seq. ID OJ990714_02.9C17.C15 
Strand 

End 4 4 62 

Method GENSCAN 

End 3680 

Score . 62 



25849 
53684 . 
109 

OJ990714_02.9C17.C15.ol.np 
3446 
416990. ■ 



Seq. ID OJ990714_02.9C17.C15 
Strand 

4462 
AAT/NAP 
4 4 62 
131 



End 

Method 
End 
Score 

3446. .3523, 3609. .3680, 3875. .3941, 4030. .4100, 4174. .4225, 
4386. .4462 

UDP-3-0-[3-HYDROXYMYRISTOYL] GLUCOSAMINE N-ACYLTRANSFERASE (FIRA 
PROTEIN) (RIFAMPICIN RESISTANCE PROTEIN) gi 1349106 (L22690) 
rifampicin resistance protein [Rickettsia rickettsii] 



Seq. No. 25850 Seq. ID OJ990714_02.9C17.C16 

Gene No. 53685 Strand + 

Start 2469 End 3930 

Name OJ990714_02 . 9C17 . C16 . o2 . gs Method GENSCAN 



25920 




Start 


2469 




End 


3930 


GI 


none 




Score 


.74 


Exons' 


2469. .2489, 3344. .3473, 


3701 


. .3930 




Seq. No. 


25850 




Seq. ID 


OJ990714_02.9C17.C16 


Gene No. 


53686 




Strand. 


+ 


Start 


6992 




End 


8962 


Name 


OJ990714 02.9C17.C16.o2 


.np 


Method 


AAT/NAP 


Start 


6992 




End 


8962 


GI 


5139333 




Score 


1140 


Exons 


6992. .7381, 7464. .7689, 


7810 


..8061, 8138..*-8£4.5, 8697.. 8792, 




8875. .8962 








GI Descrip. 


(AL031018) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25850 




Seq. ID 


OJ990714J32 . 9C17 .C16 


Gene No. 


53687 




Strand 




O Lai L 


112 




End 


1923 


Name 


OJ990714 02.9C17.C16.ol 


.np 


Method 


AAT/NAP 


Start 


112 




End 


1923 


GI 


2911079 




Score 


205 


Exons 


112. .307, 426. .604, 1902. .1923 




GI Descrip. 


(AL021960) putative protein 


[Arabidopsis thaliana] 


Seq. No. 






Seq. ID 


OJ990714_02.9C17.C16 


Gene No . 


Ojoo / 




Strand 




Start 


112 




■ End 


1923 


Name 


ojyyu/14 uz . yci / . cio . oi 


. gs 


Method 


GENSCAN 


Start 


1 10 




End 


840 


GI 


none 




Score 


.79 


Exons 


175. .307, 426. .627, 714 


. .840 






Seq. No. 


25850 




Seq. ID 


OJ990714_02.9C17.C16 


bene no . 


53687 




Strand 




Start 


112 




End 


1923 


Name 


OJ990714 02.9C17.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


229 




End 


625 


GI 


none • 




Score 


117 " 


Exons 


229. .306, 230. .307, 423 


.".608 


, 428. .625 




Seq. No. 


25850 




Seq. ID 


OJ990714_02.9C17.C16 


Gene No. 


53688 




Strand 




o tart 


7485 




End 


8059 


Name 


OJ990714 02.9C17.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7485 




End 


8059 


GI 


none 




Score 


67 


Exons 


7485. .7535, 7486. .7539, 


7503 


..7667, 7539.-7667, 7540. .7668, 




7782. .8054, 7785. .8054, 


7834 


..8055, 78 


38. .8059, 7840. .8055 


Seq. No. 


25850 




Seq. ID 


OJ990714_02.9C17.C16 


Gene No. 


53689 




Strand 




Start 


8181 




End 


8943 


Name 


OJ990714 02.9C17.C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8181 




End 


8943 


GI 


none 




Score 


58 


Exons 


8181. .8222, 8182. .8217, 


8219 


..8251, 8220. .8252, 8697. .8792, 




8697. .8792, 8698. .8805, 


8858 


..8938, 8859. .8939, 8875.-8943, 




8876. .8941 









25921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25851 
53690 
22 

OJ990714_08, 9C17.Cl.ol.gs 
22 

none 

22. .241, 284. .363 



Seq. ID OJ990714_08.9C17.C1 
Strand 

End 363 

Method GENSCAN 

End 363 

Score . . 5 



-Seq. ID .OJ990714_08.9C17.C2 
Strand + 
End 806 
Method AAT/NAP 
End ' 806 

Score 717 



25852 
53691 
1 

OJ9907 14_08 . 9C17 . C2 . ol . np 
1 

5295971 
1..806 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


25852 






Seq. ID 


OJ990714_08.9C17 


Gene No. 


53691 






Strand 


+ 


Start 


1 






End 


806 


Name 


OJ990714 


08.9C17.C2 


.o2.ts 


Method 


TBLASTX: Soybean 


Start 


113 






End 


388 




none 






Score 


j. y 4 


Exons 


113. .388, 


209. .289 








Seq. No. 


25852 






Seq. ID 


OJ990714_08.9C17 


Gene No. 


53691 






Strand 


+ 


Start 


1 






End 


806 


Name 


OJ990714 


08.9C17.C2 


. ol . gs 


Method 


GENSCAN 


Start 


131 






End 


770 


GI 


none 






Score 


.4 


Exons 


131. .148, 


176. .770 








Seq. No. 


25852 






Seq. ID 


OJ990714_08.9C17 


Gene No. 


53691 






Strand 


+ 


Start 


1 






End 


806 


Name 


OJ990714 


08.9C17.C2, 


. ol.tw 


Method 


TBLASTX: Wheat 


Start 


248 






End 


732 


GI 


none 






Score 


91 


Exons 


248. .388, 


446. .721, 


463. .732 






Seq. No. 


25852 






Seq. ID 


OJ990714_08.9C17 


Gene No. 


53691 






Strand 


+ 


Start 


1 






End 


806 


Name 


OJ990714 


08.9C17.C2. 


. ol.tm 


Method 


TBLASTX: Maize 


Start 


451 






End 


710 


GI 


none 






Score 


249 


Exons 


451. .675, 


455. .703, 


470. .709, 


475. .705, 


483. .710 


Seq. No. 


25852 






Seq. ID 


OJ990714_08.9C17 


Gene No. 


53691 






Strand . 


+ 


Start 


1 






End 


806 


Name 


OJ990714 


08. 9C17.C2. 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


482 






End 


703 



25922 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

482. .703, 487, 



Score 



196 



.690 



Seq. ID OJ990714_08.9C17.C3 
Strand 

End 2361 ' 

Method AAT/GAP 

End 1796 

Score 2728 



25853 
53692 
1 

OJ990714_08.9C17.C3.ol.gp 
1 

342_1.R1084 
1. .1796 

, 4574406/gb|AAD24042.1| 0 . 0e+00 : (AF121139) RIM2 protein [Oryza 
sativa] 1 



25853 
53692 
1 

OJ990714JD8 . 9C17 . C3 . ol . np 
1 

4680203 
1..1793, 2277.. 2361 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990714_08.9C17.C3 
Strand 

End 2361 

Method AAT/NAP 

End 2361 

Score 1871 



25853 
53692 

1 - 

OJ990714_08.9C17.C3.o2.ts 

306 

none 

306. .548 



Seq. ID OJ990714_08.9C17.C3 
Strand 

End 2361 

Method : TBLASTX : Soybean 

End 54 8 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25853 
53692 
1 

OJ990714_08 . 9C17 . C3 . ol . tm 

378 

none 



Seq. ID OJ990714_08.9C17.C3 
Strand 

End 2361 

Method TBLASTX: Maize 

End 843 

Score * 63 



378. .572, 582. .782, 582. .842, 583. .843 



.25853 
53692 
1 

OJ990714JJ8 . 9C17 . C3 . ol . tw 

412 

none 



Seq. ID OJ990714JD8. 9C17.C3 
Strand 

End 2361 

Method TBLASTX : Wheat ■ 

End 879 

Score 166 



412. .618, 417. .641, 613. .714, 619... 711, 621. .716, 621. .719, 
723. .794, 727. .810, 733..79S, 791. .871, 823. .879 



25853 
53692 
1 

OJ990714_08.9C17.C3.ol.tc 

669 

none 



Seq. ID OJ990714_08.9C17.C3 
Strand 

End 2361 

.Method TBLASTX: Cress 

End 10 1.5 . 

Score 67 



669. .797, 688. .810, 838. .1008, 863. .1015 



25853 
53692 



Seq. ID OJ990714JD8.9C17.C3 
Strand 



25923 



Start 


1 




End 


2361 


Name 


OJ990714 08.9C17.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1036 




End 


1326 


GI 


none 




Score 


103 


Exons 


1036. .1101/ 1108. .1326, 


1112 


. .1318 




Seq. No. 


25853 




Seq. ID 


OJ990714_08 . 9C17 . C3 


Gene No. 


53692 




Strand 




Start 


1 




End 


2361 


Name 


OJ990714 08.9C17.C3.o2. 


tw; . ■ 


Method 


TBLASTX: Wheat ,; ' 


Start 


1098 




End 


1443 


GI 


none 




Score 


194 


Exons 


1098. .1340, 1106. .1348, 


1108 


..1359, 1109. .1351, 1357. .1.443 


Seq. No. 


25854 




Seq. ID 


OJ990714_08.9C17.C4 


Gene No. 


53693 




Strand 


+ 


Start 


1 




End 


793 


Name 


OJ990714 08.9C17.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 




. End 


.7 93 


GI 


2119980 




Score 


1329 


Exons 


1. .793 








GI Descrip. 


transposase (transposons ) - 


Escherichia coli 




gil 43089 | emb | CAA42760 | 


(X60200) transposase [Escherichia coli] 




gil 303566 |dbj IBAA03914 | 


(D16449) transposase [Escherichia coli] 


Seq. No. 


25854 { 






OJ990714 08 9C17 C4 


Gene No. 


53693 




Strand 


+ ~~ 


Start 


1 




End 


793 


Name 


OJ990714 08.9C17.C4.ol. 


gs 


Method 


GEN SCAN 


Start 


182 




End 


773 


GI 


none 




Score 


.5 


Exons 


182. .608, 681. .773 








Seq. No. 


25855 




Seq. ID 


OJ990714_08.9C17.C5 


Gene No . 


53694 




Strand 


+ 


Start 


733 




End 


802 


Name 


OJ990714 08.9C17.C5.ol. 


gs 


Method 


GENSCAN 


Start 


733 




End 


802 


GI 


•none 




Score 


.68 


Exons 


.733. .802 








Seq. No. 


25856 




Seq. ID 


OJ990714_08.9C17'.C6 


Gene No. 


53695 




Strand 




Start 


183 




End 


552 


Name 


OJ990714 08.9C17.C6.ol. 


gs 


Method 


GENSCAN 


Start 


183 




End 


552 


GI 


none 




Score 


.47 


Exons 


183. .276, 430. .552 








Seq. No. 


25857 




Seq. ID 


OJ990714_08.9C17.C7 


Gene No. 


53696 




Strand 




Start 


7 




End 


199 


Name 


OJ990714 08.9C17.C7.ol. 


gs 


Method 


GENSCAN 


Start 


7 




End 


199 


GI 


none 




Score 


.53 


Exons 


7. .199 









25924 




Seq. No. 


25858 


Seq. ID 


OJ990714 


_08 


. 9C17 


.C8 




J JD7 / 


oil anu 










Start 


324 


End 


596 








Name 


OJ990714 08.9C17.C8.ol.gs 


Method 


GEN SCAN 








Start 


324 


End 


596 








GI 


none 


Score 


.55 








Exons . 


324. .350, 468. .596 












Seq. No. 


25859 


Seq. ID 


OJ990714 


_08 


. 9C17 


.C9 
















Start 


509 


End 


563 








Name 


OJ990714 08.9C17.C9.ol.gs 


Method 


GENS CAN 








Start 


509 


End 


563 








GI 


none 


Score 


.72 








Exons 


509. .563 












Seq. No. 


25859 


Seq. ID 


OJ990714 


_08 


. 9C17 


.C9 


Gene No.' 


53699 


Strand 










Start 


121 


End 


577 








Name""*. 


OJ990714 08.9C17.C9.ol.np 


Method 


AAT/NAP 








Start 


121 


End 


577 








GI 


6907088 


Score 


319 








Exons 


121. .264, 440. .577 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


25860 


Seq. . ID 


OJ990714 


_08 


.9C17 


.C10 




53700 


Strand 










Start 


409 


End 


1695 








Name 


OJ990714 08.9C17.C10.ol.gs 


Method 


GENS CAN 








Start 


409 


End 


1692 








GI 


none 


Score 


1 








Exons 


409. .1692 












Seq. No. 


25860 


Seq. ID 


OJ990714 


_08 


. 9C17 


.C10 




53700 


Strand 










Start 


409 


End 


1695 






• 


Name 


OJ990714 08.9C17.C10.ol.gp 


Method 


AAT/GAP 








Start 


421 


End 


934 








GI 


none 


Score 


966 








Exons 


421. .934 












Seq. No. 


25860 


Seq. ID 


OJ990714 


_08 


. 9C17 


.C10 


Gene No. 


53700 


Strand 


+ 








Start 


409 


End 


1695 * 








Name 


OJ990714 08.9C17.C10.ol.np 


Method 


AAT/NAP 








Start 


581 


End 


1695 








GI 


6358800 


Score 


516 








Exons 


581. .735, 802. .1695 












GI Descrip. 


(AC010675) putative pectin methylesterase [Arabidopsis 


thaliana] 


Seq. No. 


25860 


Seq. ID 


OJ990714_ 


_08 


. 9C17 


.C10 


Gene No. 


53701 


Strand 


+ 








Start 


1639 


End 


2559 








Name 


OJ990714 08.9C17.C10.o2.gp 


Method 


AAT/GAP 








Start 


1639 


End 


2559 








GI 


none 


Score 


996 








Exons 


1639. .1688, 2055. .2559 













25925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25860 
53702 
4640 

OJ990714_08 . 9C17 . CIO . o3 . gp 
4584 

29679_1.R1084 

4584. .5835, 6157. .6715 

1 4415916/gb I AAD20147 | 4.0e-25 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_ 
+ 

6715 
AAT/GAP 
6715 
3414 



08.9C17.C10 



(AC006282) putative pectin 



methylesterase [Arabidopsis thaliana] ' 

25860 Seq. ID OJ990714 

53702 Strand + 

4640 End 6715 

OJ990714_08 . 9C17 . C10 . o2 . gs Method GENSCAN 

4640 End 5839 

none Score .89 
4640.. 5839 



08.9C17.C10 



Seq. No. 25860 

Gene No. 53703 

Start 7853 

Name OJ990714_08 . 9C17 . C10 . ol . tm 

Start 640 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

"640. .666, 679. .786, 808. .891, 820 .. 1410,. 837 .. 1412, 1413 1544, 
1414. .1542, 4765. .4800, 4823. .4954, 4825.-4932, 4937. .5554, 
4981. .5553, 5257. .5580, 5557. .5688, 5558.-5686 



OJ990714_08.9C17.C10 
+ 

10891 

TBLASTX: Maize 

5688 

41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



25860 Seq. ID 

53703 Strand 

7853 End 

OJ9907 14_08 . 9C17 . C10 . ol . tw Method 

715 End 

none Score 



OJ990714_08.9C17.C10 
+ 

10891 

TBLASTX: Wheat 

5675 ' 

69 



715. .786, 820. .882, 837. .884, 885. .1415, 886. .1416, 4837. .4929, 
4859. .4972, 4937. .5026, 4981. .5028, 5029. .5559, 5030. .5560, 
5562.. 5615, 5619.. 5675 



25860 
53703 
7853 

OJ990714_08.9C17.C10.ol.tc 
718 



Seq. ID OJ990714_08.9C17.C10 
Strand . + 

10891 

TBLASTX: Cress 
5835 
41 



End 

Method 
End 

none Score 
718. .786, 834. .863, 886. .996, 918. .1007, 1014. .1169, 1015. .1179, 
1168. .1338, 1182. .1292, 1372. .1416, 1413. .1538, 1414. .1506, 
1558. .1686, 1560. .1700, 4862. .4930, 4934. .5026, 5030. .5140, 
5158. .5313, 5159. .5323, 5312. .5482, 5326. .5424, 5516. .5560, 
5557. .5682, 5558. .5650, 5702. .5821, 5704. .5835 



25860 Seq. ID 

53703 Strand 

7853 End 

OJ990714_08 . 9C17 . C10 . o2 . ts Method 

895 End 

none Score 



OJ990714_08.9C17.C10 
+ 

10891 . 

TBLASTX : Soybean 

5482 

49 



25926 




Exons 


895.. 993, 1006.. 1338, 1008.. 


1292, 5150 


..5482, 5152. .5436 


Seq. No. 


25860 


Seq. ID 


OJ990714_08.9C17.C10 


Gene No. 


53703 


Strand 


+ 


Start 


7853 


End 


10891 


Name 


OJ990714 08.9C17.C10.o3.gs 


Method 


GENSCAN 


Start - 


7853 


End 


10550 


GI 


none 


Score 


.8 


Exons 


7853.. 8048, 8530.. 8881, 9205 


..9343, 9453. .9619, 9717. .9938, 




10062. .10233, 10305. .10550 






Seq. No. 


25860 


Seq. ID 


OJ990714J38. 9C17.C10 


Gene No. 


53703 


Strand 


+ 


Start 


7853 


End 


10891 


Name 


OJ990714 08.9C17.C10.o2.np 


Method 


AAT/NAP 


Start 


7880 


End 


10891 


GI 


6685165 


Score 


1515 


Exons 


7880.. 8032, 8532.. 8624, 8712 


..8881, 9205. .9343, 9453. .9619, 




9717.. 9939, 10066. . 10233, 10305.. 10538 


, 10627. .10891 


GI Descrip. 


(AF21-9380) beta-glucosidase 


[Arabidopsis thaliana] 


Seq. No. 


25860 


Seq. ID 


"OJ990714JJ8. 9C17.C10 


Gene No. 


53703 


Strand 


+ 


Start 


7853 


End 


10891 


Name 


OJ990714 08.9C17.C10.o3.ts 


Method 


TBLASTX: Soybean . 


Start 


8524 


• End 


8812 


-GI 


none 


Score 


73 


"Exons 


8524.. 8706, 8528.. 8611, 8532 


..8705, 8545. .8706, 8753. .8812, 




8754. .8801 






Seq. No. 


25860 


Seq. ID 


OJ990714_08 . 9C17.C10 


Gene No . 


53703 


Strand 


+ 


Start 


TOCO 

/OJJ 


End 


10891 


Name 


OJ990714 08.9C17.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


8526 


End 


8800 


GI 


none 


Score 


243 


Exons 


8526. .8717, 8526. .8705, 8700 


..8798, 8753. .8800 


- 

Seq. No. 


25860 


Seq. ID 


OJ990714_08.9C17.C10 


Gene No. 


53703 


Strand 


+ ■ VT 


Start 


7853 


End 


10891 


Name 


OJ990714 08.9C17.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10089 


End 


10779 - 


GI 


none 


Score 


204 


Exons 


10089. .10235, 10090. .10233, 


10093. .10236, 10301. .10537, 




10302. .10538, 10303. .10539, 


10330. .10554, 10625. .10771, 




10626. .10760, 10626. ;10775, 


10627. .10779 


Seq. No. 


25861 


Seq. ID 


OJ990714_08 . 9C17.C11 


Gene No . 


53704 


Strand 


+ 


Start 


15 


End 


645 


Name- 


OJ990714 08.9C17.Cll.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


645 


GI 


none 


Score 


.84 


Exons 


15. .108, 464. .645 • 






Seq. No. 


25861 


Seq. ID 


OJ990714_08.9C17.C11 



25927 



Gene No. 53705 Strand + 

Start 2561 End 2696 

Name OJ990714JD8 . 9C17 . Cll . ol . gp Method AAT/GAP 

Start 2561 End 2696 

GI 32880_1.R1084 Score 268 

Exons 2561.. 2696 

GI Descrip. ' 4337175/gb | AAD18096 | 3.0e-23 (AC006416) ESTs gb_T20589, 
gb_T04648, gb_AA597906, gb_T04111 / gb_R84180, gb_R65428, 
gb_T44439, gb_T76570,. gb_R90004, gb_T45020, gb_T42457, 
gb_T20921, gb_AA042762 and. gb_AA720210 come from this gene, 
[Arabidopsis thaliana] 1 



Seq. No. 25861 Seq. ID 

Gene No. 53706 Strand 

Start 2318 End 

Name OJ990714_08 . 9C17 . Cll . o2 . ts Method 

Start 6 End 

GI none Score 
Exons 



OJ990714_08.9C17.C11 
2696 

TBLASTX: Soybean 

590 

124 



6. .110, 9. .155, 25. .111, 462. .584, 462. .590, 463.-588 



Seq. No. 25861 Seq. ID 

Gene No. 53706 Strand 

Start 2318 End 

Name OJ990714_08 . 9C17 . Cll . o2 . gs Method 

Start 2318 End 

GI none Score 

Exons 2318. .2689 



OJ990714_08. 9C17.C11 

2696 
GEN SCAN 
2689 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25861 Seq. ID 

53706 Strand 

2318 End 

OJ990714_08 . 9C17 . Cll . ol . np Method 

2363 End 

2262104 Score 
2363.. 2696 

(AC002343) unknown protein 
gi I 5668641 1 emb | CAB51656.il 
[Arabidopsis thaliana] 

25861 

53706 Strand 

2318 End 

OJ990714_08 . 9C17 . Cll . ol . tc Method 

2381 End 

none Score 



OJ990714_08. 9C17.C11 

2696 
AAT/NAP 
2696 
232 



[Arabidopsis thaliana] 
(AL109619) putative protein 



Seq. ID OJ990714_08.?C17.C11 



2696 

TBLASTX: Cress 

2 696 

57 



2381. .2473, 2394. .2501, 2480. .2695, 2484. .2696 



25861 
53706 
2318 

OJ990714_08.9C17.Cll.ol.ts 

2384 

none 

2384.. 2695, 2400.. 2696, 2400. 



Seq. ID OJ990714_08.9C17.C11 



Strand 
End 

Method 
End 
Score 
.2696 



2696 

TBLASTX: Soybean 

2696 

209 



Seq. No. 
Gene No. 



25861 
53706 



Seq. ID 
Strand 



OJ990714 08.9C17.C11 



25928 



Start 


2318 








End 


2696 


Name 


OJ990714 08 


. 9C17 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2391 








End 


2696 


GI 


none 








Score 


123 


Exons 


2391. .2558, 


2391 


. .2468, 


2396. 


.2485, 24* 


39. .2695, 2490. .2696 


Seq. No. 


25861 








Seq. ID 


OJ990714_08.9C17.C11 


belle JNU . 


J J / U v 








uLiai iu 




Start 


2318 








End 


2696 


Name 


OJ990714 08 


..9Clj7 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2408 








"End 


2696 


GI 


none 








Score 


117 


Exons 


2408. .2695, 


2412 


. .2696 








Seq. No. 


25862 








Seq. ID 


OJ990714_08.9C17.C12 


Gene No. 


53707 








Strand 


+ 


OLai L 










End 


12988 


Name 


OJ990714 08 


.9C17 


.C12.o2 


.gs 


Method 


GEN SCAN 


Start 


2472 








End 


12988 


GI 


none 








Score 


.48 


Exons 


2472. .2520, 


4085 


. .4164, 


5620. 


.5765, 5913.. 6001, 6565. .6758, 




6814. .9195, 


9259 


. .9726, 


9893. 


.12988 




Seq. No. 


25862 








Seq. ID 


OJ990714_08.9C17.C12 


Gene No. 


53707 








Strand 


+ 


Start 


2472 








End 


12988- \ 


Name 


OJ990714 08 


-9C17 


,C12.ol 


. np 


'Method 


AAT/NAP 


Start 


7338 








End 


12985 


GI 


6498441 








Score 


6783 


Exons 


7338. .8401, 


8732 


. .9195, 


9259. 


.9632, 9816.. 9951, 10126.. 1037 



10570. .11041, 11213. .12610, 12704. .12985 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 25862 Seq. ID 

Gene No. 53708 - Strand 

Start 9 End 
Name . OJ990714_08 . 9C17 . C12 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 84, 1103.. 1158 



OJ990714_08.9C17.C12 

1158 
GENSCAN 
1158 
.56 



Seq. No. 25862 

Gene No. 53709 

Start 13634 

Name OJ990714_08 . 9C17 . C12 . 06 . tw 

Start 7486 

GI none 

Exons 7486.. 7533, 7540.. 7638, 7545. 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Wheat 
7878 
58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7637, 7605. .7844, 7621.. 7878 



Seq. No. 25862 

Gene No. 53709 

Start 13634 

Name OJ9907 14_08 . 9C17 . C12 . o5 . tm 

Start 7491 

GI none 



Seq. ID OJ990714_08.9C17.C12 
Strand 

End 16872 

Method TBLASTX: Maize 

End 7776 

Score 195 



25929 



Exons 



7491. .7775, 7528. .7776 



Seq. No. 25862 Seq. ID 

Gene No. 53709 Strand 

Start 13634 End 

Name OJ990714_08 . 9C17 . C12 . o5 . tw Method 

Start 7886 End 

GI none Score 
Exons 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Wheat 

11347 

234 



7886. .7939, 10889 .. 11137, 10913 11137 , 10978 .. 11151, 
11198. .11347, 11209. .11346 



Seq. No. 25862 

Gene No. 53709 

Start 13634 

Name OJ990714_08 . 9C17 .C12 . o3 . tw 

Start 8616 
GI ' none 

Exons 8616.. 8789, 8617.. 9099, 8811. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9071, 8881. .9075 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Wheat 
9099 
412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25862 Seq. ID 

53709 Strand 

13634 End 
OJ990714_08. 9C17.C12.ol.tw Method 

9266 End 

none Score 

9266. .9709, 9267. .9728, 9268. .9729 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Wheat 

9729 

202 



Seq. No. 25862 Seq. ID 

Gene No. 53709 Strand 

Start 13634 End 

Name OJ990714_08 . 9C17 . C12 . o3 . ts Method 

Start 9307 End 

GI none Score 

Exons 9307.. 9531, 9538.. 9672 



OJ990714_08 . 9C17 . C12 
16872 

TBLASTX : Soybean 

9672 

117 



Seq. No. 25862 Seq. ID 

Gene No. 53709 Strand 

Start 13634 End 

Name. OJ990714_08.9C17.C12.ol.tm Method 

Start 9397 End 

GI none Score 

Exons 9397.. 9744, 9432.. 9743 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Maize 

9744 

389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25862 Seq. ID 

53709 Strand 

13634 End 
OJ990714_08 . 9C17 . C12 . o2 . tw Method 

9838 End 

none Score 

9838.. 9909, 9863.. 10258, 9895.. 10263 



OJ990714_08.9C17.C12 
16872 

TBLASTX: Wheat 

10263 

62 



Seq. No. 25862 Seq. ID 

Gene No. 53709 Strand 

Start 13634 End 

Name OJ9907 14_08 . 9C17 . C12 . ol . ts Method 

Start 9917 End 

GI none Score 



OJ990714_08.9C17.C12 
16872 

TBLASTX : Soybean 

10288 

271 



25930 




Exons 


9917. .10288, 


9934.. 10077 










Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


53709 




Strand 








Start 


13634 




End 


16872 






Name 


OJ990714 08. 


9C17.ci2.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


9982 




End 


10342 






GI 


none 




Score 


235 






Exons 


9982. .10239, 


9986. .10240, .10259. . 10342, 


10261. . 


10341 




Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


53709 




Strand 








btart 


1 "3 C "3 A 




End 


16872 






Name 


OJ990714 08. 


QP1 7 PI 0 r\0 Y o 


Method 


TBLASTX : 


Soybean 




Start 


11036 




End 


11602 - 






GI 


5666795 




Score 


68 






Exons 


11036. .11134 




11402. .11602 






GI Descrip. 


4206306 2.0e 


— 1 U [He U4 y 1 1 U ) 


prpol [Zea mays] 






Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


dj / uy 




Strand 








Start 


13634 




End 


16872 




- 


Name 


OJ990714 08. 


yui / .liz.oo .tw 


Method 


TBLASTX: 


Wheat 




Start 


11350 




End 


11662 






GI 


none 




Score 


190 






Exons 


11350. .11526 


i i /ino i i c c o 
, llyU^ . . llboZ 










Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


• C12 


Gene No. 


53709 




Strand 








Start 


13634 




End 


16872 






Name 


OJ990714 08. 


QP1 "7 PI O r\0 +" -m 
yCl / . Ll^ . 0*1 . L.ITI 


Method 


TBLASTX: 


Maize 




Start 


11855 




End 


12178 






GI 


none 




Score 


362 






Exons 


11855. .12178 


1 '1 R ft 4 i oi ci; 










Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


C O ^ A n 




Strand ■ 








Start 


13634 




End 


16872 






Name 


OJ990714 08. 


9C17.C12.o4.tw 


Method 


TBLASTX: 


Wheat 




Start 


11992 




End ■ 


12393 






GI 


none 




Score 


375 






Exons . 


11992. .12048 


, 11993. .12373, 


12094. .12393 






Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


53709 




Strand 








Start 


13634 




End 


16872 






Name 


OJ990714 08. 


9C17.C12.o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


12398 




End 


12976 






GI 


none 




Score 


242 






Exons 


12398. .12658, 12400. .12657, 


12422. .12712, 12850 


. .12972, 






12851. .12976 












Seq. No. 


25862 




Seq. ID 


OJ990714 


_08.9C17 


.C12 


Gene No. 


53709 




Strand 








s£art 


13634 




End 


16872 






Name 


OJ990714 08. 


9C17.C12.o4.tm 


Method 


TBLASTX: 


Maize 




Start 


12845 




End 


13015 







25931 




GI 


none 


Score 


197 








Exons 


12845. .13015, 12850. .13014 












Seq. No. 


25862 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C12 






Strand 










Start 


13634 


End 


16872 








Name 


OJ990714 08.9C17.C12.o3.gs 


Method 


GEN SCAN 








Start 


13634 


End 


16872 








GI 


none 


Score 


.93 








Exons 


13634. .15515, 15611 .. 15779, 


15807. .16872 








Seq. No. 


25862 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C12 


Gene No. 


53709 


Strand 










Start 


13634 


End 


16872 








Name 


OJ990714 08.9C17.C12.o2.np 


Method 


AAT /MAP 








Start 


13637 


End 










GI 


6907089 


Score 


4127 








Exons 


13637. .15515, 15611. .16872 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


oaLl vaj 








Seq. No. 


25863 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C13 


Gene No. 


53710 


Strand 


+ 








Start 


212 


End 


1 \J 3 








Name 


OJ990714 08.9C17.C13.ol.np 


Method 


AAT /MAP 








Start 


212 


End 










GI, : - 


5042454 


Score 










Exons 


212.. 929, 1281. .1325, 7593. 


.7632 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


SStlVS J 








Seq. No. 


25863 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C13 




53710 


Strand 


+ 








Start 


212 


End 


7632 








Name 


OJ990714 08.9C17.C13.ol.gs 


Method 


GENS CAN 








Start 


530 


End 


1225 








GI 


none 


Score 


.78 








Exons 


530.. 1225 












Seq. No. 


25863 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C13 


Gene No. 


53710 


Strand 


+ 








Start 


212 


End 


7632 








Name 


OJ990714 08.9C17.C13.ol.gp 


Method 


AAT /GAP 








Start 


2816 


End 


2959 








GI 


21474 1.R1084 


Score 


248 








Exons * 


2816. .2959 












GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidopsis 




thaliana] 1 












Seq. No. 


25863 


Seq. ID 


OJ990714_ 


08. 


9C17 


.C13 


Gene No. 


53711 


Strand 










Start 


3346 


End 


7061 








Name 


OJ990714 08.9C17.C13.o2.gs 


Method 


GEN SCAN 








Start 


3346 


End 


7046' 








GI 


none 


Score 


.77 









Exons 3346. .3531, 3584. .3709, 3804. .3876, 3961. .4071, 4168. .4341, 

4451. .5136, 5138. .5232, 5409. .5550, 5625. .5744, 5790. .7046 

Seq. No. 25863 Seq. ID OJ990714_08.9C17.C13 



25932 




Gene No. 


53711 








Strand 




Start 


3346 








End 


7061 


Name 


OJ990714 08 


.9C17 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


3364 








End 


7061 


GI 


4680204 








Score 


1064 


Exons 


3364. .3501, 


3852 


. .4071, 


4168. 


.4341, 4451. .5550, 5625.. 7061 


GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


25863 








Seq. ID 


OJ990714 08.9C17.C13 


nonp Mo . 

i w L.^\y * 


53711 








Strand 




Start 


3346 








End 


7061 


Name 


OJ990714 08 


. 9C17 


.C13.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4002 








End 


4524 


GI 


none 








Score 


68 


Exons 


4002. .4073, 


4173 


. .4355, 


4180. 


.4305, 4 


444. .4524 


Seq. No. 


25863 








Seq. ID 


OJ990714_08 . 9C17 . C13 


Gene No. 


53711 








Strand 




Start 


3346 








End 


7061 


Name 


OJ990714 08 


.9C17 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6015 








End 


6418 


GI 


none 








Score 


74 


Exons 


6015. .6185, 


6148 


. .6315, 


6180. 


.6416, 6267. .6416, 6302. .6418 


Seq. No. 


25864 








Seq. ID 


OJ990714_08.9C17.C16 


Gene No. 


53712 








Strand 


+ 


Start 


. 45 








End 


372 


Name 


OJ990714 08 


.9C17 


.C16.ol 


.np 


Method 


AAT/NAP 


Start 


45 








End 


372 


GI 


2353792 








Score 


109 


Exons 


45. .372 












GI Descrip. 


(AF016541) 


Oet a - 


galactosidase 


alpha peptide [Cloning vector 




pUC-JK] 












Seq. No. 


25865 








Seq. ID 


OJ990714_08.9C17.C18 


Gene No . 


53713 








Strand 


+ 


Start 


416 








End 


504 


Name 


OJ990714 08 


. 9C17 


■C18.ol 


. gs 


Method . 


GENSCAN 


Start ■ 


416 








End 


504 


GI 


none 








Score 


.8 


Exons 


416. .504 












Seq. No. 


25866 








Seq. ID 


OJ990714_08.9C17.C19 


Gene No . 


53714 








Strand 


+ 


Start 


703 








End 


805 


Name 


OJ990714 08 


.9C17 


.C19.ol 


.gs 


Method 


GENSCAN 


Start 


703 








End : 


805 


GI 


none 








Score 


.66 


Exons 


703. .805 












Seq. No. 


25867 








Seq. ID 


OJ990714_08.9C17.C21 


Gene No. 


53715 








Strand 


+ 


Start 


1 








End 


1429 


Name 


OJ990714 08 


. 9C17 


.C21.ol 


■ gp 


Method 


AAT/GAP 


Start 


1 








End 


1429 


GI 


342 1.R1084 








Score 


2135 



Exons 1..976, 1025.. 1127, 1238. .1429 



25933 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



25867 
53715 
1 

OJ990714_08.9C17.C21.ol.np 
1 

4680203 
1..866 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990714_08.9C17.C21 

Strand + 

End 1429 

Method AAT/NAP 

End 866 

Score 825 



25867 
53715 
1 

OJ990714_08.9C17.C21.ol.tw 
1 

none 



Seq. ID OJ990714_08.9C17.C21 
Strand + 
End 1429 
Method TBLASTX : Wheat 
End 812 
Score 312 

1..411, 2. .427, 418. .453, 422. .454, 455. .550, 459. .518, - 
497. .637, 498. .638, 566. .646, 651. .731, 720. .812, 746. .811 



Seq. No. 25867 

Gene No. 53715 

Start 1 

Name OJ990714_08 . 9C17 .C21 . ol . gs 

Start 53 

GI none 

Exons 53.. 485, 682.. 887 



Seq. ID OJ990714_08.9C17.C21 

Strand + 

End 1429 

Method GENS CAN 

End 887 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25868 
53716 
1 

OJ990714_08 . 9C17 . C22 . ol . np 

■1 

5922623 
1..43, 106. .181, 634. .663 

(AP0004 92) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990714_08.9C17.C22 

Strand + 

End 663 

Method AAT/NAP 

End 663 

Score 56 



25868 
53716 
1 

OJ990714_08.9C17.C22.ol.gs 
33 

none 

33. .87, 106. .181 



Seq. ID OJ990714_08.9C17.C22 

Strand + 

End 663 

Method GENSCAN 

End 181 

Score .85 



Seq. ID OJ990714_08.9C17.C24 



Seq. No. 25869 

Gene No. 53717 . * Strand + 

Start 1 End 641 

Name OJ990714_08 . 9C17 .C24 . ol .np Method AAT/NAP 

Start 1 End 638 

GI 6907089 Score 595 

Exons 1. . 638 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



25934 




Seq. No. 


25869 


Seq. ID 


OJ990714_08.9C17.C24 


t^ene no . 


D J / 1 / 


Q4- v -a 


x 

T 


Start 


1 


End 


641 


Name 


OJ990714 08.9C17.C24.ol.gs 


Method 


GENSCAN 


Start . 


346 


End 


641 


GI 


none 


Score 


.5 


Exons 


346.-476, 566. .641 






Seq. No. 


25870 


Seq. ID 


OJ990714_08.9C17.C26 


Gene No. 


. 53718 


Strand 


+. 


Start 


164 


End 


238 




OJ990714 08.9C17.C26.ol.gp 


Method 


AAT/HAP 


Start 


164 


End 


238 


GI 


LIB3431-004-P1-K1-G12 


Score 


91 


Exons 


164. .238 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 






Seq. No. 


25871 


Seq. ID 


OJ990714_08.9C17.C27 


bene jno . 


53719 


Strand 


_l_ 
i 


Start 


1277 


End 


1331 


Name 


OJ990714 08.9C17.C27.ol.gs 


Method 


GENSCAN 


Start 


1277 


End 


1331 


GI 


none 


Score 


.51 


Exons 


1277. .1331 






Seq. No. 


25872 


Seq. ID 


OJ990714_08.9C17.C28 


Gene No. 


53720 


Strand 






37 


End 


3064 


Name 


OJ990714 08.9C17.C28.ol.np 


Method 


AAT/NAP 


Start 


37 


End 


2414 


GI 


2735017 


Score 


836 


Exons 


37. .336, 508. .658, 748. .985, 


1090. .1300, 1492. .1609, 2259. .2414 


GI Descrip. 


(U82481) KI domain interacting kinase 


1 [Zea mays] 


Seq. No. 


25872 - 


Seq. ID 


OJ990714_08.9C17.C28 


bene ino • 


53720 


Strand 




Start 


37 


End 


3064 


Name 


OJ990714 08.9C17.C28.ol.gs 


Method 


GENSCAN 


Start 


508 


End 


3064 


GI 


none 


Score 


.83 


Exons 


508. .658, 748. .873, 1747. .1845, 2149.. 


2242, 2248.. 3064 


Seq. No. 


25872 


Seq. ID 


OJ990714_08.9C17.C28 


Gene No. 


53720 


Strand 




Start 


37 


End 


3064 


Mamo 
IN dlLlC 


OJ990714 08. 9C17.C28.o2.np 


Method 


AAT/NAP 


Start 


836 


End 


3030 


GI 


3021275 


Score 


460 


Exons 


836. .996, 1025.. 1300, 1492.. 


1637, 1747 


..1836, 2152. .2414, 




2447.. 2590, 2642.. 3030 






GI Descrip. 


(AL022347) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25872 


Seq. ID 


OJ990714_08. 9C17.C28 


Gene No. 


53721 


Strand 




Start 


4794 


End 


11600 


Name 


OJ990714 08.9C17.C28.o2.gs 


Method - 


GENSCAN 



25935 




t 



Start 


4794 




End 


11600 


GI 


none 




Score 


.5 


Exons 


4794. .5162, 5275. .5390, 


7273 


...8263, 9507. .9681, 11383. .11600 


Seq. No. 


25872 




Seq. ID . 


OJ990714_08.9C17.C28 


Gene No. 


53721 




Strand 






4794 




End 


11600 


Name- 


OJ990714 08.9C17.C28.o3 


.np 


Method 


AAT/NAP 


Start 


6070 




End 


9474 


GI 


4680338 




Score 


475 


Exons 


6070. .6107, 7194. .7468, 


7499 


..7945, 7976.-8263, 9428.-9474' 


GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


25872 




beq. ±u 




Gene No. 


53722 




btrana 




otar l 


12963 




hna 


19730 


Name 


OJ990714 08.9C17.C28.ol 


,tc 


Metnoa 


TBLASTX: Cress 


Start 


92 




End 


1596 ' 


GI 


none 




Score 


109 


Exons 


92.. 307, 124.. 336, 529. 


.654, 


DO 1 . . 04 0, 


750.. 986, 751.. 963, ■ 




811. .987, 1091. .1300, 1092.. 


1301, 1492. 


.1596 


Seq. No. 


25872 




beq. ID 




Gene No. 


53722 




Strand 




btart 


12963 




T-< _ _J 

End 


19730 


Name 


OJ990714 08.9C17.C28.ol 


. tm 


Method 


TBLASTX : WaTze 


Start 


112 




End 


1603 


GI 


none 




Score 


114 


Exons 


112.. 186, 166.. 336, 508 


. .684 


C C "3 c o c 
, 0 Do . . OOO , 


741. .974, 748. .987, 




750.. 1001, 1091.. 1300, 


1098. 


.1301, 1492 


I..1602, 1493. .1603 


Seq. No. 


25872 




On *-r T Pt 

beq. iu 




Gene No. 


53722 




Strand 




O 4- v>4- 

otart 


12963 - 




bnd 


19730 


Name 


OJ990714 08.9C17.C28.ol 


,ts 


Method 


TBLASTX: Soybean 


Start 


124 




17--. -J 

hna 


1578 


GI 


none 




Score 


73 


Exons 


124.. 336, 125.. 268, 508 


. .657 


C c "7 £KQ 
, JJ / . . DjO, 


729. .890, 750. .986, 




751.. 963, 1091.. 1300, 1098.. 


1301, 1492.' 


.1578 


Seq. No. 


25872 




Seq. ID 


OJ990714_08.9C17.C28 


Gene No. 


53722 




Strand 




o tar u 


12963 




End 


19730 


Name 


OJ990714 08.9C17.C28.ol 


.tw 


Method- 


TBLASTX: Wheat 


Start 


637 




End 


1176 


GI 


none 




Score 


202 


Exons 


637.. 657, 744.. 986, 745 


. .987 


, 756. .986, 


1047. .1169, 1087. .11' 




1091. .1168, 1095. .1175 








Seq. No. 


25872 




Seq. ID 


OJ990714_08.9C17.C28 


Gene No. 


53722 




Strand 




Start 


12963 




End 


19730 


Name 


OJ990714 08.9C17.C28.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


7301 




End 


7633 


GI 


none 




Score 


129 


Exons 


7301. .7372, 7370.. 7453, 


7517 


. .7633 





25936 




Seq. No. 


25872 




Seq. ID 


OJ990714_ 


08.9C17 


.C2 




53722 




Strand 








Start 


12963 




End 


19730 






Name 


OJ990714 08.9C17.C28. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


7301 




End 


8132 






GI 


none 




Score 


67 






Exons 


7301. .7363, 7370.. 7453, 7493 


i. .7645, 7994. .8131, 


8040. .8132 


Seq. No. 


25872 




Seq. ID 


OJ990714_ 


08.9C17 


. C2 


Gene No. 


53722 




Strand 








Start 


12963 




End 


19730 






Name 


OJ990714- 08.9C17.C28. 


o4 .np 


Method 


AAT/NAP 






Start 


12890 


End 


19730 






GI 


1628482 




Score 


623 






Exons 


12890. .14427, 14698.. 


15026, 


15251. .15336, 16209. 


.16365, 






16789. .17048, 17083.. 


18058, 


19650. .19730 






GI Descrip. 


(X97570) embryogenesis transmembrane protein [Zea mays] 




Seq. No. 


0 ^ft 7 0 




Seq. ID 


OJ990714_ 


08.9C17 


C2 


Gene No. 


c -57 99 
JJ / ZZ 




Strand 








OLai L 






End 


19730 






Name 


nTQQ0714 fift QP1 7 COQ. 


Oj . gs 


Method 


GEN SCAN 






Start 


X Z :70 O 




End 


19683 






GI 


none 




Score 


.78 






Exons 


12963. .14427, 17090.. 


17425, 


17512. .17711, 17758. 


.18150, 






XjOZfi. , ljQOJ 












Seq. No. 






Seq. ID 


OJ990714_ 


08.9C17 


CO 

• i^z 


Gene No. 


c 07 9 9 
O j / Z Z 




Strand 








Start 


XZ i?D J 




End 


19730 






Name 


OTQQfl71/l Oft Qf"M 7 r9fi 


OZ . LIU 


Method 


TBLASTX: Maize 




Start 


13188 




End 


17502 






riT 

\J J. 


none 




Score 


72 






Exons 


13188. .13316, 13191.. 


13316, 


13305. .13376, 13599. 


.13832, 






13608. .13859, 13848.. 


13910, 


13849. .13917, 13859. 


.13963, 






13995. .14099, x4008.. 


14100, 


14094. .14138, 14139. 


.14291, 






14205. .14306, 14316.. 


14345, 


14317. .14370, 17432. 


.17491, 






17434. .17502 












Seq. No. 


25872 




Seq. ID 


OJ99.0714_ 


08.9C17 


CO \ 


Gene No. 


53722 




Strand 








O l_ G J_ L. 


12963 




End 


19730 






Name 


OJ990714 08.9C17.C28. 


o2. tw 


Method . 


TBLASTX: Wheat 




Start 


13606 




End 


17678 






GI 


none 




Score 


55 






Exons 


13606. .13689, 13608.. 


13703, 


14001. .14222, 14008. 


.14208, 






14013. .14222, 17547.. 


17678 










Seq. No. 


25873 




Seq. ID 


OJ990714_ 


08.9C17 


.C2: 


Gene No. 


53723 




Strand 


+ 






Start 


91 




End 


4947 






Name 


OJ990714 08.9C17.C29. 


ol.np 


Method 


AAT/NAP 






Start 


91 




End 


4789 






GI 


3850823 




Score 


.1658 






Exons 


91. .149, 880. .1151, 1333. .1443, 1824.. 


1885, 2922 


. .2995, 






3105. .3146, 3229.-328 


8, 3427 


. .4047, 4159. .4294, 


4511. .4578, 



4655. .4789 



25937 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



(Y18351) U2 snRNP auxiliary factor, large subunit [Nicotiana 
plumbagini folia] 



25873 
53723 
91 

OJ990714_08.9C17.C29.ol.gp 
869 

13029_1.R1084 

869.. 1151, 1339.. 1443, 1824 
3229.. 3288, 3427.. 3459 

? 3850823/emb|CAA77136| 4.0e-19 (Y18351) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbagini folia] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_08.9C17.C29 
+ 

4947 
AAT/GAP 
3459 
1180 



1900, 2931. .2995,. 3105. .3146, 



25873 Seq. ID 

53723 Strand 

91 End 

OJ990714_08 . 9C17 .C29.ol .gs Method 

871 End 

none Score 



OJ990714_08.9C17.C29 
+ 

4947 
GENSCAN 
4792 
.85 



871. .1151, 1339. .1443, 2931. .2995, 3229. .3288, 3427. .4047, 
4159. .4294, 4511. .4578, 4655. .4792 



25873 
53723 . 
' 91 

OJ990714_08.9C17.C29.o2.gp 
4211 

uC-osflcypl52a05al 
4211. .4294, 4511. .4578, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4655. .4947 

? 3850821/emb|CAA77135| 1.0e-33 (Y18350) U2 snRNP auxiliary 
factor, large subunit [Nicotiana plumbagini folia] 1 



OJ990714_08.9C17.C29 
+ 

4947 
AAT/GAP 
4947 
838 



25873 
53724 
5349 

OJ990714_08.9C17.C29.o3.gp 
5349 

uC-osflcypl31e07al 
5349.. 5753 

, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714 
+ 

5753 
AAT/GAP 
5753 
798 



08. 9C17.C29 



25873 Seq. ID 

53725 Strand 
5845 End 
OJ990714_08 . 9C17 .C29.o2 .np Method 
5845 End 
5295971 Score 
5845.. 5872, 7270. .8237, 8265.. 11537 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



OJ990714_08.9C17.C29 
+ 

11537 
AAT/NAP 
11537 . 
3591 



25873 
53725 
5845 



Seq. ID 
Strand- 
End 



OJ990714 
+ 

11537 



08. 9C17.C29 



25938 



Name 


OJ990714 08 


.9C17. 


C29.o3 


.gs 


Method 


GEN SCAN 




Start 


6875 








End 


11522 




GI 


none 








Score 


.72 




Exons 


6875. .6880, 


7149. 


.11522 










Seq. No. 


25873 








Sec£ ID 


OJ990714 


_08.9C17.C29 


Gene No. 


53726 








Strand 


+ 




Start 


16856 








End 


20100 




Name 


OJ990714 08 


.9C17. 


C29.o5 


.np 


Method 


AAT/NAP 




Start 


16856 








End 


20100 




GI 


3063699 








Score 


86 




Exons 


16856. .17099, 18103.. 18 


373, 


20077. .20100 




GI Descrip. 


(AL022537) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25873 








Seq. ID 


-OJ990714 


_08.9C17.C29 


npnp Mo 


53727 








Strand 






Start 


5574 








End 


6641 




Name 


OJ990714 08 


QP1 7 




. gs 


Method 


GEN SCAN 




Start 


5574 








End 


6641 




GI 


none 








Score 


.5 




Exons 


5574. .6641 














Seq. No. 


25873 








Seq. ID 


OJ990714 


_08.9C17.C29 


Gene No. 


53728 








Strand 






Start 


11964 








. End 


18337 




Name 


OJ990714 08 




^ a Ul 


• LIU 


Method 


TBLASTX: 


Lid X £, 


Start 


1066 








End 


4792 




(IT 

\J X 


none 








Score 


58 




Exons 


1066. .1122, 


1 1 1 fi 


1 1 so 




..2992, 2951. .2989, 


-51 01 ^1 60 

_) X U X . t JIUW^ 




3101. .3145, 


^99 fi 




^99 fi 


..3288, 3420. .4016, 


"34 9 4 4 014 




3429. .4082, 


3430. 


.4020, 


3746 


..4051, 4152. .4217, 


4155. .4301, 




4156. .4299, 


4156. 


.4302, 


4272 


..4325, 4495. .4593, 


4509. .4592, 




4510 4593, 


4 651 . 


4791 


4652 


. .4792 






Seq. No. 


25873 








Seq. ID 


OJ990714 


08 QP17 P99 


Gene No. 


53728 








Strand . 






Start 


11964 








End 


18337 




Name ■ 


OJ990714 08 




CO Q nl 




Method 


TBLASTX: 




Start 


3208 








End 


4581 




GI ■ 


none 








Score 


113 




Exons 


3208. .3288, 


3228. 


.3287, 


3420 


..3983, 3423.. 39.47, 


3424. .4008, 




3988. .'4014, 


4156, 


,4296, 


4156 


. .4296, 4495. .4581, 


4509. .4580 . 


Seq. No. 


25873 








Seq. ID 


OJ990714 


_08.9C17.C29 


Gpnp No 


53728 








Strand 






Start 


11964 








End 


18337 




Name 


OJ990714 08 


.9C17. 


C29.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3441 








End 


3714 




GI 


none 








Score 


417 




Exons 


3441. .3713, 


3450. 


.3713, 


3451 


. .3714 






Seq. No. 


25873 , 








Seq. ID 


OJ990714 


_08.9C17.C29 


Gene No. 


53728' . 








Strand 






Start- 


11964 








End 


18337 




Name 


OJ990714 08 


. 9C17. 


C29.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3787 








End 


4048 




GI 


none 








Score 


331 





25939 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



3787.. 4014, 3787.. 3981, 3788.. 4048, 37.89. .4016 



25873 
53728 
11964 

OJ990714_08, 

4156 

none 

4156. .4293, 
4654. .4779, 

25873 
53728 
11964 

OJ990714_08. 

5937 

none 

5937. .6023, 

25873 
53728 
11964 

OJ990714_08. 

7488 

none 

7488. .7838 

25873 
53728 
11964 

OJ990714_08. 

7562 

none 

7562. .7888, 

25873 
53728 
11964 

OJ990714_08. 

8319 

none 

8319. .8405, 
8695. .8790 

25873 
53728 
11964 

OJ990714_08. 

8403 

none 

8403. .8768, 

25873 
53728 
11964 

OJ990714_08. 
8793 



9C17.C29.o5.tc 



4171. .4287, 4509. 
4802. .4834 



9C17.C29.o9.tm 
6084. .6344 

9C17.C29.o6.tw 



9C17.C29.o8.tm 



7563. .7889 



9C17.C29.o5.tm 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX: Cress 

End 4834 

Score 91 

.4592, 4510. .4593, 4652. .4801, 



Seq. ID- OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Maize 

End 634 4 

Score 163 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Wheat 

End 7838 

Score 201 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Mai ze 

End 7889 

Score 210 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Mai ze 

End 8790 

Score 48 



8381. .8788, 8382. .8600, 8390. .8611, 8634. .8789, 



9C17.C29.o3.tw 
8417.. 8533, 8555. 

9C17.C29.o5.ts 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Wheat 

End 8843 

Score 286 
.8683, 8769.-8843 

Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Soybean 

End 9068 



25940 




GI 


none 






Score 


197 




Exons 


8793. .9068, 


8889. .8969 










Seq. No. 


25873 






Seq. ID 


OJ990714_08. 9C17 


.C29 


bene ino . , 


JJ / to 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


8928 






End 


9488 




GI 


none 






Score 


93 




Exons 


8928. .9068, 


9126. .9389, 


9143. 


.9352, 9398.. 9472, 9399.. 9488. 


Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


bene ino . 


JJ i lO 






Strand 






Start 


11964 






End 


18337 




Name , 


OJ990714 08. 


9C17.C29.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


9131 






End 


9560 




GI 


none 






Score 


400 




Exons 


9131. .9355, 


9135. .9476, 


9150. 


.9419, 9398.-9466, 9489.. 9560 


Seq. No. 


25873 






•Seq. ID 


OJ990714_08.9C17 


.C29 


bene inu ■ 


JJ / AO 






St rand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29.o4 


.ts 




TBLASTX • Sovbean 




Start 


9162 






FnH 


9641 

JU1 1 




GI 


none 






Score 


J O J 




Exons 


9162. .9608, 


9167. .9457, 


9453. 


■ _? U *± J. 






Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


bene ino ■ 


JJ / lO 






Cf ranrl 
u Li d l m. 






Start 


11964 






FnH 


X O J J / 




Name 


OJ990714 08. 


9C17.C29.o3 


. tc 


Mo *t~ Vi t~\r\ 


x o iinu x /\ • ^ x. c o o 




Start 


9177 






End 


9614 




GI 


none 






O L.UL C 


J J 




Exons 


9177. .9614 












Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


Gene No. 


53728 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


9957 






End 


10481 




GI 


5509260 






Score 


454 




Exons 


9957. .10481, 


10076. .10465 








GI Descrip. 


- 












Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


bene ino . 


J J / AO 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


10023 






End 


10343 




GI 


none 






Score 


418 




Exons 


10023. .10343 


, 10082.. 10342 








Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


Gene No. 


53728 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29.o4 


. tc 


Method 


TBLASTX: Cress 




Start 


10121 






End 


10382 





25941 




GI 


none 






Score 


2*41 




Exons 


10121. .10348 


, 10122. 


.10382 








Seq. No. 


25873 






Seq. ID 


.OJ990714J38.9C17 


.C29 


bene no . 


c 0-700 






Strand •* 






Start 


11964. 






End 


18337 




Name 


OJ990714 08. 


9C17.C29 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


10163 






End 


10712 




GI 


none 






Score 


296 




Exons 


10163. .10294 


,■ 10164. 


.10508, 


10319. .10426, 10494. .10712 




Seq. No. 


25873 






Seq. ID 


OJ990714_08.9C17 


.C29 


bene inq . 


JJ / iO 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


10545 






End 


10808 




GI 


none 






Score 


293 




Exons 


10545. .10808 


, 10545. 


.10805, 


10628. .10807 




Seq. No. 


25873 






Seq. ID 


OJ990714JD8.9C17 


.C29 


Gene No. 


53728 






Strand 






Start 


11964 






End 


18337 




Name 


OJ990714 08. 


9C17.C29 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


10722 






' End 


11003 




GI 


none 






Score 


62 




Exons 


10722. .10826 


, 1085l! 


.11003 









Seq. No. 25873 

Gene No. 53728 

Start 11964 

Name OJ9907 14_08 . 9C17 . C2 9 . o2 . tm 

Start 10812 

GI none 

Exons 10812. .11048, 
11046. .11261, 



10819. .10986, 
11105. .11260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_08.9C17.C29 
18337 

TBLASTX: Maize 

11261 

273 



10820. .11011, 11035. .11241, 



Seq. No. 25873 

Gene No. 53728 

Start 11964 

Name OJ990714_08 . 9C17 . C2 9 . ol . tc 

Start 10851 

GI none 

Exons 10851. .11033, 11040 .. 11144 , 
11300. .11467 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX: Cress 

End 11510 

Score 152 
11142. .11255, 11292. .11510, 



Seq. No. 25873 

Gene No. 53728 

Start 11964 

Name OJ990714_08 . 9C17 . C29 . o2 . ts 

Start 10872 

GI none 

Exons 10872. .11513, 11126.. 11521 

Seq. No. 25873 

Gene No. 53728 

Start 11964 

Name OJ990714 08 . 9C17 . C29. o5 . tw 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Soybean 

End 11521 

Score 456 



Seq. ID OJ990714_08.9C17.C29 
Strand 

End 18337 

Method TBLASTX : Wheat 



25942 



Start 
GI 

Exons 



11055 End 11480 

none - Score 161 

11055. .11264, 11144. .11263, 11300 .. 11473, 11301. .11480 



Seq. No. . 25873 

Gene No. 53728 

Start 11964 

Name OJ9907 14_08 . 9C17 . C29 . o7 . tm 

Start 11272 

GI none ' 

Exons 11272. .11490, 11273 11509, 11277.. 11507' 



Seq. ID OJ990714_08.9C17.C29 



Strand 
End 

Method 

End 

Score 



18337 

TBLASTX: Maize 
11509 
229 



Seq. No. 


25873 






' Seq. ID 


OJ990714 


_08. 9C17 


.C29 


Gene No. 


53728 






Strand 








Start 


11964 






End 


18337 






Name 


OJ990714 08.9C17.C29. 


o4 .gs 


Method 


GENSCAN 






Start 


11964 






End 


18337 






GI 


none 






Score 


.54 






Exons . 


11964. . 


12058, 12099.. 


13179, 


13842. .14479, 16003 


. .16164, 






16251. . 


16433, 16629.. 


16714, 


17052. .17418, 18223 


. . 18337 




Seq. No. 


25873 






Seq. ID 


OJ990714 


_08.9C17 


.C29 


Gene No. 


53728 






Strand 








Start 


11964 






End 


18337 






Name 


OJ990714 Q8.9C17.C29. 


o3.np 


Method 


AAT/NAP 






Start 


12130 






End 


12636 






GI 


3320425 






.Score 


369 






Exons 


12130. . 


12636 












GI Descrip. 


(AF052396) resistance 


: protein [Hordeum 


vulgare] 






Seq. No. 


25873 






Seq. ID 


OJ990714 


_08. 9C17 


.C29 


Gene No. 


53728 






Strand 








Start 


11964 






End 


18337 






Name 


OJ990714 08.9C17.C29. 


olO.tm 


Method 


TBLASTX: 1 


^aize 




Start 


12370 






End 


12654 






GI 


none 






Score 


106 






Exons 


12370. . 


12528, 12371.. 


12532, 


12376. .12534, 12516 


. .12578, 





.12523. .12615, 12523 .. 12615, 12568 .. 12654 , 12576.. 12650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25874 
53729 

1 ' 

OJ990714_08.9C17.C30.ol.np 
1 

4680203 

1..62, 171. .1844, 1998. .2228, 
(AF114171) TNP2-like protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_ 
+ 

4148 
AAT/NAP 
3488 
3334 



08.9C17-C30 



2505. .3488 
[Sorghum bicolor] 



25874 
53729 
1 

OJ990714JD8 . 9C17 . C30 . o2 . gp 
175 

342_1.R1084 
175. .4148 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_ 
+ 

4148 
AAT/GAP 
4148 
6330 



08.9C17.C30 



25943 



Seq. No. 


25874 


Seq. ID 


OJ990714_08. 9C17 


.C30 


Gene No. 


53730 


Strand 






Start 


3122 


End 


3556 




Name 


OJ990714 08.9C17.C30.o4.gp 


Method 


AAT/GAP 




Start 


3122 


End 


3556 




GI 


LIB3431-028-P1-N1-A10 


Score 


669 




Exons 


3122. .3556 








GI Descrip. 


! 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-1 




protein [Sorghum bicolor] 1 








Seq. No. 


25874 


Seq. ID 


OJ990714_08.9C17 


.C30 


Gene No. 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.o4.tw 


Method 


TBLASTX: Wheat 




Start 


522 


End 


878 




GI 


none 


Score 


103 




Exons 


522. .629, 612. .863, 620. .862, 


621. .878 


, 622. .873 




Seq. No. 1 


25874 


Seq. ID 


OJ990714_08.9C17 


. C30 


Gene No. 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.ol.ts 


Method 


TBLASTX : Soybean 




Start 


794 


End 


1223 




GI 


none 


Score 


102 




Exons 


794. .877, 795.. 869, 870. .932, 


927. .1223,' ■ 981. .1205 




Seer No 


25874 


Seq. ID 


OJ990714_08.9C17 


.C30 


Gene No. 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.o2.tc 


Method 


TBLASTX: Cress 




Start 


956 


End 


1304 




GI 


none 


Score 


309 




Exons 


956. .1108, 963. .1304, 1148. .1285 






Seq. No. 


25874 


Seq. ID 


OJ990714_08.9C17 


.C30 


Gene No . 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.o2.tw 


Method. 


TBLASTX: Wheat 




Start 


1092 


End 


1561 




GI 


none 


Score 


75 




Exons 


1092. .1145, 1100. .1144, 1146.. 


1250, 1157. .1246, 1254. .1352, 




1259.. 1351, 1332.. 1556, 1352.. 


1561, 1355. .1561 




Seq. No. 


25874 


Seq. ID 


OJ990714_08.9C17 


.C30 


Gene No. 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


1137 


End 


1595 




GI 


none 


Score 


247 




Exons 


1137. .1391, 1149. .1391, 1401.. 


1595 






Seq. No. 


25874 


Seq. ID 


OJ990714_08.9C17 


.C30 


Gene No. 


53731 


Strand 






Start 


3952 


End 


4646 




Name 


OJ990714 08.9C17.C30.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1425 


End 


1667 





25944 



GI none 

Exons 1425.. 1667 

Seq. No. 25874 

Gene No. 53731 

Start 3952 

Name OJ990714_08 . 9C17 . C30 . o3 . tw 

Start 1700 

GI none 
Exons 



Score 



216 



Seq. ID OJ990714_08.9C17.C30 
Strand 

End 4 64 6 

Method TBLASTX : Wheat 

End 2111 

Score 87 



1700,. 1750, 1701. .1763, 1769. .1951, 1773. .1991, 1780. .1992, 
2024. .2110, 2025. .2111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25874 
53731 
3952 

OJ990714_08.9C17.C30.ol.tw 

2112 

none 



Seq. ID OJ990714_08.9C17.C30 
Strand 

End 4 64 6 

Method TBLASTX : Wheat 

End 3428 

Score 902 



2112.. 3029, 2115.. 2210, 2159.. 3013, 3004.. 3069, 3024.. 3068, 

3071. .3166, 3075. .3134, 3113. .3253, 3114 .. 3242, ■ 3144 .. 3260, 

3182.. 3262, 3266.. 3319, 3267.. 3347, 3336.-3428, 3340.. 3411, 
3362. .3427 



Seq. No. 25874 

Gene No. 53731 J . 

Start 3952 

Name OJ990714_08 . 9C17 . C30 . o2 . tm 

Start 2154 

GI none 

Exons 2154.. 2468, 2165.. 2440 

Seq. No. 25874 

Gene No. 53731 

Start . 3952 

: Name OJ990714_08 . 9C17 . C30 . ol . tc 

Start 2395 

GI none 
Exons 



Seq. ID OJ990714_08.9C17.C30 
Strand 

End 4 64 6 

Method ' TBLASTX: Maize . 

End 2468 

Score 307 



Seq. ID OJ990714_08.9C17.C30 
Strand 

End 4 64 6 

Method TBLASTX : Cress 

End 2847 

Score 157 

2395. .2577, 2399. .2836, 2399. .2842, 2403. .2846, 2596. .2847, 
2697.. 2846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25874 
. 53731 
3952 

OJ990714_08.9C17.C30.o2.gs 

3952 

none 

3952. .3959, 4435. .4646 



Seq. ID OJ990714_08.9C17.C30 
Strand 

End 4 64 6 

Method GENSCAN 

End 4 64 6 

Score .93 



25875 
53732 
832 

OJ990714_08. 9C17.C31.ol.np 
832 

4680204 

832. .2265, 2359. .2863, 9801. .987.6, 17783. .17807 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990714_08.9C17.C31 
Strand + 

17807 
AAT/NAP . 
17807 
900 



End 

Method 

End 

Score 



25945 



Seq. No. 25875 

Gene No. 53732 

Start 832 

Name OJ990714J38 . 9C17 . C31 . ol . gs 

Start 967 ,.;;.. 

GI none*" 
Exons 



Seq. ID OJ990714_08.9C17.C31 

Strand + 

End. 17807 

Method GEN SCAN 

End 5936 

Score .64 



967. .1992, 2080.. 2265, 2338. .2552, 2790.. 3214, 5266.. 5349, 
5839. .5936 



Seq. ,No. 25875 

Gene No. 53732 

Start 832 

Name OJ990714_08 . 9C17 . C31 . ol . gp 

Start 4434 

GI 61605_3.R1084 

Exons 4434.. 4693 

GI Descrip. ■ 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq.' ID OJ990714_08.9C17.C31 

Strand + " 

End 17807 

Method AAT/GAP 

End 4 693 

Score 370 



Seq. No. 25875 . 

Gene No. 53732 
Start 832 

Name OJ990714_08 . 9C17 . C31 . o3 . gp 

Start 10540 
GI LIB3477-003-P1-K1-E9 
Exons 10540. .10668 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990714_08.9C17.C31 

Strand + 

End 17807 

Method AAT/GAP 

End 10668 

Score 162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25875 
53732 
832 

OJ990714_08.9C17.C31.o2.np 
11075 
2967837 
11075.. 11410 

(AF052641) cyst nematode resistance gene candidate [Triticum 
aestivum] 



Seq. ID OJ990714_08.9C17.C31 

Strand + 

End 17807 

Method AAT/NAP 

End 11410 

Score 182 



25875 
53733 
23593 

OJ990714_08.9C17.C31.o4.np 

23593 

6907086 



Seq. ID OJ990714__08.9C17.C31 

Strand + 

End 25355 

Method AAT/NAP 

End 25355 

Score 1153 



23593. .24326, 24393 .. 24443, 24506 24744 , 24964.. 25355 
(AP001129) hypothetical protein [Oryza sativa] 



25875 
53734 
26803 

OJ990714_08.9C17.C31.o6.gs 

26803 

none 



Seq. ID OJ990714_08.9C17.C31 

Strand + 

End 28065 

Method GENSCAN 

End 28065 

Score .56 



26803. .26869, 27 612 .. 27655, 27973.. 28065 



25946 



OJ990714_08.9C17.C31 
9108 

AAT/GAP* 

9108 

138 



Seq. No. 25875 Seq. ID 

Gene No. 53735 Strand 

Start 8597 End 

Name OJ990714_08 . 9C17 . C31 . o2 . gp Method 

Start 8597 End 

GI 5867_i:R1084 Score 

Exons 8597.. 8686, 9086.. 9108 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


25875 




Seq. ID 


OJ990714_08.9C17 


.C31 


Gene No. 


53736 




Strand 






Start 


18698 




End 


20803 




Name 


OJ990714 08.9C17.C31 


.o3.gs 


Method 


GENS CAN 




Start 


18698 




End 


20803 




GI 


none 




Score 


.81 




Exons 


18698. .20803 










Seq. No. 


25875 




Seq. ID 


OJ990714_08.9C17 


.C31 


Gene No. 


53737 




Strand 






Start 


22028 <: : 




End 


22595 




Name 


OJ990714 08.9C17.C31 


. o4 .gs 


Method 


GENSCAN 






22028 




End 


22595 




GI 


none 




Score 


.82 




Exons 


22028. .22074, 22541. 


.22595 








Seq. No. 


25875 




Seq. ID 


OJ990714_08.9C17 


-C31 


Gene No. 


53738 




Strand 






Start 


28669 




End 


30927 




Name 


OJ990714 08.9C17.C31 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


1474 




End 


1875 




GI 


none 




Score 


205 




Exons 


1474. .1710, 1534. .1701, 1581. .1715, 1704. .1865, 1705. .1875, 




1765. .1875 










Seq. No. 


25875 




Seq. ID 


OJ990714_08.9C17 


.C31 


Gene No. 


53738 




Strand 






Start 


28669 




End 


30927 




Name 


OJ990714 08.9C17.C31 


. o7 .gs 


Method* 


GENSCAN 




Start 


28669 




End 


30848 




GI 


none 




Score 


.43 




Exons 


28669. .28914, 29137. 


.29504, 


29924. .29930, 30153 .. 30224 , 






30331. .30848 










Seq. No. 


25875 




Seq. ID 


OJ990714_08.9C17 


.C31 


Gene No. 


53738 




Strand 






Start 


28669 




End 


30927 




Name 


OJ990714 08.9C17.C31 


. o5.np 


Method 


AAT/NAP 




Start 


30518 




End 


30927 




GI 


6862929 




Score 


110 




Exons 


30518. .30704, 30807. 


.30927 








GI Descrip. 


(AC018 907) unknown protein 


[Arabidopsis 


thaliana] 





25947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq /; No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25876 Seq. ID OJ990714_08.9C17.C32 

53739 Strand 

1 . End 1995 

OJ990714_08.9C17.C32.ol.np Method AAT/NAP . 

1 " End 1995 

4467124 Score 779 

1..1303, 1924. .1995 

(AL035538) hypothetical protein [Arabido.psis thaliana] 



25876 
53739 
1 

OJ990714_08.9C17.C32.ol.ts 
14 

none 



Seq. ID - OJ990714_08 . 9C17 . 
Strand 

End 1995 

Method TBLASTX : Soybean 

End 697 

Score 141 



C32 



14. .118, 137. .283, 353. .697, 381. .692, 563. .697 

,OJ990714 08.9C17. 



25876 
53739 
1 

OJ990714_08.9C17.C32.ol.tm 
26 

none 

26.. 649, 72.. 641, 453.. 650 

25876 
53739 
1 

OJ9907 14_08 . 9C17 . C32 . ol . gs 
38 

none 

38. .1240, 1337. .1441, 1630. 

25876 
53739 
1 

OJ990714_08.9C17.C32.ol.tw 

350 

none 

350.. 526, 351.. 527 

25876 
53739 
1 

OJ9907 14_08 . 9C17 . C32 . ol . tc 

452 

none 

452.. 760, 555.. 668 

25877 
53740 " 
472 

OJ990714_08.9C17.C34.ol.gs 

472 

none 

472. .617 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



C32 



1995 

TBLASTX: Maize 

650 

316 



OJ990714_08.9C17.C32 

1995 
GENSCAN 
1956 
.75 



,1697, 1893.. 1956 

OJ990714 08.9C17, 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



C32 



1995 

TBLASTX: Wheat 

527 

104 



OJ990714_08.9C17.C32 
1995 

TBLASTX: Cress 

760 

59 



OJ990714_08.9C17.C34 
617 

GENSCAN 
617 • 
.66 



25948 




beq. NO. 


ZOO / o 




den t n 
ot=q • iu 


nTQQD714 Oft QP1 7 




Gene No. 


. 53741 ' 




Strand 






Start 


2437 




End 


2712 




Name 


OJ990714 08.9C17.C35.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2437 




End 


2712 




GI 


none 




Score 


174 




Exons 


2437. .2619, 2448. .2582, 


2599. 


.2712 






Seq. No. • 


25879 




Seq. ID 


OJ990714_08.9C17 


.C36 


bene jno . 


53742 




Strand 






Start 


127 




End 


625 




Name 


OJ990714 08.9C17.C36.ol 


.np 


Method 


AAT/NAP 




Start 


127 




End 


625 




GI 


4826399 




Score 


273 ' 




Exons 


127. . 625 










GI Descrip. 


(AJ012423) .wall-associated kinase 2 [Arabidopsis thaliana] 


beq . lno . 


25879 




Seq. ID 


OJ990714_08.9C17 


.C36 


Gene No. 


^ *a 7 a o 










Start 


1 97 




LillU 


OZ O 




Name 




. gs 


T*J[ /-\ ^ W /~\ /-^ 






Start 


1^1 




iiina 


R "3 R 




GI 


none 




Score 






Exons 


1 "3 1 c: o c 










beq. no. 


25879 




Seq. ID 


OJ990714_08.9C17 


.C36 


Gene No. 


JJ / HZ. 




burana 






Start 


1Z / 




tna 


DZ J 




Name 


ujyyu/i4 uo . yoi / . too . 01 


. tm 


\A s~\ +* V** /"i 






Start 


9^7 




iLiTLO. 


DZ 3 




GI 


none 




Score 


1 79 




Exons 


9R7 ^Ot; 9£7 £9^ 

ZO / . . DZ J, ZO / . t OZj, *±0O 


roc 
• . DZ J 








beq. no. 


25879 




Seq. ID 


OJ990714J38.9C17 


.C36 


Gene No. 


53742 l 




Strand 






Start 


■ 127 




End 


625 




Name 


OJ990714 08.9C17.C36.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


272 




End 


625 




GI 


none 




Score 


89 




Exons 


272..62S, 462.. 620, 500 


. .625 








beq. ln o . 


25879 




Seq. ID 


OJ990714JD8. 9C17 


.C36 


Gene No. 


53742 




Strand 






Start 


127 




End 


625 




Name 


OJ990714 08.9C17.C36.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


284 




End 


625 




GI 


none 




Score 


71 




Exons 


284..62S, 285. .413, 398 


. .514, 


441. . 623, 


536. .625 . 




Seq. No. 


25880 




Seq. ID 


OJ990714_08.9C17 


.C38 


Gene No. 


53743 




Strand 






Start 


565 




End 


757 




Name 


OJ990714 08.9C17.C38.ol 


.gp 


Method 


AAT/GAP 




Start 


565 




End 


757 




GI 


32880 1.R1084 




Score 


359 




Exons 


565. .757 











25949 



GI Descrip. ' 4337175/gb IAAD18096 | 3.0e-23 (AC006416) ESTs gb_T20589, 
gb_T04648, gb_AA597906, gb_T04111, gb_R84180 / gb_R65428, 
gb_T44439, gb_T76570, gb_R90004, gb_T45020, gb_T42457, 
gb_T20921,. gb_AA042762 and gb_AA720210 come from this gene. 
[Arabidopsis thaliana] 1 



Seq. No. 25881 Seq. ID 

Gene No. 53744 Strand 

Start 1 End 

Name ,'OJ990714_08 . 9C17 . C40 . ol . np Method 

Start 1 * End 

GI 138044 Score 

Exons 1..457 

GI Descrip. PROTEINS 40A/40B gi | 54074 4 | pir | | S04 827 

phi-80 gi|14803|emb|CAA31470| (X13065) 
[Bacteriophage phi-80] 



OJ990714_08 . 9C17 .C40 
457 

AAT/NAP 

457 

716 



gene 
gene 



4 OA 
4 OA 



protein 
(AA 1 - 



- phage 
209) 



Seq. No. 25881 . Seq. ID 

Gene No. 53744 '* ■ Strand 

Start 1 - End 

Name OJ9907 14_08 . 9C17 . C40 . 61 . gs Method 

Start 43 - End 

GI none Score 

Exons 43. .457 



OJ990714_08.9C17.C40 
457 

GENSCAN 

457 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25882 
53745 
8924 

OJ9904 14_03 . 9C03 . C2 . o2 . gs 
8924 



none 
8924. 

10854, 
13738, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9052, 9584.. 9796, 10056 .. 10220, 10395 .. 10629, 
.11040, 11913. .12010, 12306. .12364, 12723 .. 13508 , 
.14577 



OJ990414_03.9C03.C2 
+ 

15227 
GENSCAN 
14577 
.72 



Seq. No. 


25882 


Seq. ID 


OJ990414_03 


. 9C03.C2 


Gene No. 


53745 


Strand 


+ 




Start 


8924 


End 


15227 




Name 


OJ990414 03.9C03.C2.o3.np 


Method 


AAT/NAP 




Start 


9557 


End 


11211 




GI 


6539588 


Score 


191 




Exons 


9557.. 9875, 11155.. 11211 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


25882 


Seq. ID 


OJ990414_03 


.9C03.C2 


Gene No. 


53745 


Strand 


+ 




Start 


8924 


End 


15227 




Name 


OJ990414 03.9C03.C2.o2.gp 


Method 


AAT/GAP 




Start 


11495 


End 


12000 




GI 


43649 2.R1084 


Score 


767 




Exons 


11495. .11-633, 11737.. 12000 








GI Descrip. 


, 3688173/emb|CAA21201 | 2.0e- 


13 (AL031804) putative 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


25882 


Seq. ID 


OJ990414_03 


. 9C03.C2 


Gene No. 


53745 


Strand 


+ 




Start 


8924 


End 


15227 





25950 



Name OJ990414_03. 9C03.C2 .o4 .np Method AAT/NAP 

Start 11866 End 15227 

GI 4220455 Score 598 

Exons 11866. .12063, 12771 .. 13521, 13748 14180, 14253*. . 14548, 

15190.. 15227 

GI Descrip. (AC006216) Identical to gene gb|D88746 AR791 from Arabidopsis 
thaliana. [Arabidopsis thaliana] 



Seq. No. 25882 

Gene No. 53745 

Start 8924 

Name OJ990414_03 . 9C03.C2 .o3.gp 

Start 13267 

GI LIB3477-010-P1-K1-F8 

Exons 13267. .13508, 13738.. 13878 

GI Descrip. 1 1669599/dbj | BAA13687 | 2.0e-13 (D88746) AR791 [Arabidopsis 
thaliana] 1 



Seq. ID.. OJ990414_03.9C03.C2 

Strand '+ 

End 15227 

Method AAT/GAP 

End 13878 

Score 678 



Seq. No. 


25882 


Seq. ID 


OJ990414 03.9C03.C2 


Gene No. 


53745 


Strand 


+ 


Start 


8924 


End 


15227 


Name 


OJ990414 03.9C03.C2.o4.gp 


Method 


AAT/GAP 


Start 


14448 


End 


14853 


GI 


none 


Score 


788 


Exons 


14448. .14853 






Seq. No. 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 


53746 


Strand 


+ 


Start 


15187 


End 


17625 


Name 


OJ990414 03.9C03.C2.o5.np 


Method 


AAT/NAP 


Start 


15187 


End 


17625 


GI 


4493973 


Score 


180 


Exons 


15187. .15214, 15974. .16033, 


17481. .17625 


GI Descrip. 


(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w), 




Hypothetical protein, len: 


489 aa [Plasmodium falciparum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25882 
53747 
1 

OJ990414_03.9C03.C2.ol.np 
1 

5430774 



Seq. ID OJ990414_03. 9C03.C2 
Strand 

End 6235 

Method AAT/NAP 

End 2932 

Score 203 



1..46, 1204. .1313, 2153. .2255, 2843.-2932 

(AC007504) Hypothetical Protein [Arabidopsis thaliana] 



25882 
53747 
1 

OJ990414_03. 9C03.C2.ol.gs 

1189 

none 



Seq. ID OJ990414_03.9C03.C2 
Strand 

End 6235 

Method GEN SCAN 

End 5876 

Score . 8 



1189. .1313, 1976. .2023, 2153. .2255, 2843. .2959, 3094. .3270, 
5144.. 5255, 5332.. 5468, 5664.. 5876 



Seq. No. 
Gene No. 
Start 



25882 
53747 
1 



Seq. ID OJ990414_03.9C03.C2 
Strand 

End 6235 



25951 



Name 


OJ990414 03.9C03.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


1977 


End 


2938 


GI 


none 


Score 


78 


Exons 


1977. .2027, 1978. .2028, 2136 


..2255, 2143. .2256, 2151. .2255, 




2833.-2937, 2834.. 2923, 2834 


..2938, 2835. .2927,. 2842. .2937 


Seq. No. 


25882 


Seq. ID 


OJ990414_03. 9C03.C2 


Gene No . 


53747 


Strand 




Start 


1 


End 


6235 


Name 


OJ990414 03.9C03.C2.ol.gp 


Method 


AAT/GAP 


Start 


2876 


End 


6235 


GI 


700823 


Score 


643 


Exons 


2876.-2959, 3094.. 3270, 6116 


. .6235 




Seq. No. 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 


53747 


Strand 




Start 


1 


End 


6235 


Name 


OJ990414 03.9C03.C2.o2.np 


Method 


AAT/NAP 


Start 


5162 


End 


5847 


GI 


3128304 


Score 


119 


Exons 


5162. .5255, 5335. .5454, 5587 


. .5847 




GI Descrip. 


(AF010496) hypothetical protein [Rhodobacter capsulatus] 


Seq. No. 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 




Strand 




Start 


12831 


End 


14763 


Name 




Method 


TBLASTX: Cress 


Start 




End 


14177 


GI 


none 


Score 


48 


Exons 


12831. .12872, 12915 .. 13325, 


13384. .13464, 13750 .. 13995, 




13827. .13988, 14097. .14177 






Seq. No. . 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 


53748 


Strand 




Start 


12831 


End 


14763 


Name 


OJ990414 03. 9C03.C2.o2.tm 


Method " 


TBLASTX: Maize 


Start 


12963 


■ End 


13228 


GI 


none 


Score 


332 


Exons 


12963. .13217, 12976 .. 13227, 


12977. .13228, 13043.. 13228 


Seq. No. 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 


53748 


Strand 




Start 


12831 


End 


14763 


Name 


OJ990414 03.9C03.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


13015 


End 


13475 


GI 


none 


Score 


205 


Exons 


13015. .13326, 13016. .13327, 


13017. .13328, 13099. .13329, 




13321. .13473, 13395 .. 13472, 


13416. .13475 


Seq. No. 


25882 


Seq. ID 


OJ990414_03.9C03.C2 


Gene No. 


53748 


Strand 




Start 


12831 


End 


14763 


Name 


OJ990414 03.9C03.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


13336 


End 


14763 


GI 


none 


Score 


190 


Exons 


13336. .13512, 13395 .. 13511, 


13732. .14064, 13735 .. 14052, 




13821. .14135, 14043. .14291, 


14047. .14106, 14113. .14343, 



25952 




14118. .14291, 14161. .14343, 14340 14 4 4 4 , 14345 .. 14 4 85, 
14496. .14564, 14506 .. 14568, 14 610 14 642 , 14621 .. 14 662, 
14668. .14691, 14743. .14763 



Seq. No. 


25882 


Seq. ID 


OJ990;414_03.9C03.C2 


Gene No. 


53748 . 


Strand 




Start 


12831 


End 


14763 


Name 


OJ990414 03.9C03.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


13726 


End 


13995 


GI 


none 


Score 


258 


Exons 


13726. .13995, 13821. .13988 






Seq. No. 


25883 


Seq. ID 


OJ990414_03.9C03.C3 


Gene No. 


53749 


Strand 


+ 


Start 


476 


End 


705 


Name 


OJ990414 03. 9C03.C3.ol.gp 


Method 


AAT/GAP 


Start 


476 


End 


705 


GI 


LIB3431-009-P1-N1-D10 


Score 


445 


Exons 


476. .705 






GI" Descrip. 


? 310316/gb | L19598 | RICRTUB1X 


7.0e-ll Rice beta-tubulin (RTUB 



mRNA, complete cds ' 



Seq. No. 25883 Seq. ID OJ990414_03 . 9C03 . C3 

Gene No. 53750 * Strand + 

Start 14714 End 15253 

Name OJ990414_03.9C03.C3.o2.np* Method • AAT/NAP 

Start 14714 End 15253 

GI 6069646 Score 233 

Exons 14714. .15253 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


25883 




Seq. ID 


OJ990414_03, 


. 9C03.C3 


Gene No. 


53751 




Strand 






Start 


692 




End 


1377 




Name 


OJ990414 03.9C03.C3.ol. 


gs 


Method 


GENS CAN 




Start 


692 




End 


1377 




GI 


none 




Score 


. 67 




Exons 


692. .813, 1326. .1377 










Seq. No. 


25883 




Seq. ID 


OJ990414_03, 


. 9C03.C3 


Gene No. 


53752 




Strand 






Start 


3329 




End 


15219 




Name 


OJ990414 03. 9C03.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


3092 




End 


4068 




GI 


5421 1.R1084 




Score 


1180 




Exons 


3092. .3447, 3568. .3632, 


3851 


. .4068 ^ 






GI Descrip. 


' 3688173/emb | CAA21201 | 


2.0e- 


13 (AL031804) putative 


protein 




[Arabidopsis thaliana] ' 










Seq. No. 


25883 




Seq. ID 


OJ990414_03, 


. 9C03.C3 


Gene No. 


53752 




Strand 






Start 


3329 




End 


15219 




Name 


OJ990414 03.9C03.C3.o2. 


tm 


Method 


TBLASTX: Maize 



25953 



Start 


3244 




End 


3633 


GI 


none 




Score 


195 


Exons 


3244..3447, 3296 


..3448, 3541 


..3633, 3548.. 3631 


Seq. No. 


25883 




Seq. ID 


■ OJ990414_03.9C03.C3 


Gene No. 


53752 




Strand 




Start 


3329 




End 


15219 


Name 


OJ990414 03.9C03 


.C3.o2.gs 


Method 


GENSCAN 


Start 


3329 




End 


15213 


GI 


none 




Score 


.76 


Exons 


3329. .3447,. 3568 


..3703, 3851 


.'.4159, 4907. .4993, 5047. .5119, 




5218.. 5289, 5716 


..5846, 8796 


..8881, 9605. .9686, 11240 11291 , 




12987. .13105, 13682. .13806, 


14010. .14159, 14976. .15213 


Seq. No. 


25883 




Seq. ID 


OJ990414_03.9C03.C3 


Gene No. 


53752 




Strand 




o uar t. 


3329 




End 


15219 


Name 


OJ990414 03.9C03 


.C3.ol.np 


Method . 


AAT/NAP 


Start 


•5038 




End 


5873 


GI 


2062168 




Score 


277 


Exons 


5038.. 5119, 5218 


..5289, 5533 


..5601, 5716. .5873 


GI Descrip. 


(AC001645) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


25883 




Seq. ID 


OJ990414_03.9C03.C3 . 


Gene No. 


53752 




Strand 




Start 


3329 




End 


15219 


Name 


OJ990414 03.9C03 


. C3.o3. tm 


Method 


TBLASTX: Maize 


Start 


5533 




End 


6898 


GI 


none 




Score 


60 


Exons 


5533.. 5604, 5535 


..5600, 5715 


..5858, 5716. .5775, 5756.-5848, 




6839. .6898 









Seq. No. 


25883 








Seq. ID 


OJ990414_03.9C03. 


C3 


Gene No. 


53752 








Strand 






Start 


3329 








End 


15219 




Name 


OJ990414 03. 


9C03.C3 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


14781 








End 


15219 




GI 


none 








Score 


234 




Exons 


14781 


. .14978 


, 14782 


. .14994, 


14782. .15009, 15037.. 15219 




Seq. No. 


25883 








Seq. ID 


OJ990414_03.9C03. 


C3 


Gene No. 


53752 








Strand 






Start 


3329 








End 


15219 




Name 


OJ990414 03. 


9C03.C3 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


14845 








End 


15210 




GI 


none 








Score 


200 




Exons 


14845 


. .15210 












Seq. No. 


25884 








Seq. ID 


OJ990414_03.9C03. 


C6 


Gene No. 


53753 








Strand 


+ 




Start 


102 








End 


202 




Name 


OJ990414 03. 


9C03.C6 


. ol . gs 


Method 


GENSCAN 




Start 


102 






End 


202 




GI 


none 








Score 


.56 




Exons 


102. .202 












Seq. No. 


25884 








Seq. ID 


OJ990414_03,9C03. 


C6 



25954 






53754 


St ranH 




Start 


534 


End 


912 


Name 


OJ990414 03.9C03.C6.o2.gs 


Method 


GENSCAN 


Start 


534 


End 


912 


GI 


none 


Score 


.62 


Exons 


534. .717, 824. .912 






Seq. No. 


25885 


Seq. ID 


OJ990414_03.9C03.C7 


Gene No. 


53755 


Strand 


+ 


Start 


149 


End 


578 


Naitie 


OJ990414 03.9C03.C7.ol.gp 


Method 


AAT/GAP 


Start 


149 


End 


578 


GI 


39147 1.R1084 


Score 


848 


Exons 


149. .578 






GI Descrip. 


, 2911148/dbj IBAA24950I 1.0e-10 (AB005808) NADP-malic enzyme 




[Aloe arborescens] ' 






Seq. No. 


25885 


Seq. ID 


OJ990414_03.9C03.C7 


Gene No. 


53756 


Strand 


+ ■ 


Start 


8338 


End 


8400* 


Name 


OJ990414 03.9C03.C7.o4.gp 


Method 


AAT/GAP 


Start 


8338 


End 


8400 


GI 


2280836 


Score 


65 


Exons 


8338. .8400 






GI Descrip. 


5091496/dbj | AB023482.2 | AB023482 2.0e-55 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence 


Seq. No. 


25885 


Seq. ID 


OJ990414_03.9C03.C7 


Gene No. 


53757 


Strand 




Start 


474 


End 


13668 


Name 


OJ990414 03.9C03.C7.ol.gs 


Method 


GENSCAN 


Start 


474 


End 


3806 


GI 


none 


Score 


.89 


Exons 


474. .857, 1090. .1332, 1442. .1588, 1707 


..1790, 1896. .1967, 




2080.. 2175, 2272.. 2337, 2464. 


.2569, 2676.. 2827, 3165.. 3360, 




3718. .3806 






Seq. No. 


25885 


Seq. ID 


OJ990414_03.9C03.C7 


Gene No. 


53757 


Strand 




Start 


474 


End 


13668 


Name 


OJ990414 03.9C03.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


474 - 


End 


1305 


GI 


none 


Score 


328 


Exons 


474. .860, 478. .858, 916. .1002 


, 926. .1006, 1090.. 1305, 1091. 


Seq. No. 


25885 


Seq. ID 


OJ990414_03.9C03.C7 


Gene No. 


53757 


Strand 




Start 


474 


End 


13668 


Name 


OJ990414 03.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


474 


End 


2493 


GI 


none 


Score 


358 


Exons 


474. .866, 478. .870, 908. .1000 


, 916. .1011, 923. .1000, 1090.. 




1103.. 1324, 1445.. 1615, 1451. 


.1615, 1677. .1793, 1679. .1792, 




1893.. 1970, 1896.. 1970, 2041. 


.2175, 2072. .2179, 2073. .2174, 




2080.. 2175, 2272.. 2343, 2273. 


.2338, 2273.-2344, 2464.. 2493 


Seq. No. 


25885 


Seq. ID 


OJ990414_.03.9C03.C7 



25955 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



53757 
474 

OJ9904 
474 
none 
474. .7 
1090. . 
1707. . 
2084. . 
2675. . 



14 03.9C03.C7.ol.ts 



13668 

TBLASTX: Soybean 

2779 

159 



Strand 
End 

_ Method 

End 
Score 

70, 490.. 765, 759.. 848, 760.. 843, 916.M002, 938.. 1006, 
1332, 1091. .1333, 1442. .1615, 1443. .1631, 1685. .1714, 
1799, 1707-. .1793, 1896.. 1970, 1896.. 1970, 2080.. 2226, 
2176, 2272.. 2343, 2273.-2353, 2464.. 2571, 2507.. 2575, 
2779, 2679.. 2771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25885 
53757 
474 

OJ990414_03.9C03.C7.ol.np 
477 

1346485 



Seq. ID OJ990414_03. 9C03.C7 
Strand 

End 13668 

Method AAT/NAP 

End 38 68 

Score 2159 

1588, 1707. .1790, 



477. .857, 922. .999, 1090. .1332, 1442, 
1896. .1967, 2080. .2175, 2272. .2337, 2464. .2569, 2676. .2827, 
3165.. 3360, 3718.. 3868 

NADP-DEPENDENT MALIC ENZYME (NADP-ME) gi | 204 69 | emb | CAA39690 | 
(X56233) malic enzyme [Populus balsamifera subsp. trichocarpa] 

25885 Seq. ID OJ990414_03 . 9C03 . C7 

53757 Strand 
.474 End . 13668. 

OJ9904 14_03 . 9C03 . C7 . o2 . gp Method AAT/GAP 

781 End 1804 

64785JL.R1084 Score 1102 

781. .857, 922. .999, 1090. .1332, 1442.. 1588, 1707. .1804 
1 1170871/sp|P43279|MAOC_ORYSA 2.0e-82 MALATE OXIDOREDUCTASE, 
CHLOROPLAST PRECURSOR (MALIC ENZYME) (ME) ( NADP-DEPENDENT MALIC 

ENZYME) (NADP-ME) >gi_107674 9_pir S46499 NADP-dependent malic 

enzyme - rice >gi_415315_dbj_BAA0394 9_ (D16499) NADP-dependent 
malic enzyme [Oryza sativa] 1 



25885 < ' 

53757 

474 

OJ9904 14_03 . 9Ctf3 . C7 . o2 . tc 

1436 

none 

1436. .1615, 1442. .1615, 1506. 
1707. .1793, 1896. .1970, 1896. 
2111. .2179, 2272..2343, 2273. 
2464.. 2571, 2507.. 2575, 2672. 
2798. .2833, 3163. .3252, 3168. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 03.9C03.C7 



13668 

TBLASTX: Cress 
3800 
88 

.1625, 1677.. 1793, 1684.. 1800, 
.1970, 2077.. 2172, 2080.. 2175, 
.2338, 2273.. 2344, 2458.. 2565, 
.2743, 2675. .2830, 2679. .2771, 
.3362, 3169.. 3270, 3720.. 3800 



Seq. No. 25885 

Gene No. 53757 

Start 474 

Name OJ9904 14_03 . 9C03 . C7 . o2 . tw 

Start 1493 

GI none 

Exons 1493.. 1615, 1493.. 1615, 1506. 

1707.. 1793, 1893.. 1970, 1896. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1619, 1677 
.1970, 2080 



OJ990414 03.9C03.C7 



13668 

TBLASTX: Wheat 
2166 
64 

1793, 1700.. 1792, 
2166, 2080.. 2166 



25956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25885 Seq. ID OJ990414_03 . 9C03 . C7 

53757 Strand 

474 End 13668 

OJ9904 14_03 . 9C03 . C7 . o3 . gp Method AAT/GAP 

2096 End 3948 

33542JL.R1084 Score 1509 

2096. .2175, 2272. .2337, 2464. .2569, 2676. .2827, 3165. .3360, 
3718. .3948 

, 2695941/emb|CAA10989| 2.0e-20 (AJ222784) .ribosomal like-protein 
[Hordeum vulgare] 1 



Seq. No. 25885 Seq. ID 

Gene No. 53757 Strand 

Start 474 End 

Name OJ9904 14_03 . 9C03 . C7 . o2 . np Method 

Start 2407 End 

GI 119714 Score 

Exons 2407. .2527, 3108. .3299, 3697. .3768, 
GI Descrip. 



OJ990414 03.9C03.C7 



13668 
AAT/NAP 
11648 
82 

3906. .4308, 



11545. .11648 



EXTENSIN PRECURSOR (CELL. WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich " glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 25885 

Gene No. 53757 

Start 474 

Name OJ9904 14_03 . 9C03 . C7 . o2 . tm 

Start 2494 

GI none 

Exons 2494.. 2571, 
2798. .2833, 



2495.. 2575, 2519. 
3163.. 3267, 3168. 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

.2572, 2675 
.3329 



OJ990414 03.9C03.C7 



13668 • 

TBLASTX: Maize 
3329 
106 

2830, 2679.. 2771, 



Seq. No. 25885 

Gene No. 53757 

Start 474 

Name OJ9904 14_03 . 9C03 . C7 . ol . tw 

Start 2684 

GI none 

Exons 2684... 2830, 2685 
3258.. 3356, 



2771, 2798. 
3720. .3800 



Seq. ID OJ990414_03. 9C03.C7 
Strand 

End. 13668 

Method TBLASTX : Wheat 

End 3800 

Score 123 

.2833, 3168.. 3362, 3169.. 3270, 



Seq. No. 25885 

Gene No. 53757 

Start 474 

Name OJ990414_03 . 9C03 . C7 . o2 . ts 

Start 2780 

GI none 

Exons 2780. .2833, 
3720. .3800 



Seq. ID OJ990414_03. 9C03.C7 
Strand 

End 13668 

Method TBLASTX : Soybean 

End 3800 

Score 68 

2780. .2830, 3168. .3362, 3169. .3270, 3313. .3363, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25885 
53757 
474 

OJ990414_03. 9C03.C7.o3.gs 

7200 

none 



Seq. ID OJ990414_03.9C03.C7 



Strand 
End 

Method 

End 

Score 



13668 
GENSCAN 
13668 
.67 



7200. .7404, 11429. .11537, 11687 .. 11816, 13528. .13668 



25957 






c. <j o o o 




OJ990414 03 9C03 


C8 


Gene No. 


53758 


Strand 






Start 


1015 


End 


1304 




Name 


OJ990414 03.9C03.C8.ol.gs 


Method 


GENS CAN 




Start 


1015 


End 


1304 




GI 


none 


Score 


.84 




Exons 


1015. .1304 








Seq. No. 


25887 


Seq.- ID 


OJ990414_03.9C03. 


C9 


utri It! tN KJ . 


j j / j j 


Strand 


+ 




Start 


978 


End 


7831 




Name 


OJ990414 03.9C03.C9.ol.gs 


Method 


GENS CAN 




Start 


978 


End • 


7831 






none 


Score 


.56 




Exons 


978. .1051, 3697. .3759, 6543 


..6678, 6690. .6852, 7290. .7459, 




7775. .7831 








Seq. No. 


25887 


Seq. ID 


OJ990414_03.9C03. 


C9 


Gene No. 


53760 


Strand 


+ 




Start 


10621 


End 


11965 




Name 


OJ990414 03.9C03.C9.o2.np 


Method 


AAT/NAP 




Start 


10621 


End 


11965 




GI 


6630699 


Score 


69 




Exons 


10621. .10661, 11882. .11965 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6721536 | dbj | BAA89566 . 1 | 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


25887 


Seq. ID 


OJ990414_03.9C03. 


C9 




53761 


Strand 


+ 




Start 


12092 


End 


12530 




Name 


OJ990414 03.9C03.C9.o3.np 


Method 


AAT/NAP 




Start 


12092 


End 


12530 




GI 


6539570 . 


Score 


110 




Exons 


12092. .12295, 12464.. 12530 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Qpn Mo 


25887 


Seq. ID 


OJ990414_03.9C03. 


C9 


Gene No. 


53762 


Strand 






Start 


9176 


End 


11942 




Name 


OJ990414 03.9C03.C9.o2.gs 


Method 


GENS CAN 




Start 


9176 


End 


11942 




GI 


none 


Score 


.55 




Exons 


9176.. 9352, 1044 9 .. 10617 , 10693.. 10802 


, 11673.. 11942 




Seq. No. 


25887 


Seq. ID 


OJ990414_03. 9C03. 


C9 


Gene No. 


53762 


Strand 






Start 


9176 


End 


11942 




Name 


OJ990414 03.9C03.C9.ol.np 


Method 


AAT/NAP 




Start 


10568 


End 


11826 




GI 


5922620 


Score 


234 




Exons ■ 


10568. .10802, 10839. .11030, 


11077. .11407, 117 92. .11826 




GI Descrip. 


(AP000492) EST D15357 (G0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj IBAA85196.1 | 


(AP000570) 


EST D15357 (C0514) 





corresponds to a region of the predicted gene.; hypothetical 



25958 




protein [Oryza sativa] 



Seq. No. 


25888 








Seq. ID 


OJ990414_03.9C03.C10 


Gene No. 


53763 








Strand 


+ 


Start 


338 








End 


444 


Name 


OJ990414 03 


.9C03. 


ClO.ol 


.gs 


Method 


GEN SCAN 


Start 


338 








End 


444 


GI 


none 








Score 


.72 


Exons 


338. .444 












Seq. No. 


25888' 
*j \j \j \j 








Seq. ID 


OJ9904 14_03 . 9C03 . Cltr 


Gene No. 


53764 








Strand 


+ 


Start 


4831 








End 


7465 


Name 


OJ990414 03 


.9C03. 


C10.o2 


.gs 


Method 


GENSCAN 


Start 


4831 








End 


7338 


GI 


none 








Score 


.8 


Exons 


4831. .5061, 


5181. 


.5285, 


5372. 


.5500, 5600. .5771, 6629.. 6692, 




6769. .7070, 


7167. 


.7338 








Seq. No. 


25888 








Seq. ID 


OJ990414_03. 9C03..C10 




53764 








Strand . 


+ 


Start 


4831 








End 


7465 


Name 


OJ990414 03 


.9C03. 


ClO.ol 


. np 


Method 


AAT/NAP 


Start 


5441 








End 


7465 


GI 


4093155 








Score 


260 


Exons 


5441. .5549, 


6823. 


.7089, 


7222. 


.7338, 7366.. 7465 


GI Descrip. 


(AF088281) 


phytochrome- 


associated protein 1 [Arabidopsis 




thaliana] 












Seq. No. 


25888 








Seq. ID 


OJ990414_03. 9C03.C10 


Gene No. 


53764 








Strand 


+ 


Start 


4831 








End 


7465 


Name 


OJ990414 03 


.9C03. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


6207 








End 


6843 


GI 


427507 








Score 


708 


Exons 


6207. .6508, 


6629. 


.6690, 


6813. 


.6843 




Qpn No 


25888 








Seq. ID 


OJ990414_03. 9C03.C10 


Gene No . 


53764 








Strand 


+ 


Start 


4831 








End 


7465 


Name 


OJ990414 03 


. 9C03. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6403 








End 


7318 


GI 


none 








Score 


58 


Exons 


6403. .6447, 


6452. 


.6502, 


6651. 


.6692, 6809. .6874, 6820.. 6849, 




6935, .7072, 


6953. 


.7075, 


7220. 


.7273, 7253.. 7318, 7253.. 7318 


Seq. No. 


25888 








Seq. ID 


OJ990414_03. 9C03.C10 


Gene No. 


53764 








Strand 


+ 


Start 


4831 








End 


7465 


Name 


OJ990414 03 


.9C03. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6811 








End 


7339 


GI 


none 








Score 


86 


Exons 


6811. .6849, 


6827. 


.6874, 


6952. 


.6996, 6953.. 7075, 7265.-7339 


Seq. No. 


25888 








Seq. ID 


OJ990414_03.9C03.C10 


Gene No. 


53764 








Strand 


+ 


Start 


4831 








End 


7465 



25959 



Name 

Start 

GI 

Exons 



OJ9904 14_03 . 9C03 . CIO . ol . ts Method TBLASTX : Soybean 
6811 End 7336 

none Score 108 

6811. .6846, 6824. .6901, 6952. .6996, 6953. .7075, 7265. .7336 



Seq. No. 25889 

Gene No. 53765 

Start 365 

Name OJ9904 14_03 . 9C03 . Cll . ol . gs 

Start 365 

GI : * ' none 

Exons 36S..532, 1606.. 1713 



Seq. ID OJ990414_03.9C03.C11 

Strand + 

End 1713 

Method GENS CAN 

End .1713 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990414_03. 9C03.C11 
Strand 

1531 
AAT/GAP 
1531 
260 



25889 
53766 
1331 

OJ990414_03.9C03.Cll.ol.gp 
1331 
4138298 
1331. .1531 

4138299/emb|CAA75509| 4.0e-97 (Y15219) transcriptional activator 
[Oryza sativa subsp. indica] 



End 

Method 

End 

Score 



25890 
53767 
218 

OJ990414_03.9C03.C12.ol.gp 
218 

17849 1.R1084 



Seq. ID OJ990414_03.9C03.C12 

Strand + 

End 3255 

Method AAT/GAP 

End 2383 

Score 1365 



218. .363, 801. .947, 1435. .1576, 1717. .1813, 1924. .1993, 
2078. .2182, 2325. .2383 

? 2833378/sp|Q42525|HXK_ARATH 1.0e-13 HEXOKINASE >gi_619928 
(U18754) hexokinase [Arabidopsis thaliana] 

>gi_1582383_prf 2118367A hexokinase [Arabidopsis thaliana] 1 



25890 
53767 
218 

OJ990414_03.9C03.C12.ol.gs 

255 

none 



Seq. ID OJ990414_03.9C03.C12 

Strand + 

End ' 3255 

Method GENSCAN 

End 3105 

Score .94 



255. .363, 801. .947, 1457. .1576, 1717. .1813, 1924. .1993, 
2078. .2182, 232S..2423, 2856. .2946, 3032. .3105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



25890 
53767 
218 

OJ990414_03. 9C03.C12.ol.np 
804 

3421104 



Seq. ID- OJ990414_03.9C03.C12 

Strand + 

End 3255 

Method AAT/NAP 

End 3102 

Score 948 



804. .947, 1435. .1576, 1717. .1813, 1924. .1993, 2078. .2182, 
2325..2423, 2856. .2946, 3035.. 3102 

(AF043531) 20S proteasome beta subunit PBB2 [Arabidopsis 
thaliana] 



25890 
53767 



Seq. ID OJ990414_03.9C03.C12 
Strand + 



25960 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



218 End 3255 

OJ990414_03. 9C03.C12.o2.gp Method AAT/GAP 

2387 End 3255 

426360 Score 612 

2387. .2423, 2856. .2946, 3032. .3255 

2511570/embl CAA73617.il 2.0e-18 (Y13174) multicatalytic 
endopeptidase [Arabidopsis thaliana] 



25890 
53768 
3899 

OJ990414_03. 9C03.C12.ol.tw 

791 

none 



Seq. ID OJ990414_03.9C03.C12 
Strand 

End 11859 

Method TBLASTX : Wheat 

End 1804 

Score 135 



791. .934, 798. .944, 807. .944, 1430. .1579, 1435. .1575, 
1714. .1800, 1715. .1804, 1716. .1799 



25890 
53768 
3899 

OJ990414_03. 9C03.C12.o2.tm 
795 



Seq. ID OJ990414_03.9C03.C12 
Strand 

11859 

TBLASTX: Maize 
3117 
' 177 



End 

Method 
End 

none Score 
795. .947, 806. .949, 807. .947, 823. .948, 1430. .1579, 1435. .1575, 
.1714. .1815, 1715. .1816, 1716. .1799, 1717. .1806, 1901. .1996, 
1918. .1995, 1925. .1996, 2077. .2190, 2079. .2177, 2080. .2181, 
2081. .2197, 2325. .2423, 2326. .2424, 2334. .2423, 2853. .2945, 
2854. .3051, 2855. .2944, 3034. .3087, 3085. .3117 



25890 Seq. ID 

53768 Strand 

3899 End 

OJ990414_03. 9C03.C12.o2.ts Method 

807 End t 

none Score 



OJ990414_03.9C03.C12 
11859 

TBLASTX: Soybean 

2191 

184 

1575, 1715.. 1813, 



807. .947, 821. .943, 1434. .1574, 1435. 
1716. .1799, 1900. .1992, 1901. .1996, 2080. .2190, 2080. .2187, 
2081. .2191 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 



25890 
53768 
3899 . 

OJ990414_03. 9C03.C12.o2.tc 

821 

none 



Seq. ID OJ990414_03.9C03.C12 
Strand 

End 11859 

Method TBLASTX: Cress 

End * 3108 

Score 172 



821. .943, 822. .947, 1423. .1539, 1433. .1564, 1434. .1580, 
1435. .1575, 1715. .1813, 1716. .1799, 1874. .1996, 1900. .1992, 
1919. .1996, 2079. .2177, 2081. .2197, 2081.. 2176, 2083.. 2190, 
2325.. 2432, 2334.. 2423, 2852.. 2935, 2853.. 2936, 3016.. 3084, 
3085. .3108 



25890 Seq. ID 

53768 Strand 

3899 End 

OJ9904 14_03 . 9C03 . C12 . o2 . np Method 

3890 End 

6594672 Score 



OJ990414_03.9C03.C12 

11859 
AAT/NAP 
'8640 
1197 



25961 



Exons 3890. .4228, 4326. .4407, 4627. .4757, 4865. .4963, 5068. .5223, 

5316. .5390, 5571. .5750, 5891. .6041, 7242.-7395, 8524. .8640 

GI Descrip. (AF118132) chloroplast outer envelope hexokinase 1 [Spinacia 
oleracea] 



Seq. No. 


25890 










Seq. ID 


OJ990414 


03.9C03.C12 


Gene No. 


53768 










Strand 








Start 


3899 










End 


11859 






Name 


OJ990414 03 


. 9C03. 


C12.o2 


.gs 


Method . 


GENSCAN 






Start 


3899 










End 


11009 . 






GI 


none 










Score 


.87 






Exons 


3899. . 


4228, 


4326. 


.4407, 


4627. 


.4757, 5068. .5223, 


5316. 


.5390, 




5571. . 


5750, 


5891. 


.6041, 


7034. 


.7144, 7242. .7553, 


10613 


. . 10833, 




10900. 


.11009 














Seq. No. 


25890 










Seq. ID 


OJ990414 


03.9C03.C12 


Gene No. 


53768 










Strand 








Start 


3899 










End 


11859 






Name 


OJ990414 03 


.9C03.C12.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


3905 










End 


7377 






GI 


none 










Score 


81 






Exons 


3905. . 


4090, 


3951. 


.4088, 


4091. 


.4231, 4110. .4220, 


4323. 


.4415, 




4324. . 


4410, 


4626. 


.4760, 


4627. 


.4758, 48 


65. .4963, 


4866. 


.4964, 




5057. . 


5221, 


5065. 


.5223, 


5068. 


.5223, 5310. .5390, 


5311. 


.5409, 




5568. . 


5675, 


5569. 


.5676, 


5700. 


.5756,- 58 


89. . 6038, 


5894 . 


.6037, 




5906. . 


6043, 


7241. 


.7288, 


7348. 


.7377 








Seq. No. 


25890 










Seq. ID 


OJ990414 


03.9C03.C12 


Gene No. 


53768 










Strand 








Start 


3899 










End 


11859 






Name 


OJ9904 


114_03 


.9C03. 


C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3905 










End 


4151 






GI 


none 










Score 


89 






Exons 


3905. . 


4096, 


3906. 


.4097, 


4076. 


.4150, 4098. .4151 






Seq. No. 


25890 










Seq. ID 


OJ990414 


03. 9C03.C12 


Gene No . 


53768 










Strand 








Start 


3899 










End 


11859 






Name 


OJ990414 03 


. 9C03. 


C12.ol 


-'ts 


Method 


TBLASTX: 


Soybean 


Start 


■3905 










End 


6046 






GI 


none 










Score 


98 






Exons 


3905. . 


4054, 


3905. 


.4099, 


3951. 


.4100, 4109. .4231, 


4110. 


.4220, 




4140. . 


4238, 


4178. 


.4231, 


4323. 


.4415, 4350. .4415, 


4626. 


.4760, 




4627. . 


4758, 


4865. 


.4963, 


4866. 


.4964, 5057. .5221, 


5065. 


.5223, 




5068. . 


5223, 


5310. 


.5390, 


5311. 


.5391, 5538. .5672, 


5568. 


.5675, 




5569. . 


5676, 


5597. 


.5680, 


5700. 


.5756, 5894. .6037, 


5895. 


.6038, 




5900. . 


6046 
















Seq. No. 


25890 










Seq. ID 


OJ990414 


03.9C03.C12 


Gene No. 


53768 










Strand 








Start 


3899 










End 


11859 






Name 


OJ990414 03 


.9C03. 


C12.ol 


.tm 


Method 


TBLASTX : i 


Maize 




Start 


3908 










End 


6038 






GI 


none 










Score 


66 






Exons 


3908. . 


4087, 


3951. 


.4082, 


4109. 


.4228, 4113. .4223, 


4333. 


.4416, 




4335. . 


4415, 


4626. 


.4760, 


4627. 


.4758, 4865. .4963, 


4866. 


.4964, 




5030. . 


5221, 


5065. 


.5223, 


5310. 


.5390, 5311. .5409, 


5568. 


.5675, 



25962 



5569.. 5676, 5691.. 5756, 5698.. 5751, 5894.. 6037, 5895.. 6038 



Seq. No. 


25890 


Seq. ID 


OJ990414_03.9C03.C12 


Gene No. 


53768 


Strand 




Start 


3899 


End • 


11859 


Name 


OJ990414 03. 


9C03 . C12 .-62 . tw Method 


TBLASTX: Wheat 


Start 


5120 


End 


5391 


GI 


none 


Score 


115 


Exons 


5120. .5224, 


5122. .5223, 5128. .5232, 5310. .5390, 5311. .5391 


Seq. No. 


25890 


Seq. ID 


OJ990414_03.9C03.C12 


Gene No. 


53768 


Strand 




Start 


3899 


End 


11859 


Name 


OJ990414 03. 


9C03 . C12 . o3 . gp Method 


AAT/GAP 


Start 


5949 


End 


6041 


GI 


3090454 


Score 


157 


Exons 


5949. .6041 






GI Descrip. 


2833378/sp|Q42525|HXK_ARATH 1.0e-13 HEXOKINASE >gi_619928 




(U18754) hexokinase [Arabidopsis thaliana] 




>gi_1582383_ 


prf 2118367A hexokinase [Arabidopsis thaliana] 


Seq. No. 


25890 


Seq. ID 


OJ990414_03.9C03.C12 


Gene No. 


53768 


Strand 




Start 


3899 


End 


11859 


Name 


OJ990414 03. 


9C03.C12.o3.np Method 


AAT/NAP 


Start 


9189 


End 


11859 


GI 


6721512 


Score 


123 


Exons 


9189. .9211, 


10408. .10587, 10647. .10678, 


10721. .10854, 




10882. .10997, 11798.. 11859 




GI Descrip. 


. (AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


25890 


Seq. ID 


OJ990414_03.9C03.C12 


Gene No. 


53768 


Strand 




Start 


3899 


End 


11859 


Name 


OJ990414 03. 


9C03 . C12 . o4 . gp Method 


AAT/GAP 


Start 


10094 


End. 


10210 


GI 


LIB3475-012- 


P1-K1-B11 Score 


171 • 


Exons 


10094. .10210 






GI Descrip. 


'5670155/gb|AF161269. 1 IAF161269 3.0e-29 Oryza sativa subsp. 




japonica BAC 


clone 34K24, complete sequence 1 


Seq. No. 


25891 


Seq. ID 


OJ990414_03.9C03.C13 


Gene No. 


53769 


Strand 


+ 


Start 


466 


End 


3077 


Name 


OJ990414 03. 


9C03 . C13 . ol . gs Method 


GENSCAN 


Start 


466 


End 


3077 


GI 


none 


Score 


.74 


Exons 


466. .612, 1632. .1920, 3019. .3077 





Seq. No. 25891 Seq. ID 

Gene No. . 53770 Strand 

Start 3675 End 

Name OJ9904 14_03 . 9C03 . C13 . ol . np Method 

Start 3675 End 

GI 6630699 Score 

Exons 3675.-3755 

GI Descrip. (AP000969)' hypothetical protein [Oryza sativa] 



OJ990414_03.9C03.C13 
+ 

3755 
AAT/NAP 
3755 
87 



25963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



gi|6721536|dbj IBAA89566, 
[Oryza sativa] 



1| (AP001073) hypothetical protein 



25891 
53771 
3893 

OJ990414_03. 9C03.C13.o2.np 
3893 
5922620 
3893. .4005, 
7064. .7111 
(AP000492) EST 
predicted gene 
gi | 6016853 |dbj 
corresponds to 



4790.. 4905, 4942, 



Seq. ID OJ990414_03.9C03.C13 
Strand 

End 7111 

Method AAT/NAP 

End 7111 

Score 558 

.5258, 5505. .5616, 6965. .7025, 



of the 



D15357 (C0514 ) corresponds to a region 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 



protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414 03.9C03.C13 



7'4 91 
AAT/NAP 
7491 
103 



25891 
53772 
7387 

OJ990414_03. 9C03.C13.o3.np 
7387 
5922620 
7387. .7491 

(AP000492) - .EST D15357 (C0514 ) corresponds to a region 
predicted "gene . ; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



of the 



Seq. No. 


25891 




Seq. ID 


OJ990414_03.9C03.C13 


Gene No. 


53773 




Strand 




Start 


17160 




End 


19437 


Name 


OJ990414 03.9C03.C13. 


o3.gs 


Method 


GENSCAN 


Start 


17160 




End 


19437 


GI 


none 




Score 


.69 


Exons 


17160. .17554, 17790.. 


17890, 


19133. .19437 


Seq. No. 


25892 




Seq. ID 


OJ990414_03.9C03.C14 


Gene No. 


53774 




Strand 


+ 


Start 


19807 




End 


23070 


Name 


OJ990414 03.9C03.C14. 


ol . np 


Method 


AAT/NAP 


Start 


19807 




End 


23070 


GI 


4646203 




Score 


377 


Exons 


19807. .19896, 21025.. 


21157, 


21238. .21704, 21797 .. 22025, 




22561. .22659, 22751.. 


22839, 


22944 . .23070 


GI Descrip. 


(AC007230) Belongs to 


PF 100026 Eukaryotic aspartyl protease 



family. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 



25892 Seq. ID 

53774 Strand 

19807 End 

OJ990414_03.9C03.C14.o2.np Method 

21030 End 

6850312 Score 



OJ990414_03.9C03.C14 
+ 

23070 
AAT/NAP 
22665 
387 



21030. .21157, 21238. .21704, 21797 21971, 22061 .. 22113, 
22566. .22665 



25964 




GI Descrip. (AC009999) Contains similarity to nucellin from Hordeum vulgare 
gb|U87148. ESTs gb | T22068 , gb | F14251, gb|F14237, gb|F14242 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 


25892 




Seq. ID 


OJ990414_03.9C03 


.C14 


Gene No. 


53775 




Strand 


- 




Start 


7431 




End 


8102 




Name 


OJ990414 03.9C03.C14 


,o2.gs 


Method 


GENS CAN 




Start 


7431 




End 


8102 




GI 


none 




Score 


.51 




Exons 


7431. .7709, 8079. .8102 








Seq. No. 


25892 




Seq. ID 


OJ990414_03.9C03 


.C14 


Gene No. 


53776 




Strand 






Start 


24276 




End 


24858 




Name 


OJ990414 03. 9C03.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21029 ~ 




End 


21693 




GI 


none 




Score 


130 




Exons 


21029. .21145, 21241. 


.21483, 21513. .21689, 2152 6. .21693 




Seq. No. 


25892 




Seq. ID 


OJ990414_03. 9C03 


.C14 


Gene No. 


53776 




Strand 






Start 


24276 




End 


24858 




Name 


OJ990414 03 9C03 C14 


. o4 . gs 


Method 


GEN SCAN 




Start 


24276 _ 




End 


24858 




GI 


none 




Score 


.95 




Exons 


24276. .24669, 24725. 


.24858 








Seq. No. 


25893 




Seq. ID 


OJ990414_03.9C03 


.C19 


Gene No. 


53777 




Strand 


+ 




Start 


143 




End 


297 




Name 


OJ990414 03. 9C03.C19 


. ol . gs 


Method 


GENSCAN 




Start 


143 ~~ 




End 


297 




GI 


none 




Score 


. 92 




Exons 


143. .297 










Seq. No. 


25894 




Seq. ID 


OJ990324_05.9C23 


.C4 


Gene No. 


53778 




Strand 


+ 




Start 


1 




End 


142 




Name 


OJ990324 05 9C23 C4 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


142 




GI 


50781 1.R1084 




Score 


284 




Exons 


1. .142 










GI Descrip. 


'5902368/gb|AAD55470 


.1IAC009322 10 9.0e-09 (AC009322) Unknown 




protein [Arabidopsis 


thaliana] 1 






Seq. No. 


25894 




Seq. ID 


OJ990324_05.9C23 


.C4 


Gene No. 


53779 




Strand 






Start 


98 




End 


655 




Name 


OJ990324 05.9C23.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


41 




End 


565 




GI 


none 




Score 


67 




Exons 


41. .85, 44 . .160, 47 . 


.160, 79. 


.171, 85.. 


162, 160.. 219, 161. .22C 




167. .220, 306. .374, 


311. .373, 


479. .565, 


480. .563, 514.. 


564 


Seq. No. 


25894 




Seq. ID 


OJ990324_05.9C23 


.C4 


Gene No. 


53779 




Strand 







25965 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name c 
Start ' * 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



98 End 

OJ990324_05 . 9C23 .C4 . ol .gs Method 

98 End 

none Score 
98. .219, 478. .600 



655 

GENSCAN 

600 

.78 



OJ990324 05.9C23.C4 



25894 Seq. ID 

53779 Strand 
98 End 655 

OJ990324_05.9C23.C4.ol.np Method AAT/NAP 

113 End 655 

541816 Score 150 . 

113. .217, 281. .366, 478.-655 

protein kinase - common ice plant gi I 457689 | emb | CAA82 990 | 
(Z30329) protein kinase [Mesembryanthemum crystallinum] 



25895 
.53780 
432 " 

OJ990324_05.9C23.'C5.ol.gp 

432 

none 

432. .574 

25895 
53781 
428 - 

OJ990324_05 . 9C23 .C5.ol.gs 

428 

none 

428. .529 



05.9C23.C5 



Seq. ID OJ990324_ 

Strand + 

End 574 

Method AAT/GAP • 

End 574 

Score 228 



Seq. ID OJ990324_05. 9C23.C5 

Strand 

End 529 

Method GENSCAN 

End 529 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25896 Seq. ID 

53782 Strand . 

704 . End 

OJ990324_05 . 9C23 . C6 . ol . gp . Method 
587 End 
3762646 Score 
587. .895 

5 9 02 3 68 /gb | AAD55470 . 1 1 AC009322_10 9'. Oe 
protein [Arabidopsis thaliana] 



25896 
53782 
704 

OJ990324_05.9C23.C6.ol.gs 

704 

none 

704. .853 

25896 
53782 
704 

OJ990324_05.9C23.C6- ol.np 
707 

5902368 
707. .895 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_05.9C23.C6 
895 

AAT/GAP 

895 

577 

•09 (AC009322) Unknown 



OJ990324_05.9C23.C6 
895 

GENSCAN 

853 

.92 



OJ990324_05.9C23.C6 
895 

AAT/NAP 

895 

148 



25966 




GI Descrip. (AC009322) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


25896 


Seq. ID 


OJ990324_05.9C23. 


C6 


Gene No. 


53782 


Strand 


— 




Start 


704 


End 


895 




Name 


OJ990324_05 . 9C23 . C6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


713 


End 


895 




GI 


none 


Score 


123 




Exons 


713. .895, 764. .838, 780. .893 








Seq. No. 


25897 


Seq. ID 


OJ990324_05.9C23. 


C9 


Gene No. 


53783 


Strand 






Start 


36 


End 


193 




Name 


OJ990324_05. 9C23.C9.ol ,gs 


Method 


GENSCAN 




Start 


36 


End 


193 




GI 


none 


Score 


. 43 




Exons 


36. . 193 








Seq. No. 


25898 


Seq. ID 


OJ990324_05.9C23. 


CIO 


Gene No. 


53784 


Strand 






Start 


334 


End 


461 




Name 


OJ990324_05 . 9C23 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


329 


End 


461 




GI 


none 


Score 


155 




Exons 


329.. 445, 333.. 461 








Seq. No.. . 


25898 


Seq. ID 


OJ990324_05.9C23. 


C10 


Gene No. 


53784 


Strand 


— 




Start 


334 


End 


461 




Name 


OJ990324 05. 9C23 . CIO . ol . gs 


Method 


GENSCAN 




Start 


334 


End 


436 




GI 


none 


Score 


.49 




Exons 


334. .436 








Seq. No. 


25899 


Seq. ID 


OJ990324_05.9C23. 


C12 


Gene No. 


53785 


Strand 






Start 


1 


End 


3831 




Name ■ 


OJ990324_05 . 9C23 . C12 . ol , np 


Method 


AAT/NAP 




Start 


1 


' End 


1412 




GI 


4850285 


Score 


484 




Exons 


1..202, 340. .548, 634. .769, 


1327. .1412 






GI Descrip. 


(AL049876) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


25899 


Seq. ID 


OJ990324_05.9C23. 


C12 


Gene No. 


53785 


Strand 






Start 


1 


End 


3831 




Name 


OJ990324_05 . 9C23 . C12 . ol . gs 


Method 


GENSCAN 




Start 


102 


End 


3667 




GI 


none 


Score 


.77 




Exons 


102. .202, 340. .548, 634. .797 


, 1738. .1924, 3518. .3667 




Seq. No. 


25899 


Seq. ID 


OJ990324_05.9C23. 


C12 


Gene No. 


53785 


Strand 






Start 


1 


End 


3831 




Name 


.OJ990324 05.9C23.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


324 


End . 


965 




GI 


none 


Score 


194 





25967 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



324. .548, 329. .532, 339. .536, 633. .794, 634. .795, 727. .795, 
851. .955, 889. .951, 894. .965 ' 



25899 
53785 
1 

OJ990324_05.9C23.C12.ol.ts 

324 

none 



Seq. ID OJ990324_05.9C23.C12 
Strand 

End 3831 

Method TBLASTX : Soybean 

End 717 

Score 118 



324. .548, 325. .456, 378 . . 536, • 4 96 . . 54 9, 634. .717, 641. . 676 



25899 
53785 
1 

OJ990324_05 . 9C23 . C12 . o2 . np 

2007 

4049502 



Seq. ID OJ990324_05.9C23.C12 
Strand 

End 3831 
Method AAT/NAP 
End 3831 
Score 62 

2007. .2087, 3247. .3361, 3512. .3661, 3788. .3831 

(AL034563) transcription initiation factor iif, beta subunit 

[Schizosaccharomyces pombe] ■ 



25899 
53785 
1 

OJ990324_05.9C23.C12.o2.tm 

3243 

none 



Seq. ID OJ990324_05.9C23.C12 
Strand 

End 3831' 

Method TBLASTX : Mai ze 

End 3684 . 

Score 191 



3243.. 3368, 3244.. 3369, 3247.. 3369, 3248.. 3370, 3512 3670, 
3514. .3684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



25899 
53785 
1 

OJ990324_05 . 9C23 . C12 . o2 . t s 

3245 

none 



Seq. ID OJ990324_05.9C23.C12 
Strand. 

End 3831 . 

Method TBLASTX : Soybean 

End 3670 

Score 113 



3245.. 3367, 3255.. 3368, 3498.. 3668, 3521.. 3670 



25900 
53786 
4 62 

OJ990324_05.9C23.C13.ol.np 
462 

5922623 
462. .542 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990324_05.9C23.C13 

Strand + 

End 542 

Method AAT/NAP 

End 542 

Score 76 



25901 
53787 
287 ' 

OJ990324_05 . 9C23 . C15 . ol . gs 

287 

none 

287. .461 



Seq. ID OJ990324_05.9C23.C15 

Strand + 

End 4 61 

Method GENSCAN 

End 4 61 

Score .52 



25968 



Seq. No. 25902 

Gene No. .53788 

Start 358 

Name OJ990324J35 .9C23.C16.ol, 

Start 358 

GI none 

Exons 358.. 644 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324 
+ 

644 

AAT/GAP 

644 

519 



05.9C23.C16 



Seq. No. 25902 

Gene No. 53789 

Start 359 

Name OJ990324_05 . 9C23 . CI 6 . ol , 

Start 359 

GI none 

Exons 359. . 657 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_05.9C23.C16 
657 

GENSCAN 

657 

.92 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25903 
53790 
583 

OJ990324_05. 9C23 . C17 . ol . tm 
423 
none 

423. .479, 423. .479, 424 
581. .715, 582. .716 

25903 ' : ' 

53790 

583 

OJ990324_05.9C23.C17.ol.ts 

440 

none 

440. .466, 580. .714, 581. .715 

25903 
53790 
583 

OJ990324JD5 . 9C23 . C17 . ol . gs 

583 

none 

583.. 732 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_05.9C23.C17 
732 

TBLASTX: Maize 

716 

59 



.480, 425. .487, 431. .490, 580. .714, 



Seq. ID OJ990324_05.9C23.C17 

Strand 

End 732 

Method TBLASTX : Soybean 

End 715 

Score 116 



Seq. ID OJ990324_05.9C23.C17 

Strand 

End 732 

Method GENSCAN 

End 732 

Score .87 



Seq. No. 25904 

Gene No. 53791 

Start 1 

Name OJ990324_05 . 9C23 . C18 . ol . 

Start 1 

GI 6561629. 

Exons 1..20, 384.. 666 

GI Descrip. (AF197641) ATPase alpha 

Seq. No. 25904 

Gene No. 53792 

Start 1211 

Name OJ990324_05 . 9C23 . C18 . ol , 

Start 447 

GI none 

Exons 447.. 518, 448.. 519, 449. 



np 



Seq. ID OJ990324_05.9C23.C18 

Strand + 

End 666 

Method AAT/NAP 

End 666 

Score 237 



subunit [Cabomba sp. Qiu 97027] 

Seq. ID OJ990324_05.9C23.C18 

Strand + 

End 2717 

tw Method TBLASTX : Wheat 

End 700 

Score 85 
.520, 516. .578, 521. .580, 521. .580, 



25969 




522. .581, 580. .642, 581. .643, 654. .695, 655. .696, 656. .700 



Seq. No.. 


25904 








Seq. ID 


OJ990324_05.9C23.C18 


Gene No. 


53792 








Strand 


+ 


Start 


1211 








End 


2717 


Name 


OJ990324 05 : . 


9C23. 


C18.ol 


.gs 


Method 


GEN SCAN 


Start 


1211 








End 


2656 


GI 


none 








Score 


. 64 


Exons 


1211. .1263, 


1433. 


.1452, 


1680. 


..1760, 2421. .2656 


Seq. No. 


25904 








Seq. ID 


OJ990324_05.9C23.C18 


Gene No. 


53792 








Strand 


+ 


Start 


1211 








End 


2717 


Name 


OJ990324 05. 


9C23. 


C18.ol 


.gp 


Method 


AAT/GAP 


Start 


2472 








End 


2717 


GI 


2442295 








Score 


459 


Exons 


2472. .2717 












Seq. No. 


25904 








Seq. ID 


OJ990324_05.9C23.C18 


Gene No. 


53792 








Strand 


+ 


Start 


1211 








End 


2717 


Name 


OJ990324 05. 


9C23. 


C18.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2489 








End 


2716 


GI 


none 








Score 


183 


Exons 


2489. .2644, 


2549. 


.2575, 


2578. 


. .2643, 2687. .2716 


Seq. No. 


25905 








Seq. ID 


OJ990324_05.9C23.C19 


Gene No. 


53793 








Strand 




Start 


1 








End 


3595 


Name 


OJ990324 05. 


9C23. 


C19.ol, 


■ gp 


Method 


AAT/GAP 


Start 


1 








End 


1557 


GI 


none 








Score 


709 


Exons 


1..289, 879. 


. 948, 


1518. . 


.1557 






Seq. No. 


25905 








Seq. ID 


OJ990324_05.9C23.C19 




53793 








Strand 




Start 


1 








End 


3595 


Name 


OJ990324 05. 


9C23. 


C19.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


87 








End 


1975 


GI 


none 








Score 


169 


Exons 


87. .290, 156 


.224 


, 270., 


.290, 


875. .946, 


876. .965, 877. .945, 




1515. .1664, 


1515. 


.1679, 


1517, 


,.1666, 1612.. 1668, 1744.. 1860, 




1745. .1855, 


1746. 


.1871, 


1924, 


,.1974, 1929. .1973, 1931. .1975 


JCU • IN \J . 


25905 








Seq. ID 


OJ990324_05.9C23.C19 


Gene No. 


53793 








Strand 




Start 


1 








End 


3595 


Name 


OJ990324 05. 


9C23. 


C19.ol. 


.gs 


Method 


GEN SCAN 


Start 


129 








End 


3595 


GI 


none 








Score 


.89 


Exons 


129.. 289, 879.-948, 151* 


2. .1665, 1744.. 


1859, 1932.. 2010, 




- 2093. .2163, 


2272. 


.2481, 


2957. 


,.3101, 3430. .3465, 3561. .3595 


Seq. No. 


■ 25905 








Seq. ID 


OJ990324_05.9C23.C19 


Gene No. 


53793 








Strand 




Start 


1 








End 


3595 


Name 


OJ990324 05. 


9C23. 


C19.ol, 


,np 


Method 


AAT/NAP 



25970 



Start 148 End 3291 

GI 6523093 Score 448 

Exons 148. .314, 814. .948, 1527. .1665, 1744. .1859, 1932. .2139, 
3220.. 3291 

GI Descrip. (AL133315) putative protein [Arabidopsis thaliana] 

Seq. No. 25905 Seq. ID OJ990324_05.9C23.C19 

Gene No. 53793 Strand - . 

Start 1 End 3595 

Name* . OJ990324_05. 9C23.C19.ol.ts Method - TBLASTX: Soybean 

Start 1509 End 2133 

GI none Score 94 

Exons 1509. .1664, 1518. .1679, 1567. .1683, 1618. .1668, 1743. .1871, 
1744. .1857, 1936. .2028, 1938. .2027, 2098. .2133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25905 Seq. ID OJ990324_05.9C23.C19 

53793 Strand 

1 End 3595 

OJ990324_05.9C23.C19.o2.gp Method AAT/GAP 

1839 End 3022 

none Score 683 

1839. .1859, 1932. .2010, 2093. .2163, 2272. .2430, 2957. .3022 

25905 Seq. ID OJ990324_05.9C23.C19 

53793 Strand 

1 End 3595 

OJ990324_05 . 9C23 . C19 . o2 . ts Method TBLASTX : Soybean 

2134 End 3100 

none Score 119 

2134. .2166, 2272. .2433, 2273. .2431, 2957. .3058, 2964. .3056, 
3035.. 3100, 3036.. 3092 

25906 Seq. ID OJ990324__05.9C23.C20 

53794 Strand + 

1 End 12273 

OJ990324_05 . 9C23 . C20 . ol . np Method AAT/NAP 

1 End 5468 

4220534 Score 229 

1..161, 2658. .2780, 2894. .3155, 3182. .3363, 4527. .4602, 

4709. .4811, 5340. .5468 

(AL035356) putative protein [Arabidopsis thaliana] 

25906 Seq. ID OJ990324_05.9C23.C20 

53794 Strand + 

1 End 12273 

OJ990324_05 . 9C23 . C20 . ol . gs Method GENSCAN 

1183 End 12273 

none Score .77 

1183. .1413, 2121. .2453, 2574. .2772, 2871. .3363, 4527. .4602, 
5327. .5413, 5498. .6255, 7620. .7656, 8509. .8808, 11014 .. 11481, 
11527.. 12273 



Seq. No. 25906 Seq. ID OJ990324_05.9C23.C20 

Gene No. 53794 Strand + 

Start 1 End 12273 

Name OJ990324_05 . 9C23 .C20 .ol.gp Method AAT/GAP 

Start 5970 End 6739 



25971 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



none 

5970.. 6255, 6607.. 6739 

25906 
53794 
1 

OJ990324_05. 9C23 . C20 . o2 . gp 

7422 

none 

7422.. 7536, 7620.. 7979 



Score 768 



Seq. ID OJ990324_05.9C23.C20 

Strand + 

End " 12273 

Method AAT/GAP 

End 7979 

Score 882 



25906 Seq. ID OJ990324_05.9C23.C20 

53794 • Strand + 

1 End 12273 

OJ990324_05. 9C23 . C20 . o3 . np Method AAT/NAP 

11064 End 12270 

2832643 Score 964 

11064. .11354, 11394. .12151, 12179. .12270 

(AL021710) hypothetical protein [Arabidopsis thaliana] 



25906 
53795 
13978 

OJ990324_05. 9C23 . C20 . o2 . tm 
2878 
none 

2878. .2910, 
3140. .3304 



Seq. ID OJ990324_05.9C23.C20 

Strand + 

End 14434 

Method TBLASTX : Mai ze 

End 3318 

■ Score 323 
2914. .3144, 2915. .3142, 2922. .3152, 3139. .3318, 



Seq. No. 25906 Seq. ID 

Gene No. 53795 Strand 

Start 13978 End 

Name OJ990324_05 . 9C23 . C20 . o3 . tm Method 

Start 3320 . End 

GI none Score 
Exons 



OJ990324_05.9C23.C20 
+ 

14434 

TBLASTX: Maize 

5787 

74 



3320.. 3364, 3322.. 3369, 4495.. 4602, 4524.. 4601, 4525.. 4602, 

4706. .4801, 4708. .4803, 4709. .4801, 5324. .5413, 5324. .5413, 

5326. .5418, 5326. .5448, 5478.-5786, 5489. .5617, 5508. .5786, 
5677. .5787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25906 
53795 
13978 

OJ990324_05. 9C23 . C20 . ol . tc 

11131 

none 

11131. .11295, 11377.. 11439 

25906 
53795 
13978 

OJ990324_05 . 9C23 . C20 . ol . tm 
11131 
none 
11131, 
11542. 
12181. 



Seq. ID OJ990324_05.9C23.C20 

Strand + 

End 14434 

Method TBLASTX : Cress 

End 11439 

Score 231 



Seq. ID 
Strand 
End 

Method 
End 
Score 



.11295, 11374... 11421, 11374. 
,11658, 11544. .11699, 11766. 
.12345 



OJ990324_05.9C23.C20 
+ 

14434 

TBLASTX: Maize 
12345 
153 

11439, 11530. .11700, 
12170, 11767. .12135, 



25972 



Seq. No. 


25906 




Seq. ID 


OJ990324JD5.9C23 


.C20 


Gene No. 


53795 




Strand 


+ ' 




Start 


13978 




End 


14434 




Name 


OJ990324 05.9C23.C20. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


11182 




End 


11700 




GI 


none 




Score 


157 




Exons 


11182. .11295, 11184. . 


11294, 


11367. .11480, 11377. .11439, 






11545. .11700, 11551. . 


11670, 


11553. .11699 




Seq. No. 


25906 




Seq.., ID 


OJ990324_05. 9C23 


.C20 


Gene No . 


53795 




Strand 


+ 




Start 


13978 




End 


14434 




Name 


OJ990324 05.9C23.C20. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


11548 




End 


12273 




GI 


none 




Score 


136 




Exons 


11548 . . 11700, 11652 . . 


11696, 


11808. .11873, 11809. .11982, 






11812. .11958, 11953. . 


12141, 


12208. .12273 




Seq. No. 


25906 




Seq. ID 


OJ990324_05.9C23 


.C20 


Gene No. 


53795 




Strand 


+ 




Start 


13978 




End 


14434 




Name 


OJ990324 05.9C23.C20. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


11776 




End 


12273 




GI 


none 




Score 


8 6 




Exons 


11776. .12096, 11778. . 


12017, 


11779. .1212 6, 11781. . 12128, 






12133. .12162, 12174. . 


12272, 


12181. .12273, 12181. . 12270 




Seq. No. 


25906 




Seq. ID 


OJ990324_05.9C23 


. C20 


Gene No. 


53795 




Strand 


+ 




Start 


13978 




End 


14434 




Name 


OJ990324 05.9C23.C20. 


o4 .gp 


Method 


AAT/GAP 




Start 


13978 




End 


14434 




GI 


none 




Score 


849 




Exons 


13978. .14434 










Seq. No. 


25907 




Seq. ID 


OJ990324_05. 9C23 


.C21 


Gene No. 


53796 




Strand 


+ 




Start 


3584 




End 


12823 




Name 


OJ990324 05.9C23.C21. 


o3.np 


Method 


AAT/NAP 




Start 


3584 




End 


12823 




GI 


2827699 




Score 


521 




Exons 


3584. .3644, 8539. .8640, 8695 


..9238, 10177. .10367, 11013 


. .11124, 




11170. .11493, 12755.. 


12823 








GI Descrip. 


(AL021684) predicted protein 


[Arabidopsis thaliana] 




Seq. No. 


25907 




Seq. ID 


OJ990324_05.9C23 


.C21 


Gene No. 


53796 




Strand 


+ 




Start 


3584 




End 


12823 




Name 


OJ990324 05.9C23.C21. 


o3.gs 


Method 


GENS CAN 




Start 


8539 




End 


11516 




GI 


none 




Score 


.98 




Exons 


8539. .8769, 9007. .913 


6, 10180. . 10367, 


11013. .11516 




Seq. No. 


25907 




Seq. ID 


OJ990324_05.9C23 


.C21 


Gene No. 


53796 




Strand 


+ 




Start 


3584 




End 


12823 





25973 



Name OJ990324J35 . 9C23 .C21 . o2 . gp Method AAT/GAP 

Start 9086 End 11182 

GI LIB3474-012-P1-K1-A12 Score 778 

Exons 9086.. 9136, 10180 .. 10367 , 11013.. 11182 

GI Descrip. ' 2827699/emb I CAA16672 | 7.0e-23 (AL021684) predicted protein 
[Arabidopsis thaliana] 1 



Seq. No. 


25907 


Seq. ID 


OJ990324_05 


. 9C23.C21 


Gene No. 


53797 


Strand 






Start 


532,,; 


End. 


3487 




Name 


OJ990324 05.9C23.C21.ol.gs 


Method 


GENSCAN 




Start 


532 


End 


2751 




GI 


none 


Score 


.65 




Exons 


532. .757, 1302. .1491, 2697. 


.2751 






Seq. No. 


25907 


Seq. ID 


OJ990324JD5 


. 9C23.C21 


Gene No. 


53797 


Strand 






Start 


532 


End 


3487 




Name 


OJ990324 05.9C23.C21.ol.np 


Method 


AAT/NAP 




Start 


963 " 


End 


3487 - 




GI 


5922623 


Score 


186 




Exons 


963. .1047, 2603. .2678, 2846 


..2970, 3381.. 34-87 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016856 |dbj | BAA85199.il 


(AP000570) 


hypothetical 


protein 



[Oryza sativa] 



Seq. No. 


25907 






Seq. ID 


OJ990324_05.9C23.C21 


Gene No. 


53798 






Strand 




Start 


4029 






End 


5726 


Name 


OJ990324 05.9C23.C21.o2 


. gs 




Method 


GENSCAN 


Start 


4029 






End 


5726 


GI 


none 






Score 


.85 


Exons 


4029. .4465, 4583. .5726 










Seq. No. 


25907 






Seq. ID 


OJ990324_05.9C23.C21 


Gene No. 


53798 






Strand 




Start 


• 4029 






End 


5726 


Name 


OJ990324 05.9C23.C21.o2 


.np 




Method 


AAT/NAP 


Start 


4134 






End 


5726 


GI ■ 


1717826 






Score 


1210 


Exons • 


4134. .4603, 4635. .5726 










GI Descrip. 


TYROS I NE / DOPA DECARBOXYLASE 


2 


[INCLUDES: DOPA DECARBOXYLASE 




(DDC); TYROSINE DECARBOXYLASE 


] gi| 1076245 |pir| IB55066 tyrosine 




decarboxylase (EC 4.1.1 


.25) 


2 


- opium poppy gi 1607747 (U08598) 




tyrosine/dopa decarboxylase 


[Papaver 


somnif erum] 


Seq. No. 


25907 






Seq. ID 


OJ990324_05.9C23.C21 


Gene No. 


53799 






Strand 




Start 


12070 






End 


16929 


Name 


OJ990324 05. 9C23.C21.o3 


.tc 




Method 


TBLASTX: Cress 


Start 


4191 






End 


4604 


GI 


none 






Score 


65 


Exons 


4191. .4340, 4198. .4314, 


4395 




.4418, 4 


433. .4603, 4434. .4604 


Seq. No. 


25907 






Seq. ID 


OJ990324_05.9C23.C21 


Gene No. 


53799 






Strand 




Start 


12070 






End 


16929 



25974 



Name 


OJ990324 05. 


9C23. 


C21.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


. 4794 








End 


5132 




GI 


none 








Score 


126 




Exons 


4794. .5132, 


4795. 


.4968, 


5068 


. .5130 






Seq. No. 


2-5907 








Seq. ID 


OJ990324 


_05.9C23.C21 


\J 11V 1 


53799 








Strand 






Start 


12070 








End 


16929 




Name 


OJ990324 05. 


9C23. 


C21.o3 


.tm 


Method 


TBLASTX : 


Maize 


Start * 


4863 








End 


5123 




GI 


none 








Score 


88 




Exons 


4863. .4967, 


4867. 


.4968, 


5010 


..5123, 5029.. 5121 




Seq. No. 


25907 








Seq. ID 


OJ990324 


_05.9C23.C21 


Gpnp No 


53799 








Strand 






Start 


12070 








End 


16929 




Name 


OJ990324 05. 


9C23. 


C21.o5 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5394 








End 


5660 




GI 


none 








. Score 


56 




Exons 


5394. .5501, 


5406. 


.5480, 


5502 


..5660, 5542.. 5616 




Seq. No. 


25907 








Seq. ID 


OJ990324 


_05.9C23.C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 


16929 




Name 


OJ990324 05. 


9C23. 


C21.o2 


.tm 


Method 


TBLASTX : 


Maize 


Start 


8479 








End 


9003 




GI 


none 








Score 


67 




Exons 


8479. .8580, 


8638. 


.8796, 


8709 


..8795, 8! 


332. .8999, 


8866. .9003, 




8868. .8999 














Seq. No. 


25907 








Seq. ID 


OJ990324 


_05.9C23.C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 


16929 




Name 


OJ990324 05. 


9C23. 


C21.o4 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


8668 








End 


10256 




GI 


none 








Score 


137 




Exons 


8668. .8817, 


8697. 


.8816, 


8877 


..8993, 8i 


378. .9111, 


9084 . .9107, 




10179. .10256 












Seq. No. 


25907 








Seq. ID 


OJ990324 


_05.9C23.C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 


16929 




Name 


OJ990324 05. 


9C23. 


C21.o5 


.tc 


Method 


TBLASTX : 


Cress 


Start 


8893 








End 


11288 




GI 


none 








Score 


96 




Exons 


8893. .9018, 


8895. 


.8999, 


9067 


..9111, 9078.. 9122, 


10154. .10369, 




10179. .10373 


, 10266. .10376, 


11085. .11288 




Seq. No. 


25907 








Seq. ID 


OJ990324 


_05.9C23.C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 


16929 




Name . 


OJ990324 05. 


9623. 


C21.o4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


10225 








End 


11300 




GI 


none 








Score 


148 




Exons 


10225. .10368, 10225 .. 10365, 


10230. .10373, 10232 


. .10366, 




10992. .11123, 11012. .11071, 


11128. .11235, 11130 


. . 11300, 



11148. .11300 



25975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25907 
53799 
12070 
OJ990324 
12070 
none 
12070. 
15032. 
16789. 



_05.9C23.C21.o4.gs 



12164, 
15145, 
16856 



12436. 
15238. 



12485, 
15528, 



Seq. ID 
Strand 
End 

Method. 

End 

Score 
12600. .12900, 
15639. .15947, 



OJ990324 05.9C23.C21 



16929 
GENSCAN 
16856 
.73 

13955. 
16545. 



14561, 
16662, 



Seq. No. 25907 Seq. ID 

Gene No. 53799 Strand 

Start 12070 End 

Name OJ990324_05 . 9C23 . C2 1 . o3 . gp Method 

Start 13629 End 

GI 16240_1.R1084 Score 

Exons 13629.. 14091 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ990324_05.9C23.C21 

16929 
AAT/GAP 
14091 
727 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



25907 Seq. ID 

53799 Strand 

12070 . End 

OJ990324_05 . 9C23 . C2l.o2.ts Method 

13923- ' . End. 

none Score 



OJ990324_05.9C23.C21 
16929 

TBLASTX: Soybean 

14331 

154 



13923. .14102, 13933. .14067, 14148 .. 14330, 14152.. 14331 



Seq. No. 


25907 








Seq. ID OJ990324 


_05.9C23. 


.C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 16929 






Name 


OJ990324 05.9C23.C21 


. o4 .np 


Method AAT/NAP 






Start 


13941 








End 16929 






GI 


4309698 






Score 2176 






Exons 


13941. . 


14561, 


15032. 


.15145, 


15238. .15528, 15639 


. .15947, 






16545. . 


16929 












GI Descrip. 


(AC006266) putative 


glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


25907 








Seq. ID OJ990324 


_05.9C23, 


.C21 


Gene No. 


53799 








Strand ■ 






Start 


12070 








End 16929 






Name 


OJ990324 05.9C23.C21 


.ol . tm 


Method TBLASTX : ] 


Maize 




Start 


14054 








End 16928 






GI 


none 








Score 241 






Exons 


14054. . 


14110, 


14140. 


.14460, 


14141. .14461, 14145 


. .14462, 






14146. . 


14463, 


14464. 


.14562, 


15005. .15157, 15033 


. .15152, 






15049. . 


15153, 


15235. 


.15534, 


15236. .15529, 15360 


. .15530, 






15637. . 


15948, 


15638. 


.15805, 


15639. .15950, 15640 


. .15948, 






15851. . 


15949, 


16511. 


.16588, 


16533. .16613, 16537 


. .16587, 






16542. . 


16625, 


16543. 


.16632, 


16591. .16845, 16626 


. .16835, 






16842. . 


16928, 


16842. 


.16928 








Seq. No. 


25907 








Seq. ID OJ990324 


_05.9C23. 


■ C21 


Gene No. 


53799 








Strand 






Start 


12070 








End 16929 






Name 


OJ990324_05.9C23.C21 


. o4 . gp 


Method AAT/GAP 







25976 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



14103 End 14562 

LIB3434-062-P1-K1-A5 Score 872 

14103.. 14562 

'4309698/gb|AAD15482| 2.0e-39 (AC006266) putative 
glucosyltransf erase [Arabidopsis. thaliana] 1 



25907 
53799 
12070 

OJ990324_05.9C23.C21.ol.tc 
14178 
none 

14178. .14492, 14179 
15029. .15136, 15036 
15237. .15539, 15241 
15639. .15950, 15640 



Seq. ID OJ990324_05.9C23.C21 
Strand 

16929 

TBLASTX: Cress 
16589 
289 



End 

Method 
End 
Score 

14499, 14218. .14553, 15005 
15137, 15235. .15534, 15236 
15534, 15637. .15801, 15639 
15954, 16542.. 16589 



,15151, 
,15529, 
15794, 



Seq. No. 


25907 




Seq. ID 


OJ990324_05.9C23. 


C21 


Gene No. 


53799 




Strand 






Start 


12070 ' 




End 


16929 




Name 




. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14229 




End 


14480 




GI 


none 




Score 


63 




Exons 


14229. .14480, 14236. 


.14469 








Seq. No. 


'" 25907 




Seq. ID 


OJ990324_05. 9C23. 


G21 


Gene No. 


53799 




Strand 






Start 


12070 




End 


16929 




Name 






Method 


TBLASTX : Soybean 




Start 


143'3'2 




End 


15095 




GI 


none 




Score 


199 




Exons 


14332. .14499, 14333. 


.14500, 


14334. .14492, 15029 .. 15094 , 






15033. .15095 










Seq. No. 


25907 




Seq. ID 


OJ990324_05.9C23. 


C21 


Gene No. 


53799 




Strand 






Start 


12070 




* End 


16929 




Name 


OJ990324 05.9C23.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15096 




End 


16607 




GI 


none 




Score 


70 




Exons 


15096. .15146, 15098. 


.15151, 


15232. .15534, 15239 .. 15523, 






15631. .15939, 15637. 


.15801, 


15639. .15950, 16542 16607 , 






16544. .16588 










Seq. No. 


25907 




Seq. ID 


OJ990324_05.9C23. 


C21 


Gene No. 


53799 




Strand 






Start 


12070 




End 


16929 




Name 


OJ990324 05.9C23.C21 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


16635 




End 


16815 




GI 


none 




Score 


111 




Exons 


16635. .16814, 16639. 


.16815 








Seq. No. 


25908 




Seq. ID 


OJ990324_05.9C23. 


C22 


Gene No. 


53800 




Strand 


+ 




Start 


3682 




End 


5004 




Name 


OJ990324 05.9C23.C22 


. o2.gs 


Method 


GEN SCAN 




Start 


3682 




End 


5004 





25977 



GI 


none 


Score 


.6 


Exons 


3682.. 3769, 4549.. 4688, 4891 


. .5004 




Seq. No. 


25908 


Seq. ID 


OJ990324_05.9C23.C22 


Gene No. 


53801 


Strand 


+ 




7572 


End 


14276 


Name 


OJ990324 05.9C23.C22.o3.gs 


Method 


GENSCAN 


Start 


7572 


End 


13555 


GI 


none 


Score 


. 61 


Exons 


7572. .7579, 7987. .8108, 9347 


. .9440, '9538. .9673, 9756. .9830, 




9981. .10102, 10205. .10280, 10806 .. 10940, 12365. .13555 


Seq. No.. 


25908 


Seq. ID 


OJ990324_05.9C23.C22 


Gene No. 


53801 


Strand 


+ 


Start 


7572 


End ■ 


14276 


Name 


OJ990324 05.9C23.C22.ol.gp 


Method 


AAT/GAP 


Start 


7943 


End 


9615 


GI 


LIB3434-04 4-P1-K1-B4 


Score 


847 


Exons 


7943. .8108, 8893.. 9047, 9352 


..9440, 9538. .9615 


GI Descrip. 


, 4538965/emb|CAB39789.1| 8.0e-13 (AL049488) hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


25908 


Seq. ID 


OJ990324 05.9C23.C22 


Gene No. 


53801 


Strand 


+ 


Start 


7572 ■ " 


End 


14276 


Name 


OJ990324 05.9C23.C22.ol.np 


Method 


AAT/NAP 


Start 


8902 


End 


11039 


GI 


6692122 


Score 


500 


Exons 


8902. .9047, 9352.. 9440, 9538 


..9673, 9756.. 9834, 9981.. 10122, 




10184. .10305, 10706. .10827, 


10917. .11039 


GI Descrip. 


(AC007654) T19E23.9 [Arabidopsis thaliana] 


Seq. No. 


25908 


Seq. ID 


OJ990324_05.9C23.C22 


bene ino . 


53801 


Strand 


+ 


Start £ 


- 7572 


End 


14276 


Name 


OJ990324 05.9C23.C22.o2.gp 


Method 


AAT/GAP 


Start 


10896 


End 


11401 


GI 


none 


Score 


959 


Exons 


10896. .11401 






Seq. No. 


25908 


Seq. ID 


OJ990324_05.9C23.C22 


Gene No. 


53801 


Strand 


+ 


C-t- art" 
O Lai L 


7572 


End 


14276 


Name 


OJ990324 05.9C23.C22.o3.np 


Method 


AAT/NAP 


Start 


11091 


End 


13546 


GI 


4886277 


Score 


265 


Exons 


11091. .11179, 12324.. 13546 






GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25908 


Seq. ID 


OJ990324_05.9C23.C22 


Gene No. 


53801 


Strand ■ 


+ 


Start 


7572 


End 


14276 


Name 


OJ99032% 05. 9C23.C22.o2.np 


Method 


AAT/NAP 


Start 


12280 


End 


14276 


GI 


3024367 


Score 


51 


Exons 


12280. .12413, 14257. .14276 






GI Descrip. 


PROGASTRICSIN PRECURSOR { PEPSINOGEN C) 


gi|348277|pir| IB43356 



25978 




gastricsin (EC 3.4.23.3) precursor - guinea pig gi 1 191297 
(M88652) progastricsin [Cavia porcellus] 



Seq. No. 


25908 




Seq. ID 


OJ990324_05 . 9C23 . C22 


Gene No. 


53801 




Strand 


+ 


Start 


7572 




End 


14276 


Name 


OJ990324 05.9C23.C22. 


o3.gp 


Method 


AAT/GAP 


Start 


13142 




End 


13586 


GI 


none 




Score 


872 


Exons 


13142. .13586 








Seq. No. 


25908 




Seq. ID 


OJ990324 05.9C23.C22 


Gene No. 


53802 




Strand 


+ 


Start 


27035 




End 


27453 


Name 


OJ990324 05.9C23.C22. 


08 .gp 


Method 


AAT/GAP 


Start 


27035 




End 


27453 


GI 


50781 1.R1084 




Score 


834 


Exons 


27035. .27453 








GI Descrip. 


f 5902368/gb|AAD55470. 


1IAC009322 10 9j 


Oe-09 (AC009322) Unknown 




protein [Arabidopsis 


thaliana] 


1 ' 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25908 Seq. ID 

53803 Strand 

39094 End 

OJ990324_05. 9C23.C22.o7.np Method 

37524 End 

6324770 Score 



OJ990324_05.9C23.C22 
+ 

44070 
AAT/NAP 
41156 
695 



37524. .37557, 39274 .. 39393, 39555 .. 397 18 , 39811 .. 39901, 
39979. .40136, 4044 9 .. 40620, 40717 .. 40827, 41091. .41156 
lipoic acid synthase; Lip5p gi | 4 17254 | sp | P32875 | LIP5__YEAST 
LIPOIC ACID SYNTHETASE, MITOCHONDRIAL PRECURSOR (LIP-SYN) 
(LIPOATE SYNTHASE) gi | 630264 | pir | | S42159 lipoic acid synthase 
(EC 2.8.1.-) precursor - yeast (Saccharomyces cerevisiae) 
gi|1420467|emb|CAA99409| (Z75104) ORF YOR196c [Saccharomyces 
cerevisiae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25908 Seq. ID 

53803 Strand 

39094 End 

OJ990324_05 . 9C23 . C22 . 06 . gs Method 

39094 End 

none Score 



OJ990324_05.9C23.C22 
+ 

44070 
GENSCAN 
44067 
.8 



39094. .39393, 39537 .. 39718 , 39811 .. 39901, 39958 .. 40095, 
40191. .40261, 40449. .40620, 40717 .. 40827, 41222 .. 41267, 



41605. .41679, 42265 .. 42357, 42405 .. 424 98 , 42772, 
43305. .43378, 43523 .. 43678, 43944. .44067 



.42964, 



25908 
53803 
39094 

OJ990324_05 . 9C23 . C22 . 08 . np 
42848 
4966367 



Seq. ID OJ990324_05.9C23.C22 
Strand + 

44070 
AAT/NAP 
44070 
387 



End 

Method 
End 
Score 

42848. .42964, 43305 .. 43378 , 43523 43678 , 43944. .44070 
(AC006341) Similar to gi|2293301 YtqB from Bacillus subtilis 
sequence gb|AF008220. [Arabidopsis thaliana] 



25979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25908 
53804 
13863 

OJ990324_05 . 9C23 . C22 . o2 . tw 

5259 

none 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method TBLASTX : Wheat 

End 11048 

Score 92 



5259. .5360, 10040 .. 10102, 10041 .. 10103, 10206 .. 10280, 
10770. .10829, 10905. .11048, 10907.. 11047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25908 
53804 
13863 

OJ990324_05 . 9C23 . C22 . o5 . tm 

8928 

none 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method TBLASTX: Maize 

End 10094 

Score 119 



8928. .9047, 8935. .9045, 9334. .9465, 9350. .9439, 9351. .9440, 
9530. .9661, 9531. .9662, 9535. .9675, 9536. .9724, 9729. .9842, 
9754. .9831, 9755.-9832, 9981. .10094, 9986. .10093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25908 * Seq. ID OJ990324_05.9C23.C22v 

53804 Strand 

13863 End 34836 

OJ990324_05 . 9C23 . C22 . o3 . ts Method TBLASTX : Soybean 

9981 End 10294 

none Score 173 

9981.. 10103, 9995;',10105, 10031 .. 10108, 10203 .. 10280, 

10205. .10282, 10206. .10283, 10208.. 10294 



25908 
53804 
13863 

OJ990324_05 . 9C23 . C22 . o5 . tc 

10067 

none 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method TBLASTX : Cress 

End 11030 

Score 53 



10067. .10105, 10068. .10103, 10206 .. 10283, 10208 .. 10288, 

10767. .10829, 10905 .. 11030, 10910 .. 11029 

25908 Seq. ID OJ990324_05.9C23.C22 

53804^ Strand 

13863 End 34836 

OJ990324_05 . 9C23 . C22 . oil . tm Method TBLASTX : Maize 

10205 End 11036 

none • Score 95 

10205. .10294, 10206. .10283, 107 67 .. 1082 9, 10767 .. 10829, 

10905. .11027, 10907. .11023, 10914.. 11036 



Seq. No. 25908 Seq. ID OJ990324_05.9C23.C22 

Gene No. 53804 Strand . - 

Start 13863 End 34836 

Name OJ990324_05 . 9C23 . C22 . o4 . ts Method TBLASTX : Soybean 

Start 12356 End 13036 

GI none,. Score 7 6 

Exons 12356. .12439, 12524 .. 12709, 12740 12835, 12818 .. 12877 , 
12944. .13036 



Seq. No. 
Gene No. 



25908 
53804 



Seq. ID OJ990324_05.9C23.C22 
Strand 



25980 



Start 
Name 
Start 
GI 

Exons 



13863 . 

OJ990324_05 . 9C23 . C22 . o2 . tm 

12497 

none 

12497. .12718, 12498 .. 12686, 
12724. .12882, 12749.. 12883 



End 

Method 

End 

Score 



34836 

TBLASTX : Maize 

12883 

96 



12508. .12720, 12509. . 12718, 



Seq. No. 25908 
Gene No. 53804 
Start 138 63 

Name OJ990324_05 . 9C23 . C22 . o4 . gs 

Start 13863 
GI none 

Exons 13863. .14000, 14 137 .. 14290, 

17694. .17747, 18000 18068 , 
19999. .20044 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14394 

18403 



OJ990324 05.9C23.C22 



34836 
GEN SCAN 
20044 
.6 

14563, 15297. .15401, 
18500, 19374. .19550, 



Seq. No. 25908 . Seq. ID 

Gene No. 53804 Strand 

Start 13863 End 

Name OJ990324_05 . 9C23 .C22 . o5 . gp Method 

Start, 16577 End 

GI none Score 

Exons 16577 . . 17023, 17694 . . 17760 



OJ990324_05.9C23.C22 

34836 
AAT/GAP 
17760 
943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5.9C23.C22.o4.tm 



25908 
53804 
13863 

OJ990324_0 
16925 
none 

16925. .170 
17694. .177 
18173. .182 
18401. .184 
19991. .201 
20217. .202 
21030. .211 

25908 
53804 
13863 

OJ990324_05 . 9C23 . C22 . o5 . np 

16967 

4263702 



26, 16925. 

50, 17997. 

41, 18177. 

96, 19375'. 

13, 20000. 

82, 20365. 

10, 21044. 



17029, 
18071, 
18242, 
19440, 
20107, 
20436, 
21112, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16968 

17997 

18181 

19375 

20001 

20365 

21216 



OJ990324 05.9C23.C22 



34836 

TBLASTX: Maize 
21252 
92 

17027, 17694. .17750, 
18068, 17999. .18088, 
18243, 18400. .18501, 
19449, 19987. .20106, 
20111, 20215. .20301, 
20433, 20366. .20440, 
21251, 21226.. 21252 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method AAT/NAP 

End 21330 

Score 788 



16967. .17023, 17694 .. 17747, 18000 .. 18068 , 18182 .. 18241, 
18403. .18500, 19374. .19513, 19999 .. 20112 , 20215 .. 2028 1, 
20367. .20431, 21020 .. 21101, 21217.. 21330 
GI Descrip. (AC006223) hypothetical protein [Arabidopsis thaliana] 



25908 

53804 

13863 

OJ990324 

18000 

none 



Seq. ID OJ990324_05.9C23.C22 



05.9C23.C22.o2.ts 



Strand 
End 

Method 

End 

Score 



34836 

TBLASTX : Soybean 

21263 

71 



18000. .18077, 18000. .18068, 18173 .. 1824 1 , 18181 .. 18240, 



25981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18380. .18496, 18400 .. 18498, 18401 .. 18496, 19378 194 4 9, 

19954. .20094, 19972 .. 20031, 20001 .. 20111, 20012 .. 20095, 

20012. .20119, 20215. .20301, 20217 .. 20282, 20365 .. 20430, 

20366. .20434, 20378 .. 20434 , 21033 .. 21110, 21216. .21263 



25908 
53804 
13863 

OJ990324_05.9C23.C22.o6.gp 
18182 

LIB3433-016-Q6-K6-E9 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method AAT/GAP 

End 20305 

Score 728 



18182. .18241, 18403. .18500, 19374 .. 19447, 19999 .. 20112 , 
20215.. 20305 



GI Descrip. 1 4263702/gb | AAD15388 | 2.0e-62 (AC006223) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 25908 
Gene No. 53804 
Start 13863 

Name OJ990324_05 . 9C23 . C22 . p5 . gs 

Start 20573 ' 

GI none 
Exons 20573. 

22819. 

24562. 

27177. 

28806. 

32056. 



.20882, 21031. 

.23043, 23157. 

.24948, 25021. 

.27256, 27788. 

.28937, 30298. 

.32230, 33545. 



,21110, 
,23199, 
,25151, 
,27872, 
,30532, 
,33756 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21762 

23524 

25862 

28277 

30581 



OJ990324 05.9C23.C22 



34836 
GEN SCAN 
33756 
.77 

21827, 22273. .22428, 
23567, 23718. .23790, 
26024, 26738. .26826, 
28324, 28611. .28724, 
30849, 30935. .31018, 



Seq. No. 25908 
Gene No. 53804 
Start 13863 

Name OJ990324_05 . 9C23 . C22 . o9 . tm 

Start 22825 
GI none 
Exons 22825. 

22883. 

23523. 

23720. 



.22869, 22864. .23052, 

.23083, 23157. .23201, 

.23567, 23717. .23779, 

.23794, 25858. .25941, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_05.9C23.C22 
34836 

TBLASTX: Maize 

25957 

38 



22866. .23045, 228 67 .. 2304 9, 

23157. .23198, 23521 .. 23565, 

23718. .23780, 23718 .. 237 92, 

25862. .25957, 25877.. 25948 



Seq. No. 25908 

Gene No. 53804 

Start 13863 

Name OJ990324_05 . 9C23 . C22 . o7 . gp 

Start 22846 

GI none 

Exons 22846. .23043, 23157 .. 23199, 
25862. .26042 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324__05.9C23.C22 

34836 
AAT/GAP 
26042 
907 



23524. .23567, 23718 .. 23790, 



Seq. No. 25908 Seq. ID 

Gene No. 53804 Strand 

Start 13863 End 

Name - OJ990324_05 . 9C23 . C22 . ol . tm Method 

Start 27285 End 

GI none Score 

Exons 27285. .27341, 27352 .. 27396, 27358 



OJ990324 05.9C23.C22 



27396. .27473, 27470 .. 27529, 27471, 



34836 

TBLASTX: Maize 
33673 
67 

27471, 27390. .27482, 
27530, 27478. .27531, 



25982 



27479. 
27782. 
28608. 
28801. 
29388. 
'29570. 
30289. 
30604. 
30933. 
32245. 



.27532, 
.27874, 
.28721, 
.28938, 
.29471, 
.29656, 
.30543, 
.30852, 
.31031, 
.32283, 



27616. 
27789. 
28611. 
28806. 
29388. 
29571. 
30294. 
30607. 
32047. 
33544. 



.27684, 
.27875, 
.28721, 
.28940, 
.29471, 
.29660, 
.30533, 
.30864, 
.32229, 
.33669, 



27620. 
27790. 
28640. 
28807. 
29389. 
29571. 
30394. 
30878. 
32048. 
33544. 



.27682, 
.27873, 
.28726, 
.28938, 
.29472, 
.29657, 
.30534, 
.31021, 
.32230, 
.33669, 



27621. 
28274. 
28654. 
29387. 
29569, 
29578, 
30603. 
30932, 
32048. 
33545. 



.27683, 
.28327, 
.28725, 
.29470, 
.29652, 
.29658, 
.30851, 
.31021, 
.32230, 
.33673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25908 Seq. ID 

53804 Strand 

13863 End 

OJ990324_05 . 9C23 . C22 . 06 . np Method 

27591 End 

1076632 Score 



OJ990324_05.9C23.C22 

34836 
AAT/NAP 
33756 
1632 



27591. .27676, 27788 278.72, 28277 .. 28324 , 28 611 .. 28724 , 
28806. .28937; 29387 29471, 29572 .. 2 9651 , 302 98 .. 30532 , 
30608. .30849, 30935 .. 31051, 32056 .. 32230 , 33545. .33756 
protein kinase - common tobacco gi | 506534 | emb | CAA50374 | 
protein kinase [Nicotiana tabacum] 



(X71057) 



Seq. No. . 


25908 








Seq. ID 


OJ990324 


_05. 9C23 


Gene No. 


53804 








Strand. 






Start 


13863 








End 


34836 




Name 


OJ990324 05.9C23.C22 


.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


27805 








End 


28942 




GI 


none 








Score 


73 




Exons 


27805. 


.27873, 


27807. 


.27875, 


28605. .28 


727, 28605 


. .28721, 




28615. 


.28725, 


28796. 


.28939, 


28806. .28940, 28810 


. .28938, 




28814. 


.28942 












Seq. No. 


25908 








Seq. ID 


OJ990324 


_05.9C23 


Gene No. 


53804 








Strand 






Start 


13863 








End 


34836 




Name 


OJ990324 05.9C23.C22 


.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


27807 








End 


33673 




GI -\ , 


none 








Score 


79 




Exons 


27807. 


.27875, 


28605. 


.28727, 


28605. .28 


721, 28806 


. .28940, 




28807. 


.28938, 


29387. 


.29470, 


29388. .29471, 29388 


. .29471, 




29389. 


.29472, 


29569. 


.29652, 


29570. .29653, 29571 


. .29651, 




29578. 


.29652, 


30289. 


.30348, 


30424. .30543, 30470 


. .30535, 




30603. 


.30851, 


30607. 


.30864, 


30611. .30850, 30612 


. .30851, 




30925. 


.31002, 


30932. 


.31021, 


30933. .31004, 32047 


. .32148, 




32047. 


.32232, 


32054. 


.32233, 


33544. .33639, 33545 


. .33673 


Seq. No. 


25908 








Seq. ID 


OJ990324 


_05.9C23 


Gene No. 


53804 








Strand 






Start 


13863 








End 


34836 




Name 


OJ990324 05.9C23.C22 


. o4 . tc 


Method 


TBLASTX:' 


Cress 


Start 


29387 








End 


30543 




GI 


none 








Score 


• 111 




Exons 


29387. 


.29470, 


29388. 


.29471, 


29402. .29473, 29569 


. .29646, 




' 29571. , 


.29657, 


30289. 


.30357, 


30299. .30358, 30442 


. .30543, 



30464. .30535 



25983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25908 Seq. ID 

53804 Strand 

13863 End 

0 J990324_05 . 9C23 . C22 . o9 . gp Method 

30341 End 

uC-osflcypl20h03bl Score 
30341. .30532, 30608.. 30851 
'5302770/emb|CAB10237.2| 8, 
[Arabidopsis thaliana] 1 



OJ990324_05.9C23.C22 

34836 
AAT/GAP 
30851 
799 



Oe-48 (Z97336) protein kinase 



25908 
53804 
13863 

OJ990324_05.9C23.C22.o2.tc 

30613 

none 

30613. .30744, 30613 .. 30747 , 
30776. .30850, 30932 .. 31021, 
32048. .32233, 33544 .. 33639, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990324 05.9C23.C22 



34836 

TBLASTX: Cress 
33652 
88 

30654. .30746, 30748 .. 30852, 
30933. .31019, 32047 .. 32232, 
33545. .33652 

Seq. ID OJ990324_05.9C23.C22 
Strand 

End 34836 

Method TBLASTX : Wheat 

End 32233 " 

Score 85 



25908 
53804 
13863 

OJ990324_05.9C23.C22.ol.tw 
30739 
none 

30739. .30852, 30739 .. 30858 , 30776 .. 30859, 30932. . 30973, 
30933. .30974, 30959 31021, 32047 32232 , 32054.. 32233 



25908 Seq. ID OJ990324_05.9C23.C22 

53804 Strand 

13863 End 34836 

OJ990324_05 . 9C23 . C22 . olO . gp Method AAT/GAP 

30948 End 34836 

48829_1.R1084 Score 1603 

30948. .31018, 32056 .. 32230, 33545 .. 33921, 34608.. 34836 

, 4587520/gb|AAD25751.1|AC007060_9 2.0e-40 (AC007060) Strong 

similarity to gb_X71057 protein kinase from Nicotiana tabacum 

and contains PF_00069 eukaryotic protein kinase domain. 

[Arabidopsis thaliana] 1 ' * _ . * -■" 



Seq. No. 


25908 




Seq. ID 


OJ990324_05.9C23, 


,C22 


Gene No. 


53804 




Strand 






Start 


13863 




End 


34836 




Name 


OJ990324 05.9C23.C22 


. o7 . tm 


Method 


TBLASTX :Maize 




Start 


32615 




End 


32833 




GI 


none 




Score 


216 




Exons 


32615. .32833, 32624. 


.32797, 


32626. .32832 




Seq. No. 


25908 




Seq. ID 


OJ990324_05.9C23. 


.C22 


Gene No. 


53804 




Strand 






Start 


13863 




End 


34836 




Name 


OJ990324 05.9C23.C22 


. olO . tm 


Method 


TBLASTX: Maize 




Start . 


33695 




End 


33917 




GI 


none 




Score 


139 




Exons 


33695. .33787, 33695. 


.33787, 


33696. .3378 


:8, 33697. .33789, 






33824. .33913, 33834. 


.33917, 


33839. .33916 





25984 



Seq. No. 25908 
Gene No. 53805 
Start 39271 

Name OJ990324JD5 . 9C23 . C22 . ol . tc 

Start 39271. 
GI none 

Exons 39271. .39393, 39578 39739, 39597 .. 39725, 39812 

39815. .39895, 39973 40134 , 39978 .. 4 0133, 40498 
40717. .40824, 40737.. 40868 



-Seq. ID OJ990324_05.9C23.C22 
Strand 

End 40868* 
Method TBLASTX : Cress 
End 40868 
Score 128 

39901, 
40620, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25908 
53805 
39271 

OJ990324_05 . 9C23 . C22 . o3 . tm 

39340 

none 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 4 08 68 

Method TBLASTX : Maize 

End 40134 

Score 80 



39340. .39393, 39578 .. 39643, 39597 .. 39725, 39809 .. 39904 , 
39812. .39910, 39973 40134 , 39978 . ..4 0133 



Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons . 



25908 Seq. ID 

53805 Strand 

39271 End 

OJ990324_05 . 9C23 . C22 . o5 . ts Method 

39842 End 

none Score 



OJ990324_05.9C23.C22 
40868 

TBLASTX : Soybean 

40868 

76 



39842. .39892, 39842 .. 39889, 39934 .. 4 0134 , 39978 .. 40133, 
40498. .40620, 40717 .. 40824 , 40737.. 40868 



Seq. No. 25908 

Gene No. 53806 

Start 42456 

Name OJ990324_05 . 9C23 .C22 .06. tm 

Start 42456 

GI none 

Exons 42456. .42521, 424 64 42520, 42752 .. 42964 , 42768 
42770. .42955, 43302.. 43355 . 



Seq. ID OJ990324_05.9C23.C22 
Strand 

End 43355 

Method TBLASTX : Mai ze 

End 43355 

Score 7 6 

42950, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25908 Seq.' ID 

53807 . ' . :' ' Strand 

43534 * End 

OJ990324_05 . 9C23 . C22 . 08 . tm Method 

43534 End 

none Score 



OJ990324_05.9C23.C22 
44072 

TBLASTX: Maize 

44072 

77 



43534. .43614, 43534 .. 43677 , 43535 .. 43678 , 43535.-43678, 
43942. .44067, 43942 .. 44067 , 43947 .. 4 4 072 , 43964. .44071 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



25909 
53808 
539 

OJ990324_05-9C23.C23-ol.gs 

539 

none 



Seq. ID OJ990324_05.9C23.C23 

Strand + 

End 2877 

Method GENSCAN 

End 2877 

Score .55 



539. .789, 836.-953, 1384. .1457, 2019. .2136, 2833. .2877 



Seq. No. 
Gene No. 



25909 
53808 



Seq. ID OJ990324_05.9C23.C23 
Strand + 



25985 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



539 End 

OJ990324_05. 9C23 . C23 . ol . np Method 

912 End 

4966367 Score 



2877 
AAT/NAP 
2166 
303 



912. .1036, 1384. .1457, 1607. .1762, 2019. .2166 

(AC006341) Similar to gi 12293301 YtqB from Bacillus subtilis 

sequence gb|AF008220. [Arabidopsis thaliana] 



25909 
53809 . 
3845 

OJ990324_05 . 9C23 . C23 . o2 . gs 

3845 

none 

3845. .4039 



Seq. ID OJ990324_05.9C23.C23 

Strand + 

End 4403 

Method GENSCAN 

End 4039 

Score .55 



Seq. No. 

Gene No. , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25909 
53809 
3845 

OJ990324_05.9C23.C23.o2.np 
3854 
1046373 
3854.. 4403 

(U37336) SAG 12 protein [Arabidopsis thaliana] 



Seq. ID OJ990324_05.9C23.C23 
Strand + 

4403 
AAT/NAP 
4403 
134 



End 

Method 

End 

Score 



25909 
53810 
5354 

OJ990324_05 . 9C23 . C23 . o2 . tm 

816 

none 



Seq. ID OJ990324_05.9C2%£23 
Strand 

End 8758 

Method TBLASTX: Maize 

End 1434 

Score 144 

816. .935, 834. .935, 841. .939, 844. .939, 950. .1027, 952. .1023, 
965. .1036, 1381. .1434 



S.eq . No . 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25909 
53810 
5354 

OJ990324_05 . 9C23 . C23 . o3 . tm 

1617 

none 



Seq. ID OJ990324_05.9C23.C23 
Strand 

End 8758 

Method TBLASTX : Mai ze 

End 2160 

Score 184 . 



1617. .1763, 1617. .1658, 1619. .1762, 1704. .1766, 2017. .2106, 
2017.. 2100, 2095.. 2160, 2110.. 2139 



25909 
53810 
5354 

OJ990324_05.9C23.C23.o3.gs 

5354 

none 



Seq. ID OJ990324_05.9C23.C23 
Strand 

End 8758 

Method GENSCAN 

End 8700 " 

Score .8 



5354. .5467, 5737. .6018, 6397. .6515, 6611. .6776, 7306. .7492, 
7587.. 7687, 7807.. 8700 



25909 
53810 
5354 

OJ990324_05 . 9C23 . C23 . o3 . np 
5680 



Seq. ID OJ990324_05.9C23.C23 
Strand 

End 8758 

Method AAT/NAP 

End 8758 



25986 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3377941 ' Score 784 

5680. .6018, 6397. .6515, 6611. .6776, 6876. .6929, 7007. .7192, 

7246..7492, 7587. .7687, 7807. .7901, 8095. .8758 

(AL021960) putative protein (fragment) [Arabidopsis thaliana] 



25909 
53810 
5354 

OJ990324_05-9C23.C23.ol.tm 

5893 

none 



Seq. ID OJ990324_05.9C23.C23 
Strand 

End 8758 

Method TBLASTX: Maize 

End 7839 

Score 61 



5893.. 6009, 6377.-6523, 6385. .6513, 6597.. 6779, 6628.. 6762, 
7309. .7359, 7351. .7491, 7352. .7492, 7586. .7684, 7807. .7839 



Seq. No. 25910 Seq. ID OJ990324_ 

Gene No. 53811 Strand + 

Start 7722 End 9348 

Name OJ990324_05 . 9C23 .C24 . o2 .gs Method GENSCAN 

Start 7722 End 9053 

GI none Score . 8*9 

Exons 7722.. 9053 



05.9C23.C24 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25910 Seq. ID 

53811 Strand 

7722 End 

OJ990324_05.9C23.C24.o.4.np Method 

8115 End 

2213632 ■ Score 
8115. .8892, 9285.-9348 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ990324_05.9C23.C24 
+ 

9348 

AAT/NAP .yr 
9348 
657 



25910 Seq. ID 

53812 Strand 
1 End 
OJ990324_05 . 9C23 . C24 . ol . np Method 

1 ' End 
3377941 Score 



OJ990324_05.9C23.C24 

7542 
AAT/NAP 
2007 
290 



1..44, 121. .590, 931. .1028, 1438. .1508, 1623. .1676, 1929. .2007 
(AL021960) putative protein (fragment) [Arabidopsis thaliana] 



25910 
53812 
1 

OJ990324_05.9C23.C24.ol.gs 
108 
none 

108. .580, 915. .1028, 1438. .1508, 1623, 
6103. .6508, .7493.-7542 



Seq. ID OJ990324_05.9C23.C24 



Strand 
End 

Method 

End 

Score 



7542 
GENSCAN 
7542 
.63 

.1676, 1929. .2170, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25910 Seq. ID 

53812 Strand 

1 End 

OJ990324_05 . 9C23 . C24 . o2 . np Method 

505 End 

5734621 Score 



OJ990324_05.9C23.C24 

7542 
AAT/NAP 
5315 
69 



505.. 530, 3038. .3203, 5291. .5315 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 



25987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



25910 
53812 
1 

OJ990324_05 . 9C23 . C24 . o3 . np 

2640 

6630682 



Seq. ID OJ990324_05.9C23.C24 

Strand - \ 

End 75 % 42 

Method AAT/NAP 

End 7542 

Score 354 



2640. .2666, 5384. .5453, 6129. .6334, 7489. .7542 

(AP000969) EST D22716 (C1010) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6815074 | dbj IBAA90361.il (AP001080) EST D22716 (C1010 ) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 


25910 








Seq. ID 


OJ990324_05. 9C23 


.C24 


Gene No. 


53813 








Strand • 






Start 


8637 








End 


9202 




Name 


OJ990324_05. 


9C23. 


C24.o2 


.tm 


Method. 


TBLASTX: Maize 




Start 


8067 








End 


8354 




GI 


none 








Score 


241 




Exons 


8067. .8354, 


8206. 


.8280, 


8255. 


.8353 






Seq. No. 


25910 








Seq. ID 


OJ990324_05.9C23 


.C24 


Gene No. 


53813 








" Strand 






Start 


8637 








End 


9202 




Name 


OJ990324_05. 


9C23. 


C24.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8229 








End 


8630 




GI 


none 








Score 


214 




Exons 


8229. .8411, 


8240. 


.8392, 


8399. 


.8629, 8400. .8630 




Seq. No. 


25910 








Seq. ID 


OJ990324_05.9C23 


.C24 


Gene No. 


53813 








Strand 






Start 


8637 








End 


9202 




Name 


OJ990324 05. 


9C23. 


C24.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


8358 








End 


8837 




GI 


none 








Score 


39 




Exons 


8358.. 8396, 


8397. 


.8732, 


8414. 


.8659-, 8730. .8792, 8772. .8837, 




, 8775.. 8834 














Seq. No. 


25910 








Seq. ID 


OJ990324_05.9C23 


.C24 


Gene No- 


53813 








Strand 






Start 


8637 








End 


9202 




Name 


OJ990324 05. 


9C23. 


C24.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


8631 








End 


8869 




GI 


none 








Score 


196 




Exons 


8631. .8855, 


8639. 


.8869 










Seq. No. 


25910 








Seq. ID 


OJ990324_05.9C23 


.C24 


Gene No. 


53813 








Strand 






Start 


8637 








End 


9202 




Name 


OJ990324 05. 


9C23. 


C24.ol 


.gp 


Method 


AAT/GAP 




Start 


8637 








End 


9202 




GI 


uC-osflcyp088b!2bl 




Score 


153 




Exons 


8637. .8658, 


9094. 


.9202 











GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 



25988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA, chromosome 8, clone : P0026F07 ■ 



25911 
53814 

, 1 

OJ990324_05 . 9C23 . C25 . ol . np 
1 

5305335 



Seq. ID OJ990324_05.9C23.C25 
Strand 

End 6156 

Method AAT/NAP 

End 5422 

Score 335 



1..208, 3825. .4712, 4743.-5422 

(AF071081) proline-rich mucin homolog [Mycobacterium 
tuberculosis] 



25911 
53814 
1 

OJ990324_05 . 9C23 . C25 . ol . gs 

775 

none 



Seq. ID OJ990324_05.9C23.C25 
Strand 

End 6156 

Method GENSCAN 

End 6156 

Score .61 



775. .815, 983. .1086, 1845. .1967, 3873. .3961, 4090. .4354, 
4447. .4518, 4579. .4974, 6072. .6156 



25911 
53814 

1 . 

OJ990324_05.9C23.C25.ol.gp 
2283 - " 

uC-osflcyp088bl2bl 
2283. .2392 

, 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ990324_05.9C23.C25 
Strand 

End 6156 

Method AAT/GAP 

End 2392 

Score 153 



25912 
53815 
2027 

OJ99032 4_05 . 9C2 3 . C2 6 . ol . gs 

2027 

none 



Seq. ID OJ990324_05.9C23.C26 

Strand + 

End 4851 

Method GENSCAN 

End 4851 

Score .84 



2027. .2284, 2361. .2471, 2576. .2834, 2905. .3165, 3773. .3984, 
4552. .4851 . - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25912 
53815 
2027 

OJ990324_05. 9C23 . C26 . ol . np 

2027 

6714482 



Seq. ID OJ990324_05.9C23.C26 

Strand + 

End 4851 

Method AAT/NAP 

End 4851 

Score 1543 



2027. .2284, 2361. .2510, 2576. .2834, 2938. .3156, 3842. .3984, 
4552.. 4851 

(AC008261) unknown protin [Arabidopsis thaliana] 



25912 
53816 
6293 

OJ990324_05. 9C23 . C26 . ol . ts 

2212 

none 



Seq. ID OJ990324_05.9C23.C26 
Strand 

End 6590 

Method TBLASTX : Soybean 

End . 2797 

Score * 37 



2212. .2283, 2264. .2290, 2358. .2510, 2360. .2518, 2570. .2725, 



25989 






2573. .2797, 


2575 


. .2796 








Seq. No. 


25912 








Seq. ID 


OJ990324_05.9C23.C26 


Gene No. 


53816 








Strand 




Start 


oZy J 








End 


6590 


Name 


OJ990324 05. 


9C23 


.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2450 








. End 


2754 


GI 


none 








Score 


102 


Exons 


2450. .2518, 


2451 


. .2510, 


2573. 


.2752, 2573.. 2731, 2581.. 2754, 




2638. .2754 












Seq. No. 


25912 








Seq. ID 


OJ990324_05.9C23.C26 


Gene No. 


c n o i c 
d Jo 1 b 








Strand 




Start 


6293 








End 


6590 


Name 


OJ990324 05. 


9C23 


.C26.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2624 








End 


3088 


GI 


none 








Score 


331 


Exons 


2624. .2836, 


2626 


. .2838, 


2936. 


.3058, 2937.. 3059, 3056.. 3088 


Seq. No. 


25912 








Seq. ID 


OJ990324_05 . 9C23 . C2 6 


Gene No. 


53816 








Strand 




Start 


6293 








End 


6590 


Name 




yoz j 


no £ aO 
. 0 . oz 


. IS 


Method 


TBLASTX : Soybean 


Start 


2797 








End 


4851 


GI 


none 








Score 


59 


Exons 


2797. .2838, 


2798 


. .2836, 


2936. 


.3166, 2937.. 3158, 3833.-3985, 




3840. .3986, 


3840 


. .4001, 


3841. 


.3987, 4530. .4664, .4534. .4851, 




4542. .4586, 


4652 


. . 4840, 


4698. 


.4850 




Seq. No. 


25912 








Seq. ID 


OJ990324_05 . 9C23 . C2 6 


Gene No. 


53816 








Strand 




Start 


o^y j 








End 


6590 


Name 


OJ990324 05. 


9C23 


.C26.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2946 








End 


3899 


GI 


none 








Score 


352 


Exons 


2946. .3158, 


2949 


. .3155, 


2950. 


.3156, 3834.. 3893, 3840.. 3899, 




3841. .3897 












Seq. No. 


25912 








Seq. ID 


OJ990324__05..9C23.C2 6 


Gene No . 


D JO 1 O 








Strand 




Start 


6293 








End 


6590 


Name 


OJ990324 05. 


9C23 


.C26.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4576 








End 


4848 


GI 


none 








Score 


309 


Exons 


4576. .4848, 


4704 


. . 4847 








Seq. No. 


25912 








Seq. ID 


OJ990324_05.9C23.C26 


Gene No. 


O Jo Id 








Strand 




Start 


6293 








End 


6590 


Name 


OJ990324 05. 


9C23 


,C26.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4605 








End 


4851 


GI 


none 








Score 


211 


Exons 


4605. .4829, 


4606 


. .4851, 


4609. 


.4824, 4698. .4850 


Seq. No. 


25912 








Seq. ID 


OJ990324_05.9C23.C26 


Gene No. 


53816 








Strand 




Start 


6293 








End 


6590 



25990 



Name 

Start 

GI 

Exons 



OJ990324_05 . 9C23 . C2 6 . o2 . gs Method 

6293 End 

none Score 
6293. .6311, 6505.. 6590 



GEN SCAN 

6590 

.73 



Seq. No. 25913 Seq. ID 

Gene No. 53817 Strand 

Start 2605 End 

Name OJ990324_05 . 9C23 . C27 . ol . gs Method 

Start 2605 ' End 

GI none Score 

Exons 2605.. 3018, 3103.. 3314 



OJ990324_05.9C23.C27 

3314 

GENSCAN 

3314 i.- 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25914 Seq. ID OJ990324 

53818 Strand + 

1 End 19415 

OJ990324_05 . 9C23 . C28 . o2 . np Method AAT/NAP 
1 End 19415 

6006359.;*, Score 66 

1..34, 12115'. .12164, 13910 13971, 19280.. 19415 
(AP000559) hypothetical protein [Oryza sativa] 



05.9C23.C28 



25914 Seq. ID 

53818 Strand 

1 End 

OJ990324_05 . 9C23 . C28 . ol . gs Method 

4 9 End 

none Score 



OJ990324_05.9C23.C28 
+ 

19415 
GENSCAN 
3984 
.64 



49. .481, 507. .568, 803. .896, 1095. .1136, 3167. .3240, 3484. .3627, 
3799. .3984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25914 
53818 
1 

OJ990324_05. 9C23.C28 .ol.np 



OJ990324_05 . 9C23 . C28 
+ 



Seq. ID 
Strand 

End 19415 
Method AAT/NAP - 
1009 End 12191 

119714 Score 258 

1009. .1052, 3727. .3928, 6738. .6860, 7010. .7065, 7857. .8081, 
8941. .9173, 10351. .11172, 12082 .. 12191 . 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 Ipir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25914 Seq. ID 

53818 Strand 

1 End 

OJ990324_05 . 9C23 . C28 . o2 . gp Method 

7255 End 

46209 1.R1084 Score 



OJ990324_05.9C23.C28 
+ 

19415 
AAT/GAP 
8891 
938 



7255. .7414, 7786. .8059, 8819. .8891 

•3482921 7.0e-17 (AC003970) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 
Start 



25914 
53818 
1 



Seq. ID OJ990324_05.9C23.C28 
Strand + 
End 19415 



25991 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990324_05 . 9C23 . C28 . o3 . gs Method 

11740 End 

none Score 
11740. .11758, 12574. .12773 



GENS CAN 

12773 

.75 



Seq. ID OJ990324_05.9C23.C28 
Strand + 

19415 
AAT/GAP 
13113 
284 



25914 
53818 
1 

OJ990324_05.9C23.C28.o3.gp 
,12926 

2227_1.R1084 
12926. .13113 

1 6006355/dbj | AP000559.il AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 1 



End 

Method 

End 

Score 



25914 
53819 
654 

OJ990324_05.9C23.C28 .ol.gp 

654 

none 



Seq. ID OJ990324_05.9C23.C28 
Strand 

End 37.41 

Method AAT/GAP 

End 3741 

Score 1106 



654. .870, 1061. .1191, 1357. .1426, 1501. .1552, 3477. .3549, 
3666. .3741 



Seq. No. 25914 . 

Gene No. 53820 \ . 

Start 17411 

Name OJ990324JD5 . 9C23 . C28 . ol . tm 

Start 7724 

GI none 

Exons 7724.. 8059, 7743.. 8054 

Seq. No. 25914 

Gene No. 53820 

Start 17411 

Name OJ990324_05 . 9C23 .C28 . ol . tc 

Start 7743 

GI none 

Exons 7743.. 8057, 7787.. 8059 

Seq. No. 25914 

Gene No. 53820 

Start 17411 

Name OJ990324_05 . 9C23 . C28 . ol . ts 

Start 7794 

GI none 

Exons 7794.. 8036, 7796.. 8026 

Seq. No. 25914 

Gene No. 53820 

Start 17411 

Name ^ OJ990324_05 . 9C23 .C28 . ol . tw 

Start 7862 

GI none 

Exons 7862.. 8059, 7863.. 8057 



Seq. ID OJ990324_05.9C23.C28 
Strand 

End 18688 

Method TBLASTX : Mai ze 

End 8059 

Score 312 



Seq., ID OJ990324_05.9C23.C28 
Strand 

End 18688 

Method TBLASTX: Cress 

End 8059 

Score 277 



Seq. ID OJ990324_05.9C23.C28 
Strand 

End 18688 

Method TBLASTX : Soybean 

End 8036 

Score 255 



Seq. ID OJ990324_05.9C23.C28 
Strand 

End 18688 

Method TBLASTX : Wheat 

End 8059 

Score 225 



Seq. No. 



25914 



Seq. ID OJ990324_05.9C23.C28 



25992 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



53820 Strand 

17411 End 

OJ990324_05 . 9C23 . C28 . o5 . gs Method 

17411 End 

none Score 
17411. .17496, 18588. ".18688 



18688 - 
GEN SCAN 
18688 
.72 



25915 Seq. ID 

53821 Strand 
3296 End 
OJ990324_05 . 9C23 . C29 . ol . gp Method 
3296 End 
38782_1.R1084 Score 
3296. .3622 

1 6069643/dbj | AP000616. 1 1 AP000616 0'. 0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990324_05.9C23.C29 
+ 

3622 
AAT/GAP 
3622 
549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25915 Seq. ID 

53822 Strand 

5 End 

OJ990324_05 . 9C23 . C29 . ol . np Method 

5 End 

6907086 Score 



OJ990324_05.9C23.C29 

1850 
AAT/NAP 
1850 
1353 



5. .178, 243. .423, 537. .656, 882. .1042, 1100. .1850 
(AP001129) hypothetical protein [Oryza sativa] 



25915 
53823 
2572 

OJ990324_05.9C23.C29.o2.np 
2572 
4680186 
2572. .2990, 3490.. 3622 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990324_05.9C23.C29 
Strand 

End 3622 

Method AAT/NAP 

End 3622 

Score 206 



25916 
53824 
2039 

0 J99032 4_05 . 9C2 3 . C30 . o2 . tw 
2028 
none 

2028. .2063, 
2330. .2581 



Seq. ID OJ990324_05.9C23.C30 

Strand + 

End 4196 

Method TBLASTX: Wheat 

End 2581 

Score 34 

2188.. 2235, 2242. .2334, 2247.. 2333, 2329.. 2547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25916 
53824 
2039 

OJ990324_05.9C23.C30.ol.np 

2039 

6498441 

2039.. 3099, 3430.. 3893, 3957. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4196 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSprl . (AF098806) [Oryza sativa] 



OJ990324_05.9C23.C30 
+ 

4196 
AAT/NAP 
4196 
2661 



Seq. No. 
Gene No. 



25916 
53824 



Seq. ID OJ990324_05.9C23.C30 
Strand + 



25993 



Start 
Name 
Start 
GI 

Exons 



2039 

OJ990324_05 . 9C23 . C30 . ol . tw 

3314 

none 

3314.. 3487, 3315.. 3800, 3509. 
3941. .4084 



End 

Method 

End 

Score 



4196 

TBLASTX: Wheat 

4085 

394 . 



,3769, 3888. .4085, 3888. .4070, 



Seq. No. 25917 Seq. ID 

Gene No. 53825 Strand 

Start 369 End . 

Name OJ990324_05. 9C23 . C31 . ol . gs Method 

Start 369 End 

GI none Score 

Exons 369.. 475 



OJ990324_05.9C23.C31 
475- 

GENSCAN 

475 

.56 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25918 Seq. ID 

53826 Strand 

22 End 

OJ990324_05 . 9C23 . C32 . ol . tm Method 

1 End 

none Score 



OJ990324_05.9C23.C32 
247 

TBLASTX: Maize 

196 

44 



1..63, 2. .94, 2. .106, 73. .171, 74. .172, 79. .186, 107. .196 



25918 
53826 
22 

OJ990324_05 . 9C23 . C32 . ol . gs 
22 

none 
22. .247 



Seq. ID '-OJ990324_05.9C23.C32 

Strand 

End 247 

Method GENSCAN 

End 247 

Score .87' 



Seq. No. 


25919 








Seq. ID 


OJ990324 


_05. 


9C23 


.C33 


Gene No. 


53827 








Strand 


+ 








Start 


212 








End 


333 








Name 


OJ990324 


_05.9C23.C33. 


ol 


. gs 


Method 


GENSCAN 








Start 


212 








• End 


333„ 








GI 


none 








Score 


.57 








Exons 


212. .333 


















Seq. No. 


25919 








Seq. ID 


OJ990324 


_05. 


9C23 


.C33 


Gene No. 


53828 








Strand 










Start 


204 








End 


367 








Name 


OJ990324 


_05.9C23.C33. 


61 


.gp 


Method 


AAT/GAP 








Start 


204 








End 


367 








GI 


.2443199 








Score 


294 








Exons 


204. .367 


















Seq. No. 


25920 








Seq. ID 


OJ990324_ 


_05. 


9C23 


.C39 


Gene No. 


53829 








Strand 










Start 


68 








End 


391 








Name 


OJ990324 


_05.9C23.C39. 


ol 


. np 


Method 


AAT/NAP 








Start 


68 








' End 


,391 








GI 


5042454 








Score 


78 








Exons 


68. .121, 


346. .391 

















GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. 25921 Seq. ID OJ990324_05.9C23.C40 



25994 



• # 



Gene No. 


53830 . 




Strand 




OLal L 


1 




End 


429 


Name 


OJ990324 05.9C23.C40.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


429 


GI 


2335108 




Score 


59 -,y * 


Exons 


1..175, 355. .429 








GI Descrip. 


(AC002339) putative zinc protease [Arabidopsis thaliana] 


Seq. No. 








O.TQQn^94 0^ QP9^ P4D 

J jU Jt 4 UJ • yV/dl J .V^IVJ 


bene lno . 


53831 




Strand 




Start 


355 




End ; ~ ■ 


' 422 


Name 


n,TQQfR94 OS QP9^ P40 nl 


. y o 


Lit. LilUU 


O Hi IN O V^/^llN 


Start 


*3 R R _ 
JJJ 




£ji VkX 


4 99 

*i ^ ^ 


GI 


none 




Score 




Exons 


JJJ • , Q 








Seq. No. 


Z JJ^ 






n,TQQD?94 QP9? P41 


uene lno . 


53832 - 




Strand 




Start 


143 




End 


448 


Name 


ujyyuoz4 u D . j . U4 i . oi 


. gs 


i v je tnoa 




Start 


1 A "i ' 




ttna 


/I A Q 
4 4 0 


GI 


none 




Score 


. D / 


Exons 


1 A "5 9"59 "519 >4 /I Q 
140. .ZjZ f ,3±Z..44o 








Seq. No. 


zoyzo 




o e q . lu 


niQQn*^94 qp9*3 P49 
uuyyujZ4 u o . y^z j . ^f*z 


Gene No . 


53833 




Strand 




Start 


542 




End 


826 


Name 


ujyyujZ4 uo . yuz o . U4Z . ox 


.gp 


jyjei_noa 


7\7\T /PAD 


Start 


34 Z 






O Z D 


GI 


9 yl A "5 1 Q Q 

Z4 4 oiy y 




Score 


j j 4 


Exons 


cn ft 9 £ 
0 4 Z . . O Z O 








Seq. No. 


9^Q9^ 
^ j j 






n,TQQm94 OS 9P9^ P49 


bene no . 


J JO J*t. 








Start 


j j j 




End 


1317 


Name 


OJ990324 05.9C23.C42.o2 


. gs 


Method 


GEN SCAN 


Start 


955 




End 


1317 


GI 


none 




Score 


1 


Exons 


955. .1317 








Seq. No. 


25924 




Seq. ID 


OJ990324_05.9C23.C43 


Gene No." 


53835 




Strand 




Start 


1 




End 


201 




OJ990324 05.9C23.C43.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


201 


GI 


53564 1.R1084 




Score 


357 


Exons 


1. .201 








GI Descrip. 


, 5262218/emb|CAB45844.1 


1 3 


0e-10 (AL080254) calcium-binding 




protein-like [Arabidopsis thaliana] ' 




Seq. No. 


25924 




Seq. ID 


OJ990324_05.9C23.C43 


Gene No. 


53835 




Strand. 




Start 


1 




End 


201 


Name 


OJ990324 05.9C23.C43.ol 


.gs 


Method 


GEN SCAN 


Start 


10 




End 


138 


GI 


none 




Score 


.77 


Exons 


10. .138 









25995 




Seq. No. 


25925 


Seq. ID 


OJ990324_05.9C23. 


C44 


fjpnp No 


53836 


Strand 


+ 




Start 


1 


End 


618 




Name 


OJ990324 05. 9C23.C44 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


618 




GI 


2335108 


Score 


175 




Exons 


1..223, 352. .403, 479. .618 








GI Descrip. 


(AC002339) putative zinc protease [Arabidopsis thaliana] 




Seq. No. 


25925 


Seq. ID 


OJ990324_05. 9C23. 


C44 




53836 


Strand 


+ 




Start 


1 . 


End 


618 




Name 


OJ990324 05. 9C23.C44 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


84 


End 


565 




GI 


none 


Score 


159 




Exons 


84. .224, 96. .221, 107. .229, 344. .403, 349. .402, 466. .564 






476.-565 








Seq. No. 


25925 


Seq. ID 


OJ990324_05.9C23. 


C4 4 




53836 


Strand 


+ 




Start 


1 


End 


618 




Name 


OJ990324 05.9C23.C44.ol.tm 


Method 


TBLASTX: Maize 




Start 


95 


End 


565 




GI 


none 


Score 


107 




: Exons 


95. .208, 96. .224, 96. .227, 97 


..243, 98. 


:229, 348. '.404, 349. 




349. .423, 350. .424, 466.-564, 


476. .565, 


476. .565 




Seq. No. 


25925 


Seq. ID 


OJ990324_05.9C23. 


C44 


f!pno Mo 


53836 


Strand 


+ 




Start 


1 


End 


618 




Name 


OJ990324 05. 9C23.C44 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


95 


End 


497 




GI 


none 


Score 


140 




Exons 


95. .208, 96..224, 97. .219, 98 


..229, 321 


..404, 346.-423, 






349. .423, 477. .497 








Seq. No. 


25925 


Seq. ID 


OJ990324_05.9C23. 


C4 4 


Gene No. 


53836 


Strand 


+ 




Start 


1 


End 


618 




Name 


OJ990324 05.9C23.C44.ol.gp 


Method 


AAT/GAP 




Start 


173 


End 


618 




GI 


LIB3433-044-P1-K1-E11 


Score 


253 




Exons 


173. .223, 352. .403, 479. .618 








GI Descrip. 


'2335108 6.0e-34 (AC002339) putative isulinase [Arabidopsis 




thaliana] ■ 








Seq. No. 


25926 


Seq. ID 


OJ990324_05-9C23. 


C45 


Gene- No. 


53837 


Strand 






Start 


1 


End 


469 




Name 


OJ990324 05. 9C23.C45. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


457 




GI 


3122234 


Score 


430 





Exons 1..203, 312.. 457 

GI Descrip. EQKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 

(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 
[Triticum aestivum] 



25996 




Seq. No. 


25926 










Seq. ID 


OJ990324_05.9C23. 


C45 




JJOJ ' 
















Start 


1 










End 


469 




Name 


OJ990324 


_05. 


9C23. 


C45. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


41 










End 


462 




GI 


none 










Score 


241 




Exons 


41. .283, 


60. 


.206, 


304 


. .354, 


311. .460, 


312. .458, 314. .460, 




388. .462 
















Can 


*J Z> \J 










Seq. ID 


OJ990324_05. 9C23. 


C45 


Gene No. 


53837 










Strand 






Start 


1 










End 


469 




Name 


OJ990324 


JDS. 


9C23. 


C45. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


44 










End 


469 




GI 


none 










Score 


115 




Exons . 


44. .283, 


56. 


.202, 


60. 


.206, 


303. .458, 


311. .460, 311. .469 






25926 










Seq. ID 


- OJ990324_05.9C23. 


C45 


Gene No. 


53837 










Strand 






Start 


1 










End 


469 




Name 


OJ990324 


_05. 


9C23. 


C45. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


44 










End 


460 




GI 


none 










Score 


74 




Exons 


4 4.. 28.3, 


58. 


.183, 


60. 


.206, 


303. .458, 


311. .460, 311. .460 




OctJ. LN (J . 














OJ990324_05.9C23. 


C45 


Gene No. 


53837 










Strand 






Start 


1 










End 


469 




Name 


OJ990324 


_05. 


9C23. 


C45. 


ol . gs 


Method 


GENSCAN 




Start 


61 










End 


457 




GI 


none 










Score 


.55 




Exons 


61. .269, 


312 


. .457 










Seq. No.. 


25927 










Seq.. ID 


OJ990324 05.9C23. 


C47 


Gene No. 


53838 










Strand 


+ 




Start 


110 










End 


371 




Name 


OJ990324 


_05. 


9C23. 


C47. 


ol . gs- 


Method 


GENSCAN 




Start 


110 










End 


335 




GI 


. none 










Score 


.62 ■ 




Exons 


110. .335 

















Seq. No. 25927 Seq. ID 

Gene No. 53838 Strand 

Start 110 End 

Name OJ990324JD5 . 9C23 . C47 . ol . tm Method 

Start 161 End 

GI none Score 

Exons 161.. 250, 171. .263, 185.. 292, 186.. 305, 
282. .371 



OJ990324_05.9C23.C47 
+ 

371 

TBLASTX: Maize 

371 

104 

251. .340, 270. .317, 



Seq. No. 25928 Seq. ID 

Gene No. 53839 " Strand 

Start* 212 End 

Name OJ990324_05 . 9C23 . C4 8 . ol . gs Method 

Start 212 End 

GI none Score 



OJ990324_05.9C23.C48 
297 

GENSCAN 

297 

.5 



25997 



Exons 



212. .297 



Seq. No. 25929 

Gene No. 53840 
Start . 1 

Name OJ990324_05. 9C23.C50.ol .np 

Start 1 

GI 6692122 

Exons 1..140, 237.. 315, 398.. 533, 631.. 754 
GI Descrip. ' (AC007 654) T19E23.9 [Arabidopsis thaliana] 



Seq. ID OJ990324_05.9C23.C50 
Strand 

End 754 
Method AAT/NAP 
End . 754 

Score 237 



Seq. No, 


25929 




Seq. ID 


OJ990324_05.9C23.C50 


Gene No. 


53840 




Strand 


— 


Start 


1 




End 


754 


Name 


OJ990324 05. 9C23.C50.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


229 




End 


737 


GI 


none 




Score 


113 


Exons 


229. .342, 239. .316, 240. 


.317, 


347. .535, 


396. .536, 409. .540, 




410. .541, 606. .737, 631. 


.720, 


632. .721 




Seq. No. 


25929 




Seq. ID 


OJ990324_05.9C23.C50 


Gene No. 


53840 




Strand 




Start 


1 




End 


754 


Name 


OJ990324 05.9C23.C50.ol. 


gs 


Method 


GENSCAN 


Start 


241 * ' - 




End 


315 


GI 


none 




Score 


.86 - 


Exons 


241. .315 








Seq. No. 


' 25929 




Seq. ID 


OJ990324_05.9C23.C50 


Gene No. 


53840 




Strand 




Start 


1 




End 


754 


Name 


OJ990324 05. 9C23.C50.ol. 


gp 


Method 


AAT/GAP 


Start 


456 




End 


754 


GI 


LIB34 34-04 4-P1-K1-B4 




Score 


301 


Exons 


456. .533, 631. .754 








GI Descrip. 


, 4538965/emb|CAB3978 9.1 | 


8.0e 


-13 (AL049488) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


25930 




Seq. ID 


OJ990324_05.9C23.C54 


Gene No. 


53841 




Strand 


+ 


Start 


350 




End 


467 


Name 


OJ990324 05.9C23.C54.ol. 


gs 


Method 


GENSCAN 


Start 


350 




End 


467 


GI 


none 




Score 


.52 


Exons 


350. .467 








Seq. No. 


25931 




Seq. ID 


OJ990324_05.9C23.C55 


Gene No. 


53842 




Strand 


+ 


Start 


194 




End 


290 


Name 


OJ990324 05.9C23.C55.ol. 


gs 


Method 


GENSCAN 


Start 


194 




End 


290 


GI 


.none 




Score 


.74 


Exons 


194. .290 








Seq. No. 


25931 




Seq. ID 


OJ990324_05.9C23.C55 


Gene No. 


53843 




Strand 


+ 


Start 


388 




End 


550 



25998 



# 



Name OJ990324_05 . 9C23 .C55 . ol . gp Method AAT/GAP 

Start 388 End 550 

GI 2427387 Score 254 

Exons 388.. 550. 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 25932 Seq. ID 

Gene No. 53844 Strand 

Start 110 End 

Name OJ990324_05 . 9C23 . C56 . ol . gs Method 

Start 110 End 

GI none 1 Score 

Exons 110. .226 



OJ990324_05.9C23.C56 
226 

GENSCAN 

226 

.64 



Seq. No. 25932 Seq. ID 

Gene No. 53845 Strand 

Start 340 End 

Name OJ990324_05. 9C23.C56.ol.gp Method 

Start 34 0 End 

GI uC-osflcyp001c04b2 Score 

Exons 340.. 488 

GI Descrip. ' 6041757/gb | AC011806. 1 | AC011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990324_05.9C23.C56 
488 

AAT/GAP 

488 

208 



Seq. No. 


25933 


Seq. ID 


OJ990324_05 


.9C23..C59 


Gene No. 


53846 


Strand 






Start 


126 


End 


538 




Name 


OJ990324 05.9C23-.C59.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


538 




GI 


none 


Score 


.42 




Exons 


126. .144, 327. .538 








Seq. No. 


25934 


Seq. ID 


OJ990324_05 


.9C23.C61 


Gene No. 


53847 


Strand 


+ 




Start 


380 


End 


478 




Name 


OJ990324 05.9C23.C61.ol.np 


Method 


AAT/NAP 




Start 


380 


End 


478 




GI 


5922623 


Score 


72 




Exons 


380. .478 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 idbj |BAA85199.1| 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


25935 


Seq. ID 


OJ990324JD5 


. 9C23.C63 


Gene No. 


53848 


Strand 






Start 


331 


End 


484 




Name 


OJ990324 -05.9C23.C63.ol.gp 


Method 


AAT/GAP 




Start 


331 


End 


484 




GI 


none 


Score 


308 




Exons 


331. .484 









Seq. No. 25936 Seq. ID 

Gene No. 53849 Strand 

Start 469 End 

Name OJ990324_05 . 9C23 . C64 . ol . gs Method 



OJ990324_05.9C23.C64 
694 

GENSCAN 



25999 



Start 


469 




End 


694 






GI 


none 




Score 


.71 






Exons 


469. .694 












Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


. C2 


fZcirip Ma 

\J 1 1 w 1 * \y m 


53850 




Strand 


+ 






Start 


4830 




End 


6620 






Name 


OJ990504 06 


. 9C17.C2 .o2.gs 


Method 


GENS CAN 






Start 


4830 




End 


5555 






GI 


none 




Score 


.62 






Exons 


4830. .5555 












Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


.C2 


Gene No. 


53850 




Strand 


+ 






Start 


4830 




End 


6620 






Name 


OJ990504 06 


.9C17.C2.o2.np 


Method 


AAT/NAP 






Start 


5029, 




End 


6620 






GI 


6091769 




Score 


123 






Exons 


5029. .5249, 


6597. .6620 










GI Descrip. 


(AC009327) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


.C2 


Gone No 


53851 




Strand 








Start 


1136 




End 


2599 






Name 


OJ990504 06 


. 9C17-.C2 .ol.gs 


Method 


GEN SCAN 






Start 


1136 




End 


2599 . 






GI 


none 




Score 


.73 






Exons 


1136. .1571, 


2523. .2599 










Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


.C2 


Gene No. 


53851 




Strand 








Start 


1136 




End 


2599 






Name 


OJ990504 06 


..9C17.C2.ol.np 


Method 


AAT/NAP 






Start 


1139 




End 


1540 






GI 


1903358 




Score 


325 






Exons 


1139. .1540 












GI Descrip. 


(AC000104) 


Similar to Nicotiana EREBP- 


■3 (gb|D38124) 








[Arabidopsis thaliana] 










Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


. C2 


Gen? No 


53852 




Strand 








Start 


6122 




End 


6223 






Name 


OJ990504 06 


. 9C17.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1301 




End 


1492 






GI 


none 




Score 


90 






Exons 


1301. .1492, 


1302. .1478 * 










Seq. No. 


25937 




Seq. ID 


OJ990504_06. 


9C17 


.C2 


Gene No . 


53852 




Strand 








Start 


6122 




End 


6223 






Name 


OJ990504 06 


..9C17.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


5028 




End 


5333 






GI 


none 




Score 


185 






Exons 


5028. .5333, 


5114. .5212 










Seq. No. 


25937 




Seq. ID 


OJ990504JD6. 


9C17 


.C2 


Gene No. 


53852 




Strand 









26000 



